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METHODS OF DIAGNOSIS OF CANCER, COMPOSITIONS AND METHODS OF 
SCREENING FOR MODULATORS OF CANCER 

5 CROSS-REFERENCES TO RELATED APPLICATIONS 

This application claims priority to USSN 60/340,376, filed December 14, 2001; 
Attorney Docket Number 018501-006400US, filed February 8, 2002; USSN 60/347,211, filed 
January 8, 2002; USSN 60/334,393, filed November 29, 2001; USSN 60/335,394, filed 
November 15, 2001; USSN 60/347,349, filed January 10, 2002; USSN 60/368,809, filed March 
10 29, 2002; USSN 60/409,450, filed September 9, 2002; USSN 60/359,077, filed February 20, 
2002; USSN 60/386,614, filed June 5, 2002; USSN 60/356,714, filed February 13, 2002; USSN 
60/397,775 filed July 22, 2002; USSN 60/332,464, filed November 21, 2001; USSN 
60/397,845, filed July 22, 2002; USSN 60/370,110, filed April 4, 2002; USSN 60/396,839, filed 
July 16, 2002; USSN 60/350,666, filed November 13, 2001; and USSN 60/372,246, filed April 
15 12, 2002; each of which is incorporated herein by reference for all purposes. The application 
also incorporates by reference PCT/US02/29560; PCT/US02/02242; and PCT/US02/17594. 

FIELD OF THE INVENTION 
The invention relates to the identification of nucleic acid and protein expression profiles 
and nucleic acids, products, and antibodies thereto that are involved in cancer and other 
20 diseases; and to the use of such expression profiles and compositions in the diagnosis, 
prognosis, and therapy of these conditions. The invention further relates to methods for 
identifying and using agents and/or targets that modulate these conditions. 

BACKGROUND OF THE INVENTION 
Cancer is a major cause of morbidity in the United States. For example, in 1996, the 
25 American Cancer Society estimated that 1,359,150 people were diagnosed with a malignant 
neoplasm and 554,740 died from one of these diseases. Cancer is responsible for 23.9 percent 
of all American deaths and is exceeded only by heart disease as a cause of mortality (33 
percent). Unfortunately, cancer mortality is increasing and sometime early in this century, 
cancer is expected to become the leading cause of mortality in the United States as it already is 
30 in Japan. 

Cancers share the charactaristic of disordered control over normal cell division, growth, 
and differentiation. Their initial clinical manifestations are extremely heterogeneous, with over 
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70 types of cancer arising in virtually every organ and tissue of the body. Moreover, some of 
those similarly classified cancer types may represent multiple different molecular diseases. 
Unfortunately, some cancers may be virtually asymptomatic until late in the disease course, 
when treatment is more difficult, and prognosis grim. 
5 Treatment for cancer typically includes surgery, chemotherapy, and/or radiation therapy. 

Although nearly 50 percent of cancer patients can be effectively treated using these methods, 
the current therapies all induce serious side effects which diminish quality of life. The 
identification of novel therapeutic targets and diagnostic markers will be important for 
improving the diagnosis, prognosis, and treatment of cancer patients. 
10 Recent advances in molecular medicine have increased the interest in tumor-specific 

antigens that could serve as targets for various immunotherapeutic or small molecule strategies. 
Antigens suitable for immunotherapeutic strategies should be highly expressed in cancer tissues, 
preferably accessible from the vasculature and at the cell surface, and ideally not expressed in 
normal adult tissues. Expression in tissues that are dispensable for life, however, may be 
15 tolerated, e.g., reproductive organs, especially those absent in one sex. Examples of antigens 
that are currently available for the detection and treatment of certain cancers include Her2/neu 
and the B-cell antigen CD20. Humanized monclonal antibodies directed to Her2/neu 
(Herceptin®/trastuzumab) are currently in use for the treatment of metastatic breast cancer. See 
Ross and Fletcher (1998) Stem Cells 16:413-428. Similarly, anti-CD20 monoclonal antibodies 
20 (Rituxin®/rituximab) are used to effectively treat non-HodgJrin's lymphoma. See Maloney, et 
al. (1997) Blood 90:2188-2195; Leget and Czuczman (1998) Curr. Qpin. Oncol. 10:548-551. 

The elucidation of a role for novel proteins and compounds in disease states for 
identification of therapeutic targets and diagnostic markers is valuable for improving the current 
treatment of cancer patients. Accordingly, provided herein are molecular targets for therapeutic 
25 intervention in various defined cancers. Additionally, provided herein are methods that can be 
used in diagnosis and prognosis of cancer. Further provided are methods that can be used to 
screen candidate bioactive agents for the ability to modulate cancer. 

SUMMARY OF THE INVENTION 
The present invention provides methods for determining the presence or absence of a 
30 pathological cell in a patient, the method comprising detecting a nucleic acid comprising a 
sequence at least 80% identical to a sequence as described in Tables 2A-80 in a biological 
sample from the patient, thereby determining the presence or absence of the pathological cell. 

2 
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In certain embodiments of the method, the pathology is described in Table 1, including a 
cancer; the biological sample comprises isolated nucleic acids; the nucleic acids are mRNA; the 
biological sample is tissue from an organ which is affected by the pathology of Table 1, 
including a cancer; a further step is used of amplifying nucleic acids before the step of detecting 
5 the nucleic acid; the detecting is of a protein encoded by the nucleic acid; the nucleic acid 

comprises a sequence as described in Tables 2A-80; the detecting step is carried out by using a 
labeled nucleic acid probe, utilizing a biochip comprising at sequence at least 80% identical to a 
sequence as described in Tables 2A-80, or detecting a polypeptide encoded by the nucleic acid; 
or the patient is undergoing a therapeutic regimen to treat the pathology of Table 1, or is 
10 suspected of having the pathology or cancer. 

Compositions are also provided, e.g., an isolated nucleic acid molecule comprising a 
sequence as described in Tables 2A-80, including, e.g., those which are labeled; an expression 
vector comprising such nucleic acid; a host cell comprising such expression vector; an isolated 
polypeptide which is encoded by such a nucleic acid molecule comprising a sequence as 
1 5 described in Tables 2 A-80; or an antibody that specifically binds the polypeptide. In particular 
embodiments, the antibody is: conjugated to an effector component, is conjugated to a 
detectable label (including, e.g., a fluorescent label, a radioisotope, or a cytotoxic chemical), an 
antibody fragment, or is a humanized antibody. 

Additional methods are provided, including methods for specifically targeting a 
20 compound to a pathological cell in a patient, the method comprising administering to the patient 
an antibody, as described, thereby providing the targetting. Others include, e.g., methods for 
determining the presence or absence of a pathological cell in a patient, the methods comprising 
contacting a biological sample with an antibody, as described. In more particular methods, the 
antibody is: conjugated to an effector component, or to a fluorescent label; or the biological 
25 sample is a blood, serum, urine, or stool sample. 

Further methods include those for identifying a compound that modulates a pathology- 
associated polypeptide, the method comprising steps of: contacting the compound with a 
pathology-associated polypeptide, the polypeptide encoded by a polynucleotide that selectively 
hybridizes to a sequence at least 80% identical to a sequence as described in Tables 2A-80; and 
30 determining the functional effect of the compound upon the polypeptide. Another drug 

screening assay method comprises steps of: administering a test compound to a mammal having 
a pathology of Table 1 or a cell isolated therefrom; and comparing the level of gene expression 

3 
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of a polynucleotide that selectively hybridizes to a sequence at least 80% identical to a sequence 
as described in Tables 2A-80 in a treated cell or mammal with the level of gene expression of 
the polynucleotide in a control cell or mammal, wherein a test compound that modulates the 
level of expression of the polynucleotide is a candidate for the treatment of the pathology. 
5 DETAILED DESCRIPTION OF THE INVENTION 

In accordance with the objects outlined above, the present invention provides novel 
methods for diagnosis and prognosis evaluation for various disorders, e.g., angiogenesis, 
fibrosis, and various defined forms of cancer, including metastatic cancer, as well as methods 
for screening for compositions which modulate such conditions. Also provided are methods for 
10 treating such disorders or cancers. See, e.g., American Society of Clinical Oncology (ed. 2001) 
ASCO Curriculum: Symptom Management Kendall/Hunt, ISBN: 0787277851; Bonadonna, et 
al. (2001) Textbook of Breast Cancer (2d ed.) Dunitz Martin, ISBN: 1853178241; Devita and 
Hellman (eds. 2001) Cancer Principles and Practice of Oncology (2 vols.), Lippincott Williams, 
ISBN: 0781723876; Howell, et al. (2001) Breast Cancer Isis Medical Media, ISBN: 
15 1901865584; Kaye and Laws (2001) Brain Tumours: An Encyclopedic Approach (2d ed.) 

Churchill Livingstone, ISBN: 0443064261; Mihm, et al. (2001) The Melanocvtic Proliferation: 
A Comprehensive Textbook of Pigmented Lesions Wiley-Liss, ISBN: 0471252719; 
Montgomery and Aaron (2001) Clinical Pathology of Soft-Tissue Tumors Marcel Dekker, 
ISBN: 0824702905; Petrovich, et al. (eds. 2001) Combined Modality of Central Nervous 
20 System Tumors (Medical Radiology) Springer Verlag, ISBN: 3540660534; Rosen (2001) 
Rosen's Breast Pathology Lippincott Williams and Wilkins, ISBN: 0781723795; Shah, et al. 
(2001) Oral Cancer Isis Medical Media, ISBN: 189906687X; Weiss and Goldblum (2001) 
Enzinger and Weiss's Soft Tissue Tumors (4th ed.) Mosby, ISBN: 0323012000; Abelofif, et al. 
(eds. 2000) Clinical Oncology (2d e<L) Churchill Livingstone, ISBN: 044307545X; American 
25 Society of Clinical Oncology (ed. 2000) Cancer Genetics and Cancer Predisposition Testing 
Kendall/Hunt, ISBN: 0787276154; Fletcher (2000) Diagnostic Histopathologv of Tumors (2 
vols. 2d ed.) Churchill Livingstone, ISBN: 0443079927; Vogelzang (ed. 2000) Com prehensive 
Textbook of Genitourinary Oncology (2d ed.) Lippincott Williams and Wilkins, ISBN: 
0683306456; Holland, et al. (eds. 2000) Holland-Frei Cancer Medicine (Book with CD-ROM 
30 5th ed.) Decker, ISBN: 1550091131; Turrisi, et al. (2000) Lung Cancer Isis Medical Media, 
ISBN: 1901865428; Bartolozzi and Lencioni (eds. 1999) Liver Malignancies: Diagnostic and 
Interventional Radiology (Medical Radiology) Springer Verlag, ISBN: 3540647562; Gasparini 
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(ed. 1999) Prognostic Variables in Node-Negative and Node-Positive Breast Cancer Kluwer, 
ISBN: 0792384474; Hansen (ed. 1999) The LASLC Textbook of Lung Cancer: International 
Association for the Study of Lung Cancer Dunitz Martin, ISBN: 1853177083; Raghavan, et al. 
(eds. 1999) Textbook of Uncommon Cancer (2nd ed.) Wiley, ISBN: 0471929212; Thawley, et 
5 al. (eds. 1999) Comprehensive Management of Head and Neck Tumors (2 vols.) Saunders, 
ISBN: 0721655823; Whittaker and Holmes (eds. 1999) Leukemia and Related Disorders (3d 
ed.) Blackwell Science, ISBN: 0865426074; Aapro (ed. 1998) OncoMedia: Medical Oncology 
(CD-ROM) Elsevier Science, ISBN: 0080427480; Abeloff (1998) Clinical Oncology (Library 
Version 2 CD-ROM Individual Version 2.0 Windows and Macintosh) Harcourt Brace, ISBN: 
10 0443075557; Benson (ed. 1998) Gastrointestinal Oncology (Cancer Treatment and Research, 
CTAR 98) Kluwer, ISBN: 0792382056; Brambilla and Brambilla (eds. 1998) Lung Tumors: 
Fundamental Biology and Clinical Management (Vol 124) Marcel Dekker, ISBN: 0824701607; 
Canellos, et al. (eds. 1998) The Lymphomas Saunders, ISBN: 0721650309; Greenspan and 
Remagen (1998) Differential Diagnosis of Tumors and Tumor-Like Lesions of Bones and Joints 
15 Lippincott Williams and Wilkins Publishers, ISBN: 0397517106; Hiddemann (ed. 1998) Acute 
Leukemias VII: Experimental Approaches and Novel Therapies (Haematologie Und 
Bluttransfusion, Vol 39), Springer Verlag, ISBN: 3540635041 ; Husband and Reznek (1998) 
Imaging in Oncology (2 vols.) Mosby, ISBN: 1899066489; Leibel and Phillips (eds. 1998) 
Textbook of Radiation Oncology Saunders, ISBN: 0721653367; Maloney and Miller (eds. 
20 1998) Cutaneous Oncology: Pathophysiology. Diagnosis, and Management Blackwell Science, 
ISBN: 0865425175; Mittal, et al. (eds. 1998) Advances in Radiation Therapy Kluwe. ISBN: 
0792399811; Oldham (ed. 1998) Principles of Cancer Biotherapy (3d ed.) Kluwer, ISBN: 
0792335074; Ozols (ed. 1998^ Gynecologic Oncology Kluwer, ISBN: 0792380703; Parkin, et 
al. (eds. 1998) Cancer Incidence in Five Continents (Iarc Scientific Publications, No 143) 
25 Oxford University Press, ISBN: 9283221435; Perez and Brady (eds. 1998) Principles and 

Practice of Radiation Oncology Lippincott Williams and Wilkins, ISBN: 0397584164; Black, et 
al. (eds. 1997) Cancer of the Nervous System Blackwell Science, ISBN: 0865423849; 
Bonadonna, et al. (1997) Textbook of Breast Cancer: A Clinical Guide to Therapy Blackwell 
Science, ISBN: 1853173487; Pollock (ed. 19971 Surgical Oncology Kluwer. ISBN: 
30 0792399005; Sheaves, et al. (eds. 1997) Clinical Endocrine Oncology Blackwell Science, 

ISBN: 086542862X; Vahrson (1997) Radiation Oncology of Gynecological Cancers Springer 
Verlag, ISBN: 0387567682; Walterhouse and Cohn (eds. 19971 Diagnostic and Therapeutic 
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Advances in Pediatric Oncology Kluwer, ISBN: 0792399781; Aisner (ed. 1996) Comprehensive 
Textbook of Thoracic Oncology Lippincott, Williams and Wilkins, ISBN: 0683000624; 
Bertino, et al. (eds. 1996) Encyclopedia of Cancer (3 vols.) Academic, ISBN: 012093230X; 
Cavalli, et al. (1 996\ Textbook of Medical Oncology Dunitz Martin, ISBN: 1853172901; 
5 Peckham, et al. (eds. 1995) Oxford Textbook of Oncology (2-Vols.) Oxford University Press, 
ISBN: 0192616854; and Freireich and Kantarjian (eds. 1996) Molecular Genetics and Therapy 
of Leukemia (Cancer Treatment and Research, V. 84) Kluwer, ISBN: 0792339126. 

In particular, identification of markers selectively expressed on defined cancers allows 
for use of that expression in diagnostic, prognostic, or therapeutic methods. As such, the 
10 invention defines various compositions, e.g., nucleic acids, polypeptides, antibodies, and small 
molecule agonists/antagonists, which will be useful to selectively identify those markers. For 
example, therapeutic methods may take the form of protein therapeutics which use the marker 
expression for selective localization or modulation of function (for those markers which have a 
causative disease effect), for vaccines, identification of binding partners, or antagonism, e.g., 
1 5 using antisense or RNAi. The markers may be useful for molecular characterization of subsets 
of the diseases, e.g., as provided in Table 1, which subsets may actually require very different 
treatments. Moreover, the markers may also be important in related diseases to the specific 
disorders and cancers, e.g., which affect similar tissues in non-malignant diseases, or have 
similar mechanisms of induction/maintenance. Metastatic processes or characteristics may also 
20 be targeted. Diagnostic and prognostic uses are made available, e.g., to subset related but 

distinct diseases, or to determine treatment strategy. The detection methods may be based upon 
nucleic acid, e.g., PCR or hybridization techniques, or protein, e.g., ELISA, imaging, IHC, etc. 
The diagnosis may be qualitative or quantitative, and may detect increases or decreases in 
expression levels. 

25 Tables 2B-76B provide unigene cluster identification numbers for the nucleotide 

sequence of genes that exhibit increased or decreased expression in diseased samples (see 
Tables 1-3), particularly sequences involved in angiogenesis, arthritis, prostate cancer, breast 
cancer, colorectal cancer, cervical cancer, bladder cancer, head and neck cancer, esophageal 
cancer, lung cancer, ovarian cancer, pancreatic cancer, renal cancer, stomach cancer, skin 

30 cancer, testicular cancer, uterine cancer, glioblastoma, Ewing sarcoma, soft tissue sarcoma, and 
lung fibrosis. Tables 2A-80 also provide an exemplar accession number that provides a 
nucleotide sequence that is part of the unigene cluster. 

6 
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Definitions 

The term "cancer protein" or "cancer polynucleotide" or "cancer-associated transcript" 
refers to nucleic acid and polypeptide polymorphic variants, alleles, mutants, and interspecies 
homologues that: (1) have a nucleotide sequence that has greater than about 60% nucleotide 
5 sequence identity, 65%, 70%, 75%, 80%, 85%, 90%, preferably about 92%, 94%, 96%, 97%, 
98%, or 99% or greater nucleotide sequence identity, preferably over a region of over a region 
of at least about 25, 50, 100, 200, 500, 1000, or more nucleotides, to a nucleotide sequence of or 
associated with a gene of Tables 1-80; (2) bind to antibodies, e.g., polyclonal antibodies, raised 
against an immunogen comprising an amino acid sequence encoded by a nucleotide sequence of 
10 or associated with a gene of Tables 1-80, and conservatively modified variants thereof; (3) 

specifically hybridize under stringent hybridization conditions to a nucleic acid sequence, or the 
complement thereof of Tables 1-80 and conservatively modified variants thereof; or (4) have an 
amino acid sequence that has greater than about 60% amino acid sequence identity, 65%, 70%, 
75%, 80%, 85%, preferably 90%, 91%, 93%, 95%, 97%, 98%, or 99% or greater amino 
15 sequence identity, preferably over a region of over a region of at least about 25, 50, 100,200, 
500, 1000, or more amino acids, to an amino acid sequence encoded by a nucleotide sequence 
of or associated with a gene of Tables 1-80. A polynucleotide or polypeptide sequence is 
typically from a mammal including, but not limited to, primate, e.g., human; rodent, e.g., rat, 
mouse, hamster; cow, pig, horse, sheep, or other mammal. A "cancer polypeptide" and a 
20 "cancer polynucleotide," include both naturally occurring or recombinant forms. 

A "full length" cancer protein or nucleic acid refers to a cancer polypeptide or 
polynucleotide sequence, or a variant thereof; that contains elements normally contained In one 
or more naturally occurring, wild type cancer polynucleotide or polypeptide sequences. The 
"full length" may be prior to, or after, various stages of post-translational processing or splicing, 
25 including alternative splicing. 

"Biological sample" as used herein is a sample of biological tissue or fluid that contains 
nucleic acids or polypeptides, e.g., of a cancer protein, polynucleotide, or transcript. Such 
samples include, but are not limited to, tissue isolated from primates, e.g., humans, or rodents, 
e.g., mice, and rats. Biological samples may also include sections of tissues such as biopsy and 
30 autopsy samples, frozen sections taken for histologic purposes, archival samples, blood, plasma, 
serum, sputum, stool, tears, mucus, hair, skin, etc. Biological samples also include explants and 
primary and/or transformed cell cultures derived from patient tissues. A biological sample is 

7 
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typically obtained from a eukaryotic organism, most preferably a mammal such as a primate, 
e.g., chimpanzee or human; cow; dog; cat; a rodent, e.g., guinea pig, rat, mouse; rabbit; or a 
bird; reptile; or fish. Livestock and domestic animals are of interest. 

"Providing a biological sample" means to obtain a biological sample for use in methods 
described in this invention. Most often, this will be done by removing a sample of cells from an 
animal, but can also be accomplished by using previously isolated cells (e.g., isolated by 
another person, at another time, and/or for another purpose), or by performing the methods of 
the invention in vivo. Archival tissues or materials, having treatment or outcome history, will 
be particularly useful. 

The terms "identical" or percent "identity," in the context of two or more nucleic acids or 
polypeptide sequences, refer to two or more sequences or subsequences that are the same or 
have a specified percentage of amino acid residues or nucleotides that are the same (e.g., about 
70% identity, preferably 75%, 80%, 85%, 90%, 91%, 93%, 95%, 97%, 98%, 99%, or higher 
identity over a specified region, when compared and aligned for maximum correspondence over 
a comparison window or designated region) as measured using, e.g., a BLAST or BLAST 2.0 
sequence comparison algorithms with default parameters described below, or by manual 
alignment and visual inspection (see, e.g., NCBI web site http://www.ncbi.nlm.nih.gov/BLAST/ 
or the like). Such sequences are then said to be "substantially identical." This definition also 
refers to, or may be applied to, the complement of a test sequence. The definition also includes 
sequences that have deletions and/or insertions, substitutions, and naturally occurring, e.g., 
polymorphic or allelic variants, and man-made variants. As described below, the preferred 
algorithms can account for gaps and the like. Preferably, identity exists over a region that is at 
least about 25 amino acids or nucleotides in length, or more preferably over a region that is 
about 50-100 amino acids or nucleotides in length. 

For sequence comparison, typically one sequence acts as a reference sequence, to which 
test sequences are compared. When using a sequence comparison algorithm, test and reference 
sequences are entered into a computer, subsequence coordinates are designated, if necessary, 
and sequence algorithm program parameters are designated. Preferably, default program 
parameters can be used, or alternative parameters can be designated. The sequence comparison 
algorithm then calculates the percent sequence identities for the test sequences relative to the 
reference sequence, based on the program parameters. 
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A "comparison window", as used herein, includes reference to a segment of contiguous 
positions selected from the group consisting typically of from about 20 to 600, usually about 50 
to 200, more usually about 100 to 150, in which a sequence may be compared to a reference 
sequence of the same number of contiguous positions after the two sequences are optimally 

5 aligned. Methods of alignment of sequences for comparison are well-known. Optimal 

alignment of sequences for comparison can be conducted, e.g., by the local homology algorithm 
of Smith and Waterman (1981) Adv. Appl. Math. 2:482-489, by the homology alignment 
algorithm of Needleman and Wunsch (1970) J. Mol. Biol. 48:443-453, by the search for 
similarity method of Pearson and Lipman (1988) Proc. Natl. Acad. Sci. USA 85:2444-2448, by 

10 computerized implementations of these algorithms (GAP, BESTFIT, FASTA, and TFASTA in 
the Wisconsin Genetics Software Package, Genetics Computer Group, 575 Science Dr., 
Madison, WI), or by manual alignment and visual inspection (see, e.g., Ausubel, et al. (eds. 
1995 and supplements) Current Protocols in Molecular Biology Wiley). 

Preferred examples of algorithms that are suitable for determining percent sequence 

15 identity and sequence similarity include the BLAST and BLAST 2.0 algorithms, which are 

described in Altschul, et al (1977) Nuc. Acids Res. 25:3389-3402 and Altschul, et al. (1990) J. 
Mol. Biol. 215:403-410. BLAST and BLAST 2.0 are used, with the parameters described 
herein, to determine percent sequence identity for the nucleic acids and proteins of the 
invention. Software for performing BLAST analyses is publicly available through the National 

20 Center for Biotechnology Information (http://www.ncbi.nlm.nih.gov/). This algorithm involves 
first identifying high scoring sequence pairs (HSPs) by identifying short words of length W in 
the query sequence, which either match or satisfy some positive-valued threshold score T when 
aligned with a word of the same length in a database sequence. T is referred to as the 
neighborhood word score threshold (Altschul, et al., supra). These initial neighborhood word 

25 hits act as seeds for initiating searches to find longer HSPs containing them. The word hits are 
extended in both directions along each sequence for as far as the cumulative alignment score 
can be increased. Cumulative scores are calculated using, e.g., for nucleotide sequences, the 
parameters M (reward score for a pair of matching residues; always > 0) and N (penalty score 
for mismatching residues; always < 0). For amino acid sequences, a scoring matrix is used to 

30 calculate the cumulative score. Extension of the word hits in each direction are halted when: the 
cumulative alignment score falls off by the quantity X from its maximum achieved value; the 
* cumulative score goes to zero or below, due to the accumulation of one or more negative- 
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scoring residue alignments; or the end of either sequence is reached. The BLAST algorithm 
parameters W, T, and X determine the sensitivity and speed of the alignment. The BLASTN 
program (for nucleotide sequences) uses as defaults a wordlength (W) of 1 1, an expectation (E) 
of 10, M=5, N=-4 and a comparison of both strands. For amino acid sequences, the BLASTP 
program uses as defaults a wordlength of 3, and expectation (E) of 10, and the BLOSUM62 
scoring matrix (see Henikoff and Henikoff (1992) Proc. Natl. Acad. Sci. USA 89:10915-919) 
alignments (B) of 50, expectation (E) of 10, M=5, N=-4, and a comparison of both strands. 

The BLAST algorithm also performs a statistical analysis of the similarity between two 
sequences. See, e.g., Karlin and Altschul (1993) Proc. Natl. Acad. Sci. USA 90:5873-5787. 
One measure of similarity provided by the BLAST algorithm is the smallest sum probability 
(P(N)), which provides an indication of the probability by which a match between two 
nucleotide or amino acid sequences would occur by chance. For example, a nucleic acid is 
considered similar to a reference sequence if the smallest sum probability in a comparison of the 
test nucleic acid to the reference nucleic acid is less than about 0.2, more preferably less than 
about 0.01, and most preferably less than about 0.001. Log values may be negative large 
numbers, e.g., 5, 10, 20, 30, 40, 40, 70, 90, 110, 150, 170, etc. 

An indication that two nucleic acid sequences are substantially identical is that the 
polypeptide encoded by the first nucleic acid is immunologically cross reactive with the 
antibodies raised against the polypeptide encoded by the second nucleic acid. Thus, a 
polypeptide is typically substantially identical to a second polypeptide, e.g., where the two 
peptides differ only by conservative substitutions. Another indication that two nucleic acid 
sequences are substantially identical is that the two molecules or their complements hybridize to 
each other under stringent conditions. Yet another indication that two nucleic acid sequences 
are substantially identical is that the same primers can be used to amplify the sequences. 

A "host cell" is a naturally occurring cell or a transformed cell that contains an 
expression vector and supports the replication or expression of the expression vector. Host cells 
may be cultured cells, explants, cells in vivo, and the like. Host cells may be prokaryotic cells 
such as E. coli, or eukaryotic cells such as yeast, insect, amphibian, or mammalian cells such as 
CHO, HeLa, and the like (see, e.g., the American Type Culture Collection catalog or web site, 
www.atcc.org). 

The terms "isolated," "purified," or !T biologically pure" refer to material that is 
substantially or essentially free from components that normally accompany it as found in its 
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native state. Purity and homogeneity are typically determined using analytical chemistry 
techniques such as polyacrylamide gel electrophoresis or high performance liquid 
chromatography. A protein or nucleic acid that is the predominant species present in a 
preparation is substantially purified. In particular, an isolated nucleic acid is separated from 
some open reading frames that naturally flank the gene and encode proteins other than protein 
encoded by the gene. The term "purified" in some embodiments denotes that a nucleic acid or 
protein gives rise to essentially one band in an electrophoretic gel. Preferably, it means that the 
nucleic acid or protein is at least about 85% pure, more preferably at least 95% pure, and most 
preferably at least 99% pure. "Purify" or "purification" in other embodiments means removing 
at least one contaminant or component from the composition to be purified. In this sense, 
purification does not require that the purified compound be homogeneous, e.g., 100% pure. 

The terms "polypeptide," "peptide," and "protein" are used interchangeably herein to 
refer to a polymer of amino acid residues. The terms apply to amino acid polymers in which 
one or more amino acid residue is an artificial chemical mimetic of a corresponding naturally 
occurring amino acid, as well as to naturally occurring amino acid polymers, those containing 
modified residues, and non-naturally occurring amino acid polymers. 

The term "amino acid" refers to naturally occurring and synthetic amino acids, as well as 
amino acid analogs and amino acid mimetics that function similarly to the naturally occurring 
amino acids. Naturally occurring amino acids are those encoded by the genetic code, as well as 
those amino acids that are later modified, e.g., hydroxyproline, 7-carboxyglutamate, and O- 
phosphoserine. Amino acid analogs refers to compounds that have the same basic chemical 
structure as a naturally occurring amino acid, e.g., an a carbon that is bound to a hydrogen, a 
carboxyl group, an amino group, and an R group, e.g., homoserine, norleucine, methionine 
sulfoxide, methionine methyl sulfonium. Such analogs may have modified R groups (e.g., 
norleucine) or modified peptide backbones, but retain somebasic chemical structure as a 
naturally occurring amino acid. Amino acid mimetic refers to a chemical compound that has a 
structure that is different from the general chemical structure of an amino acid, but that 
functions similarly to another amino acid. 

Amino acids may be referred to herein by either their commonly known three letter 
symbols or by the one-letter symbols recommended by the IUPAC-IUB Biochemical 
Nomenclature Commission. Nucleotides, likewise, may be referred to by their commonly 
accepted single-letter codes. 
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"Conservatively modified variant" applies to both amino acid and nucleic acid 
sequences. With respect to particular nucleic acid sequences, conservatively modified variants 
refers to those nucleic acids which encode identical or essentially identical amino acid 
sequences, or where the nucleic acid does not encode an amino acid sequence, to essentially 
5 identical or associated, e.g., naturally contiguous, sequences. Because of the degeneracy of the 
genetic code, a large number of functionally identical nucleic acids encode most proteins. For 
instance, the codons GCA, GCC, GCG, and GCU each encode the amino acid alanine. Thus, at 
each position where an alanine is specified by a codon, the codon can be altered to another of 
the corresponding codons described without altering the encoded polypeptide. Such nucleic 

10 acid variations are "silent variations," which are one species of conservatively modified 
variations. Every nucleic acid sequence herein which encodes a polypeptide also describes 
silent variations of the nucleic acid. In certain contexts each codon in a nucleic acid (except 
AUG, which is ordinarily the only codon for methionine, and TGG, which is ordinarily the only 
codon for tryptophan) can be modified to yield a functionally similar molecule. Accordingly, a 

1 5 silent variation of a nucleic acid which encodes a polypeptide is implicit in a described 

sequence with respect to the expression product, but not necessarily with respect to actual probe 
sequences. 

As to amino acid sequences, one of skill will recognize that individual substitutions, 
deletions, or additions to a nucleic acid, peptide, polypeptide, or protein sequence which alters, 

20 adds, or deletes a single amino acid or a small percentage of amino acids in the encoded 

sequence is a "conservatively modified variant" where the alteration results in the substitution of 
an amino acid with a chemically similar amino acid. Conservative substitution tables providing 
functionally similar amino acids are well known. Such conservatively modified variants are in 
addition to and do not exclude polymorphic variants, interspecies homologs, and alleles of the 

25 invention. Typically conservative substitutions include for one another: 1) Alanine (A), Glycine 
(G); 2) Aspartic acid (D), Glutamic acid (E); 3) Asparagine (N), Glutamine (Q); 4) Arginine 
(R), Lysine (K); 5) Isoleucine (I), Leucine (L), Methionine (M), Valine (V); 6) Phenylalanine 
(F), Tyrosine (Y), Tryptophan (W); 7) Serine (S), Threonine (T); and 8) Cysteine (C), 
Methionine (M) (see, e.g., Creighton (1984) Proteins: Structure and Molecular Properties 

30 Freeman). 

Macromolecular structures such as polypeptide structures can be described in terms of 
various levels of organization. For a general discussion of this organization, see, e.g., Alberts, 
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et al. (eds. 2001) Molecular Biology of the Cell (4th ed.) Garland; and Cantor and Schimmel 
(1980) Biophysical Chemistry Part I: The Conformation of Biological Macromolecules 
Freeman. "Primary structure" refers to the amino acid sequence of a particular peptide. 
"Secondary structure" refers to locally ordered, three dimensional structures within a 
polypeptide. These structures are commonly known as domains. Domains are portions of a 
polypeptide that often form a compact unit of the polypeptide and are typically 25 to 
approximately 500 amino acids long. Typical domains are made up of sections of lesser 
organization such as stretches of P-sheet and a-helices. "Tertiary structure" refers to the 
complete three dimensional structure of a polypeptide monomer. "Quaternary structure" refers 
to the three dimensional structure formed, usually by the noncovalent association of 
independent tertiary units. Anisotropic terms are also known as energy terms. 

"Nucleic acid" or "oligonucleotide" or "polynucleotide" or grammatical equivalents used 
herein means at least two nucleotides covalently linked together. Oligonucleotides are typically 
from about 5, 6, 7, 8, 9, 10, 12, 15, 25, 30, 40, 50, or more nucleotides in length, up to about 
100 nucleotides in length. Nucleic acids and polynucleotides are a polymers of any length, 
including longer lengths, e.g., 200, 300, 500, 1000, 2000, 3000, 5000, 7000, 10,000, etc. A 
nucleic acid of the present invention will generally contain phosphodiester bonds, although in 
some cases, nucleic acid analogs are included that may have at least one different linkahge, e.g., 
phosphoramidate, phosphorothioate, phosphorodithioate, or O-methylphophoroamidite linkages 
(see Eckstein (1992) Oligonucleotides and Analogues: A Practical Approach Oxford Univ. 
Press); and peptide nucleic acid backbones and linkages. Other analog nucleic acids include 
those with positive backbones; non-ionic backbones, and non-ribose backbones, including those 
described in U.S. Patent Nos. 5,235,033 and 5,034,506, and Chapters 6 and 7 of Sanghvi and 
Cook (eds. 1994) Carbohydrate Modifications in Antisense Research ACS Symposium Series 
580. Nucleic acids containing one or more carbocyclic sugars are also included within one 
definition of nucleic acids. Modifications of the ribose-phosphate backbone may be done for a 
variety of reasons, e.g., to increase the stability and half-life of such molecules in physiological 
environments or as probes on a biochip. Mixtures of naturally occurring nucleic acids and 
analogs can be made; alternatively, mixtures of different nucleic acid analogs, and mixtures of 
naturally occurring nucleic acids and analogs may be made. 

A variety of references disclose such nucleic acid analogs, including, e.g., 
phosphoramidate (Beaucage, et al. (1993) Tetrahedron 49:1925-1963 and references therein; 
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Letsinger (1970) J. Org. Chem. 35:3800-3803; Sprinzl, et al. (1977) Eur. J. Biochem. 81:579- 
589; Letsinger, et al. (1986) NucL Acids Res. 14:3487-499; Sawai, et al. (1984) Chem. Lett. 
805, Letsinger, et al. (1988) J. Am. Chem. Soc. 110:4470-4471; and Pauwels, et al. (1986) 
Chemica Scripta 26:141-149), phosphorothioate (Mag, et al. (1991) Nucleic Acids Res. 
19:1437-441; and U.S. Patent No. 5,644,048), phosphorodithioate (Brill, et al. (1989) J. Am. 
Chem. Soc. 111:2321-2322), O-methylphophoroamidite linkages (see Eckstein (1992) 
Oligonucleotides and Analogues: A Practical Approach, Oxford Univ. Press), and peptide 
nucleic acid backbones and linkages (see Egholm (1992) J. Am. Chem. Soc. 114:1895-1897; 
Meier, et al. (1992) Chem. Int. Ed. Engl. 31:1008-1010; Nielsen (1993) Nature 365:566-568; 
Carlsson, et al. (1996) Nature 380:207, all of which are incorporated by reference). Other 
analog nucleic acids include those with positive backbones (Denpcy, et al. (1995) Proc. Natl. 
Acad. Sci. USA 92:6097-101; non-ionic backbones (U.S. Patent Nos. 5,386,023, 5,637,684, 
5,602,240, 5,216,141, and 4,469,863; Kiedrowski, et al. (1991) Angew. Chem. Intl. Ed. English 
30:423-426; Letsinger, et al. (1988) J. Am. Chem. Soc. 1 10:4470-4471; Letsinger, et al. (1994) 
Nucleoside and Nucleotide 13:1597; Chapters 2 and 3 in Sanghvi and Cook (eds. 1994) 
Carbohydrate Modifications in Antisense Research ACS Symposium Series 580; Mesmaeker, et 
al. (1994) Bioorganic and Medicinal Chem. Lett. 4:395-398; Jeffs, et al. (1994) J. Biomolecular 
NMR 34:17; Horn, et al. (1996) Tetrahedron Lett. 37:743) and non-ribose backbones, including 
those described in U.S. Patent Nos. 5,235,033 and 5,034,506, and Chapters 6 and 7 in Sanghvi 
and Cook (eds. 1994) Carbohydrate Modifications in Antisense Research ACS Symposium 
Series 580. Nucleic acids containing one or more carbocyclic sugars are also included within 
one definition of nucleic acids (see Jenkins, et al. (1995) Chem. Soc. Rev, pp 169-176). Several 
nucleic acid analogs are described in Rawls (page 35, June 2, 1997) C&E News . 

Particularly preferred are peptide nucleic acids (PNA) which includes peptide nucleic 
acid analogs. These backbones are substantially non-ionic under neutral conditions, in contrast 
to the highly charged phosphodiester backbone of naturally occurring nucleic acids. This 
results in at least two advantages. The PNA backbone exhibits improved hybridization kinetics. 
PNAs have larger changes in the melting temperature (Tm) for mismatched versus perfectly 
matched basepairs. DNA and RNA typically exhibit a 2-4° C drop in T m for an internal 
mismatch. With the non-ionic PNA backbone, the drop is closer to 7-9° C. Similarly, due to 
their non-ionic nature, hybridization of the bases attached to these backbones is relatively 
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insensitive to salt concentration. In addition, PNAs are not degraded by cellular enzymes, and 
thus can be more stable. 

The nucleic acids may be single stranded or double stranded, as specified, or contain 
portions of both double stranded or single stranded sequence. The depiction of a single strand 
5 also defines the sequence of the complementary strand; thus the sequences described herein also 
provide the complement of the sequence. The nucleic acid may be DNA, both genomic and 
cDNA, RNA, or a hybrid, where the nucleic acid may contain combinations of deoxyribo- and 
ribo-nucleotides, and combinations of bases, including uracil, adenine, thymine, cytosine, 
guanine, inosine, xanthine hypoxanthine, isocytosine, isoguanine, etc. "Transcript" typically 
1 0 refers to a naturally occurring RNA, e.g., a pre-mRNA, hnRNA, or mRNA. As used herein, the 
term "nucleoside" includes nucleotides and nucleoside and nucleotide analogs, and modified 
nucleosides such as amino modified nucleosides. In addition, "nucleoside" includes non- 
naturally occurring analog structures. Thus, e.g., the individual units of a peptide nucleic acid, 
each containing a base, are referred to herein as a nucleoside. 
15 A "label" or a "detectable moiety" is a composition detectable by spectroscopic, 

photochemical, biochemical, immunochemical, physiological, chemical, or other physical 
means. In general, labels fall into three classes: a) isotopic labels, which may be radioactive or 
heavy isotopes; b) immune labels, which may be antibodies, antigens, or epitope tags; and c) 
colored or fluorescent dyes. The labels may be incorporated into the cancer nucleic acids, 
20 proteins, and antibodies. For example, the label should be capable of producing, either directly 
or indirectly, a detectable signal. The detectable moiety may be a radioisotope, such as ^H, 
l^C, 32p 5 35g s or 125^ electron-dense reagents, a fluorescent or chemiluminescent compound, 
such as fluorescein isothiocyanate, rhodamine, or luciferin, or an enzyme (e.g., as commonly 
used in an ELISA), biotin, digoxigenin, or haptens and proteins or other entities which can be 
25 made detectable such as alkaline phosphatase, beta-galactosidase, or horseradish peroxidase. 
Methods are known for conjugating the antibody to the label. See, e.g., Hunter, et al. (1962) 
Nature 144:945; David, et al. (1974) Biochemistry 13:1014-1021; Pain, et al. (1981) L 
Immunol. Meth. 40:219-230; and Nygren (1982) J. Histochem. and Cvtochem. 30:407-412. 

An "effector" or "effector moiety" or "effector component" is a molecule that is bound 
30 (or linked, or conjugated), either covalently, through a linker or a chemical bond, or 

noncovalently, through ionic, van der Waals, electrostatic, or hydrogen bonds, to an antibody. 
The "effector" can be a variety of molecules including, e.g. , detection moieties including 
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radioactive compounds, fluorescent compounds, enzymes or substrates, tags such as epitope 
tags, toxins; activatable moieties, chemotherapeutic agents; lipases; antibiotics; chemoattracting 
moieties, immune modulators (micA/B), or radioisotopes, e.g., emitting "hard" beta, radiation. 
A "labeled nucleic acid probe or oligonucleotide" is one that is bound, e.g., covaiently, 
5 through a linker or a chemical bond, or noncovalently, through ionic, van der Waals, 

electrostatic, or hydrogen bonds to a label such that the presence of the probe may be detected 
by detecting the presence of the label bound to the probe. Alternatively, methods using high 
affinity interactions may achieve the same results where one of a pair of binding partners binds 
to the other, e.g., biotin, streptavidin. 
10 As used herein a "nucleic acid probe or oligonucleotide" is a nucleic acid capable of 

binding to a target nucleic acid of complementary sequence through one or more types of 
chemical bonds, usually through complementary base pairing, e.g., through hydrogen bond 
formation. As used herein, a probe may include natural (e.g., A, G, C, or T) or modified bases 
(7-deazaguanosine, inosine, etc.). In addition, the bases in a probe may be joined by a linkage 
15 other than a phosphodiester bond, preferably one that does not functionally interfere with 

hybridization. Thus, e.g., probes may be peptide nucleic acids in which the constituent bases 
are joined by peptide bonds rather than phosphodiester linkages. Probes may bind target 
sequences lacking complete complementarity with the probe sequence depending upon the 
stringency of the hybridization conditions. The probes are preferably directly labeled, e.g., with 
20 isotopes, chromophores, lumiphores, chromogens, or indirectly labeled, e.g., with biotin to 
which a streptavidin complex may later bind. By assaying for the presence or absence of the 
probe, one can detect the presence or absence of the select sequence or subsequence. Diagnosis 
or prognosis may be based at the genomic level, or at the level of RNA or protein expression. 
The term "recombinant" when used with reference, e.g., to a cell, or nucleic acid, 
25 protein, or vector, indicates that the cell, nucleic acid, protein, or vector, has been modified by 
the introduction of a heterologous nucleic acid or protein or the alteration of a native nucleic 
acid or protein, or that the cell is derived from a cell so modified. Thus, e.g., recombinant cells 
express genes that are not found within the native (non-recombinant) form of the cell or express 
native genes that are otherwise abnormally expressed, under expressed, or not expressed at all. 
30 By the term "recombinant nucleic acid" herein is meant nucleic acid, originally formed in vitro, 
in general, by the manipulation of nucleic acid, e.g., using polymerases and endonucleases, in a 
form not normally found in nature. In this manner, operably linkage of different sequences is 
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achieved. Thus an isolated nucleic acid, in a linear form, or an expression vector formed in 
vitro by ligating DNA molecules that are not normally joined, are both considered recombinant 
for the purposes of this invention. It is understood that once a recombinant nucleic acid is made 
and reintroduced into a host cell or organism, it will replicate non-recombinantly, e.g., using the 
5 in vivo cellular machinery of the host cell rather than in vitro manipulations; however, such 
nucleic acids, once produced recombinantly, although subsequently replicated non- 
recombinantly, are still considered recombinant for the purposes of the invention. 

Similarly, a "recombinant protein" is a protein made using recombinant techniques, e.g., 
through the expression of a recombinant nucleic acid as depicted above. , A recombinant protein 
1 0 is distinguished from naturally occurring protein by at least one or more characteristics. The 
protein may be isolated or purified away from some or most of the proteins and compounds 
with which it is normally associated in its wild type host, and thus may be substantially pure. 
An isolated protein is unaccompanied by at least some of the material with which it is normally 
associated in its natural state, preferably constituting at least about 0.5%, more preferably at 
1 5 least about 5% by weight of the total protein in a given sample. A substantially pure protein 
comprises at least about 75% by weight of the total protein, with at least about 80% being 
preferred, and at least about 90% being particularly preferred. The definition includes the 
production of a cancer protein from one organism in a different organism or host cell. 
Alternatively, the protein may be made at a significantly higher concentration than is normally 
20 seen, through the use of an inducible promoter or high expression promoter, such that the 

protein is made at increased concentration levels. Alternatively, the protein may be in a form 
not normally found in nature, as in the addition of an epitope tag or amino acid substitutions, 
insertions and deletions, as discussed below. 

The term "heterologous" when used with reference to portions of a nucleic acid indicates 
25 that the nucleic acid comprises two or more subsequences that are not normally found in the 
same relationship to each other in nature. For instance, the nucleic acid is typically 
recombinantly produced, having two or more sequences, e.g., from unrelated genes arranged to 
make a new functional nucleic acid, e.g., a promoter from one source and a coding region from 
another source. Similarly, a heterologous protein will often refer to two or more subsequences 
30 that are not found in the same relationship to each other in nature (e.g., a fusion protein). 

A "promoter" is typically an array of nucleic acid control sequences that direct 
transcription of a nucleic acid. As used herein, a promoter includes necessary nucleic acid 

17 



WO 03/042661 



PCT/US02/36810 



sequences near the start site of transcription, such as, in the case of a polymerase II type 
promoter, a TATA element. A promoter also optionally includes distal enhancer or repressor 
elements, which can be located as much as several thousand base pairs from the start site of 
transcription. A "constitutive" promoter is a promoter that is active under most environmental 
and developmental conditions. An "inducible" promoter is active under environmental or 
developmental regulation. The term "operably linked" refers to a functional linkage between a 
nucleic acid expression control sequence (such as a promoter, or array of transcription factor 
binding sites) and a second nucleic acid sequence, e.g., wherein the expression control sequence 
directs transcription of the nucleic acid corresponding to the second sequence. 

An "expression vector" is a nucleic acid construct, generated recombinantly or 
synthetically, with a series of specified nucleic acid elements that permit transcription of a 
particular nucleic acid in a host cell. The expression vector can be part of a plasmid, virus, or 
nucleic acid fragment. Typically, the expression vector includes a nucleic acid to be transcribed 
in operable linkage to a promoter. 

The phrase "selectively (or specifically) hybridizes to" refers to the binding, duplexing, 
or hybridizing of a molecule selectively to a particular nucleotide sequence under stringent 
hybridization conditions when that sequence is present in a complex mixture (e.g., total cellular 
or library DNA or RNA). 

The phrase "stringent hybridization conditions" refers to conditions under which a probe 
will hybridize to its target subsequence, typically in a complex mixture of nucleic acids, but to 
no other sequences. Stringent conditions are sequence-dependent and will be different in 
different circumstances. Longer sequences hybridize specifically at higher temperatures. An 
extensive guide to the hybridization of nucleic acids is found in "Overview of principles of 
hybridization and the strategy of nucleic acid assays" in Tijssen (1993) Hybridization with 
Nucleic Probes (Laboratory Techniques in Biochemistry and Molecular Biology) (vol. 24) 
Elsevier. Generally, stringent conditions are selected to be about 5-10° C lower than the 
thermal melting point (T m ) for the specific sequence at a defined ionic strength pH. The T m is 
the temperature (under defined ionic strength, pH, and nucleic concentration) at which 50% of 
the probes complementary to the target hybridize to the target sequence at equilibrium (as the 
target sequences are present in excess, at T m , 50% of the probes are occupied at equilibrium). 
Stringent conditions will be those in which the salt concentration is less than about 1.0 M 
sodium ion, typically about 0.01-1.0 M sodium ion concentration (or other salts) at pH 7.0 to 
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8.3 and the temperature is at least about 30° C for short probes (e.g., about 10-50 nucleotides) 
and at least about 60° C for long probes (e.g., greater than about 50 nucleotides). Stringent 
conditions may also be achieved with the addition of destabilizing agents such as formamide. 
For selective or specific hybridization, a positive signal is typically at least two times 
background, preferably 10 times background hybridization. Exemplary stringent hybridization 
conditions can be as following: 50% formamide, 5x SSC, and 1% SDS, incubating at 42° C, or, 
5x SSC, 1% SDS, incubating at 65° C, with wash in 0.2x SSC, and 0.1% SDS at 65° C. For 
PCR, a temperature of about 36° C is typical for low stringency amplification, although 
annealing temperatures may vary between about 32°-48° C depending on primer length. For 
high stringency PCR amplification, a temperature of about 62° C is typical, although high 
stringency annealing temperatures can range from about 50-65° C, depending on the primer 
length and specificity. Typical cycle conditions for both high and low stringency amplifications 
include a denaturation phase of 90-95° C for 30-120 sec, an annealing phase lasting 30-120 sec, 
and an extension phase of about 72° C for 1-2 min. Protocols and guidelines for low and high 
stringency amplification reactions are provided, e.g., in Innis, et al. (1990) PCR Protocols: A 
Guide to Methods and Applications Academic Press, NY. 

Nucleic acids that do not hybridize to each other under stringent conditions are still 
substantially identical if the polypeptides which they encode are substantially identical. This 
occurs, e.g., when a copy of a nucleic acid is created using the maximum codon degeneracy 
permitted by the genetic code. In such cases, the nucleic acids typically hybridize under 
moderately stringent hybridization conditions. Exemplary "moderately stringent hybridization 
conditions" include a hybridization in a buffer of 40% formamide, 1 M NaCl, 1% SDS at 37° C, 
and a wash in IX SSC at 45° C. A positive hybridization is typically at least twice background. 
Alternative hybridization and wash conditions can be utilized to provide conditions of similar 
stringency. Additional guidelines for determining hybridization parameters are provided in 
numerous references, e.g., Ausubel, et al. (eds. 1991 and supplements) Current Protocols in 
Molecular Biology Wiley. 

The phrase "functional effects" in the context of assays for testing compounds that 
modulate activity of a cancer protein includes the determination of a parameter that is indirectly 
or directly under the influence of the cancer protein or nucleic acid, e.g., a physiological, 
functional, physical, or chemical effect, such as the ability to decrease cancer. It includes ligand 
binding activity; cell viability; cell growth on soft agar; anchorage dependence; contact 
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inhibition and density limitation of growth; cellular proliferation; cellular transformation; 
growth factor or serum dependence; tumor specific marker levels; invasiveness into Matrigel; 
tumor growth and metastasis in vivo; mRNA and protein expression in ceils undergoing 
metastasis; and other characteristics of cancer cells. "Functional effects" include in vitro, in 
5 vivo, and ex vivo activities. 

By "determining the functional effect" is meant assaying for a compound that increases 
or decreases a parameter that is indirectly or directly under the influence of a cancer protein 
sequence, e.g., physiological, functional, enzymatic, physical, or chemical effects. Such 
functional effects can be measured, e.g., changes in spectroscopic characteristics (e.g., 
10 fluorescence, absoibance, refractive index), hydrodynamic (e.g., shape), chromatographic, or 

solubility properties for the protein, measuring inducible markers or transcriptional activation of 
the cancer protein, measuring binding activity or binding assays, e.g., binding to antibodies or 
other ligands, and measuring growth, cellular proliferation, cell viability, cellular 
transformation, growth factor or serum dependence, tumor specific marker levels, invasiveness 
15 into Matrigel, tumor growth and metastasis in vivo, mRNA and protein expression, and other 
characteristics of cancer cells. The functional effects can be evaluated by many means, e.g., 
microscopy for quantitative or qualitative measures of alterations in morphological features, 
measurement of changes in RNA or protein levels for cancer-associated sequences, 
measurement of RNA stability, identification of downstream or reporter gene expression (CAT, 
20 luciferase, jS-gal, GFP, and the like), e.g., via chemiluminescence, fluorescence, colorimetric 
reactions, antibody binding, inducible markers, and ligand binding assays. 

"Inhibitors", "activators," and "modulators" of cancer polynucleotide and polypeptide 
sequences are used to refer to activating, inhibitory, or modulating molecules or compounds 
identified using in vitro and in vivo assays of cancer polynucleotide and polypeptide sequences. 
25 Inhibitors are compounds that, e.g., bind to, partially or totally block activity, decrease, prevent, 
delay activation, inactivate, desensitize, or down regulate the activity or expression of cancer 
proteins, e.g., antagonists. Antisense or inhibitory nucleic acids may seem to inhibit expression 
and subsequent function of the protein. "Activators" are compounds that increase, open, 
activate, facilitate, enhance activation, sensitize, agonize, or up regulate cancer protein activity. 
30 Inhibitors, activators, or modulators also include genetically modified versions of cancer 

proteins, e.g., versions with altered activity, as well as naturally occurring and synthetic ligands, 
antagonists, agonists, antibodies, small chemical molecules, and the like. Such assays for 
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inhibitors and activators include, e.g., expressing the cancer protein in vitro, in cells, or cell 
membranes, applying putative modulator compounds, and then determining the functional 
effects on activity, as described above. Activators and inhibitors of cancer can also be identified 
by incubating cancer cells with the test compound and determining increases or decreases in the 
expression of 1 or more cancer proteins, e.g., 1, 2, 3, 4, 5, 10, 15, 20, 25, 30, 40, 50, or more 
cancer proteins, such as cancer proteins encoded by the sequences set out in Tables 2A-80. 

Samples or assays comprising cancer proteins that are treated with a potential activator, 
inhibitor, or modulator are compared to control samples without the inhibitor, activator, or 
modulator to examine the extent of inhibition. Control samples (untreated with inhibitors) are 
assigned a relative protein activity value of 100%. Inhibition of a polypeptide is achieved when 
the activity value relative to the control is about 80%, preferably 50%, more preferably 25-0%. 
Activation of a cancer polypeptide is achieved when the activity value relative to the control 
(untreated with activators) is about 1 10%, more preferably 150%, more preferably 200-500% 
(e.g., two to five fold higher relative to the control), more preferably 1000-3000% higher. 

The phrase "changes in cell growth" refers to any change in cell growth and proliferation 
characteristics in vitro or in vivo, such as cell viability, formation of foci, anchorage 
independence, semi-solid or soft agar growth, changes in contact inhibition and density 
limitation of growth, loss of growth factor or serum requirements, changes in cell morphology, 
gaining or losing immortalization, gaining or losing tumor specific markers, ability to form or 
suppress tumors when injected into suitable animal hosts, and/or immortalization of the cell. 
See, e.g., pp. 231-241 in Freshney (1994) Culture of Animal Cells a Manual of Basic Technique 
(2d ed.) Wiley-Liss. 

"Tumor cell" refers to precancerous, cancerous, and normal cells in a tumor. 
"Cancer cells," "transformed" cells or "transformation" in tissue culture, refers to 
spontaneous or induced phenotypic changes that do not necessarily involve the uptake of new 
genetic material. Although transformation can arise from infection with a transforming virus 
and incorporation of new genomic DNA, or uptake of exogenous DNA, it can also arise 
spontaneously or following exposure to a carcinogen, thereby mutating an endogenous gene. 
Transformation is associated with phenotypic changes, such as immortalization of cells, 
aberrant growth control, nonmorphological changes, and/or malignancy. See, Freshney (2000) 
Culture of Animal Cells: A Manual of Basic Technique (4th ed.) Wiley-Liss. 



21 



WO 03/042661 



PCT/US02/36810 



"Antibody" refers to a polypeptide comprising a framework region from an 
immunoglobulin gene or fragments thereof that specifically binds and recognizes an antigen. 
The recognized immunoglobulin genes include the kappa, lambda, alpha, gamma, delta, epsilon, 
and mu constant region genes, as well as the myriad immunoglobulin variable region genes. 
5 Light chains are classified as either kappa or lambda. Heavy chains are classified as gamma, 
mu, alpha, delta, or epsilon, which in turn define the immunoglobuUn classes, IgG, IgM, IgA, 
IgD, and IgE, respectively. Typically, the antigen-binding region of an antibody or its 
functional equivalent will be most critical in specificity and affinity of binding. See Paul (ed. 
1999) Fundamental Immunology (4th ed.) Raven. 
10 An exemplary immunoglobulin (antibody) structural unit comprises a tetramer. Each 

tetramer is composed of two identical pairs of polypeptide chains, each pair having one "light" 
(about 25 kD) and one "heavy" chain (about 50-70 kD). The N-terminus of each chain defines a 
variable region of about 100 to 1 10 or more amino acids primarily responsible for antigen 
recognition. The terms variable light chain (V L ) and variable heavy chain (Vh) refer to these 

15 light and heavy chains respectively. 

Antibodies exist, e.g., as intact immunoglobulins or as a number of well-characterized 
fragments produced by digestion with various peptidases. Thus, e.g., pepsin digests an antibody 
below the disulfide linkages in the hinge region to produce F(ab)' 2 , a dimer of Fab which itself 
is a light chain joined to V H -C H 1 by a disulfide bond. The F(ab)' 2 may be reduced under mild 
20 conditions to break the disulfide linkage in the hinge region, thereby converting the F(ab)' 2 

dimer into an Fab 1 monomer. The Fab 1 monomer is essentially Fab with part of the hingeregion 
(see Paul (ed. 1999) Fundamental Immunology (4th ed.) Raven. While various antibody 
fragments are defined in terms of the digestion of an intact antibody, one of skill will appreciate 
that such fragments may be synthesized de novo either chemically or by using recombinant 
25 DNA methodology. Thus, the term antibody, as used herein, also includes antibody fragments 
either produced by the modification of whole antibodies, or those synthesized de novo using 
recombinant DNA methodologies (e.g., single chain Fv) or those identified using phage display 
libraries (see, e.g., McCafferty, et al. (1990) Nature 348:552-554). 

For preparation of antibodies, e.g., recombinant, monoclonal, or polyclonal antibodies, 
30 many techniques known. See, e.g., Kohler and Milstein (1975) Nature 256:495-497; Kozbor, et 
a 1 H 98^ Terminology Today 4:72; Cole, et al. (1985) pp. 77-96 inReisfeld and Sell (1985) 
Monoclonal Ant^«s and Cancer Therapy Liss; Coligan (1991) Current Protocols in 
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Immunology Lippincott; Harlow and Lane (1988) Antibodies: A Laboratory Manual CSH 
Press; and Goding (1986) Monoclonal Antibodies: Pr inciples and Practice (2d ed.) Academic 
Press. Techniques for the production of single chain antibodies (U.S. Patent 4,946,778) can be 
adapted to produce antibodies to polypeptides of this invention. Also, transgenic mice, or other 
5 organisms such as other mammals, may be used to express humanized antibodies. 

Alternatively, phage display technology can be used to identify antibodies and heteromeric Fab 
fragments that specifically bind to selected antigens. See, e.g., McCafferty, et al. (1990) Nature 
348:552-554; Marks, et al. (1992) Biotechnology 10:779-783. 

A "chimeric antibody" is an antibody molecule in which (a) the constant region, or a 
10 portion thereof, is altered, replaced, or exchanged so that the antigen binding site (variable 

region) is linked to a constant region of a different or altered class, and/or species, or an entirely 
different molecule which confers new properties to the chimeric antibody, e.g., an enzyme, 
toxin, hormone, growth factor, drug, effector function, chemoattractant, immune modulator, 
etc.; or (b) the variable region, or a portion thereof, is altered, replaced, or exchanged with a 
1 5 variable region having a different or altered antigen specificity. 
Identification of cancer-associated sequences 

In one aspect, the expression levels of genes are determined in different patient samples 
for which diagnosis information is desired, to provide expression profiles. An expression 
profile of a particular sample is essentially a "fingerprint" of the state of the sample; while two 
20 states may have any particular gene similarly expressed, the evaluation of a number of genes 
simultaneously allows the generation of a gene expression profile that is characteristic of the 
state of the cell. That is, normal tissue may be distinguished from cancerous or metastatic 
cancerous tissue, or cancer tissue or metastatic cancerous tissue can be compared with tissue 
from surviving cancer patients. By comparing expression profiles of tissue in known different 
25 cancer states, information regarding which genes are important (including both up-and down- 
regulation of genes) in each of these states is obtained. Molecular profiling may distinguish 
subtypes of a currently collective disease designation, e.g., different forms of a cancer. 

The identification of sequences that are differentially expressed in cancer versus non- 
cancer tissue allows the use of this information in a number of ways. For example, a particular 
30 treatment regime may be evaluated: does a chemotherapeutic drug act to down-regulate cancer, 
and thus tumor growth or recurrence, in a particular patient Alternatively, a treatment step may 
induce other markers which may be used as targets to destroy tumor cells. Similarly, diagnosis 
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and treatment outcomes may be done or confirmed by comparing patient samples with the 
known expression profiles. Maliganant disease may be compared to non-malignant conditions. 
Metastatic tissue can also be analyzed to determine the stage of cancer in the tissue, or origin of 
primary tumor, e.g., metastasis from a remote primary site. Furthermore, these gene expression 

5 profiles (or individual genes) allow screening of drug candidates with an eye to mimicking or 
altering a particular expression profile; e.g., screening can be done for drugs that suppress the 
cancer expression profile. This may be done by making biochips comprising sets of the 
important cancer genes, which can then be used in these screens. These methods can also be 
done on the protein basis; that is, protein expression levels of the cancer proteins can be 

1 0 evaluated for diagnostic purposes or to screen candidate agents. In addition, the cancer nucleic 
acid sequences can be administered for gene therapy purposes, including the administration of 
antisense nucleic acids, or the cancer proteins (including antibodies and other modulators 
thereof) administered as therapeutic drugs. 

Thus the present invention provides nucleic acid and protein sequences that are 

15 differentially expressed in cancer relative to normal tissues and/or non-malignant disease, or in 
different types of related diseases, herein termed "cancer sequences." As outlined below, cancer 
sequences include those that are up-regulated (e.g., expressed at a higher level) in cancer, as 
well as those that are down-regulated (e.g., expressed at a lower level). In a preferred 
embodiment, the cancer sequences are from humans; however, cancer sequences from other 

20 organisms may be useful in animal models of disease and drug evaluation; thus, other cancer 
sequences are provided, from vertebrates, including mammals, including rodents (rats, mice, 
hamsters, guinea pigs, etc.), primates, farm animals (including sheep, goats, pigs, cows, Horses, 
etc.) and pets (e.g., dogs, cats, etc.). Cancer sequences from other organisms may be obtained 
using the techniques outlined below. 

25 Cancer sequences can include both nucleic acid and amino acid sequences. In a 

preferred embodiment, the skin cancer sequences are recombinant nucleic acids. These nucleic 
acid sequences are useful in a variety of applications, including diagnostic applications, which 
will detect naturally occurring nucleic acids, as well as screening applications; e.g., biochips 
comprising nucleic acid probes or PCR microtiter plates with selected probes to the cancer 

30 sequences. 

A cancer sequence can be initially identified by substantial nucleic acid and/or amino 
acid sequence homology to the cancer sequences outlined herein. Such homology can be based 
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upon the overall nucleic acid or amino acid sequence, and is generally determined as outlined 
below, e.g., using homology programs or hybridization conditions. 

For identifying cancer-associated sequences, the cancer screen typically includes 
comparing genes identified in different tissues, e.g., normal and cancerous tissues, cancer and 
5 non-malignant conditions, non-malignant conditions and normal tissues, or tumor tissue 
samples from patients who have metastatic disease vs. non metastatic tissue. Other suitable 
tissue comparisons include comparing cancer samples with metastatic cancer samples from 
other cancers, such as lung, stomach, gastrointestinal cancers, etc. Samples of different stages 
of cancer, e.g., survivor tissue, drug resistant states, and tissue undergoing metastasis, are 
10 applied to biochips comprising nucleic acid probes. The samples are first microdissected, if 
applicable, and treated for preparation ofmRNA. Suitable biochips are commercially available, 
e.g., from Affymetrix, Santa Clara, CA. Gene expression profiles as described herein are 
generated and the data analyzed. 

In one embodiment, the genes showing changes in expression as between normal and 
15 disease states are compared to genes expressed in other normal tissues, including, and not 
limited to lung, heart, brain, liver, stomach, kidney, muscle, colon, small intestine, large 
intestine, spleen, bone, and/or placenta. Li a preferred embodiment, those genes identified 
during the cancer screen that are expressed in a significant amount in other tissues (e.g., 
essential organs) are removed from the profile, although in some embodiments, this is not 
20 necessary (e.g., where organs may be dispensible, e.g., female or male specific). That is, when 
screening for drugs, it is usually preferable that the target expression be disease specific, to 
minimize possible side effects on other organs were there expression. 

In a preferred embodiment, cancer sequences are those that are up-regulated in cancer, 
that is, the expression of these genes is higher in the cancer tissue as compared to non-cancer or 
25 non-malignant tissue. "Up-regulation" as used herein often means at least about a two-fold 
change, preferably at least about a three fold change, with at least about five-fold or higher 
being preferred. Another embodiment is directed to sequences up-regulated in non-malignant 
conditions relative to normal. Uniformity among relevant samples is also preferred. 

Unigene cluster identification numbers and accession numbers herein are for the 
30 GenBank sequence database and the sequences of the accession numbers are hereby expressly 
incorporated by reference. GenBank is available, see, e.g., Benson, et al. (1998) Nuc. Acids 
Res. 26:1-7; and http://www.ncbi.nlm.nih.gov/. Sequences are also available in other databases, 
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e.g., European Molecular Biology Laboratory (EMBL) and DNA Database of Japan (DDBJ). 
In some situations, the sequences may be derived from assembly of available sequences or be 
predicted from genomic DNA using exon prediction algorithms, such as FGENESH. See 
Salamov and Solovyev (2000) Genome Res. 10:516-522. In other situations, sequences have 
been derived from cloning and sequencing of isolated nucleic acids. 

In another preferred embodiment, cancer sequences are those that are down-regulated in 
the cancer, that is, the expression of these genes is lower in cancer tissue as compared to non- 
cancerous tissue. "Down-regulation" as used herein often means at least about a two-fold 
change, preferably at least about a three fold change, with at least about five-fold or higher 
being preferred. 
Informatics 

The ability to identify genes that are over or under expressed in cancer can additionally 
provide high-resolution, high-sensitivity datasets which can be used in the areas of diagnostics, 
therapeutics, drug development, pharmacogenetics, protein structure, biosensor development, 
and other related areas. For example, the expression profiles can be used in diagnostic or 
prognostic evaluation of patients with cancer or related diseases. See Tables 1-3. Or as another 
example, subcellular toxicological information can be generated to better direct drug structure 
and activity correlation (see Anderson (June 1 1-12, 1998) Pharmaceutical Proteomics: Targets, 
Mechanism, and Function, paper presented at the BBC Proteomics conference, Coronado, CA). 
Subcellular toxicological information can also be utilized in a biological sensor device to 
predict the likely toxicological effect of chemical exposures and likely tolerable exposure 
thresholds (see U.S. Patent No. 5,81 1,231). Similar advantages accrue from datasets relevant to 
other biomolecules and bioactive agents (e.g., nucleic acids, saccharides, lipids, drugs, and the 
like). 

Thus, in another embodiment, the present invention provides a database that includes at 
least one set of assay data. The data contained in the database is acquired, e.g., using array 
analysis either singly or in a library format. The database can be in a form in which data can be 
maintained and transmitted, but is preferably an electronic database. The electronic database of 
the invention can be maintained on any electronic device allowing for the storage of and access 
to the database, such as a personal computer, but is preferably distributed on a wide area 
network, such as the World Wide Web. 
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The focus of the present section on databases that include peptide sequence data is for 
clarity of illustration only. Similar databases can be assembled for assay data acquired using an 
assay of the invention. 

The compositions and methods for identifying and/or quantitating the relative and/or 
absolute abundance of a variety of molecular and macromolecular species from a biological 
sample representing cancer, e.g., the identification of cancer-associated sequences described 
herein, provide an abundance of information which can be correlated with pathological 
conditions, predisposition to disease, drug testing, therapeutic monitoring, gene-disease causal 
linkages, identification of correlates of immunity and physiological status, among others. 
Although the data generated from the assays of the invention is suited for manual review and 
analysis, in a preferred embodiment, data processing using high-speed computers is utilized. 

An array of methods for indexing and retrieving biomolecular information is available. 
For example, U.S. Patents 6,023,659 and 5,966,712 disclose a relational database system for 
storing biomolecular sequence information in a manner that allows sequences to be catalogued 
and searched according to one or more protein function hierarchies. U.S. Patent 5,953,727 
discloses a relational database having sequence records containing information in a format that 
allows a collection of partial-length DNA sequences to be catalogued and searched according to 
association with one or more sequencing projects for obtaining full-length sequences from the 
collection of partial length sequences. U.S. Patent 5,706,498 discloses a gene database retrieval 
system for making a retrieval of a gene sequence similar to a sequence data item in a gene 
database based on the degree of similarity between a key sequence and a target sequence. U.S. 
Patent 5,538,897 discloses a method using mass spectroscopy fragmentation patterns of 
peptides to identify amino acid sequences in computer databases by comparison of predicted 
mass spectra with experimentally-derived mass spectra using a closeness-of-fit measure. U.S. 
Patent 5,926,818 discloses a multi-dimensional database comprising a functionality for multi- 
dimensional data analysis described as on-line analytical processing (OLAP), Which entails the 
consoUdation of projected and actual data according to more than one consolidation path or 
dimension. U.S. Patent 5,295,261 reports a hybrid database structure in which the fields of each 
database record are divided into two classes, navigational and informational data, with 
navigational fields stored in a hierarchical topological map which can be viewed as a tree 
structure or as the merger of two or more such tree structures. See also Baxevanis, et al. (2001) 
Bioinformaticg- A Practical Guuide to the Analysis of Genes and Proteins Wiley, Mount (2001) 
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Bioinformatics: Sequence and Genome Analysis CSH Press, NY; Durbin, et al. (eds. 1999) 
Biological Sequence Analysis: Probabilistic Models of Proteins and Nu cleic Acids Cambridge 
University Press; Baxevanis and Oeullette (eds. 1998) Bioinformat ics: A Practical Guide to the 
Analysis of Genes and Proteins (2d. ed.) Wiley-Liss; Rashidi and Buehler (1999) 
Bioinformatics: Basic Applications in Biological Science and Medicine CRC Press; Setubal, et 
al. (eds: 1997) Introduction to Computational Molecular Biology Brooks/Cole; Misener and 
Krawetz (eds. 2000) Bioinformatics: Methods and Protocols Humana Press; Higgins and Taylor 
(eds. 2000) Bioinformatics: Sequence. Structure, and Databank s: A Practical Approach Oxford 
University Press; Brown (2001) Bioinformatics: A Biologists Guide to Biocomputing and the 
Internet Eaton Pub.; Han and Kamber (2000) Data Mining: Concepts and Techniques ' 
Kaufinann Pub.; and Waterman (1995) Introduction to Computat ional Biology: Maps, 
Sequences, and Genomes Chap and Hall. 

The present invention provides a computer database comprising a computer and 
software for storing in computer-retrievable form assay data records cross-tabulated, e.g., with 
data specifying the source of the target-containing sample from which each sequence specificity 
record was obtained. 

In an exemplary embodiment, at least one of the sources of target-containing sample is 
from a control tissue sample known to be free of pathological disorders. In a variation, at least 
one of the sources is a known pathological tissue specimen, e.g., a neoplastic lesion or another 
tissue specimen to be analyzed for cancer. In another variation, the assay records cross-tabulate 
one or more of the following parameters for each target species in a sample: (1) a unique 
identification code, which can include, e.g., a target molecular structure and/or characteristic 
separation coordinate (e.g., electrophoretic coordinates); (2) sample source; and (3) absolute 
and/or relative quantity of the target species present in the sample. 

The invention also provides for the storage and retrieval of a collection of target data in 
a computer data storage apparatus, which can include magnetic disks, optical disks, magneto- 
optical disks, DRAM, SRAM, SGRAM, SDRAM, RDRAM, DDR RAM, magnetic bubble 
memory devices, and other data storage devices, including CPU registers and on-CPU data 
storage arrays. Typically, the target data records are stored as a bit pattern in an array of 
magnetic domains on a magnetizable medium or as an array of charge states or transistor gate 
states, such as an array of cells in a DRAM device (e.g., each cell comprised of a transistor and 
a charge storage area, which may be on the transistor). In one embodiment, the invention 
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provides such storage devices, and computer systems built therewith, comprising a bit pattern 
encoding a protein expression fingerprint record comprising unique identifiers for at least 10 
target data records cross-tabulated with target source. 

When the target is a peptide or nucleic acid, the invention preferably provides a method 
5 for identifying related peptide or nucleic acid sequences, comprising performing a computerized 
comparison between a peptide or nucleic acid sequence assay record stored in or retrieved from 
a computer storage device or database and at least one other sequence. The comparison can 
include a sequence analysis or comparison algorithm or computer program embodiment thereof 
(e.g., FASTA, TFASTA, GAP, BESTFIT) and/or the comparison may be of the relative amount 
10 of apeptide or nucleic acid sequence in a pool of sequences determined from a polypeptide or 
nucleic acid sample of a specimen. 

The invention also preferably provides a magnetic disk, such as an IBM-compatible 
(DOS, Windows, Windows95/98/2000, Windows NT, OS/2) or other format (e.g., Linux, 
SunOS, Solaris, AIX, SCO Unix, VMS, MV, Macintosh, etc.) floppy diskette or hard (fixed, 
15 Winchester) disk drive, comprising a bit pattern encoding data from an assay of the invention in 
a file format suitable for retrieval and processing in a computerized sequence analysis, 
comparison, or relative quantitation method. 

The invention also provides a network, comprising a plurality of computing devices 
linked via a data link, such as an Ethernet cable (coax or lOBaseT), telephone line, ISDN line, 
20 wireless network, optical fiber, or other suitable signal transmission medium, whereby at least 
one network device (e.g., computer, disk array, etc.) comprises a pattern of magnetic domains 
(e.g., magnetic disk) and/or charge domains (e.g., an array of DRAM cells) composing a"bit 
pattern encoding data acquired from an assay of the invention. 

The invention also provides a method for transmitting assay data that includes 
25 generating an electronic signal on an electronic communications device, such as a modem, 
ISDN terminal adapter, DSL, cable modem, ATM switch, or the like, wherein the signal 
includes (in native or encrypted format) a bit pattern encoding data from an assay or a database 
comprising a plurality of assay results obtained by the method of the invention. 

In a preferred embodiment, the invention provides a computer system for comparing a 
30 query target to a database containing an array of data structures, such as an assay result obtained 
by the method of the invention, and ranking database targets based on the degree of identity and 
gap weight to fhe target data. A central processor is preferably initialized to load and execute 
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the computer program for alignment and/or comparison of the assay results. Data for a query 
target is entered into the central processor via an I/O device. Execution of the computer 
program results in the central processor retrieving the assay data from the data file, which 
comprises a binary description of an assay result. 
5 The target data or record and the computer program can be transferred to secondary 

memory, which is typically random access memory (e.g., DRAM, SRAM, SGRAM, or 
SDRAM). Targets are ranked according to the degree of correspondence between a selected 
assay characteristic (e.g., binding to a selected affinity moiety) and the same characteristic of 
the query target and results are output via an I/O device. For example, a central processor can 
10 be a conventional computer (e.g., Intel Pentium, PowerPC, Alpha, PA-8000, SPARC, MPS 
4400, MIPS 10000, VAX, etc.); a program can be a commercial Or public domain molecular 
biology software package (e.g., UWGCG Sequence Analysis Software, Darwin); a data file can 
be an optical or magnetic disk, a data server, a memory device (e.g., DRAM, SRAM, SGRAM, 
SDRAM, EPROM, bubble memory, flash memory, etc.); an I/O device can be a terminal 
15 comprising a video display and a keyboard, a modem, an ISDN terminal adapter, an Ethernet 
port, a punched card reader, a magnetic strip reader, or other suitable I/O device. 

The invention also preferably provides the use of a computer system, such as that 
described above, which comprises: (1) a computer; (2) a stored bit pattern encoding a collection 
of peptide sequence specificity records obtained by the methods of the invention, which may be 
20 stored in the computer; (3) a comparison target, such as a query target; and (4) a program for 
alignment and comparison, typically with rank-ordering of comparison results on the basis of 
computed similarity values. See, e.g., Ewens and Grant (2001) Statistical Methods in 
Bioinfoimatics: An Introduction Springer-Verlag. Mathematical approaches can also be used to 
conclude whether similarities or differences in the gene expression exhibited by different 
25 samples are significant. See, e.g., Golub, et al. (1999) Science 286:531-537; Duda, et al. (2001) 
Pattern Classification Wiley; and Hastie, et al. (2001) The Elements of Statistical Learning: 
r> a t a Mining. I nference, and Prediction Springer-Verlag. One approach to determine whether a 
sample is more similar to or has maximum similarity with a given condition between the sample 
and one or more pools representing different conditions for comparison; the pool with the 
30 smallest vector angle is then chosen as the most similar to the biological sample among the 
pools compared. 
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Characteristics of cancer-associated proteins 

Cancer proteins of the present invention may be classified as secreted proteins, 
transmembrane proteins, or intracellular proteins. In one embodiment, the cancer protein is an 
intracellular protein. Intracellular proteins may be found in the cytoplasm and/or in the nucleus. 
Intracellular proteins are involved in all aspects of cellular function and replication (including, 
e.g., signaling pathways); aberrant expression of such proteins often results in unregulated or 
disregulated cellular processes (see, e.g., Alberts, et al. (eds. 1994) Molecular Biology of the 
Cell (3d ed.) Garland). For example, many intracellular proteins have enzymatic activity such 
as protein kinase activity, protein phosphatase activity, protease activity, nucleotide cyclase 
activity, polymerase activity, and the like. Intracellular proteins also serve as docking proteins 
that are involved in organizing complexes of proteins, or targeting proteins to various 
subcellular localizations, and are involved in maintaining the structural integrity of organelles. 

An increasingly appreciated concept in characterizing proteins is the presence in the 
proteins of one or more structural motifs for which defined functions have been attributed. In 
addition to the highly conserved sequences found in the enzymatic domain of proteins, highly 
conserved sequences have been identified in proteins that are involved in protein-protein 
interaction. For example, Src-homology-2 (SH2) domains bind tyrosine-phosphorylated targets 
in a sequence dependent manner. PTB domains, which are distinct from SHE domains, also 
bind tyrosine phosphorylated targets. SH3 domains bind to proline-rich targets. In addition, PH 
domains, tetratricopeptide repeats and WD domains to name only a few, have been shown to 
mediate protein-protein interactions. Some of these may also be involved in binding to 
phospholipids or other second messengers. These motifs can be identified on the basis of amino 
acid sequence; thus, an analysis of the sequence of proteins may provide insight into both the 
enzymatic potential of the molecule and/or molecules with which the protein may associate. 
One useful database is Pfam (protein families), which is a large collection of multiple sequence 
alignments and hidden Markov models covering many common protein domains. Versions are 
available via the internet from Washington University in St. Louis, the Sanger Center in 
England, and the Karolinska Institute in Sweden. See, e.g., Bateman, et ai. (2000) Nuc. Acids 
Res. 28:263-266; Sonnhammer, et al. (1997) Proteins 28:405-420 ; Bateman, et al. (1999) Nuc, 
Acids Res. 27:260-262; and Sonnhammer, et al. (1998) Nuc. Acids Res. 26:320-322. 

In another embodiment, the cancer sequences are transmembrane proteins. 
Transmembrane proteins are molecules that span a phospholipid bilayer of a cell. They may 
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have an intracellular domain, an extracellular domain, or both. The intracellular domains of 
such proteins may have a number of functions including those already described for 
intracellular proteins. For example, the intracellular domain may have enzymatic activity 
and/or may serve as a binding site for additional proteins. Frequently the intracellular domain 
5 of transmembrane proteins serves both roles. For example certain receptor tyrosine kinases 
have both protein kinase activity and SH2 domains. In addition, autophosphorylation of 
tyrosines on the receptor molecule itself, creates binding sites for additional SH2 domain 
containing proteins. 

Transmembrane proteins may contain from one to many transmembrane domains. For 
10 example, receptor tyrosine kinases, certain cytokine receptors, receptor guanylyl cyclases and 
receptor serine/threonine protein kinases contain a single transmembrane domain. However, 
various other proteins including channels and adenylyl cyclases contain numerous 
transmembrane domains. Many important cell surface receptors such as G protein coupled 
receptors (GPCRs) are classified as "seven transmembrane domain" proteins, as they contain 7 
15 membrane spanning regions. Characteristics of transmembrane domains include approximately 
17 consecutive hydrophobic amino acids that may be followed by charged amino acids. 
Therefore, upon analysis of the amino acid sequence of a particular protein, the localization and 
number of transmembrane domains within the protein may be predicted (see, e.g., PSORT web 
site http://psort.nibb.ac.jp/). Important transmembrane protein receptors include, but are not 
20 limited to the insulin receptor, insulin-like growth factor receptor, human growth hormone 
receptor, glucose transporters, transferrin receptor, epidermal growth factor receptor, low 
density lipoprotein receptor, epidermal growth factor receptor, leptin receptor, and interleukin 
receptors, e.g., EL-1 receptor, IL-2 receptor, etc. 

The extracellular domains of transmembrane proteins are diverse; however, conserved 
25 motifs are found repeatedly among various extracellular domains. Conserved structure and/or 
functions have been ascribed to different extracellular motifs. Many extracellular domains are 
involved in binding to other molecules. In one aspect, extracellular domains are found on 
receptors. Factors that bind the receptor domain include circulating ligands, which may be 
peptides, proteins, or small molecules such as adenosine and the like. For example, growth 
30 factors such as EGF, FGF, and PDGF are circulating growth factors that bind to their cognate 
receptors to initiate a variety of cellular responses. Other factors include cytokines, mitogenic 
factors, neurotrophic factors, and the like. Extracellular domains also bind to cell-associated 

32 



WO 03/042661 



PCT/US02/36810 



molecules. In this respect, they may mediate cell-cell interactions. Cell-associated ligands can 
be tethered to the cell, e.g., via a glycosylphosphatidylinositol (GPI) anchor, or may themselves 
be transmembrane proteins. Extracellular domains may also associate with the extracellular 
matrix and contribute to the maintenance of the cell structure. 
5 Cancer proteins that are transmembrane are particularly preferred in the present 

invention as they are readily accessible targets for immunotherapeutics, as are described herein. 
In addition, as outlined below, transmembrane proteins can be also useful in imaging 
modalities. Antibodies may be used to label such readily accessible proteins in situ. 
Alternatively, antibodies can also label intracellular proteins, in which case samples are 
10 typically permeablized to provide access to intracellular proteins. In addition, some membrane 
proteins can be processed to release a soluble protein, or to expose a residual fragment. 
Released soluble proteins may be useful diagnostic markers, processed residual protein 
fragments may be useful lung markers of disease. 

It will also be appreciated that a transmembrane protein can be made soluble by 
15 removing transmembrane sequences, e.g., through recombinant methods. Furthermore, 
transmembrane proteins that have been made soluble can be made to be secreted through 
recombinant means by adding an appropriate signal sequence. 

In another embodiment, the cancer proteins are secreted proteins; the secretion of which 
can be either constitutive or regulated. These proteins may have a signal peptide or signal 
20 sequence that targets the molecule to the secretory pathway. Secreted proteins are involved in 
numerous physiological events; e.g., if circulating, they often serve to transmit signals to 
various other cell types. The secreted protein may function in an autocrine manner (acting on 
the cell that secreted the factor), a paracrine manner (acting on cells in close proximity to the 
cell that secreted the factor), an endocrine manner (acting on cells at a distance, e.g, secretion 
25 into the blood stream), or exocrine (secretion, e.g., through a duct or to adjacent epithelial 

surface as sweat glands, sebaceous glands, pancreatic ducts, lacrimal glands, mammary glands, 
wax producing glands of the ear, etc.). Thus secreted molecules often find use in modulating or 
altering numerous aspects of physiology. Cancer proteins that are secreted proteins are 
particularly preferred in the present invention as they serve as good targets for diagnostic 
30 markers, e.g., for blood, plasma, serum, or stool tests. Those which are enzymes may be 
antibody or small molecule targets. Others may be useful as vaccine targets, e.g., via CTL 
mechanisms. 



33 



WO 03/042661 



PCT/US02/36810 



Use of cancer nucleic acids 

As described above, cancer sequence is initially identified by substantial nucleic acid 
and/or amino acid sequence homology or linkage to the cancer sequences outlined herein. Such 
homology can be based upon the overall nucleic acid or amino acid sequence, and is generally 
5 determined as outlined below, using either homology programs or hybridization conditions. 
Typically, linked sequences on a mRNA are found on the same molecule. 

As detailed elsewhere, percent identity can be determined using an algorithm such as 
BLAST. A preferred method utilizes the BLASTN module of WU-BLAST-2 set to the default 
parameters, with overlap span and overlap fraction set to 1 and 0.125, respectively. Alignment 
10 may include the introduction of gaps in the sequences to be aligned. In addition, for sequences 
which contain either more or fewer nucleotides than those of the nucleic acids described, the 
percentage of homology may be determined based on the number of homologous nucleosides in 
relation to the total number of nucleosides. Thus, e.g., homology of sequences shorter than 
those of the sequences identified will be determined using the number of nucleosides in the 

1 5 shorter sequence. 

In one embodiment, the nucleic acid homology is determined through hybridization 
studies. Thus, e.g., nucleic acids which hybridize under high stringency to a described nucleic 
acid, or its complement, or is also found on naturally occurring mRNAs is considered a cancer 
sequence. In another embodiment, less stringent hybridization conditions are used; e.g., 
20 moderate or low stringency conditions may be used; see Ausubel, supra, and Tijssen, supra. 

The cancer nucleic acid sequences of the invention, e.g., the sequences in Tables 1-80, 
can be fragments of larger genes, e.g., they are nucleic acid segments. "Genes" in this context 
includes coding regions, non-coding regions, and mixtures of coding and non-coding regions. 
Accordingly, using the sequences provided herein, extended sequences, in either direction, of 
25 the cancer genes can be obtained, using techniques well known for cloning either longer 
sequences or the full length sequences; see Ausubehetal., supra. Much can be done by 
informatics and many sequences can be clustered to include multiple sequences corresponding 
to a single gene, e.g., systems such as UniGene (see, http://ww.ncbi.nlm.nih.gov/UniGene/). 
Once a cancer nucleic acid is identified, it can be cloned and, if necessary, its constituent 
30 parts recombined to form the entire cancer nucleic acid coding regions or the entire mRNA 

sequence. Once isolated from its natural source, e.g., contained within a plasmid or other vector 
or excised therefrom as a linear nucleic acid segment, the recombinant cancer nucleic acid can 
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be further used as a probe to identify and isolate other cancer nucleic acids, e.g., extended 
coding regions. It can also be used as a "precursor" nucleic acid to make modified or variant 
cancer nucleic acids and proteins. 

The cancer nucleic acids of the present invention are used in several ways. In one 
5 embodiment, nucleic acid probes to the cancer nucleic acids are made and attached to biochips 
to be used in screening and diagnostic methods, as outlined below, or for administration, e.g., 
for gene therapy, vaccine, RNAi, and/or antisense applications. Alternatively, cancer nucleic 
acids that include coding regions of cancer proteins can be put into expression vectors for the 
expression of cancer proteins, again for screening purposes or for administration to a patient 
10 In a preferred embodiment, nucleic acid probes to cancer nucleic acids (both the nucleic 

acid sequences outlined in the figures and/or the complements thereof) are made. The nucleic 
acid probes attached to the biochip are designed to be substantially complementary to the cancer 
nucleic acids, e.g., the target sequence (either the target sequence of the sample or to other 
probe sequences, e.g., in sandwich assays), such that hybridization of the target sequence and 
15 the probes of the present invention occurs. As outlined below, this complementarity need not 
be perfect; there may be any number of base pair mismatches which will interfere with 
hybridization between the target sequence and the single stranded nucleic acids of the present 
invention. However, if the number of mutations is so great that no hybridization can occur 
under even the least stringent of hybridization conditions, the sequence is not a complementary 
20 target sequence. Thus, by "substantially complementary" herein is meant that the probes are 
sufficiently complementary to the target sequences to hybridize under normal reaction 
conditions, particularly high stringency conditions, as outlined herein- 

A nucleic acid probe is generally single stranded but can be partially single and partially 
double stranded. The strandedness of the probe is dictated by the structure, composition, and 
25 properties of the target sequence. In general, the nucleic acid probes range from about 8-100 
bases long, with from about 10-80 bases being preferred, and from about 30-50 bases being 
particularly preferred. That is, generally whole genes are not used In some embodiments, 
much longer nucleic acids can be used, up to hundreds of bases. 

In a preferred embodiment, more than one probe per sequence is used, with either 
30 overlapping probes or probes to different sections of the target being used. That is, two, three, 
four or more probes, with three being preferred, are used to build in a redundancy for a 
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particular target. The probes can be overlapping (e.g., have some sequence in common), or 
separate. In some cases, PCR primers may be used to amplify signal for higher sensitivity. 

Nucleic acids can be attached or immobilized to a solid support in a wide variety of 
ways. By "immobilized" and grammatical equivalents herein is meant the association or 
binding between the nucleic acid probe and the solid support is sufficient to be stable under the 
conditions of binding, washing, analysis, and removal as outlined. The binding can typically be 
covalent or non-covalent. By "non-covalent binding" and grammatical equivalents herein is 
meant one or more of electrostatic, hydrophilic, and hydrophobic interactions. Included in non- 
covalent binding is the covalent attachment of a molecule, e.g., streptavidin to the support and 
the non-covalent binding of the biotinylated probe to the streptavidin. By "covalent binding" 
and grammatical equivalents herein is meant that the two moieties, the solid support and the 
probe, are attached by at least one bond, including sigma bonds, pi bonds, and coordination 
bonds. Covalent bonds can be formed directly between the probe and the solid support or can 
be formed by a cross linker or by inclusion of a specific reactive group on either the solid 
support or the probe or both molecules. Immobilization may also involve a combination of 
covalent and non-covalent interactions. 

In general, the probes are attached to the biochip in a wide variety of ways. As 
described herein, the nucleic acids can either be synthesized first, with subsequent attachment to 
the biochip, or can be directly synthesized on the biochip. 

The biochip comprises a suitable solid substrate. By "substrate" or "solid support" or 
other grammatical equivalents herein is meant a material that can be modified for the 
attachment or association of the nucleic acid probes and is amenable to at least one detection 
method. Often, the substrate may contain discrete individual sites appropriate for individual 
partitioning and identification. The number of possible substrates is very large, and include, but 
are not limited to, glass and modified or functionalized glass, plastics (including acrylics, 
polystyrene and copolymers of styrene and other materials, polypropylene, polyethylene, 
polybutylene, polyurethanes, TeflonJ, etc.), polysaccharides, nylon or nitrocellulose, resins, 
silica or silica-based materials including silicon and modified silicon, carbon, metals, inorganic 
glasses, plastics, etc. In general, the substrates allow optical detection and do not appreciably 
fluoresce. See WO 0055627. 

Generally the substrate is planar, although other configurations of substrates may be 
used as well. For example, the probes may be placed on the inside surface of a tube for flow- 
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through sample analysis to minimize sample volume. Similarly, the substrate may be flexible, 
such as a flexible foam, including closed cell foams made of particular plastics. 

In a preferred embodiment, the surface of the biochip and the probe may be derivatized 
with chemical functional groups for subsequent attachment of the two. Thus, e.g., the biochip is 

5 derivatized with a chemical functional group including, but not limited to, amino groups, 

carboxy groups, oxo groups, and thiol groups, with amino groups being particularly preferred. 
Using these functional groups, the probes can be attached using functional groups on the probes. 
For example, nucleic acids containing amino groups can be attached to surfaces comprising 
amino groups, e.g., using linkers; e.g., homo-or hetero-bifunctional linkers as are well known 

10 (see 1994 Pierce Chemical Company catalog, technical section on cross-linkers, pages 155- 
200). In addition, in some cases, additional linkers, such as alkyl groups (including substituted 
and heteroalkyl groups) may be used. 

In this embodiment, oligonucleotides are synthesized, and then attached to the surface of 
the solid support. Either the 5' or 3 1 terminus may be attached to the solid support, or 

1 5 attachment may be via linkage to an internal nucleoside. In another embodiment, the 
immobilization to the solid support may be very strong, yet non-covalent. For example, 
biotinylated oligonucleotides can be made, which bind to surfaces covalently coated with 
streptavidin, resulting in attachment 

Alternatively, the oligonucleotides may be synthesized on the surface. For example, 

20 photoactivation techniques utilizing photopolymerization compounds and techniques are used. 
In a preferred embodiment, the nucleic acids can be synthesized in situ, using known 
photolithographic techniques, such as those described in WO 95/251 16; WO 95/35505; U.S. 
Patent Nos. 5,700,637 and 5,445,934; and references cited within, all of which are expressly 
incorporated by reference; these methods of attachment fonn the basis of the Affymetrix 

25 GeneChip™ technology. 

Often, amplification-based assays are performed to measure the expression level of 
cancer-associated sequences. These assays are typically performed in conjunction with reverse 
transcription. In such assays, a cancer-associated nucleic acid sequence acts as a template in an 
amplification reaction (e.g., Polymerase Chain Reaction, or PCR). In a quantitative 

30 amplification, the amount of amplification product will be proportional to the amount of 

template in the original sample. Comparison to appropriate controls provides a measure of the 
amount of cancer-associated RNA. Methods of quantitative amplification are well known. 
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Detailed protocols for quantitative PCR are provided, e.g., in Innis, et al. (1990) PCR Protocols: 
A Guide to Methods and Applications Academic Press. 

In some embodiments, a TaqMan based assay is used to measure expression. TaqMan 
based assays use a fluorogenic oligonucleotide probe that contains a 5 1 fluorescent dye and a 3* 
5 quenching agent. The probe hybridizes to a PCR product, but cannot itself be extended due to a 
blocking agent at the 3' end. When the PCR product is amplified in subsequent cycles, the 5 1 
nuclease activity of the polymerase, e.g., AmpliTaq, results in the cleavage of the TaqMan 
probe. This cleavage separates the 5* fluorescent dye and the 3' quenching agent, thereby 
resulting in an increase in fluorescence as a function of amplification (see, e.g., literature 

10 provided by Perkin-Elmer, e.g., www2.perkin-elmer.com). 

Other suitable amplification methods include, but are not limited to, ligase chain 
reaction (LCR) (see Wu and Wallace (1989) Genomics 4:560-569, Landegren, et al. (1988) 
Science 241:1077-1080, and Barringer, et al. (1990) Gene 89:117-122), transcription 
amplification (Kwoh, et al. (1989) Proc. Natl. Acad. Sci. USA 86:1 173-1 177), self-sustained 

15 sequence replication (Guatelli, et al. (1990) Proc. Natl. Acad. Sci. USA 87:1874-1878), dot 
PCR, linker adapter PCR, etc. 
Expression of cancer proteins from nucleic acids 

In a preferred embodiment, cancer nucleic acids, e.g., encoding cancer proteins, are used 
to make a variety of expression vectors to express cancer proteins which can then be used in 

20 screening assays, as described below. Expression vectors and recombinant DNA technology are 
well known (see, e.g., Ausubel, supra, and Fernandez and Hoeffler (eds. 1999) Gene Expression 
Systems Academic Press) to express proteins. The expression vectors may be either self- 
replicating extrachromosomal vectors or vectors which integrate into a host genome. Generally, 
these expression vectors include transcriptional and translational regulatory nucleic acid 

25 operably linked to the nucleic acid encoding the cancer protein. The term "control sequences" 
refers to DNA sequences used for the expression of an operably linked coding sequence in a 
particular host organism. Control sequences that are suitable for prokaryotes, e.g., include a 
promoter, optionally an operator sequence, and a ribosome binding site. Eukaryotic cells are 
known to utilize promoters, polyadenylation signals, and enhancers. 

30 Nucleic acid is "operably linked" when it is placed into a functional relationship with 

another nucleic acid sequence. For example, DNA for a presequence or secretory leader is 
operably linked to DNA for a polypeptide if it is expressed as a preprotein that participates in 
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the secretion of the polypeptide; a promoter or enhancer is operably linked to a coding sequence 
if it affects the transcription of the sequence; or a ribosome binding site is operably linked to a 
coding sequence if it is positioned so as to facilitate translation. Generally, "operably linked" 
means that the DNA sequences being linked are contiguous, and, in the case of a secretory 
leader, contiguous and in reading phase. However, enhancers do not have to be contiguous. 
Linking is typically accomplished by ligation at convenient restriction sites. If such sites do not 
exist, synthetic oligonucleotide adaptors or linkers are used in accordance with conventional 
practice. Transcriptional and translational regulatory nucleic acid will generally be appropriate 
to the host cell used to express the cancer protein. Numerous types of appropriate expression 
vectors and suitable regulatory sequences are known for a variety of host cells. 

In general, transcriptional and translational regulatory sequences may include, but are 
not limited to, promoter sequences, ribosomal binding sites, transcriptional start and stop 
sequences, translational start and stop sequences, and enhancer or activator sequences. In a 
preferred embodiment, the regulatory sequences include a promoter and transcriptional start and 
stop sequences. 

Promoter sequences may be either constitutive or inducible promoters. The promoters 
may be either naturally occurring promoters or hybrid promoters. Hybrid promoters, which 
combine elements of more than one promoter, are also known, and are useful in the present 
invention. 

An expression vector may comprise additional elements. For example, the expression 
vector may have two replication systems, thus allowing it to be maintained in two organisms, 
e.g., in mammalian or insect cells for expression and in a prokaryotic host for cloning and 
amplification. Furthermore, for integrating expression vectors, the expression vector often 
contains at least one sequence homologous to the host cell genome, and preferably two 
homologous sequences which flank the expression construct. The integrating vector may be 
directed to a specific locus in the host cell by selecting the appropriate homologous sequence 
for inclusion in the vector. Constructs for integrating vectors are available. See, e.g., 
Fernandez and Hoeffler, supra; and Kitamura, et al. (1995) Proc. Nat'l Ac ad. Sci. USA 92:9146- 
9150. 

In addition, in a preferred embodiment, the expression vector contains a selectable 
marker gene to allow the selection of transformed host cells. Selection genes are well known 
and will vary with the host cell used. 
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The cancer proteins of the present invention are usually produced by culturing a host cell 
transformed with an expression vector containing nucleic acid encoding a cancer protein, under 
the appropriate conditions to induce or cause expression of the cancer protein. Conditions 
appropriate for cancer protein expression will vary with the choice of the expression vector and 
the host cell, and will be easily ascertained through routine experimentation or optimization. 
For example, the use of constitutive promoters in the expression vector will require optimizing 
the growth and proliferation of the host cell, while the use of an inducible promoter requires the 
appropriate growth conditions for induction. In addition, in some embodiments, the timing of 
the harvest is important. For example, the baculoviral systems used in insect cell expression are 
lytic viruses, and thus harvest time selection can be crucial for product yield. 

Appropriate host cells include yeast, bacteria, archaebacteria, fungi, and insect and 
animal cells, including mammalian cells. Of particular interest are Saccharomyces cerevisiae 
and other yeasts, E. coli, Bacillus subtilis, Sf9 cells, C129 cells, 293 cells, Neurospora, BHK, 
CHO, COS, HeLa cells, HUVEC (human umbilical vein endothelial cells), THP1 cells (a 
macrophage cell line), and various other human cells and cell lines. 

In a preferred embodiment, the cancer proteins are expressed in mammalian cells. 
Mammalian expression systems may be used, and include retroviral and adenoviral systems. 
One expression vector system is a retroviral vector system such as is generally described in 
PCT/US97/01019 and PCT/US97/01048. Of particular use as mammalian promoters are the 
promoters from mammalian viral genes, since the viral genes are often highly expressed and 
have a broad host range. Examples include the SV40 early promoter, mouse mammary tumor 
virus LTR promoter, adenovirus major late promoter, herpes simplex virus promoter, and the 
CMV promoter (see, e.g., Fernandez and Hoeflfler, supra). Typically, transcription termination 
and polyadenylation sequences recognized by mammalian cells are regulatory regions located 3' 
to the translation stop codon and thus, together with the promoter elements, flank the coding 
sequence. Examples of transcription terminator and polyadenlyation signals include those 
derived from SV40. 

Methods of introducing exogenous nucleic acid into mammalian hosts, as well as other 
hosts, are available, and will vary with the host cell used. Techniques include dextran-mediated 
transfection, calcium phosphate precipitation, polybrene mediated transfection, protoplast 
fusion, electroporation, viral infection, encapsulation of the polynucleotide(s) in liposomes, and 
direct microinjection of the DNA into nuclei. 
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In a preferred embodiment, cancer proteins are expressed in bacterial systems. 
Promoters from bacteriophage may also be used. In addition, synthetic promoters and hybrid 
promoters are also useful; e.g., the tac promoter is a hybrid of the trp and lac promoter 
sequences. Furthermore, a bacterial promoter can include naturally occurring promoters of non- 

5 bacterial origin that have the ability to bind bacterial RNA polymerase and initiate transcription. 
In addition to a functioning promoter sequence, an efficient ribosome binding site is desirable. 
The expression vector may also include a signal peptide sequence that provides for secretion of 
the cancer protein in bacteria. The protein is either secreted into the growth media (gram- 
positive bacteria) or into the periplasmic space, located between the inner and outer membrane 

10 of the cell (gram-negative bacteria). The bacterial expression vector may also include a 

selectable marker gene to allow for the selection of bacterial strains that have been transformed. 
Suitable selection genes include genes which render the bacteria resistant to drugs such as 
ampiciUin, chloramphenicol, erythromycin, kanamycin, neomycin, and tetracycline. Selectable 
markers also include biosynthetic genes, such as those in the histidine, tryptophan, and leucine 

15 biosynthetic pathways. These components are assembled into expression vectors. Expression 
vectors for bacteria are well known, and include vectors for Bacillus subtilis, E. coli, 
Streptococcus cremoris, and Streptococcus lividans, among others (e.g., Fernandez and 
Hoeffler, supra). The bacterial expression vectors are transformed into bacterial host cells using 
techniques such as calcium chloride treatment, electroporation, and others. 

20 In one embodiment, cancer proteins are produced in insect cells using, e.g., expression 

vectors for the transformation of insect cells, and in particular, baculovirus-based expression 
vectors. 

In a preferred embodiment, a cancer protein is produced in yeast cells. Yeast expression 
systems are well known, and include expression vectors for Saccharomyces cerevisiae, Candida 
25 albicans and C. rnaltosa, Hansenula polymorpha, Kluyveromyces fragilis and K. lactis, Pichia 
guillerimondii and P. pastoris, Schizosaccharomyces pombe, and Yarrowia lipolytica. 

The cancer protein may also be made as a fusion protein, using available techniques. 
Thus, e.g., for the creation of monoclonal antibodies, if the desired epitope is small, the cancer 
protein may be fused to a carrier protein to form an immunogen. Alternatively, the cancer 
30 protein may be made as a fusion protein to increase expression, or for other reasons. For 

example, when the cancer protein is a cancer peptide, the nucleic acid encoding the peptide may 
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be linked to other nucleic acid for expression purposes. Fusion with detection epitope tags can 
be made, e.g., with FLAG, His6, myc, HA, etc. 

In a preferred embodiment, the cancer protein is purified or isolated after expression. 
Cancer proteins may be isolated or purified in a variety of ways depending on what other 
components are present in the sample and the requirements for purified product, e.g., natural 
conformation or denatured Standard purification methods include ammonium sulfate 
precipitations, electrophoretic, molecular, immunological, and chromatographic techniques, 
including ion exchange, hydrophobic, affinity, and reverse-phase HPLC chromatography, and 
chromatofocusing. For example, the cancer protein may be purified using a standard anti- 
cancer protein antibody column. Ultrafiltration and diafiltration techniques, in conjunction with 
protein concentration, are also useful. See, e.g., Walsh (2002) Proteins: Biochemistry and 
Biotechnology Wiley; Hardin, et al. (eds. 2001) Cloning, Gene Expression and Protein 
Purification Oxford Univ. Press; Wilson, et al. (eds. 2000) Encyclopedia of Separation Science 
Academic Press; and Scopes (1993) Protein Purification Springer-Verlag. The degree of 
purification necessary will vary depending on the use of the cancer protein. In some instances 
no purification will be necessary. 

Once expressed and purified if necessary, the cancer proteins and nucleic acids are 
useful in a number of applications. They may be used as immunoselection reagents, as vaccine 
reagents, as screening agents, therapeutic entities, for production of antibodies, as transcription 
or translation inhibitors, etc. 
Variants of cancer proteins 

Also included within one embodiment of cancer proteins are amino acid variants"df the 
naturally occurring sequences, as determined herein. Preferably, the variants are preferably 
greater than about 75% homologous to the wild-type sequence, more preferably greater than 
about 80%, even more preferably greater than about 85%, and most preferably greater than 
90%. In some embodiments the homology will be as high as about 93-95% or 98%. As for 
nucleic acids, homology in this context means sequence similarity or identity, with identity 
being preferred. This homology will be determined using standard techniques, as are outlined 
above for nucleic acid homologies. 

Cancer proteins of the present invention may be shorter or longer than the wild type 
amino acid sequences. Thus, in a preferred embodiment, included within the definition of 
cancer proteins are portions or fragments of the wild type sequences herein. In addition, as 
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outlined above, the cancer nucleic acids of the invention may be used to obtain additional 
coding regions, and thus additional protein sequence. 

In one embodiment, the cancer proteins are derivative or variant cancer proteins as 
compared to the wild-type sequence. That is, as outlined more fully below, the derivative 
cancer peptide will often contain at least one amino acid substitution, deletion, or insertion, with 
amino acid substitutions being particularly preferred. The amino acid substitution, insertion, or 
deletion may occur at many residue positions within the cancer peptide. 

Also included within one embodiment of cancer proteins of the present invention are 
amino acid sequence variants. These variants typically fall into one or more of three classes: 
substitutional, insertional, or deletional variants. These variants ordinarily are prepared by site 
specific mutagenesis of nucleotides in the DNA encoding the cancer protein, using cassette or 
PGR mutagenesis or other techniques, to produce DNA encoding the variant, and thereafter 
expressing the DNA in recombinant cell culture as outlined above. However, variant cancer 
protein fragments having up to about 100-150 residues may be prepared by in vitro synthesis 
using established techniques. Amino acid sequence variants are characterized by the 
predetermined nature of the variation, a feature that sets them apart from naturally occurring 
allelic or interspecies variation of the cancer protein amino acid sequence. The variants 
typically exhibit a similar qualitative biological activity as a naturally occurring analogue, 
although variants can also be selected which have modified characteristics. 

While the site or region for introducing an amino acid sequence variation is often 
predetermined, the mutation per se need not be predetermined. For example, in order to 
optimize the performance of a mutation at a given site, random mutagenesis may be conducted 
at the target codon or region and the expressed cancer variants screened for the optimal 
combination of desired activity. Techniques for making substitution mutations at predetermined 
sites in DNA having a known sequence are well known, e.g., M13 primer mutagenesis and PCR 
mutagenesis. Screening of mutants is often done using assays of cancer protein activities. 

Amino acid substitutions are typically of single residues; insertions usually will be on 
the order of from about 1-20 amino acids, although considerably larger insertions may be 
tolerated. Deletions generally range from about 1-20 residues, although in some cases deletions 
may be much larger. 

Substitutions, deletions, insertions, or combination thereof may be used to arrive at a 
final derivative. Generally these changes are done on a few amino acids to minimize the 
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alteration of the molecule. However, larger changes may be tolerated in certain circumstances. 
When small alterations in the characteristics of the cancer protein are desired, substitutions are 
generally made in accordance with the amino acid substitution relationships described. 

The variants typically exhibit essentially the same qualitative biological activity and will 
5 elicit the same immune response as a naturally-occurring analog, although variants also are 
selected to modify the characteristics of cancer proteins as needed. Alternatively, the variant 
may be designed such that a biological activity of the cancer protein is altered. For example, 
glycosylation sites may be added, altered, or removed. 

Substantial changes in function or immunological identity are sometimes made by 
10 selecting substitutions that are less conservative than those described above. For example, 
substitutions may be made which more significantly affect: the structure of the polypeptide 
backbone in the area of the alteration, for example the alpha-helical or beta-sheet structure; the 
charge or hydrophobicity of the molecule at the target site; or the bulk of the side chain. 
Substitutions which generally are expected to produce the greatest changes in the polypeptide's 
15 properties are those in which (a) a hydrophilic residue, e.g., serine or threone is substituted for 
(or by) a hydrophobic residue, e.g., leucine, isoleucine, phenylalanine, valine, or alanine; (b) a 
cysteine or proline is substituted for (or by) another residue; (c) a residue having an 
electropositive side chain, e.g., lysine, arginine, or histidine, is substituted for (or by) an 
electronegative residue, e.g., glutamic or aspartic acid; (d) a residue having a bulky side chain, 
20 e.g., phenylalanine, is substituted for (or by) one not having a side chain, e.g., glycine; or (e) a 
proline residue is incorporated or substituted, which changes the degree of rotational freedom of 
the peptidyl bond. 

Variants typically exhibit a similar qualitative biological activity and will elicit the same 
immune response as the naturaUy-occurring analog, although variants also are selected to 
25 modify the characteristics of the skin cancer proteins as needed. Alternatively, the variant may 
be designed such mat the biological activity of the cancer protein is altered. For example, 
glycosylation sites may be altered or removed. 

Covalent modifications of cancer polypeptides are included within the scope of this 
invention. One type of covalent modification includes reacting targeted amino acid residues of 
30 a cancer polypeptide with an organic derivatizing agent that is capable of reacting with selected 
side chains or the N-or C-terminal residues of a cancer polypeptide. Derivatization with 
bifunctional agents is useful, for instance, for crosslinking cancer polypeptides to a water- 
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insoluble support matrix or surface for use in a method for purifying anti-cancer polypeptide 
antibodies or screening assays, as is more fully described below. Commonly used crosslinking 
agents include, e.g., l,l-bis(diazoacetyl)-2-phenylethane, glutaraldehyde, N- 
hydroxysuccinimide esters, e.g., esters with 4-azidosalicylic acid, homobifunctional 
imidoesters, including disuccinimidyl esters such as 3,3-dithiobis(succinimidylpropionate), 
bifunctional maleimides such as bis-N-maleimido-l,8-octane and agents such as methyl-3-((p- 
azidophenyl)dithio)propioimidate. 

Other modifications include deamidation of glutaminyl and asparaginyl residues to the 
corresponding glutamyl and aspartyl residues, respectively, hydroxylation of prohne and lysine, 
phosphorylation of hydroxyl groups of serinyl, threonyl, or tyrosyl residues, methylation of the 
amino groups of the lysine, arginine, and histidine side chains (e.g., pp. 79-86, Creighton (1992) 
Proteins: Structure and Molecular Properties Freeman), acetylation of the N-terminal amine, 
and amidation of a C-tenninal carboxyl group. 

Another type of covalent modification of the cancer polypeptide included within the 
scope of this invention comprises altering the native glycosylation pattern of the polypeptide. 
"Altering the native glycosylation pattern" is intended for purposes herein to mean deleting one 
or more carbohydrate moieties found in native sequence cancer polypeptide, and/or adding one 
or more glycosylation sites that are not present in the native sequence cancer polypeptide. 
Glycosylation patterns can be altered in many ways. Different cell types to express cancer- 
associated sequences can result in different glycosylation patterns. 

Addition of glycosylation sites to cancer polypeptides may also be accomplished by 
altering the amino acid sequence thereof. The alteration may be made, e.g., by the addition of, 
or substitution by, one or more serine or threonine residues to the native sequence cancer 
polypeptide (for O-linked glycosylation sites). The cancer amino acid sequence may optionally 
be altered through changes at the DNA level, particularly by mutating the DNA encoding the 
cancer polypeptide at preselected bases such that codons are generated that will translate into 
the desired amino acids. 

Another means of increasing the number of carbohydrate moieties on the cancer 
polypeptide is by chemical or enzymatic coupling of glycosides to the polypeptide. See, e.g., 
WO 87/05330; pp. 259-306 in Aplin and Wriston (1981) CRC Crit. Rev. Biochem. 

Removal of carbohydrate moieties present on the cancer polypeptide may be 
accomplished chemically or enzymatically or by mutational substitution of codons encoding for 
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amino acid residues that serve as targets for glycosylation. Chemical deglycosylation 
techniques are applicable. See, e.g., Sojar and Bahl (1987) Arch. Biochem. Biophys. 259:52-57 
and Edge, et al. (1981) Anal. Biochem. 1 18:131-137. Enzymatic cleavage of carbohydrate 
moieties on polypeptides can be achieved by the use of a variety of endo-and exo-glycosidases. 
See, e.g., Thotakura, et al. (1987) Meth. EnzvmoL 138:350-359. 

Another type of covalent modification of cancer comprises linking the cancer 
polypeptide to one of a variety of nonproteinaceous polymers, e.g., polyethylene glycol, 
polypropylene glycol, or polyoxyalkylenes, in the manner set forth in U.S. Patent Nos. 
4,640,835; 4,496,689; 4,301,144; 4,670,417; 4,791,192, or 4,179,337. 

Cancer polypeptides of the present invention may also be modified in a way to form 
chimeric molecules comprising a cancer polypeptide fused to another heterologous polypeptide 
or amino acid sequence. In one embodiment, such a chimeric molecule comprises a fusion of a 
cancer polypeptide with a tag polypeptide which provides an epitope to which an anti-tag 
antibody can selectively bind The epitope tag is generally placed at the amino-or carboxyl- 
terminus of the cancer polypeptide. The presence of such epitope-tagged forms of a cancer 
polypeptide can be detected using an antibody against the tag polypeptide. Also, provision of 
the epitope tag enables the cancer polypeptide to be readily purified by affinity purification 
using an anti-tag antibody or another type of affinity matrix that binds to the epitope tag. In an 
alternative embodiment, the chimeric molecule may comprise a fusion of a cancer polypeptide 
with an immunoglobulin or a particular region of an immunoglobulin. For a bivalent form of 
the chimeric molecule, such a fusion could be to the Fc region of an IgG molecule. 

Various tag polypeptides and their respective antibodies are available. Examples" 
include poly-histidine (poly-his) or poly-histidine-glycine (poly-his-gly) tags; HIS6 and metal 
chelation tags, the flu HA tag polypeptide and its antibody 12CA5 (Field, et al. (1988) MoL 
Cell. Biol. 8:2159-2165); the c-myc tag and the 8F9, 3C7, 6E10, G4, B7, and 9E10 antibodies 
thereto (Evan, et al. (1985) Molecular and Cellular Biology 5:3610-3616); and the Herpes 
Simplex virus glycoprotein D (gD) tag and its antibody (Paborsky, et al. (1990) Protein 
Engineering 3(6):547-553). Other tag polypeptides include the Flag-peptide (Hopp, et al. 
(1988) BioTechnology 6:1204-1210); the KT3 epitope peptide (Martin, et al. (1992) Science 
255:192-194); tubulin epitope peptide (Skinner, et al. (1991) J. Biol. Chem. 266:15163-15166); 
and the T7 gene 10 protein peptide tag (Lutz-Freyermuth, et al. (1990) Proc. Natl. Acad. Sci. 
USA 87:6393-6397). 

46 



WO 03/042661 



PCT/US02/36810 



Also included are other cancer proteins of the cancer family, and cancer proteins from 
other organisms, which are cloned and expressed as outlined below. Thus, probe or degenerate 
polymerase chain reaction (PCR) primer sequences may be used to find other related cancer 
proteins from humans or other organisms. Particularly useful probe and/or PCR primer 
5 sequences include the unique areas of the cancer nucleic acid sequence. Preferred PCR primers 
are from about 15-35 nucleotides in length, with from about 20-30 being preferred, and may 
contain inosine as needed. The conditions for PCR reaction have been well described (e.g., 
Innis, PCR Protocols, supra). 

In addition, cancer proteins can be made that are longer than those encoded by the 
10 nucleic acids of the Tables, e.g., by the elucidation of extended sequences, the addition of 
epitope or purification tags, the addition of other fusion sequences, etc. 

Cancer proteins may also be identified as being encoded by cancer nucleic acids. Thus, 
cancer proteins are encoded by nucleic acids that will hybridize to the sequences of the 
sequence listings, or their complements, as outlined herein. 
15 Antibodies to cancer proteins 

In a preferred embodiment, when the cancer protein is to be used to generate antibodies, 
e.g., for immunotherapy or immunodiagnosis, the cancer protein should share at least one 
epitope or determinant with the full length protein. By "epitope" or "determinant" herein is 
typically meant a portion of a protein which will generate and/or bind an antibody or T-cell 
20 receptor in the context of MHC. Thus, in most instances, antibodies made to a smaller cancer 
protein will be able to bind to the full-length protein, particularly linear epitopes. In a preferred 
embodiment, the epitope is unique; that is, antibodies generated to a unique epitope show little 
or no cross-reactivity. In a preferred embodiment, the epitope is selected from a protein 
sequence set out in the tables. 
25 Methods of preparing polyclonal antibodies exist (e.g., Coligan, supra; and Harlow and 

Lane, supra). Polyclonal antibodies can be raised in a mammal, e.g., by one or more injections 
of an immunizing agent and, if desired, an adjuvant Typically, the immunizing agent and/or 
adjuvant will be injected in the mammal by multiple subcutaneous or intraperitoneal injections. 
The immunizing agent may include a protein encoded by a nucleic acid of Tables 2A-80 or 
30 fragment thereof or a fusion protein thereof. It may be useful to conjugate the immunizing 
agent to a protein known to be immunogenic in the mammal being immunized. Examples of 
such immunogenic proteins include but are not limited to keyhole limpet hemocyanin, serum 
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albumin, bovine thyroglobulin, and soybean trypsin inhibitor. Examples of adjuvants which 
may be employed include Freund's complete adjuvant and MPL-TDM adjuvant 
(monophosphoryl Lipid A, synthetic trehalose dicorynomycolate). Various immunization 
protocols may be used. 

The antibodies may, alternatively, be monoclonal antibodies. Monoclonal antibodies 
may be prepared using hybridoma methods, such as those described by Kohler and Milstein 
(1975) Nature 256:495. In a hybridoma method, a mouse, hamster, or other appropriate host 
animal, is typically immunized with an immunizing agent to elicit lymphocytes that produce or 
are capable of producing antibodies that will specifically bind to the immunizing agent. 
Alternatively, the lymphocytes may be immunized in vitro. The immunizing agent will 
typically include a polypeptide encoded by a nucleic acid of the tables or fragment thereof, or a 
fusion protein thereof. Generally, either peripheral blood lymphocytes ("PBLs") are used if 
cells of human origin are desired, or spleen cells or lymph node cells are used if non-human 
mammalian sources are desired. The lymphocytes are then fused with an immortalized cell line 
using a suitable fusing agent, such as polyethylene glycol, to form a hybridoma cell (e.g., pp. 
59-103 in Goding (1986) Monoclonal Antibodies: Principles and Practice Academic Press). 
Immortalized cell lines are usually transformed mammalian cells, particularly myeloma cells of 
rodent, bovine, or human origin. Usually, rat or mouse myeloma cell lines are employed. The 
hybridoma cells may be cultured in a suitable culture medium that preferably contains one or 
more substances that inhibit the growth or survival of the unfused, immortalized cells. For 
example, if the parental cells lack the enzyme hyppxanthine guanine phosphoribosyl transferase 
(HGPRT or HPRT), the culture medium for the hybridomas typically will include 
hypoxanthine, aminopterin, and thymidine ("HAT medium"), which substances prevent the 
growth of HGPRT-deficient cells. 

In one embodiment, the antibodies are bispecific antibodies. Bispecific antibodies are 
monoclonal, preferably human or humanized, antibodies that have binding specificities for at 
least two different antigens or that have binding specificities for two epitopes on the same 
antigen. In one embodiment, one of the binding specificities is for a protein encoded by a 
nucleic acid of the tables or a fragment thereof, the other one is for another antigen, and 
preferably for a cell-surface protein or receptor or receptor subunit, preferably one that is tumor 
specific. Alternatively, tetramer-type technology may create multivalent reagents. 
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In a preferred embodiment, the antibodies to cancer protein are capable of reducing or 
eliminating a biological function of a cancer protein, in a naked form or conjugated to an 
effector moiety, as is described below. That is, the addition of anti-cancer protein antibodies 
(either polyclonal or preferably monoclonal) to cancer tissue (or cells containing cancer) may 
reduce or eliminate the cancer. Generally, at least a 25% decrease in activity, growth, size, or 
the like is preferred, with at least about 50% being particularly preferred and about a 95-100% 
decrease being especially preferred. 

In a preferred embodiment the antibodies to the cancer proteins are humanized 
antibodies (e.g., Xenerex Biosciences, Medarex, Inc., Abgenix, Inc., Protein Design Labs, Inc.) 
Humanized forms of non-human (e.g., murine) antibodies are chimeric molecules of 
immunoglobulins, immunoglobulin chains or fragments thereof (such as Fv, Fab, Fab', F(ab')2 
or other antigen-binding subsequences of antibodies) which contain minimal sequence derived 
from non-human immunoglobulin. Humanized antibodies include human immunoglobulins 
(recipient antibody) in which residues from a complementary determining region (CDR) of the 
recipient are replaced by residues from a CDR of a non-human species (donor antibody) such as 
mouse, rat, or rabbit having the desired specificity, affinity, and capacity. In some instances, Fv 
framework residues of a human immunoglobulin are replaced by corresponding non-human 
residues. Humanized antibodies may also comprise residues which are found neither in the 
recipient antibody nor in the imported CDR or framework sequences. In general, a humanized 
antibody will comprise substantially all of at least one, and typically two, variable domains, in 
which all or substantially all of the CDR regions correspond to those of a non-human 
immunoglobulin and all or substantially all of the framework (FR) regions are those of a human 
immunoglobulin consensus sequence. The humanized antibody optimally also will typically 
comprise at least a portion of an immunoglobulin constant region (Fc), typically that of a human 
immunoglobulin (Jones, et al. (1986) Nature 321:522-525; Riechmann, et al. (1988) Nature 
332:323-329; and Presta (1992) Curr. Op. Struct Biol. 2:593-596). Humanization can be 
essentially performed following the method of Winter and co-workers (Jones, et al. (1986) 
Nature 321:522-525; Riechmann, et al. (1988) Nature 332:323-327; Verhoeyen, et al. (1988) 
Science 239: 1534-1536), by substituting rodent CDRs or CDR sequences for corresponding 
sequences of a human antibody. Accordingly, such humanized antibodies are chimeric 
antibodies (U.S. Patent No. 4,816,567), wherein substantially less than an intact human variable 
domain has been substituted by corresponding sequence from a non-human species. 
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Human antibodies can also be produced using phage display libraries (Hoogenboom and 
Winter (1992) J. Mol. Biol. 227:381-388; Marks, et al. (1991) J. Mol. Biol. 222:581-597) or 
human monoclonal antibodies (e.g., p. 77, Cole, et al. in Reisfeld and Sell (1985) Monoclonal 
Antibodies and Cancer Therapy Liss; and Boemer, et al. (1991) J. Immunol. 147:86-95). 
5 Similarly, human antibodies can be made by introducing human immunoglobulin loci into 
transgenic animals, e.g., mice in which the endogenous immunoglobulin genes have been 
partially or completely inactivated. Upon challenge, human antibody production is observed, 
which closely resembles that seen in humans in nearly all respects, including gene 
rearrangement, assembly, and antibody repertoire. This approach is described, e.g., in U.S. 
10 Patent Nos. 5,545,807; 5,545,806; 5,569,825; 5,625,126; 5,633,425; 5,661,016, and in the 

following scientific publications: Marks, et al. (1992) Bio/Technology 10:779-783; Lonberg, et 
al. (1994) Nature 368:856-859; Morrison (1994) Nature 368:812-13; Fishwild, et al. (1996) 
Nature Biotechnology 14:845-851; Neuberger (1996) Nature Biotechnology 14:826; and 
Lonberg and Huszar (1995) Intern. Rev. Immunol. 13:65-93. 
15 By immunotherapy is meant treatment of cancer with an antibody raised against cancer 

proteins. As used herein, immunotherapy can be passive or active. Passive immunotherapy as 
defined herein is the passive transfer of antibody to a recipient (patient). Active immunization 
is the induction of antibody and/or T-cell responses in a recipient (patient). Induction of an 
immune response is the result of providing the recipient with an antigen to which antibodies are 
20 raised. The antigen may be provided by injecting a polypeptide against which antibodies are 
desired to be raised into a recipient, or contacting the recipient with a nucleic acid capable of 
expressing the antigen and under conditions for expression of the antigen, leading to an immune 
response. 

In a preferred embodiment the cancer proteins against which antibodies are raised are 
25 secreted proteins as described above. Without being bound by theory, antibodies used for 
treatment may bind and prevent the secreted protein from binding to its receptor, thereby 
inactivating the secreted cancer protein, e.g., in autocrine signaling. 

In another preferred embodiment, the cancer protein to which antibodies are raised is a 
transmembrane protein. Without being bound by theory, antibodies used for treatment may 
30 bind the extracellular domain of the cancer protein and prevent it from binding to other proteins, 
such as circulating ligands or cell-associated molecules. The antibody may cause down- 
regulation of the transmembrane cancer protein. The antibody may be a competitive, non- 
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competitive or uncompetitive inhibitor of protein binding to the extracellular domain of the 
cancer protein. The antibody may also be an antagonist of the cancer protein. Further, the 
antibody may prevent activation of the transmembrane cancer protein, or may induce or 
suppress a particular cellular pathway. In one aspect, when the antibody prevents the binding of 
other molecules to the cancer protein, the antibody prevents growth of the cell. The antibody 
may also be used to target or sensitize the cell to cytotoxic agents, including, but not limited to 
TNF-a, TNF-p, DL-1, INF-y, and EL-2, or chemotherapeutic agents including 5FU, vinblastine, 
actinomycin D, cisplatin, methotrexate, and the like. In some instances the antibody may 
belong to a sub-type that activates serum complement when complexed with the transmembrane 
protein thereby mediating cytotoxicity or antigen-dependent cytotoxicity (ADCC). Thus, 
cancer may be treated by administering to a patient antibodies directed against the 
transmembrane cancer protein. Antibody-labeling may activate a co-toxin, localize a toxin 
payload, target a drug loaded liposome, or otherwise provide means to locally ablate cells. 

In another preferred embodiment, the antibody is conjugated to an effector moiety. The 
effector moiety can be various molecules, including labeling moieties such as radioactive labels 
or fluorescent labels, or can be a therapeutic moiety. In one aspect the therapeutic moiety is a 
small molecule that modulates the activity of a cancer protein. In another aspect the therapeutic 
moiety may modulate the activity of molecules associated with or in close proximity to a cancer 
protein. The therapeutic moiety may inhibit enzymatic or signaling activity such as protease or 
collagenase or protein kinase activity associated with cancer, or be an attractant of other cells, 
such as NK cells. See, e.g., USSN 09/544,494. 

In a preferred embodiment, the therapeutic moiety can also be a cytotoxic agent. In this 
method, targeting the cytotoxic agent to cancer tissue or cells results in a reduction in the 
number of afflicted cells, thereby reducing symptoms associated with cancer. Cytotoxic agents 
are numerous and varied and include, but are not limited to, cytotoxic drugs or toxins or active 
fragments of such toxins. Suitable toxins and their corresponding fragments include diphtheria 
A chain, exotoxin A chain, ricin A chain, abrin A chain, curcin, crotin, phenomycin, enomycin, 
saporin, auristatin, and the like. Cytotoxic agents also include radiochemicals made by 
conjugating radioisotopes to antibodies raised against cancer proteins, or binding of a 
radionuclide to a chelating agent that has been covalently attached to the antibody. Targeting 
the therapeutic moiety to transmembrane cancer proteins not only serves to increase the local 
concentration of therapeutic moiety in the cancer afflicted area, but also serves to reduce 
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deleterious side effects that may be associated with the untargeted therapeutic moiety. 
Antibody fragments may be used to target toxin loaded liposomes. 

In another preferred embodiment, the cancer protein against which the antibodies are 
raised is an intracellular protein. In this case, the antibody may be conjugated to a protein 
which facilitates entry into the cell. In one case, the antibody enters the cell by endocytosis. In 
another embodiment, a nucleic acid encoding the antibody is administered to the individual or 
cell. Moreover, wherein the cancer protein can be targeted within a cell, e.g., the nucleus, an 
antibody thereto may contain a signal for that target localization, e.g., a nuclear localization 
signal. 

The cancer antibodies of the invention specifically bind to cancer proteins. By 
"specifically bind" herein is meant that the antibodies bind to the protein with a K<j of at least 
about 0.1 mM, more usually at least about 1 jiM, preferably at least about 0.1 fiM or better, and 
most preferably, 0.01 [iM or better. Selectivity of binding to the specific target and not to 
related sequences is often also important. 

Detection of cancer sequence for diagnostic and therapeutic applications 

In one aspect, the RNA expression levels of genes are determined for different cellular 
states in the cancer phenotype. Expression levels of genes in normal tissue (e.g., not 
undergoing cancer) and in cancer tissue (and in some cases, for varying severities of cancer that 
relate to prognosis, as outlined below), or in non-malignant disease are evaluated to provide 
expression profiles. A gene expression profile of a particular cell state or point of development 
is essentially a "fingerprint" of the state of the cell. While two states may have a particular gene 
similarly expressed, the evaluation of a number of genes simultaneously allows the generation 
of a gene expression profile that is reflective of the state of the cell. By comparing expression 
profiles of cells in different states, information regarding which genes are important (including 
both up- and down-regulation of genes) in each of these states is obtained. Then, diagnosis may 
be performed or confirmed to determine whether a tissue sample has the gene expression profile 
of normal or cancerous tissue. This will provide for molecular diagnosis of related conditions. 

"Differential expression," or grammatical equivalents as used herein, refers to qualitative 
or quantitative differences in the temporal and/or cellular gene expression patterns within and 
among cells and tissue. Thus, a differentially expressed gene can qualitatively have its 
expression altered, including an activation or inactivation, in, e.g., normal versus cancer tissue. 
Genes may be turned on or turned off in a particular state, relative to another state thus 
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permitting comparison of two or more states. A qualitatively regulated gene will exhibit an 
expression pattern within a state or cell type which is detectable by standard techniques. Some 
genes will be expressed in one state or cell type, but not in both. Alternatively, the difference in 
expression may be quantitative, e.g., in that expression is increased or decreased; e.g., gene 
expression is either upregulated, resulting in an increased amount of transcript, or 
downregulated, resulting in a decreased amount of transcript. The degree to which expression 
differs need only be large enough to quantify via standard characterization techniques as 
outlined below, such as by use of Affymetrix GeneChip™ expression arrays. See, Lockhart 
(1996) Nature Biotechnology 14:1675-1680. Other techniques include, but are not limited to, 
quantitative reverse transcriptase PCR, northern analysis, and RNase protection. As outlined 
above, preferably the change in expression (e.g., upregulation or downregulation) is at least 
about 50%, more preferably at least about 100%, more preferably at least about 150%, more 
preferably at least about 200%, with from 300 to at least 1000% being especially preferred. 

Evaluation may be at the gene transcript or the protein level. The amount of gene 
expression may be monitored using nucleic acid probes to the RNA or DNA equivalent of the 
gene transcript, and the quantification of gene expression levels, or, alternatively, the final gene 
product itself (protein) can be monitored, e.g., with antibodies to the cancer protein and standard 
immunoassays (ELIS As, etc.) or other techniques, including mass spectroscopy assays, 2D gel 
electrophoresis assays, etc. Proteins corresponding to cancer genes, e.g., those identified as 
being important in a cancer or disease phenotype, can be evaluated in a cancer diagnostic test. 
In a preferred embodiment, gene expression monitoring is performed simultaneously on a 
number of genes. Multiple protein expression monitoring can be performed as well. 

In this embodiment, the cancer nucleic acid probes are attached to biochips as outlined 
herein for the detection and quantification of cancer sequences in a particular cell. The assays 
are further described below in the example. PCR techniques can be used to provide greater 
sensitivity. 

In a preferred embodiment nucleic acids encoding the cancer protein are detected. 
Although DNA or RN A encoding the cancer protein may be detected, of particular interest are 
methods wherein an mRNA encoding a cancer protein is detected. Probes to detect mRNA can 
be a nucleotide/deoxynucleotide probe that is complementary to and hybridizes with the mRNA 
and includes, but is not limited to, oligonucleotides, cDNA, or RNA. Probes also should 
contain a detectable label, as defined herein. In one method the mRNA is detected after 
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immobilizing the nucleic acid to be examined on a solid support such as nylon membranes and 
hybridizing the probe with the sample. Following washing to remove the non-specifically 
bound probe, the label is detected. In another method, detection of the mRNA is performed in 
situ. In this method permeabilized cells or tissue samples are contacted with a detectably 
labeled nucleic acid probe for sufficient time to allow the probe to hybridize with the target 
mRNA. Following washing to remove the non-specifically bound probe, the label is detected. 
For example a digoxygenin labeled riboprobe (RNA probe) that is complementary to the mRNA 
encoding a cancer protein is detected by binding the digoxygenin with an anti-digoxygenin 
secondary antibody and developed with nitro blue tetrazolium and 5-bromo-4-chloro-3-indoyl 
phosphate. 

In a preferred embodiment, various proteins from the three classes of proteins as 
described herein (secreted, transmembrane, or intracellular proteins) are used in diagnostic 
assays. The cancer proteins, antibodies, nucleic acids, modified proteins, and cells containing 
cancer sequences are used in diagnostic assays. This can be performed on an individual gene or 
corresponding polypeptide level. In a preferred embodiment, the expression profiles are used, 
preferably in conjunction with high throughput screening techniques to allow monitoring for 
expression profile genes and/or corresponding polypeptides. 

As described and defined herein, cancer proteins, including intracellular, 
transmembrane, or secreted proteins, find use as markers of cancer, e.g., for prognostic or 
diagnostic purposes. Detection of these proteins in putative cancer tissue allows for detection, 
prognosis, or diagnosis of cancer or similar disease, and for selection of therapeutic strategy. In 
one embodiment, antibodies are used to detect cancer proteins. A preferred method separates 
proteins from a sample by electrophoresis on a gel (typically a denaturing and reducing protein 
gel, but maybe another type of gel, including isoelectric focusing gels and the like). Following 
separation of proteins, the cancer protein is detected, e.g., by immunoblotting with antibodies 
raised against the cancer protein. 

In another preferred method, antibodies to the cancer protein find use in in situ imaging 
techniques, e.g., in histology. See, e.g., Asai, et al. (eds. 1993) Methods in C ell Biology: 
Antibodies in Cell Biology (vol. 37) Academic Press. In this method, cells are contacted with 
from one to many antibodies to the cancer protein(s). Following washing to remove non- 
specific antibody binding, the presence of the antibody or antibodies is detected. In one 
embodiment the antibody is detected by incubating with a secondary antibody that contains a 
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detectable label. In another method the primary antibody to the cancer protein(s) contains a 
detectable label, e.g., an enzyme marker that can act on a substrate. In another preferred 
embodiment each one of multiple primary antibodies contains a distinct and detectable label. 
This method finds particular use in simultaneous screening for a plurality of cancer proteins. 
Many other histological imaging techniques are also provided by the invention. 

In a preferred embodiment the label is detected in a fluorometer which has the ability to 
detect and distinguish emissions of different wavelengths. In addition, a fluorescence activated 
cell sorter (FACS) can be used in the method. 

In another preferred embodiment, antibodies find use in diagnosing cancer from blood, 
serum, plasma, stool, and other samples. Such samples, therefore, are useful as samples to be 
probed or tested for the presence of cancer proteins. Antibodies can be used to detect a cancer 
protein by previously described immunoassay techniques including ELISA, immunoblotting 
(western blotting), immunoprecipitation, BIACORE technology and the like. Conversely, the 
presence of antibodies may indicate an immune response against an endogenous cancer protein. 

In a preferred embodiment, in situ hybridization of labeled cancer nucleic acid probes to 
tissue arrays is done. For example, arrays of tissue samples, including cancer tissue and/or 
normal tissue, are made. In situ hybridization (see, e.g., Ausubel, supra) is then performed. 
When comparing the fingerprints between an individual and a standard, a diagnosis, a 
prognosis, or a prediction may be based on the findings. It is further understood that the genes 
which indicate the diagnosis may differ from those which indicate the prognosis and molecular 
profiling of the condition of the cells may lead to distinctions between responsive or refractory 
conditions or may be predictive of outcomes. 

In a preferred embodiment, the cancer proteins, antibodies, nucleic acids, modified 
proteins, and cells containing cancer sequences are used in prognosis assays. As above, gene 
expression profiles can be generated that correlate to cancer, clinical, pathological, or other 
information, in terms of long term prognosis. Again, this may be done on either a protein or 
gene level, with the use of genes being preferred. Single or multiple genes may be useful in 
various combinations. As above, cancer probes may be attached to biochips for the detection 
and quantification of cancer sequences in a tissue or patient. The assays proceed as outlined 
above for diagnosis. PCR method may provide more sensitive and accurate quantification. 
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Assays for therapeutic compounds 

In a preferred embodiment, the proteins, nucleic acids, and antibodies as described 
herein are used in drug screening assays. The cancer proteins, antibodies, nucleic acids, 
modified proteins, and cells containing cancer sequences are used in drug screening assays or 
by evaluating the effect of drug candidates on a "gene expression profile" or expression profile 
of polypeptides. In a preferred embodiment, the expression profiles are used, preferably in 
conjunction with high throughput screening techniques,, to allow monitoring for expression 
profile genes after treatment with a candidate agent (e.g., Zlokarnik, et al. (1998) Science 
279:84-88; Heid (1996) Genome Res. 6:986-994. 

In a preferred embodiment, the cancer proteins, antibodies, nucleic acids, modified 
proteins and cells containing the native or modified cancer proteins are used in screening 
assays. That is, the present invention provides novel methods for screening for compositions 
which modulate the cancer phenotype or an identified physiological function of a cancer 
protein. As above, this can be done on an individual gene level or by evaluating the effect of 
drug candidates on a "gene expression profile". In a preferred embodiment, the expression 
profiles are used, preferably in conjunction with high throughput screening techniques, to allow 
monitoring for expression profile genes after treatment with a candidate agent, see Zlokarnik, 
supra. 

Having identified the differentially expressed genes herein, a variety of assays may be 
performed. In a preferred embodiment, assays may be run on an individual gene or protein 
level. That is, having identified a particular gene as up regulated in cancer, test compounds can 
be screened for the ability to modulate gene expression or for binding to the cancer protein. 
"Modulation" thus includes both an increase and a decrease in gene expression. The preferred 
amount of modulation will depend on the original change of the gene expression in normal 
versus tissue undergoing cancer, with changes of at least 10%, preferably 50%, more preferably 
100-300%, and in some embodiments 300-1000% or greater. Thus, if a gene exhibits a 4-fold 
increase in cancer tissue compared to normal tissue, a decrease of about four-fold is often 
desired; similarly, a 10-fold decrease in cancer tissue compared to normal tissue often provides 
a target value of a 10-fold increase in expression to be induced by the test compound. 

The amount of gene expression may be monitored using nucleic acid probes and the 
quantification of gene expression levels, or, alternatively, the gene product itself can be 
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monitored, e.g., through the use of antibodies to the cancer protein and standard immunoassays. 
Proteomics and separation techniques may also allow quantification of expression. 

In a preferred embodiment, gene expression or protein monitoring of a number of 
entities, e.g., an expression profile, is monitored simultaneously. Such profiles will typically 
5 involve a plurality of those entities described herein. 

In this embodiment, the cancer nucleic acid probes are attached to biochips as outlined 
herein for the detection and quantification of cancer sequences in a particular cell. 
Alternatively, PCR may be used. Thus, a series, e.g., of microtiter plate, may be used with 
dispensed primers in desired wells. A PCR reaction can then be performed and analyzed for 
10 each well. 

Modulators of cancer 

Expression monitoring can be performed to identify compounds that modify the 
expression of one or more cancer-associated sequences, e.g., a polynucleotide sequence set out 

15 in the tables. Generally, in a preferred embodiment, a test modulator is added to the cells prior 
to analysis. Moreover, screens are also provided to identify agents that modulate cancer, 
modulate cancer proteins, bind to a cancer protein, or interfere with the binding of a cancer 
protein and an antibody or other binding partner. 

The term "test compound" or "drug candidate" or "modulator" or grammatical 

20 equivalents as used herein describes a molecule, e.g., protein, oligopeptide, small organic 
molecule, polysaccharide, polynucleotide, etc., to be tested for the capacity to directly or 
indirectly alter the cancer phenotype or the expression of a cancer sequence, e.g., a nucleic acid 
or protein sequence. In preferred embodiments, modulators alter expression profiles, or 
expression profile nucleic acids or proteins provided herein. In one embodiment, the modulator 

25 suppresses a cancer phenotype, e.g., to a normal or non-malignant tissue fingerprint. In another 
embodiment, a modulator induced a cancer phenotype. Generally, a plurality of assay mixtures 
are run in parallel with different agent concentrations to obtain a differential response to the 
various concentrations. Typically, one of these concentrations serves as a negative control, e.g., 
at zero concentration or below the level of detection. 

30 Drug candidates encompass numerous chemical classes, though typically they are 

organic molecules, preferably small organic compounds having a molecular weight of more 
than 100 and less than about 2,500 daltons. Preferred small molecules are less than 2000, or 
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less than 1500, or less than 1000, or less than 500 D. Candidate agents comprise functional 
groups necessary for structural interaction with proteins, particularly hydrogen bonding, and 
typically include at least an amine, carbonyl, hydroxyl or carboxyl group, preferably at least two 
of the functional chemical groups. The candidate agents often comprise cyclical carbon or 
heterocyclic structures and/or aromatic or polyaromatic structures substituted with one or more 
of the above functional groups. Candidate agents are also found among biomolecules including 
peptides, saccharides, fatty acids, steroids, purines, pyrimidines, derivatives, structural analogs, 
or combinations thereof. Particularly preferred are peptides. 

In one aspect, a modulator will neutralize the effect of a cancer protein. By "neutralize" 
is meant that activity of a protein is inhibited or blocked and the consequent effect on the cell. 

In certain embodiments, combinatorial libraries of potential modulators will be screened 
for an ability to bind to a cancer polypeptide or to modulate activity. Conventionally, new 
chemical entities with useful properties are generated by identifying a chemical compound 
(called a "lead compound") with some desirable property or activity, e.g., inhibiting activity, 
creating variants of the lead compound, and evaluating the property and activity of those variant 
compounds. Often, high throughput screening (HTS) methods are employed for such an 
analysis. See, e.g., Janzen (2002) High Throughput Screening: Methods and Protocols 
Humana; Devlin (ed. 1997) High Throughput Screening: The Discovery of Bioactive 
Substances Defcker; and Mei and Czarnik (eds. 2002) Integrated Drug Discovery Techniques 
Dekker. 

In one preferred embodiment, high throughput screening methods involve providing a 
library containing a large number of potential therapeutic compounds (candidate compounds). 
Such "combinatorial chemical libraries" are then screened in one or more assays to identify 
those library members (particular chemical species or subclasses) that display a desired 
characteristic activity. The compounds thus identified can serve as conventional "lead 
compounds" or can themselves be used as potential or actual therapeutics. 

A combinatorial chemical library is a collection of diverse chemical compounds 
generated by either chemical synthesis or biological synthesis by combining a number of 
chemical "building blocks" such as reagents. For example, a linear combinatorial chemical 
library, such as a polypeptide (e.g., mutein) library, is formed by combining a set of chemical 
building blocks called amino acids in every possible way for a given compound length (e.g., the 
number of amino acids in a polypeptide compound). Millions of chemical compounds can be 
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synthesized through, such combinatorial mixing of chemical building blocks (Gallop, et al. 
(1994^) J. Med. Chem. 37:1233-1251). 

Preparation and screening of combinatorial chemical libraries is well known. Such 
combinatorial chemical libraries include, but are not limited to, peptide libraries (see, e.g., U.S. 
Patent No. 5,010,175, Furka (1991) Pent. Prot. Res. 37:487-493, Houghton, et al. (1991) Nature 
354:84-88), peptoids (PCT Publication No WO 91/19735), encoded peptides (PCT Publication 
WO 93/20242), random bio-oligomers (PCT Publication WO 92/00091), benzodiazepines (U.S. 
Pat. No. 5,288,514), diversomers such as hydantoins, benzodiazepines and dipeptides (Hobbs, et 
al. (1993) Proc. Natl. Acad. Sci. USA 90:6909-6913, vinylogous polypeptides (Hagihara, et al. 
(1992) J. Amer. Chem. Soc. 114:6568-570), nonpeptidal peptidomimetics with a Beta-D- 
Glucose scaffolding (Hirschmann, et al. (1992) J. Amer. Chem. Soc. 114:9217-9218), 
analogous organic syntheses of small compound libraries (Chen, et al. (1994) J. Amer. Chem. 
Soc. 116:2661-662), oligocarbamates (Cho, et al. (1993) Science 261:1303-1305), and/or 
peptidyl phosphonates (Campbell, et al. (1994) J. Org. Chem. 59:658). See, generally, Gordon, 
et al. (1994) J. Med. Chem. 37:1385-1401, nucleic acid libraries (see, e.g., Stratagene, Corp.), 
peptide nucleic acid libraries (see, e.g., U.S. Patent 5,539,083), antibody libraries (see, e.g., 
Vaughn, et al. (1996) Nature Biotechnology 14(3):309-314, and PCT/US96/10287), 
carbohydrate libraries (see, e.g., Liang, et al. (1996) Science 274:1520-1522, and U.S. Patent 
No. 5,593,853), and small organic molecule libraries (see, e.g., benzodiazepines, page 33 Baum 
(Jan 18, 1993) C&EN: isoprenoids, U.S. Patent No. 5,569,588; thiazolidinones and 
metathiazanones, U.S. Patent No. 5,549,974; pyrrolidines, U.S. Patent Nos. 5,525,735 and 
5,519,134; morpholino compounds, U.S. Patent No. 5,506,337; benzodiazepines, U.S. Patent 
No. 5,288,514; and the like). 

Devices for the preparation of combinatorial libraries are commercially available (see, 
e.g., 357 MPS, 390 MPS, Advanced Chem Tech, Louisville KY, Symphony, Rainin, Woburn, 
MA, 433 A Applied Biosystems, Foster City, CA, 9050 Plus, Millipore, Bedford, MA). 

A number of well known robotic systems have also been developed for solution phase 
chemistries. These systems include automated workstations like the automated synthesis 
apparatus developed by Takeda Chemical Industries, LTD. (Osaka, Japan) and many robotic 
systems utilizing robotic arms (Zymate n, Zymark Corporation, Hopkinton, Mass.; Orca, 
Hewlett-Packard, Palo Alto, Calif.), which mimic manual synthetic operations performed by a 
chemist The above devices are suitable for use with the present invention. The nature and 
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implementation of modifications to these devices (if any) so that they can operate as discussed 
herein will be apparent. In addition, numerous combinatorial libraries are themselves 
commercially available (see, e.g., ComGenex, Princeton, N.J., Asinex, Moscow, Ru, Tripos, 
Inc., St. Louis, MO, ChemStar, Ltd, Moscow, RU, 3D Pharmaceuticals, Exton, PA, Martek 
Biosciences, Columbia, MD, etc.). 

The assays to identify modulators are amenable to high throughput screening. Preferred 
assays thus detect enhancement or inhibition of cancer gene transcription, inhibition, or 
enhancement of polypeptide expression, and inhibition or enhancement of polypeptide activity. 

High throughput assays for the presence, absence, quantification, or other properties of 
particular nucleic acids or protein products are well known. Similarly, binding assays and 
reporter gene assays are similarly well known. Thus, e.g., U.S. Patent No. 5,559,410 discloses 
high throughput screening methods for proteins, U.S. Patent No. 5,585,639 discloses high 
throughput screening methods for nucleic acid binding (e.g., in arrays), while U.S. Patent Nos. 
5,576,220 and 5,541,061 disclose high throughput methods of screening for ligand/antibody 
binding. 

In addition, high throughput screening systems are commercially available (see, e.g., 
Zymark Corp., Hopkinton, MA; Air Technical Industries, Mentor, OH; Beckman Instruments, 
Inc. Fullerton, CA; Precision Systems, Inc., Natick, MA, etc.). These systems typically 
automate entire procedures, including sample and reagent pipetting, liquid dispensing, timed 
incubations, and final readings of the microplate in detector(s) appropriate for the assay. These 
configurable systems provide high throughput and rapid start up as well as a high degree of 
flexibility and customization. The manufacturers of such systems provide detailed protocols for 
various high throughput systems. Thus, e.g., Zymark Corp. provides technical bulletins 
describing screening systems for detecting the modulation of gene transcription, ligand binding, 
and the like. 

In one embodiment, modulators are proteins, often naturally occurring proteins or 
fragments of naturally occurring proteins. Thus, e.g., cellular extracts containing proteins, or 
random or directed digests of proteinaceous cellular extracts, may be used. In this way libraries 
of proteins may be made for screening in the methods of the invention. Particularly preferred in 
this embodiment are libraries of bacterial, fungal, viral, and mammalian proteins, with the latter 
being preferred, and human proteins being especially preferred. Particularly useful test 
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compound will be directed to the class of proteins to which the target belongs, e.g., substrates 
for enzymes or ligands and receptors. 

In a preferred embodiment, modulators are peptides of from about 5-30 amino acids, 
with from about 5-20 amino acids being preferred, and from about 7-15 being particularly 
preferred. The peptides may be digests of naturally occurring proteins, random peptides, or 
"biased" random peptides. By "randomized" or grammatical equivalents herein is meant that 
each nucleic acid and peptide consists of essentially random nucleotides and amino acids, 
respectively. Since generally these random peptides (or nucleic acids, discussed below) are 
chemically synthesized, they may incorporate a nucleotide or amino acid at any position. The 
synthetic process can be designed to generate randomized proteins or nucleic acids, to allow the 
formation of all or most of the possible combinations over the length of the sequence, thus 
forming a library of randomized candidate bioactive proteinaceous agents. 

In one embodiment, the library is fully randomized, with no sequence preferences or 
constants at any position. In a preferred embodiment, the library is biased. That is, some 
positions within the sequence are either held constant, or are selected from a limited number of 
possibilities. For example, in a preferred embodiment, the nucleotides or amino acid residues 
are randomized within a defined class, e.g., of hydrophobic amino acids, hydrophilic residues, 
sterically biased (either small or large) residues, towards the creation of nucleic acid binding 
domains, the creation of cysteines, for cross-linking, prolines for SH-3 domains, serines, 
threonines, tyrosines, or histidines for phosphorylation sites, etc., or to purines, etc. 

Modulators of cancer can also be nucleic acids, as defined above. 

As described above generally for proteins, nucleic acid modulating agents may be 
naturally occurring nucleic acids, random nucleic acids, or "biased" random nucleic acids. For 
example, digests of prokaryotic or eukaryotic genomes may be used as is outlined above for 
proteins. 

In a preferred embodiment, the candidate compounds are organic chemical moieties, a 
wide variety of which are available in the literature. 

After the candidate agent has been added and the cells allowed to incubate for some 
period of time, the sample containing a target sequence to be analyzed is added to the biochip. 
If required, the target sequence is prepared using known techniques. For example, the sample 
may be treated to lyse the cells, using known lysis buffers, electroporation, etc:, with 
purification and/or amplification such as PCR performed as appropriate. For example, an in 
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vitro transcription with labels covalently attached to the nucleotides is performed. Generally, 
the nucleic acids are labeled with biotin-FITC or PE, or with cy3 or cy5. 

In a preferred embodiment, the target sequence is labeled with, e.g., a fluorescent, a 
chemiluminescent, a chemical, or a radioactive signal, to provide a means of detecting the target 
5 sequence's specific binding to a probe. The label also can be an enzyme, such as, alkaline 
phosphatase or horseradish peroxidase, which when provided with an appropriate substrate 
produces a product that can be detected. Alternatively, the label can be a labeled compound or 
small molecule, such as an enzyme inhibitor, that binds but is not catalyzed or altered by the 
enzyme. The label also can be a moiety or compound, such as, an epitope tag or biotin which 
1 0 specifically binds to streptavidin. For the example of biotin, the streptavidin is labeled as 

described above, thereby, providing a detectable signal for the bound target sequence. Unbound 
labeled streptavidin is typically removed prior to analysis. 

These assays can be direct hybridization assays or can comprise "sandwich assays", 
which include the use of multiple probes, as is generally outlined in U.S. Patent Nos. 5,681,702, 
15 5,597,509, 5,545,730, 5,594,1 17, 5,591,584, 5,571,670, 5,580,731, 5,571,670, 5,591,584, 

5,624,802, 5,635,352, 5,594,1 18, 5,359,100, 5,124,246, and 5,681,697, all of which are hereby 
incorporated by reference. In this embodiment, in general, the target nucleic acid is prepared as 
outlined above, and then added to the biochip comprising a plurality of nucleic acid probes, 
under conditions that allow the formation of a hybridization complex. 
20 A variety of hybridization conditions may be used in the present invention, including 

high, moderate, and low stringency conditions as outlined above. The assays are generally run 
under stringency conditions which allows formation of the label probe hybridization complex 
only in the presence of target Stringency can be controlled by altering a step parameter that is a 
thermodynamic variable, including, but not limited to, temperature, formamide concentration, 
25 salt concentration, chaotropic salt concentration, pH, organic solvent concentration, etc. 

These parameters may also be used to control non-specific binding, as is generally 
outlined in U.S. Patent No. 5,681,697. Thus it may be desirable to perform certain steps at 
higher stringency conditions to reduce non-specific binding. 

The reactions outlined herein may be accomplished in a variety of ways. Components 
30 of the reaction may be added simultaneously, or sequentially, in different orders, with preferred 
embodiments outlined below. In addition, the reaction may include a variety of other reagents. 
These include salts, buffers, neutral proteins, e.g., albumin, detergents, etc. which maybe used 
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to facilitate optimal hybridization and detection, and/or reduce non-specific or background 
interactions. Reagents that otherwise improve the efficiency of the assay, such as protease 
inhibitors, nuclease inhibitors, anti-microbial agents, etc., may also be used as appropriate, 
depending on the sample preparation methods and purity of the target. 

The assay data are analyzed to determine the expression levels, and changes in 
expression levels as between states of individual genes, forming a gene expression profile. 

Screens are performed to identify modulators of the cancer phenotype. In one 
embodiment, screening is performed to identify modulators that can induce or suppress a 
particular expression profile, thus preferably generating the associated phenotype. In another 
embodiment, e.g., for diagnostic applications, having identified differentially expressed genes 
important in a particular state, screens can be performed to identify modulators that alter 
expression of individual genes. In an another embodiment, screening is performed to identify 
modulators that alter a biological function of the expression product of a differentially 
expressed gene. Again, having identified the importance of a gene in a particular state, screens 
are performed to identify agents that bind and/or modulate the biological activity of the gene 
product. 

In addition, screens can be done for genes that are induced in response to a candidate 
agent or treatment process. After identifying a modulator based upon its ability to suppress a 
cancer expression pattern leading to a normal expression pattern (or its converse), or to 
modulate a single cancer gene expression profile so as to mimic the expression of the gene from 
normal tissue, a screen as described above can be performed to identify genes that are 
specifically modulated in response to the agent. Comparing expression profiles betweenhonnal 
tissue and agent treated cancer tissue reveals genes that are not expressed in normal tissue or 
cancer tissue, but are expressed in agent treated tissue. These agent-specific sequences can be 
identified and used by methods described herein for cancer genes or proteins. In particular, 
these sequences and the proteins they encode find use in marking or identifying agent treated 
cells. In addition, antibodies can be raised against the agent induced proteins and used to target 
novel therapeutics, e.g., toxin loaded liposomes, to the treated cancer tissue sample. 

Thus, in one embodiment, a test compound is administered to a population of cancer 
cells that have an associated cancer expression profile. By "administration" or "contacting" 
herein is meant that the candidate agent is added to the cells in such a manner as to allow the 
agent to act upon the cell, whether by uptake and intracellular action, or by action at the cell 
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surface. In some embodiments, nucleic acid encoding a proteinaceous candidate agent (e.g., a 
peptide) may be put into a viral construct such as an adenoviral or retroviral construct, and 
added to the cell, such that expression of the peptide agent is accomplished, e.g., PCT 
US97/01019. Regulatable gene therapy systems can also be used. 

Once a test compound has been administered to the cells, the cells can be washed if 
desired and are allowed to incubate under preferably physiological conditions for some period 
of time. The cells are then harvested and a new gene expression profile is generated, as outlined 
herein. 

Thus, e.g., cancer or non-malignant tissue may be screened for agents that modulate, 
e.g., induce or suppress a cancer phenotype. A change in at least one gene, preferably many, of 
the expression profile indicates that the agent has an effect on cancer activity. By defining such 
a signature for the cancer phenotype, screens for new drugs that alter the phenotype can be 
devised. With this approach, the drug target need not be known and need not be represented in 
the original expression screening platform, nor does the level of transcript for the target protein 
need to change. 

In a preferred embodiment, as outlined above, screens may be done on individual genes 
and gene products (proteins). That is, having identified a particular differentially expressed 
gene as important in a particular state, screening of modulators of either the expression of the 
gene or the gene product itself can be done. The gene products of differentially expressed genes 
are sometimes referred to herein as "cancer proteins" or a "cancer modulatory protein". The 
cancer modulatory protein may be a fragment, or alternatively, be the full length protein to the 
fragment encoded by the nucleic acids of the Tables. Preferably, the cancer modulatory protein 
is a fragment. In a preferred embodiment, the cancer amino acid sequence which is used to 
determine sequence identity or similarity is encoded by a nucleic acid of the Tables. In another 
embodiment, the sequences are naturally occurring allelic variants of a protein encoded by a 
nucleic acid of the Tables. In another embodiment, the sequences are sequence variants as 
further described herein. 

Preferably, the cancer modulatory protein is a fragment of about 14-24 amino acids 
long. More preferably the fragment is a soluble fragment. Preferably, the fragment includes a 
non-transmembrane region. In a preferred embodiment, the fragment has an N-terminal Cys to 
aid in solubility. In one embodiment, the C-terminus of the fragment is kept as a free acid and 
the N-terminus is a free amine to aid in coupling, e.g., to cysteine. 
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In one embodiment the cancer proteins are conjugated to an immunogenic agent as 
discussed herein. In one embodiment the cancer protein is conjugated to BS A. 

Measurements of cancer polypeptide activity, or of cancer or the cancer phenotype can 
be performed using a variety of assays. For example, the effects of the test compounds upon the 
function of the cancer polypeptides can be measured by examining parameters described above. 
A suitable physiological change that affects activity can be used to assess the influence of a test 
compound on the polypeptides of this invention. When the functional consequences are 
determined using intact cells or animals, one can also measure a variety of effects such as, in the 
case of cancer associated with tumors, tumor growth, tumor metastasis, neovascularization, 
hormone release, transcriptional changes to both known and uncharacterized genetic markers 
(e.g., northern blots), changes in cell metabolism such as cell growth or pH changes, and 
changes in intracellular second messengers such as cGMP. In the assays of the invention, 
mammalian cancer polypeptide is typically used, e.g., mouse, preferably human. 

Assays to identify compounds with modulating activity can be performed in vitro. For 
example, a cancer polypeptide is first contacted with a potential modulator and incubated for a 
suitable amount of time, e.g., from 0.5-48 hours. In one embodiment, the cancer polypeptide 
. levels are determined in vitro by measuring the level of protein or mRNA. The level of protein 
is typically measured using immunoassays such as western blotting, ELISA, and the like with 
an antibody that selectively binds to the cancer polypeptide or a fragment thereof. For 
measurement of mRNA, amplification, e.g., using PCR, LCR, or hybridization assays, e.g., 
northern hybridization, RNAse protection, dot blotting, are preferred. The level of protein or 
mRNA is typically detected using directly or indirectly labeled detection agents, e.g., 
fluorescently or radioactively labeled nucleic acids, radioactively or enzymatically labeled 
antibodies, and the like, as described herein. 

Alternatively, a reporter gene system can be devised using a cancer protein promoter 
operably linked to a reporter gene such as luciferase, green fluorescent protein, CAT, or j8-gal. 
The reporter construct is typically transfected into a cell. After treatment with a potential 
modulator, the amount of reporter gene transcription, translation, or activity is measured 
according to standard techniques. 

In a preferred embodiment, as outlined above, screens may be done on individual genes 
and gene products (proteins). That is, having identified a particular differentially expressed 
gene as important in a particular state, screening of modulators of the expression of the gene or 
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the gene product itself can be done. The gene products of differentially expressed genes are 
sometimes referred to herein as "cancer proteins." The cancer protein may be a fragment, or 
alternatively, the foil length protein to a fragment shown herein. 

In one embodiment, screening for modulators of expression of specific genes is 
performed. Typically, the expression of only one or a few genes are evaluated. In another 
embodiment, screens are designed to first find compounds that bind to differentially expressed 
proteins. These compounds are then evaluated for the ability to modulate differentially 
expressed activity. Moreover, once initial candidate compounds are identified, variants can be 
further screened to better evaluate structure activity relationships. 

In a preferred embodiment, binding assays are done. In general, purified or isolated 
gene product is used; that is, the gene products of one or more differentially expressed nucleic 
acids are made. For example, antibodies are generated to the protein gene products, and 
standard immunoassays are run to determine the amount of protein present. Alternatively, cells 
comprising the cancer proteins can be used in the assays. 

Thus, in a preferred embodiment, the methods comprise combining a cancer protein and 
a candidate compound, and detennining the binding of the compound to the cancer protein. 
Preferred embodiments utilize the human cancer protein, although other mammalian proteins 
may also be used, e.g., for the development of animal models of human disease. In some 
embodiments, as outlined herein, variant or derivative cancer proteins may be used. 

Generally, in a preferred embodiment of the methods herein, the cancer protein or the 
candidate agent is non-diffusably bound to an insoluble support, preferably having isolated 
sample receiving areas (e.g., a microtiter plate, an array, etc.). The insoluble supports may be 
made of a composition to which the compositions can be bound, is readily separated from 
soluble material, and is otherwise compatible with the overall method of screening. The surface 
of such supports may be solid or porous and of a convenient shape. Examples of suitable 
insoluble supports include microtiter plates, arrays, membranes, and beads. These are typically 
made of glass, plastic (e.g., polystyrene), polysaccharides, nylon or nitrocellulose, teflon™, etc. 
Microtiter plates and arrays are especially convenient because a large number of assays can be 
carried out simultaneously, using small amounts of reagents and samples. The particular 
manner of binding of the composition is typically not crucial so long as it is compatible with the 
reagents and overall methods of the invention, maintains the activity of the composition, and is 
nondiffusable. Preferred methods of binding include the use of antibodies (which do not 
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sterically block either the ligand binding site or activation sequence when the protein is bound 
to the support), direct binding to "sticky" or ionic supports, chemical crosslinking, the synthesis 
of the protein or agent on the surface, etc. Following binding of the protein or agent, excess 
unbound material is removed by washing. The sample receiving areas may then be blocked 
through incubation with bovine serum albumin (BSA), casein, or other innocuous protein or 
other moiety. 

In a preferred embodiment, the cancer protein is bound to the support, and a test 
compound is added to the assay. Alternatively, the candidate agent is bound to the support and 
the cancer protein is added. Novel binding agents include specific antibodies, non-natural 
binding agents identified in screens of chemical libraries, peptide analogs, etc. Of particular 
interest are screening assays for agents that have a low toxicity for human cells. A wide variety 
of assays may be used for this purpose, including labeled in vitro protein-protein binding assays, 
electrophoretic mobility shift assays, immunoassays for protein binding, functional assays 
(phosphorylation assays, etc.), and the like. 

The determination of the binding of the test modulating compound to the cancer protein 
may be done in a number of ways. In a preferred embodiment, the compound is labeled, and 
binding determined directly, e.g., by attaching all or a portion of the cancer protein to a solid 
support, adding a labeled candidate agent (e.g., a fluorescent label), washing off excess reagent, 
and detennining whether the label is present on the solid support. Various blocking and 
washing steps may be utilized as appropriate. 

In some embodiments, only one of the components is labeled, e.g., the proteins (or 
proteinaceous candidate compounds) can be labeled. Alternatively, more than one component 
can be labeled with different labels, e.g., 125 I for the proteins and a fluorophor for the 
compound. Proximity reagents, e.g., quenching or energy transfer reagents are also useful. 

In one embodiment, the binding of the test compound is determined by competitive 
binding assay. The competitor may be a binding moiety known to bind to the target molecule 
(e.g., a cancer protein), such as an antibody, peptide, binding partner, ligand, etc. Under certain 
circumstances, there may be competitive binding between the compound and the binding 
moiety, with the binding moiety displacing the compound. In one embodiment, the test 
compound is labeled. Either the compound, or the competitor, or both, is added first to the 
protein for a time sufficient to allow binding, if present. Incubations may be performed at a 
temperature which facilitates optimal activity, typically between about 4-40° C. Incubation 
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periods are typically optimized, e.g., to facilitate rapid high throughput screening. Typically 
between 0.1-1 hour will be sufficient. Excess reagent is generally removed or washed away. 
The second component is then added, and the presence or absence of the labeled component is 
followed, to indicate binding. 

In a preferred embodiment, the competitor is added first, followed by a test compound. 
Displacement of the competitor is an indication that the test compound is binding to the cancer 
protein and thus is capable of binding to, and potentially modulating, the activity of the cancer 
protein. In this embodiment, either component can be labeled. Thus, e.g., if the competitor is 
labeled, the presence of label in the wash solution indicates displacement by the agent. 
Alternatively, if the test compound is labeled, the presence of the label on the support indicates 
displacement. 

In an alternative embodiment, the test compound is added first, with incubation and 
washing, followed by the competitor. The absence of binding by the competitor may indicate 
that the test compound is bound to the cancer protein with a higher affinity. Thus, if the test 
compound is labeled, the presence of the label on the support, coupled with a lack of competitor 
binding, may indicate that the test compound is capable of binding to the cancer protein. 

In a preferred embodiment, the methods comprise differential screening to identity 
agents that are capable of modulating the activity of the cancer proteins. In one embodiment, 
the methods comprise combining a cancer protein and a competitor in a first sample. A second 
sample comprises a test compound, a cancer protein, and a competitor. The binding of the 
competitor is determined for both samples, and a change, or difference in binding between the 
two samples indicates the presence of an agent capable of binding to the cancer protein and 
potentially modulating its activity. That is, if the binding of the competitor is different in the 
second sample relative to the first sample, the agent is capable of binding to the cancer protein. 

Alternatively, differential screening is used to identify drug candidates that bind to the 
native cancer protein, but cannot bind to modified cancer proteins. The structure of the cancer 
protein may be modeled, and used in rational drug design to synthesize agents that interact with 
that site. Drug candidates that affect the activity of a cancer protein are also identified by 
screening drugs for the ability to either enhance or reduce the activity of the protein. 

Positive controls and negative controls may be used in the assays. Preferably control 
and test samples are performed in at least triplicate to obtain statistically significant results. 
Incubation of all samples is for a time sufficient for the binding of the agent to the protein. 
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Following incubation, samples are washed free of non-specifically bound material and the 
amount of bound, generally labeled agent determined. For example, where a radiolabel is 
employed, the samples may be counted in a scintillation counter to determine the amount of 
bound compound. 

A variety of other reagents may be included in the screening assays. These include 
reagents like salts, neutral proteins, e.g., albumin, detergents, etc., which maybe used to 
facilitate optimal protein-protein binding and/or reduce non-specific or background interactions. 
Also reagents that otherwise improve the efficiency of the assay, such as protease inhibitors, 
nuclease inhibitors, anti-microbiai agents, etc., maybe used. The mixture of components may 
be added in an order that provides for the requisite binding. 

In a preferred embodiment, the invention provides methods for screening for a 
compound capable of modulating the activity of a cancer protein. The methods comprise 
adding a test compound, as defined above, to a cell comprising cancer proteins. Preferred cell 
types include almost any cell. The cells contain a recombinant nucleic acid that encodes a 
cancer protein. In a preferred embodiment, a library of candidate agents are tested on a plurality 
of cells. 

In one aspect, the assays are evaluated in the presence or absence or previous or 
subsequent exposure of physiological signals, e.g., hormones, antibodies, peptides, antigens, 
cytokines, growth factors, action potentials, pharmacological agents including 
chemotherapeutics, radiation, carcinogenics, or other cells (e.g., cell-cell contacts). In another 
example, the determinations are determined at different stages of the cell cycle process. 

In this way, compounds that modulate cancer agents are identified. Compounds with 
pharmacological activity are able to enhance or interfere with the activity of the cancer protein. 
Once identified, similar structures are evaluated to identify critical structural feature of the 
compound. 

In one embodiment, a method of inhibiting cancer cell division is provided. The method 
comprises administration of a cancer inhibitor. In another embodiment, a method of inhibiting 
cancer is provided. The method may comprise administration of a cancer inhibitor. In a further 
embodiment, methods of treating cells or individuals with cancer are provided, e.g., comprising 
administration of a cancer inhibitor. 

In one embodiment, a cancer inhibitor is an antibody as discussed above. In another 
embodiment, the cancer inhibitor is an antisense molecule. 
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A variety of cell growth, proliferation, viability, and metastasis assays are available, as 
described below. 

Soft agar growth or colony formation in suspension 

Normal cells require a solid substrate to attach and grow. When the cells are 
5 transformed, they lose this phenotype and grow detached from the substrate. For example, 
transformed cells can grow in stirred suspension culture or suspended in semi-solid media, such 
as semi-solid or soft agar. The transformed cells, when transfected with tumor suppressor 
genes, regenerate normal phenotype and require a solid substrate to attach and grow. Soft agar 
growth or colony formation in suspension assays can be used to identify modulators of cancer 

1 0 sequences, which when expressed in host cells, inhibit abnormal cellular proliferation and 
transformation. A therapeutic compound would reduce or eliminate the host cells' ability to 
grow in stirred suspension culture or suspended in semi-solid media, such as semi-solid or soft. 

Techniques for soft agar growth or colony formation in suspension assays are described, 
e.g., in Freshney (1998) Culture of Animal Cells: A Manual of Basic Technique (3d ed.) Wiley- 

15 Liss; Freshney (2000) Culture of Animal Cells: A Manual of Basic Technique (4th ed.) Wiley- 
Liss; and Garkavtsev, et al. (1996) Nature Genet. 14:415-20. 
Contact inhibition and density limitation of growth 

Normal cells typically grow in a flat and organized pattern in a petri dish until they 
touch other cells. When the cells touch one another, they are contact inhibited and stop 

20 growing. When cells are transformed, however, the cells are not contact inhibited and continue 
to grow to high densities in disorganized foci. Thus, the transformed cells grow to a higher 
saturation density than normal cells. This can be detected morphologically by the formation of 
a disoriented monolayer of cells or rounded cells in foci within the regular pattern of normal 
surrounding cells. Alternatively, labeling index with ( 3 H)-thymidine at saturation density can 

25 be used to measure density limitation of growth. See Freshney (2000), supra. The transformed 
cells, when transfected with tumor suppressor genes, regenerate a normal phenotype and 
become contact inhibited and would grow to a lower density. 

In this assay, labeling index with ( 3 H)-thymidine at saturation density is a preferred 
method of measuring density limitation of growth. Transformed host cells are transfected with 
30 a cancer-associated sequence and are grown for 24 hours at saturation density in non-limiting 
medium conditions. The percentage of cells labeling with ( 3 H)-thymidine is determined 
autoradiographically. See, Freshney (1998), supra. 



WO 03/042661 



PCT/US02/36810 



Growth factor or serum dependence 

Transformed cells typically have a lower serum dependence than their normal 

counterparts (see, e.g., Temin (1966) J. Natl. Cancer Insti. 37:167-175; Eagle, et al.(1970) J. 

Exp. Med. 13 1:836-879); Freshney, supra. This is in part due to release of various growth 

factors by the transformed cells. Growth factor or serum dependence of transformed host cells 

can be compared with that of control. 

Tumor specific markers levels 

Tumor cells release an increased amount of certain factors (hereinafter "tumor specific 

markers") than their normal counterparts. For example, plasminogen activator (PA) is released 

from human glioma at a higher level than from normal brain cells (see, e.g., Gullino 

"Angiogenesis, tumor vascularization, and potential interference with tumor growth" pp. 178- 
184 in Mihich (ed. 1985) Biological Responses in Cancer Plenum. Similarly, tumor 

angiogenesis factor (TAF) is released at a higher level in tumor cells than their normal 

counterparts. See, e.g., Folkman (1992) Sem. Cancer Biol. 3:89-96. 

Various techniques which measure the release of these factors are described in Freshney 
(1998), supra. Also, see, Unkeless, et aL (1974) J. BioL Chem. 249:4295-4305; Strickland and 
Beers (1976) J. Biol. Chem. 251:5694-5702; Whur, et aL (1980) Br. J. Cancer 42:305-312; 
Gullino "Angiogenesis, tumor vascularization, and potential interference with tumor growth" 
pp. 178-184 in Mihich (ed. 1985) Biological Responses in Cancer Plenum; Freshney (1985) 
Anticancer Res. 5:111-130. 
Invasiveness into Matrigel 

The degree of invasiveness into Matrigel or some other extracellular matrix constituent 
can be used as an assay to identify compounds that modulate cancer-associated sequences. 
Tumor cells exhibit a good correlation between malignancy and invasiveness of cells into 
Matrigel or some other extracellular matrix constituent In this assay, tumorigenic cells are 
typically used as host cells. Expression of a tumor suppressor gene in these host cells would 
decrease invasiveness of the host cells. 

Techniques described in Freshney (1994), supra, can be used Briefly, the level of 
invasion of host cells can be measured by using filters coated with Matrigel or some other 
extracellular matrix constituent. Penetration into the gel, or through to the distal side of the 
filter, is rated as invasiveness, and rated histologically by number of cells and distance moved, 
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or by prelabeling the cells with 125 I and counting the radioactivity on the distal side of the filter 
or bottom of the dish. See, e.g., Freshney (1984), supra. 
Tumor growth in vivo 

Effects of cancer-associated sequences on cell growth can be tested in transgenic or 
immune-suppressed mice. Knock-out transgenic mice can be made, in which the cancer gene is 
disrupted or in which a cancer gene is inserted. Knock-out transgenic mice can be made by 
insertion of a marker gene or other heterologous gene into the endogenous cancer gene site in 
the mouse genome via homologous recombination. Such mice can also be made by substituting 
the endogenous cancer gene with a mutated version of the cancer gene, or by mutating the 
endogenous cancer gene, e.g., by exposure to carcinogens. 

A DNA construct is introduced into the nuclei of embryonic stem cells. Cells containing 
the newly engineered genetic lesion are injected into a host mouse embryo, which is re- 
implanted into a recipient female. Some of these embryos develop into chimeric mice that 
possess germ cells partially derived froiii the mutant cell line. Therefore, by breeding the 
chimeric mice it is possible to obtain a new line of mice containing the introduced genetic lesion 
(see, e.g., Capecchi, et al. (1989) Science 244:1288-1292). Chimeric targeted mice can be 
derived according to Hogan, et al. (1988) Manipulating the Mouse Embryo: A Laboratory 
Manual CSH Press; and Robertson (ed. 1987) Teratocarcinomas and Em bryonic Stem Cells: A 
Practical Approach IRL Press, Washington, D.C. 

Alternatively, various immune-suppressed or immune-deficient host animals can be 
used. For example, genetically athymic "nude" mouse (see, e.g., Giovanella, et al. (1974) J. 
Natl. Cancer Inst. 52:921-930), a SCID mouse, a thymectomized mouse, or an irradiated mouse 
(see, e.g., Bradley, et al. (1978) Br. J. Cancer 38:263-272; Selby, et al. (1980) Br. J. Cancer 
41:52-61) can be used as a host. Transplantable tumor cells (typically about 10 6 cells) injected 
into isogenic hosts will produce invasive tumors in a high proportions of cases, while normal 
cells of similar origin will not In hosts which developed invasive tumors, cells expressing a 
cancer-associated sequences are injected subcutaneously. After a suitable length of time, 
preferably about 4-8 weeks, tumor growth is measured (e.g., by volume or by its two largest 
dimensions) and compared to the control. Tumors that have statistically significant reduction 
(using, e.g., Student's T test) are said to have inhibited growth. 
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Polynucleotide modulators of cancer 
Antisense and RNAi Polynucleotides 

In certain embodiments, the activity of a cancer-associated protein is down-regulated, or 
entirely inhibited, by the use of an inhibitory or antisense polynucleotide, e.g., a nucleic acid 
5 complementary to, and which can preferably hybridize specifically to, a coding mRNA nucleic 
acid sequence, e.g., a cancer protein mRNA, or a subsequence thereof. Binding of the antisense 
polynucleotide to the mRNA reduces the translation and/or stability of the mRNA. 

In the context of this invention, antisense polynucleotides can comprise naturally- 
occurring nucleotides, or synthetic species formed from naturally-occurring subunits or their 
10 close homologs. Antisense polynucleotides may also have altered sugar moieties or inter-sugar 
linkages. Exemplary among these are the phosphorothioate and other sulfur containing species. 
Analogs are comprehended by this invention so long as they function effectively to hybridize 
with the cancer protein mRNA. See, e.g., Isis Pharmaceuticals, Carlsbad, CA; Sequitor, Inc., 
Natick,MA. 

1 5 Such antisense polynucleotides can readily be synthesized using recombinant means, or 

can be synthesized in vitro. Equipment for such synthesis is sold by several vendors, including 
Applied Biosystems. The preparation of other oligonucleotides such as phosphorothioates and 
alkylated derivatives is also well known. 

Antisense molecules as used herein include antisense or sense oligonucleotides. Sense 

20 oligonucleotides can, e.g., be employed to block transcription by binding to the anti-sense 
strand. The antisense and sense oligonucleotide comprise a single-stranded nucleic acid 
sequence (either RNA or DNA) capable of binding to target mRNA (sense) or DNA (antisense) 
sequences for cancer molecules. A preferred antisense molecule is for a cancer sequences in the 
Tables, or for a ligand or activator thereof. Antisense or sense oligonucleotides, according to 

25 the present invention, comprise a fragment generally at least about 14 nucleotides, preferably 
from about 14-30 nucleotides. The ability to derive an antisense or a sense oligonucleotide, 
based upon a cDNA sequence encoding a given protein is described in, e.g., Stein and Cohen 
(1988) Cancer Res. 48:2659-2668; and van der Krol, et al. (1988) BioTechniques 6:958-976. 
RNA interference is a mechanism to suppress gene expression in a sequence specific 

30 manner. See, e.g., Brumelkamp, et al. (2002) Sciencexpress (21March2002); Sharp (1999) 
Genes Dev. 13:139-141; and Cathew (2001) Curr. Op. Cell Biol. 13:244-248: Li mammalian 
cells, short, e.g., 21 nt, double stranded small interfering RNAs (siRNA) have been shown to be 
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effective at inducing an RNAi response. See, e.g., Elbashir, et al. (2001) Nature 41 1 :494-498. 
The mechanism maybe used to downregulate expression levels of identified genes, e.g., 
treatment of or validation of relevance to disease. 
Ribozymes 

5 In addition to antisense polynucleotides, ribozymes can be used to target and inhibit 

transcription of cancer-associated nucleotide sequences. A ribozyme is an RNA molecule that 
catalytically cleaves other RNA molecules. Different kinds of ribozymes have been described, 
including group I ribozymes, hammerhead ribozymes, hairpin ribozymes, RNase P, and axhead 
ribozymes (see, e.g., Castanotto, et al. (1994) Adv. in Pharmacology 25: 289-317 for a general 
10 review of the properties of different ribozymes). 

The general features of hairpin ribozymes are described, e.g., in Hampel, et al. (1990) 
Nucl. Acids Res. 18:299-304; European Patent Publication No. 0 360 257; U.S. Patent No. 
5,254,678. Methods of preparation are described in, e.g., WO 94/26877; Ojwang, et al. (1993) 
Proc. Natl Acad. Sci. USA 90:6340-6344; Yamada, et al. (1994) Human Gene Therapy 1:39- 
15 45; Leavitt, et al.(1995) Proc. Natl. Acad. Sci. USA 92:699-703; Leavitt, et al. (1994) Human 
Gene Therapy 5:1151-120; and Yamada, et al. (1994) Virology 205: 121-126. 

Polynucleotide modulators of cancer may be introduced into a cell containing the target 
nucleotide sequence by formation of a conjugate with a ligand binding molecule, as described in 
WO 91/04753. Suitable ligand binding molecules include, but are not limited to, cell surface 
20 receptors, growth factors, other cytokines, or other ligands that bind to cell surface receptors. 
Preferably, conjugation of the ligand binding molecule does not substantially interfere with the 
ability of the ligand binding molecule to bind to its corresponding molecule or receptor, t>r 
block entry of the sense or antisense oligonucleotide or its conjugated version into the cell. 
Alternatively, a polynucleotide modulator of cancer may be introduced into a cell containing the 
25 target nucleic acid sequence, e.g., by formation of an polynucleotide-lipid complex, as described 
in WO 90/10448. It is understood that the use of antisense molecules or knock out and knock in 
models may also be used in screening assays as discussed above, in addition to methods of 
treatment 

Thus, in one embodiment, methods of modulating cancer in cells or organisms are 
30 provided. In one embodiment, the methods comprise administering to a cell an anti-cancer 
antibody that reduces or eliminates the biological activity of an endogenous cancer protein. 
Alternatively, the methods comprise administering to a cell or organism a recombinant nucleic 
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acid encoding a cancer protein. This may be accomplished in any number of ways. In a 
preferred embodiment, e.g., when the cancer sequence is down-regulated in cancer, such state 
may be reversed by increasing the amount of cancer gene product in the cell. This can be 
accomplished, e.g., by overexpressing the endogenous cancer gene or administering a gene 
5 encoding the cancer sequence, using known gene-therapy techniques. In a preferred 

embodiment, the gene therapy techniques include the incorporation of the exogenous gene using 
enhanced homologous recombination (EHR), e.g., as described in PCT/US93/0386. 
Alternatively, e.g., when the cancer sequence is up-regulated in cancer, the activity of the 
endogenous cancer gene is decreased, e.g., by the administration of a cancer antisense or other 
10 inhibitor, e.g., RNAi. 

In one embodiment, the cancer proteins of the present invention may be used to generate 
polyclonal and monoclonal antibodies to cancer proteins. Similarly, the cancer proteins can be 
coupled, using standard technology, to affinity chromatography columns. These columns may 
then be used to purify cancer antibodies useful for production, diagnostic, or therapeutic 
15 purposes. In a preferred embodiment, the antibodies are generated to epitopes unique to a 
cancer protein; that is, the antibodies show little or no cross-reactivity to other proteins. The 
cancer antibodies may be coupled to standard affinity chromatography columns and used to 
purify cancer proteins. The antibodies may also be used as blocking polypeptides, as outlined 
above, since they will specifically bind to the cancer protein. 
20 Methods of identifying variant cancer-associated sequences 

Without being bound by theory, expression of various cancer sequences is correlated 
with cancer. Accordingly, disorders based on mutant or variant cancer genes may be 
determined In one embodiment, the invention provides methods for identifying cells 
containing variant cancer genes, e.g., determining all or part of the sequence of at least one 
25 endogenous cancer gene in a cell. In a preferred embodiment, the invention provides methods 
of identifying the cancer genotype of an individual, e.g., determining all or part of the sequence 
of at least one cancer gene of the individual. This is generally done in at least one tissue of the 
individual, and may include the evaluation of a number of tissues or different samples of the 
same tissue. The method may include comparing the sequence of the sequenced cancer gene to 
30 a known cancer gene, e.g., a wild-type gene. 

The sequence of all or part of the cancer gene can then be compared to the sequence of a 
known cancer gene to determine if any differences exist. This can be done using known 
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homology programs, such as Bestfit, etc. In a preferred embodiment, the presence of a 
difference in the sequence between the cancer gene of the patient and the known cancer gene 
correlates with a disease state or a propensity for a disease state, as outlined herein. 

In a preferred embodiment, the cancer genes are used as probes to determine the number 
of copies of the cancer gene in the genome. 

In another preferred embodiment, the cancer genes are used as probes to determine the 
chromosomal localization of the cancer genes. Information such as chromosomal localization 
finds use in providing a diagnosis or prognosis in particular when chromosomal abnormalities 
such as translocations, and the like are identified in the cancer gene locus. 
Administration of pharmaceutical and vaccine compositions 

In one embodiment, a therapeutically effective dose of a cancer protein or modulator 
thereof, is administered to a patient. By "therapeutically effective dose" herein is meant a dose 
that produces effects for which it is administered. The exact dose will depend on the purpose of 
the treatment, and will be ascertainable using known techniques. See, e.g., Ansel, et al. (1999) 
Pharmaceutical Dosage Forms and Drug Delivery Lippincott; Lieberman (1992) Pharmaceutical 
Dosage Forms (vols. 1-3) Dekker, ISBN 0824770846, 082476918X, 0824712692, 0824716981; 
Lloyd (1999) The Art, Science and Technology of Pharmaceutical Compounding Amer. 
Pharmaceut Assn.; and Pickar (1998) Dosage Calculations Thomson. Adjustments for cancer 
degradation, systemic versus localized delivery, and rate of new protease synthesis, as well as 
the age, body weight, general health, sex, diet, time of administration, drug interaction, and the 
severity of the condition may be necessary. U.S. Patent Application No. 09/687,576, further 
discloses the use of compositions and methods of diagnosis and treatment in cancer. . 

A "patient" for the purposes of the present invention includes both humans and other 
animals, particularly mammals. Thus the methods are applicable to both human therapy and 
veterinary applications. In the preferred embodiment the patient is a mammal, preferably a 
primate, and in the most preferred embodiment the patient is human. 

The administration of the cancer proteins and modulators thereof of the present 
invention can be done in a variety of ways, including, but not limited to, orally, subcutaneously, 
intravenously, intranasally, transdeimally, intraperitoneally, intramuscularly, intrapulmonary, 
vaginally, rectally, or intraocularly. In some instances, e.g., in the treatment of wounds and 
inflammation, the cancer proteins and modulators may be directly applied as a solution or spray. 
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The pharmaceutical compositions of the present invention comprise a cancer protein in a 
form suitable for administration to a patient. In the preferred embodiment, the pharmaceutical 
compositions are in a water soluble form, such as being present as pharmaceutically acceptable 
salts, which is meant to include both acid and base addition salts. "Pharmaceutically acceptable 
acid addition salt" refers to those salts that retain the biological effectiveness of the free bases 
and that are not biologically or otherwise undesirable, formed with inorganic acids such as 
hydrochloric acid, hydrobromic acid, sulfuric acid, nitric acid, phosphoric acid, and the like, and 
organic acids such as acetic acid, propionic acid, glycolic acid, pyruvic acid, oxalic acid, maleic 
acid, malonic acid, succinic acid, fiimaric acid, tartaric acid, citric acid, benzoic acid, cinnamic 
acid, mandelic acid, methanesulfonic acid, ethanesulfonic acid, p-toluenesulfonic acid, salicylic 
acid, and the like. "Pharmaceutically acceptable base addition salts" include those derived from 
inorganic bases such as sodium, potassium, lithium, ammonium, calcium, magnesium, iron, 
zinc, copper, manganese, aluminum salts, and the like. Particularly preferred are the 
ammonium, potassium, sodium, calcium, and magnesium salts. Salts derived from 
pharmaceutically acceptable organic non-toxic bases include salts of primary, secondary, and 
tertiary amines, substituted amines including naturally occurring substituted amines, cyclic 
amines and basic ion exchange resins, such as isopropylamine, trimethylamine, diethylamine, 
triethylamine, tripropylamine, and ethanolamine. 

The pharmaceutical compositions may also include one or more of the following: carrier 
proteins such as serum albumin; buffers; fillers such as microcrystalline cellulose, lactose, corn 
and other starches; binding agents; sweeteners and other flavoring agents; coloring agents; and 
polyethylene glycol. 

The pharmaceutical compositions can be administered in a variety of unit dosage forms 
depending upon the method of administration. For example, unit dosage forms suitable for oral 
administration include, but are not limited to, powder, tablets, pills, capsules and lozenges. It is 
recognized that cancer protein modulators (e.g., antibodies, antisense constructs, ribozymes, 
small organic molecules, etc.) when administered orally, should be protected from digestion. 
This is typically accomplished either by complexing the molecule(s) with a composition to 
render it resistant to acidic and enzymatic hydrolysis, or by packaging the molecule(s) in an 
appropriately resistant carrier, such as a liposome or a protection barrier. Means of protecting 
agents from digestion are available. 
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The compositions for administration will commonly comprise a cancer protein 
modulator dissolved in a pharmaceutically acceptable carrier, preferably an aqueous carrier. A 
variety of aqueous carriers can be used, e.g., buffered saline and the like. These solutions are 
sterile and generally free of undesirable matter. These compositions may be sterilized by 
5 conventional, well known sterilization techniques. The compositions may contain 

pharmaceutically acceptable auxiliary substances as required to approximate physiological 
conditions such as pH adjusting and buffering agents, toxicity adjusting agents, and the like, 
e.g., sodium acetate, sodium chloride, potassium chloride, calcium chloride, sodium lactate, and 
the like. The concentration of active agent in these formulations can vary widely, and will be 

10 selected primarily based on fluid volumes, viscosities, body weight, and the like in accordance 
with the particular mode of administration selected and the patienfs needs (e.g., (1980) 
Remington' s Pharmaceutical Science (18th ed.) Mack, and Hardman and Limbird (eds. 2001) 
Goodman and Gilman: T he Pharmacological Basis of Therapeutics (10th ed.) McGraw-Hill. 
Thus, a typical pharmaceutical composition for intravenous administration would be 

15 about 0.1 to 10 mg per patient per day. Dosages from 0.1 up to about 100 mg per patient per 
day may be used, particularly when the drug is administered to a secluded site and not into the 
blood stream, such as into a body cavity or into a lumen of an organ. Substantially higher 
dosages are possible in topical administration. Actual methods for preparing parenterally 
administrable compositions will be known or apparent 

20 The compositions containing modulators of cancer proteins can be administered for 

therapeutic or prophylactic treatments. In therapeutic applications, compositions are 
administered to a patient suffering from a disease (e.g., a cancer) in an amount sufficienfto cure 
or at least partially arrest the disease and its complications. An amount adequate to accomplish 
this is defined as a "therapeutically effective dose." Amounts effective for this use will depend 

25 upon the severity of the disease and the general state of the patients health. Single or multiple 
administrations of the compositions maybe administered depending on the dosage and 
frequency as required and tolerated by the patient. In any event, the composition should 
provide a sufficient quantity of the agents of this invention to effectively treat the patient. An 
amount of modulator that is capable of preventing or slowing the development of cancer in a 

30 mammal is referred to as a "prophylactically effective dose." The particular dose required for a 
prophylactic treatment will depend upon the medical condition and history of the mammal, the 
particular cancer being prevented, as well as other factors such as age, weight, gender, 
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administration route, efficiency, etc. Such prophylactic treatments may be used, e.g., in a 
mammal who has previously had cancer to prevent a recurrence of the cancer, or in a mammal 
who is suspected of having a significant likelihood of developing cancer based, at least in part, 
upon gene expression profiles. Vaccine strategies may be used, in either a DNA vaccine form, 

5 or protein vaccine. 

It will be appreciated that the present cancer protein-modulating compounds can be 
administered alone or in combination with additional cancer modulating compounds or with 
other therapeutic agent, e.g., other anti-cancer agents or treatments. 

In numerous embodiments, one or more nucleic acids, e.g., polynucleotides comprising 

10 nucleic acid sequences set forth in the Tables, such as RNAi, antisense polynucleotides or 

ribozymes, will be introduced into cells, in vitro or in vivo. The present invention provides 
methods, reagents, vectors, and cells useful for expression of cancer-associated polypeptides 
and nucleic acids using in vitro (cell-free), ex vivo or in vivo (cell or organism-based) 
recombinant expression systems. 
15 The particular procedure used to introduce the nucleic acids into a host cell for 

expression of a protein or nucleic acid is application specific. Many procedures for introducing 
foreign nucleotide sequences into host cells may be used. These include the use of calcium 
phosphate transfection, spheroplasts, electroporation, liposomes, microinjection, plasma 
vectors, viral vectors, and other well known methods for introducing cloned genomic DNA, 
20 cDNA, synthetic DNA, or other foreign genetic material into a host cell (see, e.g., Berger and 
Kimmel (1987) Guide to Molecular Clon ing Techniques from Methods in Enzvmology (vol. 
152) Academic Press; Ausubel, et al. (eds. 1999 and supplements) Current Protocols Lippincott; 
and Sambrook, et al. (2001) Molecular Cloning: A Lab oratory Manual (3d ed., Vol. 1-3) CSH 
Press. 

25 In a preferred embodiment, cancer proteins and modulators are administered as 

therapeutic agents, and can be formulated as outlined above. Similarly, cancer genes (including 
both the full-length sequence, partial sequences, or regulatory sequences of the cancer coding 
regions) can be administered in a gene therapy application. These cancer genes can include 
inhibitory applications, e.g., as inhibitory RNA, gene therapy (e.g., for incorporation into the 

30 genome), or antisense compositions. 

Cancer polypeptides and polynucleotides can also be administered as vaccine 
compositions to stimulate HTL, CTL, and antibody responses. Such vaccine compositions can 

79 



WO 03/042661 



PCT/US02/36810 



include, e.g., lipidated peptides (see, e.g.,Vitiello, et al. (1995) J. Clin. Invest. 95:341-349), 
peptide compositions encapsulated in poly(DL-lactide-co-glycolide) ("PLG") microspheres 
(see, e.g., Eldridge, et al. (1991) Molec. Immunol. 28:287-294,; Alonso, et al. (1994) Vaccine 
12:299-306; Jones, et al. (1995) Vaccine 13:675-681), peptide compositions contained in 
5 immune stimulating complexes (ISCOMS) (see, e.g., Takahashi, et al. (1990) Nature 344:873- 
875; Hu, et al (1998) Clin Exp Immunol. 113:235-243), multiple antigen peptide systems 
(MAPs) (see, e.g., Tarn (1988) Proc. Natl. Acad. Sci. USA 85:5409-5413; Tarn (1996) L 
Immunol. Methods 196:17-32), peptides formulated as multivalent peptides; peptides for use in 
ballistic delivery systems, typically crystallized peptides, viral delivery vectors (Perkus, et al., p. 
10 379, in Kaufinann (ed. 1996) Concepts in Vaccine Development de Gruyter; Chakrabarti, et al. 
(1986) Nature 320:535-537; Hu, et al. (1986) Nature 320:537-540; Kieny, et al. (1986) 
Bio/Technology 4:790-795; Top, et al. (1971) J. Infect. Pis. 124:148-154; Chanda, et al. (1990) 
Virology 175:535-547), particles of viral or synthetic origin (see, e.g., Kofler, et al. (1996) J. 
Immunol. Methods 192:25-35; Eldridge, et al. (1993) Sem. Hematol. 30:16-24; Falo, et al. 
15 (1995) Nature Med. 1:649-653), adjuvants (Warren, et al. (1986) Annu. Rev. Immunol. 4:369- 
388; Gupta, et al. (1993) Vaccine 11:293-306), liposomes (Reddy, et al. (1992) J. Immunol. 
148:1585-1589; Rock (1996) Immunol. Today 17:131-137), or, naked or particle absorbed 
cDNA (Ulmer, et al. (1993) Science 259:1745-1749; Robinson, et al. (1993) Vaccine 11:957- 
960; Shiver, et al., p 423, in Kaufinann (ed. 1996) Concepts in Vaccine Development de 
20 Gruyter, Cease and Berzofsky (1994) Annu. Rev. Immunol. 12:923-989; and Eldridge, et al. 

(19931 Sem. Hematol. 30:16-24). Toxin-targeted delivery technologies, also known as receptor 
mediated targeting, such as those of Avant hnmunotherapeutics, Inc. (Needham, Massachusetts) 
may also be used. 

Vaccine compositions often include adjuvants. Many adjuvants contain a substance 
25 designed to protect the antigen from rapid catabolism, isuch as aluminum hydroxide or mineral 
oil, and a stimulator of immune responses, such as lipid A, Bortadella pertussis, or , 
Mycobacterium tuberculosis derived proteins. Certain adjuvants are commercially available as, 
e.g., Freund's Incomplete Adjuvant and Complete Adjuvant (Difco Laboratories, Detroit, MI); 
Merck Adjuvant 65 (Merck and Company, Inc., Rahway, NJ); AS-2 (SmithKline Beecham, 
30 Philadelphia, PA); aluminum salts such as aluminum hydroxide gel (alum) or aluminum 

phosphate; salts of calcium, iron, or zinc; an insoluble suspension of acylated tyrosine; acylated 
sugars; cationically or anionically derivatized polysaccharides; polyphosphazenes; 
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biodegradable microspheres; monophosphoryl lipid A and quil A. Cytokines, such as GM-CSF, 
interleukin-2, -7, -12, and other like growth factors, may also be used as adjuvants. 

Vaccines can be administered as nucleic acid compositions wherein DNA or RNA 
encoding one or more of the polypeptides, or a fragment thereof^ is administered to a patient. 
This approach is described, for instance, in Wolff et. al. (1990) Science 247:1465-1468, as well 
as U.S. Patent Nos. 5,580,859; 5,589,466; 5,804,566; 5,739,1 18; 5,736,524; 5,679,647; WO 
98/04720; and in more detail below. Examples of DNA-based delivery technologies include 

i 

"naked DNA", facilitated (bupivicaine, polymers, peptide-mediated) delivery, cationic lipid 
complexes, and particle-mediated ("gene gun") or pressure-mediated delivery (see, e.g., U.S. 
Patent No. 5,922,687). 

For therapeutic or prophylactic immunization purposes, the peptides of the invention can 
be expressed by viral or bacterial vectors. Examples of expression vectors include attenuated 
viral hosts, such as vaccinia or fowlpox. This approach involves the use of vaccinia virus, e.g., 
as a vector to express nucleotide sequences that encode cancer polypeptides or polypeptide 
fragments. Upon introduction into a host, the recombinant vaccinia virus expresses the 
immunogenic peptide, and thereby elicits an immune response. Vaccinia vectors and methods 
useful in immunization protocols are described in, e.g., U.S. Patent No. 4,722,848. Another 
vector is BCG (Bacille Calmette Guerin). BCG vectors are described in Stover, et al. (1991) 
Nature 35 1 :456-460. A wide variety of other vectors are availablel for therapeutic 
administration or immunization, e.g., adeno and adeno-associated virus vectors, retroviral 
vectors, Salmonella typhi vectors, detoxified anthrax toxin vectors, and the like. See, e.g., 
Shata, et al. (2000) Mol Med Today 6:66-71; Shedlock, et al. (2000) J. Leukoc. Biol. 68:793- 
806; Hipp, et al. (2000) In Vivo 14:571-85. 

Methods for the use of genes as DNA vaccines are well known, and include placing a 
cancer gene or portion of a cancer gene under the control of a regulatable promoter or a tissue- 
specific promoter for expression in a cancer patient. The cancer gene used for DNA vaccines 
can encode full-length cancer proteins, but more preferably encodes portions of the cancer 
proteins including peptides derived from the cancer protein. In one embodiment, a patient is 
immunized with a DNA vaccine comprising a plurality of nucleotide sequences derived from a 
cancer gene. For example, cancer-associated genes or sequence encoding subfragments of a 
cancer protein are introduced into expression vectors and tested for their immunogenicity in the 
context of Class I MHC and an ability to generate cytotoxic T cell responses. This procedure 
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provides for production of cytotoxic T cell responses against cells which present antigen, 
including intracellular epitopes. 

In a preferred embodiment, DNA vaccines include a gene encoding an adjuvant 
molecule with the DNA vaccine. Such adjuvant molecules include cytokines that increase the 
5 immunogenic response to the cancer polypeptide encoded by the DNA vaccine. Additional or 
alternative adjuvants are available. 

In another preferred embodiment, cancer genes find use in generating animal models of 
cancer. When the cancer gene identified is repressed or diminished in cancer tissue, gene 
therapy technology, e.g., wherein inhibitory or antisense RNA directed to the cancer gene will 

10 also diminish or repress expression of the gene. Animal models of cancer find use in screening 
for modulators of a cancer-associated sequence or modulators of cancer. Similarly, transgenic 
animal technology, including gene knockout technology, e.g., as a result of homologous 
recombination with an appropriate gene targeting vector, will result in the absence or increased 
expression of the cancer protein. When desired, tissue-specific expression or knockout of the 

1 5 cancer protein may be necessary. 

It is also possible that the cancer protein is overexpressed in cancer. As such, transgenic 
animals can be generated that overexpress the cancer protein. Depending on the desired 
expression level, promoters of various strengths can be employed to express the transgene. 
Also, the number of copies of the integrated transgene can be determined and compared for a 

20 determination of the expression level of the transgene. Animals generated by such methods will 
find use as animal models of cancer and are additionally useful in screening for modulators to 
treat cancer. 

Kits for Use in Diagnostic and/or Prognostic Applications 

For use in diagnostic, research, and therapeutic applications suggested above, kits are 

25 also provided by the invention, In diagnostic and research applications, such kits may include 
atleast one of the following: assay reagents, buffers, cancer-specific nucleic acids or antibodies, 
hybridization probes and/or primers, antisense polynucleotides, ribozymes, dominant negative 
cancer polypeptides or polynucleotides, small molecule inhibitors of cancer-associated 
sequences etc. A therapeutic product may include sterile saline or another pharmaceutically 

30 acceptable emulsion and suspension base. 

In addition, the kits may include instructional materials containing instructions (e.g., 
protocols) for the practice of the methods of this invention. While the instructional materials 
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typically comprise written or printed materials, they are not limited to such. A medium capable 
of storing such instructions and communicating them to an end user is contemplated by this 
invention. Such media include, but are not limited to, electronic storage media (e.g., magnetic 
discs, tapes, cartridges, chips), optical media (e.g., CD ROM), and the like. Such media may 

5 include addresses to internet sites that provide such instructional materials. 

The present invention also provides for kits for screening for modulators of cancer- 
associated sequences. Such kits can be prepared from readily available materials and reagents. 
For example, such kits can comprise one or more of the following materials: a cancer-associated 
polypeptide or polynucleotide, reaction tubes, and instructions for testing cancer-associated 

10 activity. Optionally, the kit contains biologically active cancer protein. A wide variety of kits 
and components can be prepared according to the present invention, depending upon the 
intended user of the kit and the particular needs of the user. Diagnosis would typically involve 
evaluation of a plurality of genes or products. The genes will typically be selected based on 
correlations with important parameters in disease which may be identified in historical or 

15 outcome data. 



EXAMPLES 

Example 1: Gene Chip Analysis 

Molecular profiles of various normal and cancerous tissues were determined and 
20 analyzed using gene chips. RNA was isolated and gene chip analysis was performed as 

described (Glynne, et al. (2000) Nature 403:672-676; Zhao, et al. (2000) Genes Dev. 14:981- 
993). 
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Table 1 lists medical conditions, abnormalities, or organs affected by disease, referred to in Tables 2A and 3A, for which markers have been identified, and other related medical 
conditions (including various stages and/or metastases) in which those markers will also be useful, e.g.. in therapeutic, diagnostic, prognostic, subsetfing, vaccine, and other "uses. 

blood vessels/angiogenesis: hemangiomas, lymphangiomas, angiosarcoma, lymphangiosarcoma, Kaposi's sarcoma, wound healing, tissue remodefirtg, psoriasis, ischemic, heart 
0 cfisease, inflammatory diseases (e.g., arthritis, asthma, chronic bronchitis), atherosclerosis, endometriosis, presumed ocular histoplasmosis syndrome, hypoxia, solid tumors, 

lymphomas, lymphadenitis, lymphangitis, autoimmune diseases (e.g., RA, SLE, juvenile chronic arthritis, pigmented vifonodular synovitis, etc.), retinal neovascularization 
syndromes (e.g., diabetic retinopathy, macular degeneration, presumed ocular histoplasmosis syndrome, etc.), scleritis/conjunctivitis, hypertrophic scars (keloid), birth control, 
uterine fibroids 

bladder carcinoma in situ, papillary carcinomas, transitional cell carcinoma, squamous cell carcinoma 
1 U bone: Ewtng sarcoma, sarcomas arising from skeletal and extraskelelal connective tissues, including the peripheral nervous system (e.g. chondrosarcoma, osteosarcoma) 

brain: glioblastoma, oligodendroglioma, anablastic astrocytoma, meningioma, rnedutabJastoma, neuroblastoma, ependymoma, schwannoma, craniopharyngioma, pineoblastoma, 
pineocytoma, neurofibroma, neurofibrosarcoma, malignant peripheral nerve sheath tumors, granular cell tumors, plexosarcoma, gar^io neuroblastoma, neuroepithelioma, 
neuroma, ganglioneuroma 
breast ductal carcinoma in situ, lobular carcinoma in situ 
15 cervix: cancer of the cervix, vagina, or vulva 

colon/rectum: precancerous colorectal disease (e.g., neoplastic polyps (adenomas), familial adenomatous polyposis, ulcerative cofitis), colon cancer, ag„ epithelial tumor (ag., 

adenocarcinoma, mucinous adertocartinoma, signet-ring cell adenocarcinoma, squamous cell carcinoma, adenosquamous carcinoma, undifferentiated carcinoma, unclassified 
carcinoma), carindd tumor (ag., argentaffin, nonargentaffin, composite), non-epithelial tumor (ag., leimyo sarcoma, others), inflammatory bowel disease (ag., ulcerative 
cofitis, Crohn's disease (granulomatous colifJs), dysplasia), rectal cancer, cancer of the anal region (ag., squamous cell carcinoma, transitional carcinoma, adenocarcinoma. 
^ v carcinoma, papillary villous carcinoma, mucinous adenocarcinoma, melanoma) 

esophagus: premaBgnanl or predisposing conditions (ag., esophagitis), squamous cell cancers (ag., cancers of the head and neck, lung, or cervix), gastrodlgestive carcinomas 

(e.g., cancers of the stomach, colon, or rectum) 
fibrosis: lung fibrosis (idiopathic pulmonary fibrosis, hypersensitivity pneurnorafB,interstitial pneumonitis, nonspecific idiopathic pneumonitis), chronic obstructive pulmonary disease 

(e.g., emphysema, chrwiic bronchitis), asthn^ ( 
head and neck: tumors of the nasal cavity, paranasal sinuses, nasopharynx, oral cavity, oral pharynx, Hp, larynx, riypoprtarynx, salivary glands, paragangliomas, esophagus 
kidney: clear cell (nonpapiftary) carcinoma, papillary carcinoma, chromophobe renal carcinoma, hypernephroma, adenocarcinoma, sporadic renal carcinomas, hereditary renal 

carcinomas (von HippeUindau disease), carcinoma of the renal pelvis, ureteral carcinoma, fibroma, papillary adenoma, angiomyofipoma, oncocytoma 
leukocytes: acute lymphoblastic leukemiaflymphoma, chronic lymphocytic leukemia, follicular lymphoma, large B-cefl lymphoma, Burkitt lymphoma, plasma cell neoplasms, mantle cell 
lymphoma, rymphoplasmacytic lymphoma, peripheral T-ceB lymphoma, adult T-cell leukemla/Iymphoma, Hodgkin disease, acute myelogenous leukemia, chronic myelogenous 
D U leukemia, thymic hyperplasia, hairy cell leukemia, malignant transformation, Inappropriate activation or abnormalities of leukocytes (e.g., Immature, precursor B (pre-B) or 

precursor T (pre-T) lymphocytes, monocytes, neutrophas, eosinophils, basophas, dendritic cells, rymphoblasls), arthritis, inflammation, leukocytosis, lymphadenitis, 
lymphangitis, bacteremia, chronic nonspecific lymphadenitis, psoriasis, wound healing 
liven hepatitis (e.g., types A, B, C), benign epithelial tumors and tumor bile conditions, primary malignant epithelial tumors, primary malignant mesenchymal tumors, tumors of the 
■ ■ - gallbladder or bile duct 

J J lung: lung cancer, small cell lung carcinoma (oat cell carcinoma), non-small cell carcinomas (ag., squamous cell carcinoma, adenocarcinoma, large cell lung carcinoma, carcinoid, 
granulomatous), fibrosis (idiopathic pulmonary fibrosis, hypersensitivity pneumonitis,intersfjlial pneumonitis, nonspecific idiopathic pneumonitis), chronic obstructive pulmonary 
disease (e.g., emphysema, chronic bronchitis), asthma, bronchiectasis, esophageal cancer 
ovary: ovarian carcinoma (ag., epithelial (serous tumors, mucinous tumors, endometrioid tumors), germ cell (e.g., teratomas, crwriocarcinornas, polyembryomas, embryomal 

Aft carcinoma, ended erma! sinus tumor, dysgerrninorna, gonadoblastoma), stromal carcinomas (e.g., granutosal stromal cell tumors)), fallopian tube carcinoma, peritoneal 

carcinoma, leiomyoma 

pancreas: adenocarcinoma, ductal adenocarcinoma, mucinous cyst adenorarcinoma, acinar cell carcinoma, unclassified large cell carcinoma, small cefl carcinoma. 

pancreatoblastoma, dud-ectatic mudn-hypersecreting tumor, mucinous cyst adenoma, papillary cystic neoplasm, serous cyst adenoma, diabetes melius, chronic pancreatitis 
prostate: epHheHal neoplasms (e.g., adenocarcinoma, small cell tumors, transitional cell carcinoma, carcinoma in situ, and basal cell carcinoma), carcinosarcoma, non-epithelial 
a c neoplasms (e.g., mesenchymal and lymphoma), germ cell tumors, prostatic intraepithelial neoplasia (PIN), hormone independent prostate cancer, benign prostate hyperplasia, 

prostatitis 

skin/melanoma: melanoma, lentigo (common benign localized hyperplasia of melanocytes), nevoceflular nevi (congenital or acquired neoplasm of melanocytes), actinic keratosis 
(overgrowth of outer layers of skin), basal cell carcinoma, Merkel cefl carcinoma, benign fibrous histiocytoma (dermal neoplasms of fibroblasts and histiocytes), 
derrnatofibrosarccma protuberans (wefl differentiated fibrosarcoma of the skin), xanthomas (tumor-like collections of foamy histiocytes within the dermis), dermal vascular 
n tumors, seborrheic keratoses (benign tumor), acanthosis nigricans (benign or malignant hyperplasia and hyperpigmentafion of skin), and squamous cell carcinomas of the skin, 

lung, cervix, esophagus, uterus, head, neck, or bladder 
soft tissue: soft tissue tumors (ag., fftaosarcoma, Dposarcorna, leiomyosarcoma, histiocytoma, fibrohistiocyfic sarcoma) smooth muscle tumors (efl., rhabdomyoma, 

rhabdomyosarcoma) tumors of the blood and lymph vessels (e.g., angiosarcoma, rymohangJosarcoma, Kaposi's sarcoma), perivascular tumors (e.g., glomus tumors, 
hemangiopericytoma), synovial tumors (ag., mesothelioma), neural tumors (e^g., neurofibroma, neurofibrosarcoma, malignant peripheral nerve sheath tumors, granular cell 
_ _ tumors, plexosarcoma gangfioneurablastoma, neuroepitheTtoma, extraskeletal Ewing's sarcoma, schwannoma, neuroma, ganglioneuroma), paraganglioma, extraskeletat 

J J cartilaginous and osseous tumors (ag., chondrosarcoma, osteosarcoma), pluripoienuaJ mesenchymal tumors, epithefiod sarcomas, rhabdoid tumors, desmoplastic small cell 

tumors, alveolar sarcoma 

stomach: adenocarcinoma, squamous cell carcinoma, adenoacanthoma, carcinoid, leiomyosarcoma, gastritis (chronic atrophic, H. pylori associated), hyperplastic polyps, fipoma, 
leiomyoma, esophageal adenocarcinomas 

- - testicles: germ cell tumors (including seminomas, embryonal carcinomas, teratomas, choriocarcinomas, yolk sac tumors), sex chord stromal tumors fmchrding Leydig cell tumors, 
OU Sertoli cell tumors, and Granulosa cell tumors), germ cell and gonadal stromal elements (ag., gonadoblastomas), adnexat and paratesficutar tumors (e.g., mesotheliomas, soft 

tissue sarcomas, and adnexal of the rets testes), miscellaneous neoplasms (including carcinoid, lymphoma, and cysts) 
uterus: epithelial tumors (e.g., endometrioid, papillary endometrioid, papillary serous, clear cell, mucinous), mesenchymal tumors (ag., endometrial stromal sarcoma, 

letomyosarcoma, nonspecific sarcomas), mixed tumors (ag., malignant mixed mullerian tumors, adenosarcoma) 
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Tables 2B-72B, 76B, and 7SB list accession numbers for Pkeys lacking UnigenetO's for Tables 2A-72A. 76A, and 79A, respectively. For each probeset Is fisted gene cluster number 
from which oligonucleotides were designed. Gene clusters were compiled using sequences derived from Genbank ESTs and mRNAs. These sequences were clustered based on 
sequence similarity using Clustering and Alignment Tools (DoubleTwist, Oakland California). Genbank accession numbers for sequences comprising each cluster are fisted In the 
'Accession" column. 



- - Tables 2C-72C, 76C, and 79C fist genomic positioning for Pkeys tacking Unlgene ID'S and accession numbers tn Tables 2A-72A, 7SA, and 79A. respectively. For each predicted 
/ 3 axon is fisted genomic sequence source used for prediction. Nucleotide locations of each credicted exon are also fisted. 



axon is fisted genomic sequence source used for prediction. Nucleotide locations of each predicted exon are also listed. 
Table 2A, Disease Indications and Preferred Utilities for Selected Genes 

Table 2A provides preferred disease mdfcafions and preferred utiEBes for about 413 selected genes. These genes were Identified using Eos/Affymetrix Genechip arrays. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number 
UnigenelD: Unigene ID number 
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Unigene Title: Unigene gene title 

Disease: preferred diseases indicated for selected gene as described in table 1 and abbreviated as follows: blad (bladder diseases), angio (blood vessel diseases), EWS 
(bone diseases), gBo (brain diseases), breast (breast diseases), cerv (cervical diseases), colon (colorectal diseases), esoph (esophageal diseases), fibro (fibrosis 
diseases), headnk (head & neck diseases), leio (leiomyoma diseases), teuk (leukocyte diseases), hepC (liver diseases), lung (lung diseases), ovar (ovarian 
diseases), endo (ovarian endometrioid diseases), omuc (ovarian mucinous diseases), pane (pancreatic diseases), pros (prostate diseases), renal (renal diseases), 
sarc (soft tissue and bone diseases), mela (skin diseases), stom (stomach diseases), test (testicular diseases), uter (uterine diseases) 

Utility: preferred utilities for selected gene as described in the text and abbreviated as follows: CTL (DMA vaccine target), diag (diagnostic or prognostic target), mAb 

(monoclonal antibody target), sjn. (small molecule target) 

Pkey; ExAccn; UnigenelD; Unigene Title; Disease; Utility 

102892; BE440042; Hs.83326; matrix metaJtoproteinase 3 (st headnk; mAb+diag+sm 

1 04865; T79340; Hs.22575; B-cell CLUIyrnphoma 6, member ; anglo; CTL 

104978; AI199268; Hs.1 9322; Homo sapiens, Sim3ar to RIKEN; colon, lung, pros, Wad, stom; CTL 

109424; NMJJ05329; Hs.B5962; hyaluronan synthase 3; Wad. hing; mAb+sm 

110765; AK000322; Hs.18457; hypothetical protein FU20315; colon, pros, stom, uter, mAb+dlag 

110906; M03521 1; Hs.17404; SOX7 SRY (sex determining regi; anglo. blad; CTL 

115522; BE614387; Hjl333893; c-Myc target JP01; colon, lung, blad. pane; GTL 

116176; AA311152; Hs^88708; hypothetical protein RJ21562; colon; CTL 

118695; AK000465; Hs.50081 ; KIAA1 199 protein; colon, lung; diag 

123049; BE047680; Hs.211869; dickkopf (Xenopus taevis) homo; EWS; mAb-Kliag 

131486; F06972; Hs.27372; endothefial tyrosine kinase (E; angio; CTL+sm 

133370; AF245505; Hs.72157; Adlican; breast, lung, pane; diag 

310016; AW449612; Hs.152475; ESTs; colon; CTL 

322303; A1357412; Hs,1 57601 ; ESTs; colon, pros, fibro, breast; CTL+diag 

400289; X07820; Hs.2258; matrix metaOoproteinase 10 (s; angio, blad, lung, cerv, ovar, headnk, esoph; mAb+diag+sm 
400297; AI127076; Hs.288381; hypothetical protein DKFZp5640; breast, blad, colon, pros; mAb 
400303; AA242758; Hs.79135; LIV-1 protein, estrogen regula; breast, ovar, pros, stom, uter, Wad, lung, headnk; mAb 
400843; ; ; NM_003105':Homo sapiens sortil; Wad; sm 

402075; ; ; ENSP00000251056*:Plasma membra; blad, lung, headnk, cerv, mela, esoph; mAb+diag 

402901; ; ; NM_025206*:Homo sapiens hypoth; blad ; CTL 

404287; ; ; FGENESH predicted novel CUB-do; pane, lung, colon, uter, esoph; mAb+sm 

404682; ; ; ortholog of mouse polydomain p; pane; diag 

404875; ; ; NM_022819*:Homo sapiens phosph; blad; CTL+sm 

404977; ; ; Insulin-Eke growth factor 2 (; blad, ovar, sarc; mAb-Kliag 

405033; ; ; C1002652*:gi|544327lsp[Q04799|; Wad; sm 

406400; ; ; kallikrein 8 (neuropsin/ovasm; ovar, uter; diag 

406964; M21 305; ; FGENES predicted novel secrete; angio, Wad. fibro, sarc; drag 

407603; AW955705; Hs.62604; Homo sapiens, clone IMAGE:4299; gBo. Wad; CTL 

407792; AI077715; Hs.39384; putative secreted ligand homo); ovar, uter, cerv, pane; mAb+diag 

407811; AW190902; Hs.40098; cysteine knot superfamfly 1, B; Wad. pane, stom, uter, lung, esoph; diag 

407836; T79340; Hs.22575; B-cell CLUtymphoma 6, member ; angio; CTL 

407975; X89426; Hs.41716; endothefial cell-specific mole; angio, renal; diag 

408243; Y00787; Hs.624; interleuxin 8; blad, stom, headnk, cerv, lung, angio, esoph, pane; diag 

408367; AK001178; Hs.44424; Homo sapiens orphan neurotrans; mela; mAb+sm 

408369; R38438; Hs.118747; SLC15A2 Solute carrier family ; pros, lung, fibro, uter, gfio, cerv, ovar; mAb 

408380; AF123050; Hs.44532; diuWquitin; lung, Wad, headnk, pane, stom, fibro, esoph, mela; CTL 

408482; NM_000676; Hs.45743; adenosine A2b receptor; lung, esoph, headnk, colon; mAr^sm 

408562; AI435323; Hs.31 141 ; roundabout (axon guidance rece; uter, fibro, sarc; mAb+sm 

408790; AW580227; Hs.47860; neurotrophic tyrosine kinase, ; lung; mAb+sm 

408908; BE296227; Hs.250822; serine/threonine kinase 1 5; Wad, lung, headnk, stom,colon; s.ra 

409041 ; AB033025; Hs.50081; Hypothetical protein, XPJJ5186; uter, ovar, lung, colon, stom, headnk, breast pane; CTL+diag 

409079; W87707; Hs.82065; interteukin 6 signal transduce; breast, pros; mAb+sm 

409103; AF251237; Hs.1 12208; XAGE-1 protein; lung; CTL 

409178; BE393948; Hs.50915; kallikrein 5; ovar, breast mela; (fiag 

409220; BE243323; Hs.51 233; tumor necrosis factor receptor; angio, renal, colon, stom; mAb+sm 

409420; Z15008; Hs*4451; lammin, gamma 2 (nicein (100k; hmg, headnk, pane, stom, cerv, esoph, blad; diag 

409632; W74001; Hs.55279; serine (or cysteine) proteinas; lung, Wad, headnk; diag 

409663; AI743750; Hs.98306; KIAA1B62 protein; renal; CTL 

409757; NMJ301893; Hs.123114; cystafin SN; pane, stom. lung, Wad; diag 

409889; AW630041; Hs.56937; suppression of tumorigeniclty ; colon, ovar, pros; mAb+sm 

409893; AW247090; Hs.57101; minfchromosorne maintenance del; lung, cerv, Wad, test esoph; CTL+sm 

409956; AW103354; Hs.727; inhiWn, beta A (activin A, ac; breast pane, ovar, colon, headnk, lung, blad, esoph; diag 

410001; AB041036; Hs.57771; kallikrein 11; ovar, pros, uter, cerv, king ; dteg 

410055; AJ250839; Hs.58241 ; gene for serine/threonine prot renal; sm 

410153; BE311926; Hs.15830; hypothetical protein FU12691; renaI,Wad; CTL 

410274; AA381807; Hs.336402; hypoxla-Jnducibte protein 2; lung, renal; CTL 

41 0309; BE043077; Hs.2781 53; alprta-2,8-slatyllrarisferase II; pane; sm 

410407; X66839; Hs.63287; carbonic anhydrase IX; renal, lung, colon, stom, ovar, uter, Wad, sarc; mAb+sm 

410418; D313B2; Hs.63325; transmembrane protease, serine; colon, Wad, lung, ovar, pane, headnk; mAb+diag+sm 

41 1274; Nty_002776; Hs.69423; kallikrein 10; colon, ovar, uter, cerv, headk, pane; drag 

41141 1; AA345241 ; Hs.55950; ESTs, Weakly similar to K1AA13; renal; mAb+sm 

411773; NNL006799; Hs.72026; protease, serine. 21 (testisin; ovar, diag 

41 1975; AI916058; Hs.144583; 3UTR of: dead ringer (Drosoph; test colon; CTL 

41 2078; X69699; Hs.73149; paired box gene 8; ovar; CTL 

412140; AA21S691; Hs.73625; RAB6 interacting, kinesin-Gke; lung. Wad, headnk, breast ovar, pane, angio, test mela; sm 

41 2314; AA825247; Hs.356084; G protein-coupled receptor 27 ; ovar, uter. test; mAb+sm 

412609; Z48804; Hs.74124; ocular albinism 1 (Netfleship-; mela; sm 

412628; AI972402; Hs.305051; hypothetical protein MGC2648; pros; diag ■ 

412709; ALD22327; Hs.74518; KIAA0027 protein; glio, sarc; mAb+sm 

412719; AW016610;Hs.B16; ESTs; lung, headnk, blad, gfio. cerv, sarc; sm 

412959; D87458; Hs.75090; WAA0282 protein; glio; CTL+sm 

413048; M93221; Hs.75182; mannose receptor, C type 1; fibro, pane; mAb 
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41 3063; AL035737; Hs.75184; chifaase 3-tike 1 (cartilage ; gHo, ovar, blad. lung ; diag 

413278; BE553085; Hs.833; interferoivstimulated protein,; pane, lung, blad, breast, cerv, ovar, headnk, esoph, mela; CTL+sm 

413324; V00571; Hs.75294; corticotropin releasing hormon; blad; diag 

413385; M34455; Hs.840; rratoleamine-pyrrole 2,3 dioxyg; blad, lung, mela, fibro, liter, sarc; s.m. 

413554; AA319146; Hs.75426; secretogranin II (chrornogranin; pane, gHo; (Sag 

413719; BE439580; Hs.75498; small inducible cytokine subfa; teuk, pane, lung, headnk, cerv, colon, uter. stum, esoph; diag 

414555; N98569; Hs.76422; phosphoSpase A2, group I1A (p; pros; sm 

414577; AI055548; Hs.378938; rrypoihefical protein FU20992 ; angio; CTL+diag 

414774; X02419; Hs.77274; plasminogen activator, urokina; lung, Wad, headnk, pane, stem ovar, esoptr. diag 

414812; X72755; Hs.77367; monokine induced by gamma inte; breast, blad, lung, fibro, pane, colon, headnk. cerv, stom, renal, ovar, test, mela, esoph; diag 

414883; AA926960; Hs.348669; COC28 protein kinase 1; lung, ovar, stom. colon, cerv, headnk, test sm 

414907; X90725; Hs.77597; polo (DrosophiaHike kinase; blad, lung, ovar, test; sm 

41 4991; C17898; ; Homo sapiens upwegulated by B; fibro, lung; mAb+diag 

415138; CI 8355; Hs.295944; 6ssue factor pathway inhibito; angio, pane, stom, rung, uter; CTL+diag 

415539; AI733881; Hs.72472; NAME OMITTED ... receptor kinase; breast mAb+sm 

415668; AW957684; Hs.306814; Homo sapiens lysyl oxidase-fik; mela; diag 

415669; NMJJ05025; Hs.78589; serine {or cysteine) protelnas; lung; mAt+diag+sm 

415817; U88967; Hs.78867; prule'm tyrosine phosphatase, ; hing, gBo, headnk. cerv, mete, esoph, fibro; mAb+sm 

415929; AA724373; Hs.304950; Homo sapiens mucofipiivS (MCOU mela; mAb 

416091; AF295370; Hs.283082; defensm, beta 3; headnk. esoph, mela; CTVKfiag 

416209; AA236776; Hs.79078; MAD2 (mitotic arrest deficient tung. headnk, colon, uter, stom; CTL+S.m. 

416250; AA5B1385; Hs.73452; Kremen 2; esoph, lung, cerv, ovan mAb+sm 

416530; U62B01; Hs.79361; kallikrem 6 (neurosin, ryme); ovar. uter, diag 

416636; N32536; Hs.42645; solute carrier family 16 (mono; breast pane, uter, mela; mAb+sm. 

416658; U03272; Hs.79432; fibrHHn 2 (congenital contra; tung, ovar. uter, blad, angio, test sarc; diag 

41 6836; D54745; Hs.80247; chotecystoWntn; pros, EWS. gHo ; diag 

416857; AA188775; Hs.292453; FGENESH predicted TM containin; gHo; mAb+sm 

416965; N26223; Hs.160436; MDAC1; fibro. ovar, uter. mAb 

417034; ML006183; Hs.80962; neurotensin; lung, headnk, cerv; diag 

417079; U65590; Hs.81134; interteukin 1 receptor antagon; blad. lung, headnk, cerv, esoph; diag 

4171 66; AA431323; Hs.42146; Paired box protein Pax-3; mela, sarc; CTL 

417389; BE260964; Hs.82045; midkine (neurite growth-promot; ovar, lung, blad, uter, cerv, pane, stom, mela. test, colon, sarc; mAb+diag 

417433; BE270266; Hs.82128; 5T4 oncofetal trophoblast glyc; pane, breast blad. lung, headnk. cerv, uter, ovar, stom, renal; mAb 

417771; AA8Q4698; Hs.82547; retinoic acid receptor respond; blad, cerv, pane, pros, ovar; mAb 

417866; AW067903; Hs.82772; collagen, type XI, alpha 1; lung, pane, breast ovar, headnk, stom, sarc; CTL 

417931; W95642; Hs.82961; trefoil factor 3 (intestinal); ovar, pane, stom, colon, uter, pros; diag 

417933; X02308; Hs.82962; thymidytate synthetase; Wad, lung, angio, colon, pane, esoph; sm 

418007; M13509; Hs.83169; matrix metaBoprotelnase 1 (in; tung, Wad, fibro, headnk, pane, stom, colon, ovar, esoph, mete; mAb+diag+s.ra 

418030; BE207573; Hs.83321; neuromedin B; gHo, pane; diag 

418064; BE387287; Hs.83384; S100 cab'unvbmding protein, ; mela; dteg 

418281; UQ9550; Hs.1154; oviductal glycoprotein 1, 120k; uter, ovan CTL+diag ( 

41 8478; U38945; Hs.1174; cycfiiwlependent kinase inhibi; lung, blad, ovar, headnk, pane, cerv. meta, sarc; sm 

418506; AA084248; Hs.372651; Unknown protein for MG029643 ; angio, ovar, gfio, uter, king, blad, pane, mela, sarc; mAb+diag 

418526; BE019020; Hs.85838; solute carrier family 16 (mono; lung, blad. renal, pane, stom. colon, ovan mAb+sm 

41 8558; AW082266; Hs.86131 ; Fas (TNFRSF6)-associated via d; esoph, headnk; sm 

418678; NML001327; Hs.87225; cancer/testis antigen (NY-ESO-; lung, blad. stom, ovar. pane, esoph. cerv. sarc; CTL 

418738; AW388633; Hs.6682; solute carrier family 7, (cafc angio, lung, ovar, blad, colon, stom, pane, uter, teuk; mAb+sm 

418830; BE513731; Hs.348874; hypothetical protein MGC4816; lung; CTL 

418867; D31771; Hs.89404; msh (Drosophila) homeo box horn; blad; sm 

418870; AF147204; Hs.89414; chemoWne (OX-C mofif), recep; teuk, ovar, breast Wad, renal; mAb+sm 

419080; AW150835; Hs.18878; hypothefical protein FU21620; renal, tower uter, lung; CTL 

419121; AA374372; Hs.89626; parathyroid hormone-like hormo; lung, esoph, headnk, blad; diag 

419171; NM.002846; Hs.89655; protein tyrosine phosphatase, ; rung; mAb+sm 

419172; AW338625; Hs^2026; ESTs; similar to TRANSMEMBRAN; angio, renal; mAb+sm 

419183; U6C669; Hs.89663; cytochrome P450. subfamily XXI; blad. tung, headnk, pane; CTL+sm 

419216; AU 07671 8; Hs.164021; smafl inducible cytokine subfa; pane, lung, stom. cerv, pros, headnk. esoph; diag 

419235; AW470411; Hs.288433; r^rotrimin; pane, fibro. headnk. king; mAb+tfiag 

41 9452; U33635; Hs. 90572; PTK7 protein tyrosine kinase 7; ovar, pros, lung, breast uter, test pane, stom, sarc; mAb+sm 

41 9508; AW997938; Hs.90786; ATP-Wndlng cassette, sub-femi; gHo, omuc stom, tung, pane, colon, renal, uter; mAb+sm 

419556; U29615; Hs.91093; chifinase 1 (chitolrtosidase); lung, fibro, test mAb+diag 

419704; AA429104; Hs.45057; ESTs; gffo; CTL+sm 

419723; AL1 20193; Hs.339810; longevity assurance (LAG1, S. ; gfio; mAb+diag 

419741; NM 007019; Hs.93002; ubiqurSn earner protein E2-G blad, lung, colon, ovar, test esoph, mela, sarc; CTL+sm 

419833; AA251131; Hs.220697; Homo sapiens tryptophanyHRNA; fibro, stom, blad, esoph. uter; diag 

420159; A1572490; Hs.99785; Homo sapiens cDNA: FU21245 fi; blad. stom; mAb 

420162; BE378432; Hs.95577; eyefin-dependent kinase 4; tung. mela, sarc; sm 

420370; Y13645; Hs.97234; uroplakin ^ Wad; mAb 

420440; NM_002407; Hs.97644; rrianmaglobin 2; ovar. uter. cerv; diag 

420602; AF060877; Hs.99236; regulator of G-protein signalt headnk. gfio, cerv, mete; CTL+sm 

42061 0; A1683183; Hs.99348; dlstaWess homeo box 5; uter, endo, lung; CTL 

420737; 108096; Hs.99899; CO70 ; tumor necrosis factor ; renar, mAb+sm 

420876; AA918425; Hs.177744; FGENES predicted novel protein; pane. Wad; sm 

421066; AU076725; Hs.101408; branched chain arninotransferas; blad. rung; CTL+sm 

4211 10; AJ250717; Hs.1355; cathepsin E; blad. pane, stom, lung, fibro, ovar, esoph; sm+diag 

421340; F077B3; Hs.1369; decay accelerating factor for ; angio. pane, stom; diag 

421379; Y15221; Hs.103982; small inducible cytokine subfa; breast pane, headnk. lung, stom, Wad, cerv, colon, teuk, fibre, test mela. esoph; diag 
421471; U90545; Hs.327179; solute carrier family 17 (sooT, renal; mAb+sm 
421474; U76362; Hs.104637; solute carrier family 1 (gluta; tung; mAb+sm 
421524; AA312082; Hs.105445; GDNF family receptor alpha 1; breast mAb+sm. 

421552; AF026692; Hs.105700; secreted frizzled-related prot breast ovar, pane, cerv, uter, pros, lung, stom, headnk; diag ■ 

421563; NVL006433; Hs.105806; granurysin; fibro; cfiag 

421574; AJ000152; Ks.105324; defensm, beta 2; headnk, tung; CTL+olag 

421582; A1910275; Hs.350470; trefoil factor 1 (breast cance; breast pane, lung, omuc; diag 
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421659; NM_014459; Hs.106511; protocadherin 17; fibro; mAb 
421753; BE314828; Hs.107911; ATP-binding cassette, sub-fami; tung; mAb+sm 
421817; AF145074; Hs.108660; ATP-binding cassette, sub-fami; lung, cerv, headnk, Wad; mAb+sm 
421829; AB01 8330; Hs. 108708; caldum/catmodulin-dependent p; pros; sm 
5 422048; NlvL012445; Hs.2881 26; spondin 2, extracellular main; pane, pros, sarc; diag 
422083; NMJJ01141; Hs.111256; arachidonate 154ipoxygenase. ;pros;sm 
422109; S73265; Hs.1473; gastrin-releasing peptide; pane, rung, colon, fibro; diag 
422158; L10343; Hs.112341; protease inh2ritor 3, skin-den headnk, Wad, lung, cerv, stom, esoph; diag 
422192; AA305159; Hs.113019; fis485; mela; sm 
1 0 422260; AA31 5993; Hs. 105484; regenerating gene type IV; colon, omuc, stom, pane; mAb+diag 
422282; AF019225; Hs.1 14309; apoBpoprotein L; btad, tung, headnk, renal; diag 
422283; AW411307; Hs.11431 1; CDC45 (cell division cycle 45,; lung, Wad. test cerv, headnk. esoph; s.m. 
422330; D30783; Hs. 1 15263; epiregufin; pane, colon, blad; mAb+diag 

422397; AJ223366; Hs. 11 5051; MYEOV Myeloma overexpressed ge; pane, stom. colon, esoph, renal, blad; CTL+s.m. 
1 5 422424; AI186431 ; Hs.296638; prostate differentlafian facto; blad, pane, pros, angio, colon, stom, hmg, mela; diag 

422S78; AF239666; Hs.1 545; caudal type homeo box transcri; colon; CTL 

422627; BE336857; Hs.1 18787; transforming growth factor, be; colon, renal, sarc; mAb+diag 

422765; AW409701; Hs.1578; baculoviral IAP repeat-contain; lung, Had; sm 

422809; AK001379; Hs.1 21028; hypothetical protein FU10549; btad, cer, tung, uter. angio, stom, test; sm 
20 422867; L32137; Hs.1584; cartilage digomeric matrix pr, breast, ovar, pros, pane, tung, colon, uter. sarc; (flag 

422956; BE545072; Hs.122579; ECT2 protein (Epithelial cell ; ovar, blad, pane, tung, headnk, coton^tom; CTL+sm 

423161; AL049227; Hs.124776; downstream of cadherin 6 (by 3; renal, ovar, Wad; mAb+sm 

423184; NMJW4428; Hs.1624; ephrin-A1; pros, pane, renatcoton; mAb+sm 

423242; AL039402; Hs.1 25783; DEME-6 protein; breast, renal, ovar, pros, colon; CTL 
25 423508; AW604297; Hs.12971 1; hepatitis A virus cellular rec; renal, colon; mAb 

423583; AL122055; Hs.129836; KIAA1028 protein; pros; s.m. 

423634; AW959908; Hs.1690; heparin-binding growth factor ; lung, Wad, headnk, pane; diag 

423673; BE003054; Hs.1695; matrix metaBoproteinase 12 (m; blad, lung, headnk, ovar, pane, colon, stom, uter, cerv, esoph, test mAb+diag+sm 

423936; U77629; Hs.1 35639*. achaete-scute complex (Orosoplr, colon, stom. ovar, CTL 
3 0 423961; 01 3666; Hs.136348; periostin (OSF-2os); breast colon, btad, tung. fibro. pane, headnk. ovar, mela, sarc; mAb+diag 

424008; RQ2740; Hs.137555; putative chemokme receptor; 6; blad, headnk. stom, cerv, esoph; mAb+sm 

424046; AF027866; Hs.138202; serine (or cysteine) proteinas; headnk, lung, cerv; diag 

424321; W74048; Hs.1765; lymphocyte-specific protein ty; mela. fibro; s.m. 

424381; AA285249; Hs.146329; protein kinase Chk2 (CHEK2); lung, colon, test; sm 
3 5 42441 1 ; NMJJ05209; Hs.146549; crystalfin, beta A2; pane, sarc; sm 

424502; AF242388; Hs.1495B5; lengsin; lung; s.m. 

424503; NM.002205; Hs.149609; integrin. alpha 5 (fibronectin; pane, pros.angio. blad, rung; rnAb+s.m. 

424620; AA101043; Hs.1 51 254; kal&krein 7 {chymotryptjc, st ovar; diag 
. . 424687; J05070; Hs.151738; matrix metaOoproteinase 9 (ge; headnk. pane, lung, blad, uter, cerv, colon, stom, test mete, sarc; diag 
40 424735; U31875; Hs.272499; shortchain alcohol dehydrogen; Wad. breast; CTL+sm 

424825; AF207069; Hs.153357; procollagen-lysine, 2-oxoghrta; mela; CTL+sm 

424905; NlvL002497; Hs.153704; NIMA (never In mitosis gene a); ovar, Wad, lung, headnk, pane, stom; sm 

424917; AI636208; Hs.96901; hypothetical protein FU23049; fibro, uter. ovar; CTL 

424943; AU077260; Hs.153924; death-associated protein kinas; fibro; sm 
45 425009; X58288; Hs.154151; protein tyrosine phosphatase, ;renattlbro;rnAb+sm 

425071; NM.013989; Hs.154424; deftxfinase, kxiothyronine, ryp; pros, colon, stom, uter, cerv, headnk, esoph, pane; diag 

4251 15; R44664; Hs.123956; downstream of. G protein-coup; gfio; mAb+sm 

425247; NM_005940; Hs.1 55324; matrix metalloproteinase 11 (s; breast ovar. lung, colon, pane, headnk. stom, uter, cerv, blad, esoph, sarc; mAb+diag+sm 
_ - 425263; NMJ01 197; Hs.1 5541 9; BCL24nteracting Uller (apopt pros; sm 
50 425322; U63630; Hs.155637; protein kinase, DNA-acfa'vated,; lung, headnk; sm 

425535; AB007937; Hs.158287; syndecan 3; mela, gBo; mAb+sm 

425650; NMJKM944; Hs.1925; desmoglein 3 (pemphigus vulgar, tung, headnk, cerv, esoph, blad; mAb 

425721; AC002115; Hs.159309; uroplakin 1A; Wad; mAb 
_ _ 425723; NM.014420; Hs.15931 1; dickkopf (Xenopus laevis) homo; endo, uter, colon; CTL+diag 
55 425734; AF 056209; Hs.1 59396; pepfidylgfyctne alpha^midatin; hmg; sm 

425776; U25128; Hs.159499; parathyroid hormone receptor 2; ovar, uter, lung; mAb+diag 

425842; AI587490; Hs.159623; NK-2 (Drosophua) homolog B; pane, gllo; sm 

425852; AK001504; Hs.159651; death receptor 6, TNF superfam; Wad. lung, headnk; mAb+sm 
_ . 425883; AL137708; Hs.161031; Homosapiens mRNAjcDNA DKFZp4; Wad, pane; mAb 
60 425998; AU076629; Hs.1 65950; fibroblast growth factor recep; renal; mAb+sm 

426028; NMJJ01 110; Hs.172028; a disintegrin and metaltoprote; Wad; mAb+diag 

426215; AW963419; Hs.1 55223; stanntocatem 2; breast lung, renat colon, ovar. uter, mAb+diag 

426227; U67058; Hs.154299; Human proteinase activated rec; pane, hmg, colon, esoph, stom; mAb+sm 

426322; J05068; Hs.2012; transcobalarnin I (vHamin B1 2 ; pane, Wad, stom; diag 
65 426344; H41 821 ; Hs.322469; transcriptional activator of t gfio; CTL+sm 

426427; M86699; Hs.169840; TTK protein kinase; ovar, lung, headnk, cerv. colon, uter, stom, test CTL+sm 

426451; AI908165; Hs.169946; GATA-Wnding protein 3 CT-cell; blad. breast sm 

426514; BE616633; Hs.170195; bone morphogenefic protein 7 (; ovar, colon, blad, lung, cerv; mAb+diag 
_ _ 426600; NM_003378; Hs.171014; VGF nerve growth factor Induct mela. sarc; diag 

70 426761; A10 15709; Hs.172089; POR1MN Pro-oncosls receptor t hmg, esoph, pros, uter, pane, colon, ovar. headnk; mAb+s.m. 

42681 2; AF105365; Hs.172613; solute carrier family 12 (pota; renal; mAb+sm 

426890; AA3931 67; Hs.41294; ESTs; renal, colon, ovar. uter. stom; CTL 

427239; BE270447; Hs.356512; uWquhTn carrier protein; hmg, blad, test mela sarc; CTL+sm 
_ _ 427335; AA448542; Hs.278444; G anfigen 7B; lung, headnk. blad, mela, esoph, sarc; CTL 
75 427343; A1880044; Hs.176977; protein kinase C Wndlng prote; glio; CTL+sm 

427722; AK0001 23; Hs.180479; hypothetical protein FU201 16; colon, stom, pane; CTL 

427747; AW41 1425; Hs.180655; sertiefltoeonine kinase 12; Wad, lung, ovar, stom. test esoph, sarc; sm 

427923; AW274357; Hs.301406; FGENESH predided 11 TM prcteq mete; mAb 

427969; NNL0O1963; Hs^230; epidermal growth factor (beta-; pane; mAb+diag 
80 428093; AW594506; Hs.104830; ESTs; ovar, pane; CTL 

428179; A1127772; Hs.380877; serunVglucccorticoid regulated; breast sm 

428187; A1687303; Hs.285529; G protein-coupled receptor 49; ovar, uter, colon, stom; mAb+sm 

428242; H55709; Hs.2250; leukemia Inhibitory factor (ch; ovar, pane, leuk, lung; diag 
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428296; NMJ1Q3058; Hs.183572; solute carrier family 22 (orga; renal: mAb+s.m. 

428330: L22524: Hs.2256; matrix metaltoproteinase 7 (ma: uter. ovar, fibro, pros, pane, lung, Mad, headnk, esoph, mela; rrrtb+Ciag+sm 

428368; BE440042; Hs.83326; matrix melafloproteinase 3 (st headnk, stom, esoph, colon; diag 

428392; H10233; Hs.2265; secretory granule, neuroendocr, pane; diag 

428450; NM 014791; Hs.184339; KIAA0175 gene product; ovar, cerv, pane, lung, Mad, mela; sm 

428479; Y00772; Hs.334562; ceU division cycle 2, G1 to S; lung, Wad, colon, uter, ovar, sm 

428484; AF104032; Hs.1 84601; solute carrier famfly 7 (cafio; lung, Wad, headnk, cerv, esoph, giro. uter. stom, colon, mela; mAb+sm 

428485; AW583497; Hs.184604; pancreatic polypeptide; pane; diag 

428505; AL035461; Hs.2281; chromogranin B (secretogranin ; pane, lung; diag 

428513; BE220806; Hs.184697; ptexin CI; mela, pane, breast stom, headnk; mAb 

428579; NM 005756; Hs.184942; G protein-coirpled receptor 64; ovar, EWS, uter; mAb+sm 

428664; AK001666; Hs.1 89095; similar to SALL1 (sal(Drosoph; blad, ovar, pros, lung, stom, test CTL+sm 

428698; MB52773; Hs.334838; WAA1866 protein; breast colon, lung, pane, stom, headnk, ovar, EWS; mAb 

423748; AW593206; Hs.98785; Ksp37 protein; lung, sarc; diag 

428758; AA433988; Hs.98502; CA125 antigen; mucin 16; ovar, cerv, lung, pane, stom, renal; diag 
428778; AK000530; Hs. 193325; fibroblast growth factor recep; ovar, mAb+sm 

428953; AA306610; Hs.348183; tumor necrosis factor receptor; cerv, pane, colon, stom, headnk, renal; mAb+diag 
428969; AF120274; Hs.194689; artemln; lung, cerv. diag 

428970; BE276891; Hs.194691; retinoic acid Induced 3 (RA1G; stom, pane, colon, ovar, fibro; mAb+sm 
429149; AW193360; Hs.197962; Homolog of mouse ADP-ribosylat; glio; mAb+sm 

429211; AF052693; Hs.1 98249: gap junction protein, beta 5 (; lung, blad, headnk, cerv, esoph, stom, mela; mAb+sm 

429263; AA019004; Hs.198396; ATP-binding cassette, sub-fami; lung; mAb+sm 

429276; AF056085; Hs.198612; G protein-coupled receptor 51; angio, blad, glio; mAb+sm 

429353; AM 17406; Hs.335891; ATP-binding cassette transport; breast, pros ; mAb+sm 

429547; AW009166; Hs.99376; FGENESH predicted novel secret pane, headnk. hing, ovar; diag 

429610; AB024937; Hs.211092; LUNX protein; PLUNC (palate lir, lung, fibro; mAb+diag 

429903; AL134197; Hs.93597; cycnn-dependenl kinase 5, reg; lung, mela; sm 

429910; NMJW0867; Hs.2507; Stydroxytryptarrune (serotonin; leto; mAb+sm 

430147; R60704; Hs.234434; hairyfenhancer-of-sptit relate; g5o; s.m. 

430178; AW449612; Hs.152475; 3VTR ot achaete-scute comple; colon, stom, ovar, CTL 

430377; NM 001922; Hs.301865; dopachrome tautomerase (dopach; mela; CTL 

43041 3; AW842182; Hs.241 392; small inducible cytokine A5 (R; fibro, esoph, mela; diag 

430486; BE062109; Hs.241551; chloride channel, calcium acti; lung, blad, headnk, cerv, esoph; mAb+s.m. 

430822; AJ005371; Hs.248017; glyceratdehyde^phosphale deh; mela, sarc; s.m. 

431130; NMJJ06103; Hs.2719; HE4; epididymis-specific, whey; ovar, uter; diag 

431462; AW583672; Hs.25631 1; granin-fike neuroendocrine pep; pane, lung, glio, test diag 

431515; NMJM2152; Hs.258583; EDG-7 (endothelial different!; ovar, pros, lung, blad; mAb+sm 

431620; AA126109; Hs.264981; 2 , -5'-cligoadenytata synthetas; esoph, cerv; CTL+s.m. 

431629; AU077025; Hs.265827; interferon, alpha-inducible pr; pane, uter, cerv, stom, esoph, mela; mAb+dlag 

431630; NMJJ02204; Hs^65829; Inlegrin, alpha 3 (antigen CD4; ovar, pane, blad, headnk, mela, renal; mAb+sm 

431745; AW972448; Hs.163425; Novel FGENESH predicted cadher, fibro, ovar, uten mAb 

431840; AA534908; Hs.2860; POU domain, class 5, transcrip; test, renal, blad; CU 

431846; BE019924; Hs.271550; uroplaWn 1B; lung, blad. headnk, uter, cerv, stom, ovar; mAtmfiag 

431958; X63629; Hs^877; cadherin 3, type 1, P-cadherin; lung, blad, cerv, headnk, ovar, colon, pros, pane, breast, esoph, test mela; mAb+diag 

432101; AI918950; Hs.1 23642; EphA3; pros, pane, EWS sarc; s.m. 

432179; X75208; Hs.2913; EphB3; ovar, colon; mAb+sm 

432196; AW300888; Hs.273230; hypothetical protein FU10830; renal; CTL 

432201; AI538613; Hs.298241; Transmembrane protease, serine; breast, colon, ovar, stom, pane, uter, cerv, lung ; mAb+diag+sm 
432579; AF043244; Hs.278439; nucleolar protein 3 (apoptoste; renal; CTL 
432596; AJ224741; Hs.278461; rnatrilm 3; pane, breast, sarc; diag 

432606; NMJJ02104; Hs.3066; granzyme K (serine protease, g; renal, breast lung, stom, hepC, fibro, leuk; CTL 
432B29; W60377; Hs£7772; ESTs; blad; CTL+sm 

432874; W94322; Hs^79651 ; melanoma Inhibitory activity: pane, stom, mela, sarc; diag 

432990; AL036071; Hs.279899; tumor necrosis factor receptor; pros, renal; mAb+sm 

433001; AF217513; Hs.279905; clone HQ0310 PRO0310p1; colon, breast, lung, Wad. cerv, uter, test mela; sm 

433447; U29195; Hs.3281; neuronal pentraxin D; mela. esoph. colon, renat diag 

433848; AF09571 9; Hs^3764; carboxypeptidase A4; headnk, esoph, lung; sm 

433867; AK000596; HS.361B; hippocalcWike 1; renat CTL 

434206; AW136973; Hs.362915; ESTs, Weakly similar to S69890; colon, lung, stom; CTL*sm 
434276; AF1 23659; Hs.93605; leucine zipper, putative tumor, mela; sm 
434293; NM.004445; Hs.3796; EphB5; blad, pros; sm 

435013; H91923; Hs.110024; NM_020142:Homo sapiens NADH:ub; renat lung, sarc; CTL 

435472; AW972330; Hs.283022; triggering receptor expressed ; gfio; mAb 

435505; AF200492; Hs.211238; WerieuWn-1 hemofag 1; lung, headnk; tfag 

436456; AW292677; Hs.248122; mebnin-concentrafing hormone ; mela, gBo; mAb^s.m. 

436480; AJ271643; Hs.87469; putative acid-sensing ton chan; glio; mAb+sm 

435481; AA379597; Hs.5199; HSPC150 protein similar to ubi; lung, blad, colon, ovar, uter, headnk, test sm 

436576; AI458213; Hs.77542; ESTs; renat pane, headnk, lung; mAb+sm 

436608; AA628980; Hs.192371; down syndrome critical region ; blad, lung, sarc; CTL+sm 

436895; AF037335; Hs.5338; carbonic anhydrase XII; breast renat ovar, gfio; mAb+sm 

436961; AW375974; Hs. 156704; ESTs; lung, pane, renat uter. colon ; CTL 

436982: AB01 8305; Hs.5378; spondin 1, (tepondin) extrace; ovar, fibro; diag 

437016; AU076916; Hs.5398; guanine mon phosphate synthetas; lung. Wad, cerv, esoph, colon, headnk; sm 

437044; AL035864; Hs.69517; difterenfialry expressed in Fa; headnk. cerv, lung, Wad. breast pros, ovar, stom, esoph; CTL 

437789; A1581344; Hs.1 2781 2: ESTs, Weakly similar to T17330; lung; CTL 

437852; BE001836; Hs.256897; putative GPCR; blad, lung; mAb+s.m. 

438380; T06430; Hs.6194; chondroitin sulfate proteogryc; gto. mela; dtag 

438549; BE386801; Hs.21858; trinudeolide repeat contalnin; mela, sarc; CTL+diag 

439018; AW300S87; Hs.26638; membrane-spanning 4-domains, s; uter, stom, pros, fibro; mAb 

439223; AW238299; Hs35061 8; UL16 binding protein 2; lung, headnk, cerv, esoph, leuk. blad, colon; mAb 

439477; W69813; Hs^8042; ESTs, Moderately similar to GF; lung; mAb+sm 

439569; AW602166; Hs.222399; CEGP1 protein; breast pros, blad; diag 

439606; W79123; Hs.58561 ; G proteirwoupted receptor 87; lung, blad. headnk, cerv, esoph; mAb+s.m. 
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439738; BE246502; Hs.9598; sema domain, immunoglobulin do; Wad, lung, cerv, renal; mAt>4s.m. 

439979; AW600291; Hs.6B23; hypothetical protein FU10430; renal, cerv, pros, headnk, colon, test, saic; mAb 

440006; AK000517; Hs.6844; NALP2 protein; PYRIN-ContainJn; Wad, ovar, lung, headnk. test; s.m. 

440065; W03476; Hs.266331 ; Homo sapiens Fc receptor homol; mela; diag 

440304; BE159984; Hs.125395; hepatitis A virus cellular rec; renal, colon, blad; mAb+s.m. 

440516; $42303; Hs/161; cadherin 2. type 1, W-cadherin; glio. ovar, uter, renal hepC; mAb+diag 

440572; AF083811; Hs.7345; MAD1 (rrnMc arrest deficient; mela; s.m. 

441362; BE614410; Hs.23044; RAD51 (S. cerevisiae) homotog ; lung, btad, headnk, test mela, esoph; &m. 

442117; AW664964; Hs.128899; ESTs; hypothetical protein for; breast, lung, Wad, pane, headnk, stom, ovar, pros, sarc; mAb+sjn. 

442133; AWB74138; Hs.129017; ESTs; type la transmembrane p; ovar. uter, mAb 

442275; AW449467; Hs.54795; Homo sapiens secretogloWn, fa; fibro; (Gag 

442652; AI0O5163; Hs.201378; Homo sapiens cDNA FU40427 lis; fibre, ovar, uter; CTL 

443105; X96753; Hs.9004; chondroitin sulfate proteogtyc; mela; mAb+diag 

443247; BE614387; Hs.333893; c-Myc target JP01; colon, lung, blad, pane; CTL 

443324; R44013; Hs.164225; ESTs; fibro; mAb*diag 

443426; AF098158; Hs.9329; chromosome 20 open reading fra; colon, lung, blad, stom. test mela, sarc; CTL 
443595; AF1 69312; Hs.9613; PPAR(gamma) angiopotetin rclat renal; diag 
443646; AI085198; Hs.164226; Thrombospondin 1; angio, pane, uter, diag 
443859; NMJ)1 3409; Hs.9914; folfetatin; king, cerv, headnk, Wad, esoph; diag 
443987; AW163123; Hs.10071; seven transmembrane protein TM; renal; mAb+s.m. 

444006; BE395085; Hs.334762; type I transmembrane protein F; pane, colon, lung, ovar, renal, esoph, mela. Wad, stom, cerv; mAb 
444090; S691 15; Hs.1 0306; natural killer cell group 7 se; fibro, renal, mela; diag 
444371; BE540274; Hs.239; forkhead box M1; lung, headnk, blad. glio, test mela; s.m. 

444381; BE387335; Hs.283713; hypolhefical protein BC014245; breast colon, blad, lung, pane, headnk, ovar, stom, uter, renal, angio, test mela, esoph, sarc; CTL+diag 

444488; AW1 92879; Hs.355660; ancient conserved domain prole; renal; mAtHSja 

444527; NrM.005408; Hs.1 1383; small Inducible (^tokinesubfa; fibro. esoph; diag 

444781; NM_014400; Hs.1 1950; GPI-anchored metastasis-associ; lung. Wad, headnk, cerv; mAb+dtag 

444783; AKQ01468; Hs.62180; anillin (Drosophlla Scraps horn; ovar, lung, blad, headnk, pane, cerv, stom, uter, colon, esoph; CTL»s.m. 

445417; AK001056; Hs.1 2680; a disintegrtn-like and metallo; pane, headnk, stom, lung, esoph, sax, colon; diag 

445537; AJ245671; Hs.1 2844; EGF^kexkimain, multiple 6; ovar, blad, uter, breast lung, headnk, renal, fibro, pane, cerv, sarc; mAb+diag 

445891 ; AW391 342; Hs.199460; OPCR1 protein; stom, pane, esoph, omuc, esoph; mAb 

445895; D29954; Hs.13421; KIAA0056 protein; pros; CTL 

446051; BE048061; Hs.37054; ephrin-A3; colon, breast mAb*diag 

446163; AA026880; Hs.25252; prolactin receptor; breast, cerv, uter; rnAb+sm 

446341; AL040763; Hs.310735; FGENESH prediction similar to ; mela; mAb+s.m. 

446619; AU076643; Hs.313; seaeted phosphoprotein 1 (ost; ovar, fibro, pane, headnk, lung, colon, blad, mela, esoph, uter, sarc; diag 

446650; AB016625; Hs.15813; solute carrier family 22 (org a; renal; mAb+s.m. 

446921; AB012113; Hs.16530; smaD inducible cytokine subfa; breast pane, headnk, lung, fibro, mela; diag 

447033; A1357412; Hs.1 57601; Predicted gene: Eos cloned; se; colon, pros, fibro, breast ovar, lung, pane, sarc; CTL*diag 

447072; D61594; Hs.17279; tyrosylprotein sulfotransferas; glio, pane; CTL+sjn. 

447131; NM_004585; Hs.17466; refinob acid receptor respond; renal, breast stom, rung, mela, ovar; mAb+sjn. 

447208; BE315291; Hs.237971; hypothetical protein MGC5627; esoph, stom, colon; CTL-Kfiag 

447269; NNLQ04861; Hs.17958; cerebroside p-phosphoadenyry; renal; CTL 

447342; AI199268; Hs. 1 9322; Homo sapiens. Similar to RIKEN; colon, Wad, pros, lung, stom, ovar; CTL 

447400; AK000322; Hs.18457; hypothetical protein FU20315; colon, pros, stom, uter; mAtwfiag 

447674; BE270640; Hs.19192; eyefin-dependent kinase 2; mela; s.m 

448243; AW369771; Hs.367688; integral, beta 8; ovar, uter, lung, stom, headnk, glio, pane ; mAins.m. 

448610; NMJJ06157; Hs.21602; nel (chkkenHike 1; mela, sarc; diag 

448733; NMJ305629; Hs. 1 87958; solute carrier family 6 (neuro; King, renal; mAtusm 

448844; AI581519; Hs.177164; FGENESH predicted novel cell s; pane, lung, stom, omuc; mAb+sjn. 

449032; AA045573; Hs.22900; nuclear factor (erythroW-deri; colon, test stom; CTL+sjn. 

449048; Z45051; Hs.22920; simnar to S6B401 (cattle) glu; pane, ovar, uter, gfio, headnk, lung, sarc; mAb 

449444; AW818436; Hs.351306; solute carrier family 16 (mono; renal, pane; mAb+s.m. 

449523; NrVL.000579; Hs.54443; chemoklne (C-C motil) receptor; lung, pane, renal, stom, hepC fibro, leuk, mela; mAb+sm 

449720; AA311152; Hs.288708; hypothetical protein FU21562; colon; CTL 

449722; BE280074; Hs.23960; eyefin B1; headnk, blad, lung, pane, angio, test mela, esoph; sm 

450001; NM_001044; Hs.406; solute carrier family 6 (neuro; renal; mAb+sjn. 

450375; AA009647; Hs.352537; a dislrrtegrin and metaltoprote; breast ovar, headnk, pane, lung, esoph, colon, sarc; mAb-Kfiag*s.m. 
450531; AW301032; Hs.203800; (BC017500) Similar to hypothet colon; CTL 

450701; K39S60; Hs.288467; hypothetical protein XP 098151; lung, headnk, pane, breast stom, ovar, esoph, colon, sarc; mAb+diag 

450726; AW204600; Hs.355462; HUMPSPBA Human pulmonary surfa; fibre, lung; sm 

450931; N25156; Hs.25648; tumor necrosis factor receptor, lung, renal; rnAr>»s.ra 

450983; AA305384; Hs.25740; ER01 (S. cerevislae r Bke; blad, lung, ovar, pane; diag 

45131 0; AW250651 ; Hs.26213; Human DNA sequence from done ; colon, pane; CTL 

451527; AF02281 3; Hs^6518; transmembrane 4 superfamHy me; renal; mAb 

451 537; R56631; Hs.26550; retinoid X receptor, gamma; mela; CTL+sjn. 

451668; Z43948; Hs326444; cartilage acidic protein 1; blad, ovar, lung; mAb+dlag 

451939; U80456; Hs.27311; singte-mtnded (DrosophBa) horn; pros; CTL 

451979; F06972; Hs^7372; endothelial tyrosine kinase (E; angio; CTL^s jn. 

451988; AF26392B; Hs.27410; papilromavirus regulatory fact renal; CTL 

452017; AF1 09302; Hs.27495; prostate cancer associated pro; pros; sm 

452097; AB002364; Hs.2791 6; a dismtegrlrMike and metallo; ovar; mAb+sjn.-Kfiag 

452190; H26735; Hs.91668; Homo sapiens clone PP149B unkn; breast stom, pane; mAb 

4521 94; AI69441 3; Hs.373599; olfactory receptor, family 2. ; stom, pane, renal, colon, mela, fibro; mAb+s.m. 

452203; X57522; Hs.352018; transporter 1, ATP^inding cas; cerv, esoph, blad, stem, mela, renal; mAb+s.m. 

452281; T93500; Hs.28792; Homo sapiens cONA FU 11041 fis; breast headnk, pane, stom, lung, esoph, fibro; diag 

452401; NM_007115; Hs^9352; tumor necrosis factor, alpha-r, Wad, breast pane, headnk,stom, lung, leuk, renal, esoph; diag 

452431; U88879; Hs.29499; ton-tike receptor 3; renal. hepC; mAb 

452747; BE153855; Hs.61460; Ig superfamily receptor LNIR; breast blad, lung, headnk, ovar, stom, uter, pane; mAb 

452838; U6501 1; Hs.30743; preferentially expressed antig; king, ovar. breast mela, test esoph, renal, sarc; CTL 

452862; AW378065; Hs.8687; ADAMTS2 {a disinlegrin-like a; headnk, breast colon, leuk, lung, Wad, esoph, stom, sarc; mAb*diag 

453195; BE241876; Hs.32352; hypothetical protein DKFZp434K; renal; CTL 

453496; AA442103; Hs.33084; solute carrier famHy 2 (facil; renal, pros; mAtHs.m. 
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453B37; AL1 38387; Hs.256126; bacutoviral IAP repeat-contain; renal, meta, sarc; s.m. 
453968; AA847B43; Hs.6271t; High mobility group (nonhiston; lung, uter, Wad, test CU-»s.m. 
455546; A1690321; Hs.203845; KCNK1 5 potassium channel subt ovar ; mAtHs.m. 
456662; NM.002448; Hs.1494; msh (Drosophila) homeo box horn; uter, ovar ; CTL 
457133; M54968; Hs.351221; v-Ki-ras2 Kirsten rat sarcoma ; pane; s.m. 
457469; AI693B15; Hs.127179; cryptic gene; pane, pros, lung; diag 
457819; AA057484; Hs. 35406; RJ20522 Hypothetical protein ; lung, cerv, headnk; mAb+diag 
458079; AI796870; Hs.381 220; Homo sapiens similar to R1KEN ; mela, fibre, sarc; mAb 
458627; AW088642; Hs.97984; SRY (sex determining region Y); ovar, uter. test CTL 

TABLE 2B 

Pkey Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

414991 1785136.1 078831 C17698 078863 

TABLE 2C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham L et a!.* refers to the pubftcaSon entitled The DNA 

sequence of human chromosome 22.* Dunham I. el at.. Nature {1999} 402:489-495. 

Strand: Indicates DNA strand from which exons were predicted. 

NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


400843 


9188605 


Plus 


5863-5970,76537784.8892-9023,9673-9807. 


402075 


8117407 


Plus 


121907-122035,122804-122921.124019-12416 


402901 


8894222 


Minus 


175426-175667 


404287 


2326514 


Plus 


53134-53281 


404682 


9797231 


Minus 


40977-41150 


404875 


9801324 


Phis 


96588-96732,97722-97831 


404977 


3738341 


Minus 


43081-43229 


405033 


7107731 


Minus 


• 142358-142546 


406400 


9256298 


Plus 


1553-1712.1878-2140,42524385,5922-6077 



Table 3A. Disease Indcations and Preferred Ulifrfies for Selected Genes 

Table 3A provides preferred disease indications and preferred ufiBfies for about 2709 selected genes. These genes were Idenfified using Eos/Affymetrix Genechip arrays. 

Pkey: Unique Eos probeset tdenfifer number 

ExAccm Exemplar Accession number 
UnigenelD: Unigene ID number 
Unigene Title: UnJgene gene Bite 

Disease: preferred diseases inScated for selected gene as described in table 1 and abbreviated as follows: Wad (bladder diseases), angfo (blood vessel diseases), EWS 
(bone diseases), gflo (brain diseases), breast (breast diseases), cerv (cervical diseases), colon (colorectal diseases), esoph (esophageal diseases), ffixo (fibrosis 
diseases), headnk (head & neck diseases), teto (tebrnyoma diseases), teuk (leukocyte diseases). hepC (fiver diseases), lung (lung diseases), ovar (ovarian 
diseases), endo (ovarian endometrioid diseases), omuc (ovarian mucinous diseases), pane (pancreatic diseases), pros (prostate diseases), renal (renal diseases), 
sarc (soft tissue and bone diseases), mela (skin diseases), stom (stomach diseases), test (testicular diseases), uter (uterine diseases) 

Utility. preferred utffities for selected gene es described in the text and abbreviated as follows: CTL (DNA vaccine target), diag (diagnostic or prognosSc target), mAb 

(monodonal antibody target), sm (small molecule target) 

Pkey, ExAccn; UnigenelD; Unigene Title; Disease; Utility* 

100125; R02740; Hs.137555; putative chemokine receptor, G; blad; mAb+sjn. 

100131; D12485; Hs.11951; ectorrucleofide pyrophosphatase; breast; mAb 

100147; D13666; Hs.136348; penostin (OSF-2os); breast, colon, blad, lung, fibre, pane; mAb*diag 

100241; BE273648; Hs.32963; cadherin 6, type 2, K-cadherin; Wad; mAb 

100299; D49493; Ks.2171; growth dfTerentiaticn factor ; EWS; diag 

100335; AW247529; Ks.6793; platelet-activating factor ace; breast lung, blad; s.m. 

100365; AI878927; Hs.79284; mesoderm specific transcript (; colon, pros; diag 

100372; NMJJ14791; Hs.184339; K1AA0175 gene product ovar, lung, cerv, pane; s.ra 

100405; AW291587; Hs.82733; riidogen 2; anglo; diag 

100420; D86983; Hs.1 18893; Melanoma associated gene; breast pros, lung, colon, anglo, leuk; diag 

100448; AF234887; Hs.57652; cadherin, EGF LAG seven-pass 6; breast; mAb«s.m. 

100452; D87742; Hs.241552; KIAA0268 protein; pros; diag 

100559; NMJ)00094: Hs.1640; collagen, type VU, alpha 1 (e; rung; CTL4s.ra 

100854; A03758; Hs.18441 1; NrVL000477 # :Homo sapiens albumi; pros; cfiag 

100655; A03758; Hs.184411; Empirically selected from AFFX; pros: diag 

100668; L05424; Hs.169610; CD44 antigen (homing function ; lung, breast mAb 

100824; AI393237; Hs. 193989; runt-related transcription fac; ovar; CTl-*sm 

100930; J04129; Hs.82269; prog estag en-associated endomet lung; diag 

101063; D54745; Hs.80247; cholecystofcfnrn; pros, EWS; diag 

101097; BE245301; Hs.89414; chemokine (C-X-C motif), recep; leuk, ovar, breast, blad; mAb+s.m. 
101104; AW862258; Hs.1692S6; neuropepfide Y receptor Y1; breast EWS; mAb 
101192; BE247295; Hs.78452; solute carrier ramify 20 (phos; angio; mAb+sjn. 
101193; L20861; Hs.152213; wingless-type MMTV integra&on; blad, lung; diag 
101249; U 8964; Hs.1904; pratein kinase C, Iota; ovar, s jn, 
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101261; D30857; Hs.82353; protein C receptor, endothelial angio; mAtHsm 

101389; AW951430; Hs.78888; diazepam binding inhibitor (GA; pros; mAb*sm 

101431; BE165289; Hs.1076; smalt proline-rich protein 1B ; lung, b!ad; diag 

101447; M21305; ; gb:Human alpha satellite and s; angio, Wad; diag 

101461; N98569; Hs.76422; phospholipase A2, group I1A (p; pros; diag 

101485; AA296520; Hs.89546; seleclin E (endothelial adhesi; pros, ovar; mAb 

101506; J02931; Hs.621 92; coagulation factor ill (foromb; pros; mAb 

101526; NM.002197; Hs.220529; aconitase 1, soluble; lung, colon, headnk, pane; mAb 

101543; M31 166; Hs.2050; pentaxitwelated gene, rapidly; angio, ovar, diag 

101545; BE246154; Hs.154210; endothelial differentiation, s; angio; mAb+sm 

101560; AW958272; Hs.347326; intercellular adhesion motecut; angio; mAb 

101626; M57399; Hs.44; pleiotrophin (heparin binding ; lung; diag 

101649; AW959908; Hs.1690; heparin-Nnding growth factor ; lung, blad; diag 

101714; M68874; Hs.211587; phospholipase A2. group IVA (c; angio; sm 

101724; L11690, Hs.198689; bullous pemphigoid antigen 1 (; breast, pros, blad, lung; mAb+CTL 

101741; NMJJ03199; Hs.326198; transcription factor 4; angio; CR^sm 

101748; NM.001944; Hs.1925; desmoglein 3 {pemphigus vulgar; lung. Wad, headnk, cenr, mAb 

101759; M80244; Hs.1 84601; solute carrier family 7 (catio; lung, gOo, blad, headnk; mAb«sm 

101791; M83822; Hs.62354; ceH division cyde 4*; pros; sm 

101804; M86699; Hs.169840; TTK protein kinase; ovar, lung, blad, cerv; CTl-*m 

101806; AA586894; Hs.112408; S100ca!ciunvbinding protein A; lung, breast, blad; diag 

101809; M86849; Hs.323733; gap junction protein, beta 2, ; colon, btad, lung, pane, headnk; mAb 

101839; AA446644; Hs.692; GA733-2 antigen; epithelial gl; ovar, pros; mAb 

101845; U88967; Hs.78867; protein tyrosine phosphatase, ; lung, gBo, headnk, cerv; mAb*sm 

101B51; BE260964; Hs.82045; midkbie (neurite growlh-prornot; lung, Wad, ovar, breast, pane; mAb«diag 

102009; BE245149; Hs.82643; protein tyrosine kinase 9; ovar; sm 

102012; BE259035; Hs.1 1B400; singed (DrosophilaHike (sea ; angio; diag 

102024; AA301867; Hs.76224; EGF-containing fibuKn-like ex; angio; diag 

10204B; U07225; Hs.339; purinergic receptor P2Y, G-pro; blad; mAb 

102076; BE299197; Hs.179665; cycBn-dependent kinase inhrbi; pros; CTL«sm 

102125; NM 006456; Hs.288215; sialyllransferase; breast, lung, ovan s.m. 

102136; AA300576; Hs.85769; acidic 82 kDa protein mRNA; ovar; diag 

102151; T27013; Hs.3132; steroidogenic acute regulatory; ovar; diag 

102154; U17760; Hs.75517; laminin, beta 3 (nicein (125kD; lung, Wad, headnk; diag 

102178; AW178761; Hs.227948; serine (or cysteine) proteinas; blad; mAb+diag 

102187; U20325; Hs.1707; cocaine- and amphetamine-regul; breast; diag 

102193; AL035335; Hs.313; secreted phosphopratein 1 (ost; ovar, lung, fibro; diag 

102200; AA232362; Hs.317432; branched chain amlnotransferas; ovar; sm 

102208; U22961; Hs.18441 1 ; gb:Human mRNA clone with simil; pros; diag 

102211; BE314524; Hs.78776; putative transniembrane protein; breast, blad; mAb 

102283; AW161552; Hs.83381; guanine nucleotide binding pro; angio; CTL+s.m. 

102297; NMJW15Q4; Hs.198252; G protein-coupled receptor 9; breast; mAb 

102304; AF015224; Hs.46452; mammagtobtn 1; breast diag 

102305; ALO43202; Hs.90073; ctiromosome segregation 1 (yeas; ovar, lung, Wad ; diag 

102348; U37519; Hs.87539; aldehyde dehydrogenase 3 fam3; lung, blad; s.m. 

102380; U40434; Hs.155981; mesothelin; ovar, diag 

102394; NM.003816; Hs.2442; a dlsintegrin and metaltoprota; pane; sm 

102455; U4B705; Hs.75562; discoldin domain receptor famr, breast; mAb 

102457; NM.001394; Hs.2359; dual specificity phosphatase 4; breast; sm 

102522; BE250944; Hs.183556; solute carrier family 1 {neutn pros; mAb 

102581; AU077228; Hs.77256; enhancer of zesle (Drosophila); blad, EWS, teuk; CTL+s.m 

102610; U6501 1; Hs.30743; preferentially expressed anug; hmg, ovar, CTL 

102623; AW2492BS; Hs.371 10; melanoma antigen, family A, 9; lung, Wad; mAt^CR 

102669; U71207; Hs.29279; eyes absent (Drosophila) homor; rung, pros; CTl*sm 

102696; BE540274; Hs.239; forkhead box Ml; lung, Wad; sm 

102725; AB026187; Hs.374280; protocadherin 11; EWS; mAb 

102742; U79293; Hs.159264; Human done 23948 mRNA sequenc; breast ovar ; diag 

102745; AW753865; Hs.74376; Wfactomedin related ER local; EWS; diag 

102803; H48299; Hs.26126; daudin 10; ovar; mAb 

102829; NM_005183; Hs.80962; neurotensin; lung, ovar, headnk; diag 

102836; U94320; Hs.158330; neuropeptide Y receptor Y5; EWS; mAb 

102852; V00571; Hs.75294; corticotropin releasing hormon; blad; diag 

102B98; NM 002205; Hs.149609; integrin, alpha 5 (fibronedin; angio, blad, lung, pros; mAb*«.m. 

102915; X07820; Hs.2258; matrix metanoproteinase 10 (s; angio, blad, lung, ovar; mAb+diag-»s.m. 

102917; AI016712; Hs.287797; integrin, beta 1 (fibronedin ; angio; mAb 

102927; BE512730; Hs.651 14; keratin 18; ovan diag 

102968; AU076611; Hs.154672; methylene tetrahydrofotate deh; ovar; sm 

102994; X51730; Hs.2905; progesterone receptor; Wad; mAtHsm 

103003; AI910275; Hs.350470; trefoil factor 1 (breast cance; breast pane; diag 

103021; BE001596; Hs.85266; integrin, beta 4; lung blad; mAb 

103036; M13509; Hs.83169; matrix metatloprotelnase 1 (in; angto, colon. Wad, lung, teuk, ovar, headnk, fibro, pane, stem; mAtHdiag^m. 
103037; BE01 8302; Hs.2894; placental growth factor, vascu; angio; diag 

103080; NM_005940; Hs.1 55324; matrix metalloproteinase 11 (s; breast hmg. ovar, pane; mAb+diag+sm 
103080; AU077231; Hs.82932; cydin D1 (PRAD1: parathyroid ; breast EWS; diag 
103095; NM_005424; Hs.78824; tyrosine kinase with immunogto; angio; mAb 
103111; NM.006103; Hs.2719; epidrdyrnis-speeffic, whey-add; ovar, uter; diag 

103119; X63629; Hs.2877; cadherin 3, type 1, P-cadherin; lung, Wad, ovar, colon, pros, pane, breast; mAb+diag 

103206; X72755; Hs.77387; monokine induced by gamma inte; breast lung; diag 

103210; X7292S; Hs.69752; desrnocdnn 1; pros; mAb 

103280; U84722; Hs.76206; cadherin 5, type 2, VE-cadheri; angio, fibro; mAtHS.m. 

103299; NM 005756; Hs.184942; G protein-coupled receptor 64; ovar, mAb+sm 

103312; Y12642; Hs.3185; lysosomal; lung, blad; mAb 

103365; X90908; Hs.74126; fatty acid binding protein 6. ; Wad; diag 
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103408; NM.Q01504; Hs.198252; G protein-coupled receptor 9; breast ; mAb 

103478; BE514932; Hs.38991; S100 calcium-binding protein A; lung, Wad, headnk; diag 

103587; BE270266; Hs.82128; 5T4 oncofetai trophobJast glyc; breast, blad, lung; mAb 

103594; A1368680; Hs.816; SRY (sex determining region Y); lung. gSo; s.m. 

103692; AW137912; Hs^27583; Homo sapiens chromosome X map : angio; mAb+SJn. 

103739; AA115173; ; gtezn30dOZs1 Stratagene neuro; pros; sjn. 

103767; BE244667; Hs.348996; CGM00 protein; angio; diag 

103989; AA315993; Hs.105484; regenerating gene type IV; colon, omur, mAtwfiag 

104052; NM_002407; Hs.97644; mammaglobin 2; ovan diag 

104115; AF183810; Hs.26102; opposite strand ot trichorhi; breast mAb 

104252; AF002246; HsJ?10663; cell adhesion molecule with ho; ovan diag 

104301; M768491 ; Hs.6783; hypothefical protein FU22724; ovan diag 

104308; N25117; Hs.355957; ribosomal protein S26; pros; diag 

104394; AA 129551; Hs.1721 29; Homo sapiens cONA: FU21409 fi; colon; diag 

104542; R29657; ; gb:F1-11790 22 week old human ; pros; diag 

104608; AF143867; Hs^37588; ESTs, Moderately similar to S6; Wad; mAb 

104659; AW969769; Hs.100343; ESTs; EWS; diag 

104660; BE298665; Hs.14846; Homo sapiens mRNA; cDNA DKFZpS; uler, colon, pros; mAb 

104667; AI239923; Hs.63931 ; dachshund (Drosophila) homoiog; breast, pros, colon; diag 

104689; AA420450; Hs.380088; Plakophifin; lung: diag 

104691; U29690; Hs.37744; Homo sapiens beta-1 adrenergic; pros, EWS; mAb*s.m. 

104755; T49951; Hs.9029; DKFZP434G032 protein; breast, colon; diag 

104764; A1039243; Hs.27B585; ESTs; angio; diag 

104786; AA027167; Hs.380438; WAA0955 protein; angio; CTL*s.m. 

104B77; A1138635; Hs.22968; mtron ofVEGFR; renal; diag 

104888; AW939591; Hs.5940; mucin 13, epithelial transmemb; colon, stom, uter, mAtHs.m. 

104919; AA026880; Hs.25252; Homo sapiens cDNA FU13603 6s; breast cerv, uter; mAb+sm 

104943; AF072873; Hs.1 14218; frizzled (Drosophila) homoiog ; ovan mAb+sm 

104954; AW250851; Hs^6213; Human DNA sequence from done ; colon; diag 

104971; BE311926; Hs.15830; hypothefical protein FU12691; blad; CTL 

10501 Z AF098158; Hs.9329; chromosome 20 open reading fra; colon, lung, blad; CTL 

105038; AW503733; Hs.9414; KIAA1488 protein; breast angio; CTL«s.m. 

105039; AA907305; Hs.36475; ESTs; breast diag 

105093; AL137566; Hs.32405; Homo sapiens mRNA; cONA DKFZp5; blad; diag 

105149; BE089288; Hs.8958; Homo sapiens cDNA FU12024 Ms; pros; diag 

105175; AA305384; Hs.25740; ER01 (S. cerevisiae)-like; colon, rung; mAb 

105263; AW388633; Hs.6682; solute carrier family 7, (cati; angio. lung, ovar, Wad, pane; mAb+s.m. 

105298; BE387790; Hs.26369; hypothetical protein FU20287; ovar, lung; diag 

105301; AW352357; Hs.7457; MAGE1 protein; EWS; diag 

105316; AI671245; Hs^4835; hypothefical protein FU14594; EWS; mAb 

105329; AA234561; Hs.22862; ESTs; breast, pros; CTL+s.m. 

105330; AW338625; Hs.22026; ESTs; similar to TRANSMEMBRAN; angio; mAb+sm 

105370; AF179274; Hs.22791; transmembrane protein with EGF; pros ; mAb+sm 

105500; AW602166; Hs.222399; CEGP1 protein; breast pros; diag 

105503; AW963624; 1K31707; ESTs, Weakly similar to YEW4.Y; pros, breast colon; CTL-KSJn. 

105507; BE268348; Hs.380963; CCR4-NOT transcripfion complex; colon; diag 

105516; AK001269; HsJ0738; hypothefical protein FU 10407; ovar, diag 

105564; BE616694; Hs.288042; hypothetical protein FU 14299; breast; diag 

105645; AW294631; Hs.351270; ESTs; pros; (flag 

105715; BE621800; Hs^9444; putative small membrane protei; colon; diag 

105743; BE246502; Hs.9598; sema domain, Immunoglobulin do; breast lung; mAb«s.m. 

105746; AW151952; Ks.46679; hypothetical protein FU20739; breast; CTUsm 

105777; R42755; Hs.23096; ESTs; breast; diag 

105782; H09748; Hs.57987; B-ceH CLUymphoma 11B (zinc ; EWS; CTL+sm 
105826; AA478756; Hs.194477; E3 ubiqurfin ligase SMURF2; angio; smi 
105990; AI690S86; Hs.29403; hypothefical protein FU22050; breast; diag 
106000; AW194426; Hs.20726; ESTs; breast; diag 
106012; AI240665; Hs.352537; ESTs; breast lung; diag 
106014; AF123094; Hs.180566; mucosa associated lymphoid uV, leuk; diag 
106063; BE260415; Hs.348198; hypotheCca) protein FU20262; pros; (Sag 
106056; AW274357; Hs.301406; hypothefical protein PP3501; mela; CTUsm 
106111; AW875398; Hs.6451; PRO0659 protein; EWS; CTb*.m. 
106124; K93366; Hs.7567; branched chain arninotransferas; angio; sm 
106155; AA425414; Hs.33287; nuclear factor l/B; breast pros, angio; diag 
106373; AW503807; Hs.21907; histone aceK/Itransferase; breast; sjtl 
106400; BE397649; Hs^79607; Homo sapiens cDNA FU 13634 fis; colon; diag 
106414; BE568205; Hs^8827; mitogen-activated protein Wna; breast sm 
106448; Z42061; Hs.27004; ESTs; pros; diag 
105533; AL134708; Hs.145998; ESTs; EWS; diag 
105574; BE044325; Hs^27280; U6 snRNA^ssociated Snvilke pr t colon; diag 
106579; AA456135; Hs.23023; ESTs; pros; diag 

106632; NM 01440G; Hs.1 1950; GPl-anchored rnetastasis-associ; lung, blad, headnk; mAb-Kfiag 
106738; AW149266; Hs.25130; Homo sapiens cDNA FU14923 fis; ovan diag 
106793; H94997; Hs.16450; ESTs; angio; diag 

106844; AA485055; Hs. 15821 3; sperm associated antigen 6; breast mAtnCTL 
106906; AA861271; Hs.222024; transcripfion factor BMAL2; lung, Wad; diag 
106990; AA280722; Hs.24758; ESTs, Weakly similar to 138022; breast df ag 
107036; AI973016; Hs,15725; hypothefical protein SBBI48; pros; diag 
107102; AB037765; Hs.30652; K1AA1344 protein; pros, breast diag 
107105; AW963419; Hs.155223; stannlocaldn 2; breast diag 
107136; AV661958; Hs.6207; GK001 protein; breast colon; diag 

1071 51; AW378065; Hs.86B7; AOAMTS2 (a disintegriiv&e a; breast colon, leuk. lung, blad; mAb+dag 
107216; D51069; Hs.211579; melanoma eel) adhesion molecut angio; diag 



92 



WO 03/042661 



107248; AW263124; Hs.350547; nuclear receptor co-represser/; breast, colon, pros; mAb+s.m. 

107284; NM_005629; Hs.1B7958; solute carrier family 6 {neuro; lung; mAtHS.m. 

107385; NM_005397; Hs. 16426; podocalyxin-Bke; angio; diag 

107901; L42612; Hs.335952; keratin 6B; breast Wad, lung; diag 

107922; BE153855; Hs.61460; Ig superfamily receptor LNIR; breast Wad, lung; mAb 

107932; AW392555; Hs.18878; hypothetical protein FU21620; lung; CTL 

108055; AJ404672; Hs.334483; hypothetical protein FU23571; breast ovar, diag 

108059; S69002; Hs.234773; Homo sapiens cDNA: FU22281 fi; ovar; CTL-*sjil 

106153; AW519204; Hs.40808; ESTs; pros; diag 

108186; AW068579; Hs.7780; Homo sapiens mRNA; cDNA DKFZp5; pros; diag 

108242; AA062746; Hs^55244; gb2m03g12^1 Stratagene come; pros; drag 

10B2B2; AA065142; ; gbzm50h1 1 .rl Stratagene fibro; pros; diag 

108505; AA083376; ; gb:zn09gO8.s1 Stratagene hNT n; pros; diag 

108679; AA1 15953; Hs.323423; ESTs, Moderately similar to B ; pros; diag 

108695; ABQ29Q00; Hs.70823; K1AA1077 protein; breast colon, King; diag 

108732; AA258888; Hs.107476; ATP synthase. R- transporting,; pros; sm 

108778; AF133123; Hs,90847; general transcription factor I; ovar; diag 

108828; AK001693; Hs.273344; DKFZP564O0463 protein; breast diag 

108B60; AA133334; Hs.816; ESTs; lung; sm 

109001; AI05654B; Hs.721 16; hypothetical protein FU20992 ; angio; CTL-Kliag 
109032; AJ219207; Hs.72222; hypothetical protein FU13459; blad; CTL 
109077; A1732617; Hs.182362; ESTs; blad; diag 

109112; AW419196; Hs.257924; hypothetical protein FU13782; breast pros, Wad; diag 
109141; AF174600; Hs.5978; ESTs, Highly similar to AF1 746; colon; CTL*sm 

109166; AA219691; Hs.73625; RAB6 interacting, kinesin-Eke; lung, blad, breast colon, ovar, headnk. EWS; sm 
109220; AW958181; Hs.189998; ESTs; pros; diag 

109273; AA375752; Hs.348140; Homo sapiens mRNA; cDNA DKFZp5; breast diag 

109292; AW975746; Hs.188662; KIAA1702 protein; breast diag 

109454; AA232255; Hs.295232; ESTs, Moderately similar to A4; ovar; diag 

109456; AW956580; Hs.42699; ESTs; angio, pane; diag 

109514; AA234087; Hs.262346; ESTs, WeaHy similar to S72482; breast ; diag 

109530; AA908645; Hs,19597; K1AA1694 protein; pros; CTL*sm 

109648; H17800; Hs.7154; ESTs; ovar. diag 

109680; AB037734; Hs.4993; KIAA1313 protein; ovar; diag 

110009; BE075297; Hs.6614; ESTs. Weakly similar to A43932; breast colon; <fiag 

110151; H18835; Hs.31608; hypothetical protein FU20041; pros, EWS; diag 

110156; AA581322: Hs.4213; hypothetical protein M6C16207; lung, blad; diag 

1 1 0240; AI668594; Hs. 1 76588; ESTs, Weakly similar to CP4Y.H; breast dbg 

110278; AF061573; Hs.19492; protocadherin 8; EWS; mAtHsm 

1 10675; H89355; Hs.249159; adrenergic. alpha-2A-, recepto; pros; mAb+sm 

110728; AA737108; Hs.32250; ESTs, Moderately simBar to 17; EWS; sm 

1 10844; AI740792; Hs. 167531; methytcrotonoyl-Coenzyme A car, pros, pros; sm 

110915; BE0922B5; Hs.29724; hypolhetical protein FU13187; breast, pros; diag 

110971; A1760098; Hs.21411; ESTs; pros; diag 

111157; AH 09729; Hs.99364; putative transmembrane protein; pros; mAb+s.m. 

111179; AK00O136; Hs.10760; asporin (LRR class 1); breast colon; CTL*sm 

111185; AJ245671; Hs.12844; EGF-fike-domain. multiple 6; ovar, blad; mAtndiag 

11 1223; AA852773; Hs.334838; KIAA1866 protein; breast colon, lung. EWS; mAb 

111299; AB033091; Hs.355925; K1AA1265 protein; ovan diag 

111357; BE314949; Hs.87128; hypothetical protein FU23309; breast diag 

111384; N94606; Hs.288969; HSCARG protein; breast diag 

1 1 1900; AF131784; Hs.25318; Homo sapiens clone 25194 mRNA ; breast diag 

111929; AF027208; Hs.112360; prominin (mouse)-like 1; colon, breast fibro; mAb 

112134; R41823; Hs.7413; ESTs; cateyntenin-2; breast EWS; diag 

112244; ABQ29000; Hs.70823; KIAA1077 protein; breast colon, blad, lung; diag 

112280; AA863360; Hs.26040; ESTs. Weakly similar to fatty ; breast sm 

112283; L14561; Hs.20952; ATPase, Ca^ transporting, pla; ovan mAb 

112287; AB033064; Hs.236463; WAA1238 protein; breast ; diag 

112971; Z42387; Hs.83883; transmembrane, prostate androg; coton, pros, pros; mAb+sm 

113003; AW292315; Hs.7215; ESTs; EWS; dag 

113021; AL122055; Hs.129B36; WAA1028 protein; pros; sm 

1 13047; AI571940; Hs.7549; ESTs; breast colon; diag 

113073; N39342; Hs. 103042; microtobde-essodated protein; pros; CTL+sm 

113168; AW002393; Hs.337629; gb:wu61d05jc1 NQ_CGAP_GC6 Horn; ovar. diag 

113195; H83265; Hs.8881; ESTs, Weakly similar to S41044; angio, lung; diag 

113230; T61430; ; gb:yc06a03.$1 Stratagene King ; blad; diag 

113361; T79589; Hs.63325; transmembrane protease, serine; colon, blad. lung, ovar, pane, headnk; mAb*diag+sm 

113374; T79925; Hs^69165; ESTs, WeaMy simitar to ALUIJtteuk; diag 

113443; AW083920; Hs.16098; claudin 2; colon, pane; mAb ' 

113471; AI765890; Hs.16341; MAWO binding protein; pros; diag 

113490; BE17B110; Hs.173374; Homo sapiens cDNA FU10500 fis; colon; diag 

113950; AI267652; Hs.246107; Homo sapiens mRNA; cDNA DKFZp4; breast pros ; diag 

11 3970; W27249; Hs.8109; hypothetical protein FU21080; breast lung. stem, uten diag 

114124; W57554; Hs.125019; lymphoid nuclear protein {IAF-; breast diag 

114251; H15261; Hs.21948; ESTs; breast drag 

114292; A1815395; Hs.184641; fatty acid desaturase 2; breast am. 

1 14334; AB037784; Hs.22941; K1AA1363 protein; ovar; diag 

114407; BE539976; Hs.103305; Homo sapiens mRNA; cDNA DKFZp4; breast colon, hing; diag 

114452; Al369275;Hs^43010;HorTWsapi£^^ 

1 1 4480; BE066778; Hs.1 51 678; UDP-N-acetyl-alptia-D-galactosa; breast s.m 

114531; AA053033; Hs.63325; transmembrane protease, serine; colon, blad, lung, ovar, pane, headnk; mAb+diag+sm 

114540; A1904232; Hs.75323; prohibitrn; breast dfag 

1 14542; AW970128; Hs.91011 ; anterior gradient 2 (Xenepus t breast pros; dag 
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114587; AF086009; Hs.296398; gb:Homo sapiens full length in; colon; diag 

114724; R64730.comp; Hs.1 55986; DEAD/H (Asp^u-Ala-Asp/His) b; ovar; CTL+s.m. 

114768; AF212848; Hs.1 82339; ets homologous factor; pros, breast, colon; CTL-»s.m. 

114798; AA159181; Hs.54900; serologically defined coton ca; pros; CTL-^.m. 

11 49QB; AA454985; Hs.54973; cadherin-Eke protein VR20; pros; (Sag 

114918; BE165762; Hs.2351 8; hypothetical protein from BCRA; pros; diag 

114965; AI733881; Hs.72472; NAME OMITTED ... receptor kinase; breast; mAb 

115060; AF052693; Hs.198249; gap junction protein, beta 5 {; lung, Wad. headnk; mAb+s.m. 

115221; AW365434;Hs.79741; hypotheticat protein FU10116; ovar; diag 

115239; BE251328; Hs.73291; hypothetical protein FU10881; coton; diag 

115291; BE545072; Hs.122579; hypoMcal protein FU10461; ovar, lung; CTL«s.m. 

115412; AW131 168; Hs.372382; ESTs, Weakly similar to 136022; pros; cfiag 

115536; AK001468; Hs.62180; anHGn (Drosophfla Scraps horrc ovar, lung, blad, headnk, pane, cerv, stom, uter, colon; CTL«sja 
115674; AW992356; Hs.380760; Homo sapiens pyruvate dehydrog; ovar, sjtl 
1 15675; W87707; Hs.82065; interleukin 6 signal transduce; breast, pros; mAb+s.m 
115683; AF255910; Hs.54650; junctional adhesion molecule 2; angio, glio; mAb 

115597; 031382; Hs.63325; transmembrane protease, serine; colon, blad, lung, ovar, pane, headnk; mAlHdiag-»s.m. 

115719; AW992405; Hs.352406; Homo sapiens, clone IMAGE:3507; pros, breast, coton; CTL+S.m. 

1 15B19; AA486620; Hs.41 135; endornuctn-2; angio; diag 

115827; AA426000; Hs.283072; acQn related protein 2/3 comp; angio; diag 

115844; AI373062; Hs.332938; hypothefical protein MGC5370; pros; diag 

115881; NM.005756; Hs.184942; G proteirncoupted receptor 54; ovar, EWS. uter; mAtHs.m. 

115892; AA291377; Hs.50831; ESTs; ovar, Wad. lung; diag 

1 15909; AW872527; Hs.59761; ESTs, Weakly similar to DAP1.H; ovar, lung; diag 

115947; R47479; Hs.94761; KIAA1691 protein; colon; diag 

1 15978; AL035864; Hs.6951 7; cDNA for differentially expres; lung, blad, breast, pros, ovar, headnk; CTL 

116003; BE275469; Hs.66493; Down syndrome critical region ; colon; mAb 

11601 1; AL359053; Hs.57664; Homo sapiens mRNA nil length ; breast; diag 

1 1 6028; H59799; Hs.42644; thtoredcodn-like; ovar, lung; diag 

116107; AL133916; Hs.47860; hypothetical protein FU20093; lung, breast diag 

1 16202; BE159395; Hs.294092; ESTs; pros; diag 

116238; AV660717; Hs.47144; DKFZP586NGB19 protein; ovar; diag 

116301; AW959706; Hs.293332; ESTs; EWS; diag 

.116334; AL038450; Hs.48948; ESTs; pros; diag 

116335; AK001100; Hs.41690; desmoccilin 3; lung, Wad, headnk; diag 

116393; AI972402; Hs.306051; hypothetical protein MGC2648; pros; diag 

116399; AA889120; Hs.110S37; homeoboxAlO; pros; CTL«s.m. 

116401; AW893940; Hs.59698; ESTs; ovar, cfiag 

1 1641 6; AW753676; Hs.39982; ESTs; ovan diag 

116470; AI272141; Hs.351928; SRY (sex deterrnining region Y); colon, breast, angio, blad; diag 

116483; AI346201; Hs.761 18; ubiqurfin cartoxyUerrrtfnai es; angio, tung; s.m. 

116610; 080449; Hs.1 84841; ESTs; pros; diag - 

1 16732; AW1 52225; Hs.165909; ESTs, Weakly similar to 138022; colon; diag 

116787; AW362955; Hs^56547; Homo sapiens cDNA FU14415 fis; pros, breast, colon, pros; mAb 

116962; H79677; ; gb:yu76g10.s1 Scares fetal Gv; pros; (Bag 

117027; AW085208; Hs.130093; ESTs; breastjdiag 

117280; M18217; Hs. 172129; Homo sapiens cDNA: FU21409S; breast, colon, pros; diag 
1 17284; AK001701; Hs.183779; Homo sapiens cDNA FU10590 fis; pros; diag 
1 17320; AB024937; Hs.21 1092; LUNX proton; PLUNC (palate he hmg; mAb+diag 
1 17367; AI041793; Hs.42502; ESTs; breast ; diag 

117412; N32536; Hs.42645; solute carrier family 16 (mono; breast ovar ; mAtHSjn. 

117425; AK000028; Hs.356100; ribosomal protein S24; pros; diag 

117563; AF055634; Hs.44553; imc5 (Cetegans homolog) c; leuk ; diag 

1 17602; N35020; Hs.44685; C3HC44ika zinc finger protein; EWS; CTL+s.m. 

117921; AA021459; Hs.306480; Homo sapiens mRNA; cDNA OKFZp7; pros ; diag 

117984; AF189723; Hs.1 06778; ATPase, Ca++ transporting, typ; pros, breast colon; mAb 

118049; N53145; ; gb.-yv55f09.s1 Soares fetal Rv; pros; diag 

118314; N48580; Hs.46692; ESTs; Wad,!ung;diag 

118336; BE327311; Hs.47166; HT021; breast, ovar, blad, pros; CTUs.m. 

118368; N64339; Hs.48956; gap junction protein, beta 6 (; tung, Wad; mAb 

118417; AF080229; ; gbiHuman endogenous retrovirus; pros; s.m. 

1 18472; AL1 57545; Hs.173179; bromodomain and PHD finger con; breast diag 

118511; N75620; Hs.43157; ESTs; angio; diag 

118901; AW292577; Hs.94445; ESTs; breast crag 

118905; AW973708; Hs.201 925; Homo sapiens cONA FU13446 fis; breast diag 

119018; AA631143; Hs.278695; Homo sapiens prostein mRNA, co; pros, pros; diag 

119036; R95872; Hs.117572; chemokine binding protein 2; breast ovar; mAb 

119073; BE24536Q; Hs.45514; v-ets erythroblastosis virus E; angio, pros; CTL«s.m. 

119082; AF252297; Hs.91546; cytochrome P450 retinoid rnetab; EWS; deg 

119126; R45175; Hs.117183; ESTs; pros, breast colon; diag 

119279; N57568; Hs.46028; EST; breast diag 

119307; BE048Q61; Hs.37054; ephrin-A3; colon, breast rnAb*diag 

119478; AI624342; Hs.1 79082; ESTs; breast (fiag 

119617; AA516531; Hs. 55999; NKhomeobox(Drosopr«Hfen* pros; drag 

119743; AA947552; Hs.58086; branched chain aminotransferas; ovar; sjtl 

119771; AI905687; Hs.348419; AI905687:IL-BT09S.190199-019 B; breast diag 

119780; NNL016625; Hs.191381; hypothetical protein; ovar, hmg; CTL+sjtl 

119789; BE393948; Hs.509t5; kaHikrein 5; ovar, (flag 

119845; W79123; Hs.58561; G protein-coupled receptor 87; lung, Wad, headnk, cerv; mAb+sm 

119940; AU)50097; Hs.272531; DKFZP586B0319 protein; pros; (Sag 

120104; AK000123; Hs.180479; hypothefical protein FU20116; colon, lung; diag 

120132; W57554; Hs.1 25019; lymphoid nuclear protein (LAF-; pros, breast diag 

120147; AI9171 1 6; Hs.346941; hemoglobin, beta; EWS; diag 
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120206; H26735; Hs.91 668; Homo sapiens clone PP1 498 unkn; breast ; mAb 
120242; AW969587; Hs.86366; ESTs; Wad; diag 
120328; AA923278; Hs.290905; ESTs, Weakly similar to protea; pros; s xn. 
120438; AW01 5242; Hs.99488; ESTs, Weakly similar to YK54JT; ovan diag 
5 120471; AA251944;Hs.104058;CO-29 protein; colon; diag 

120486; AW368377; Hs.137569; tumor protein 63 kDawilh stro; rung. Wad, headnk; diag 
120588; AA703226; Hs.16193; Homo sapiens mRNA; cDNA DKFZpS; pros; diag 
120624; AW407987; Hs.173518; Kinase phosphoprotein homdog; breast; sxn. 
120830; AI568170; Hs.96886; ESTs; EWS; diag 
10 120977; AA398155; Hs.97600; ESTs; breast, war, diag 

1 21027; A1572490; Ks.99785; Homo sapiens cONA: FU21245 fi; blad; mAb 
121231; AA814948; Hs.95343; ESTs, WeaWy similar to ALUCLH; EWS; cfiag 
121335; AA404418; ; gfezw37e02*1 Soaresjotaljet angio; diag 
121362; AF050147; Hs.97932; chondrornoduiin ! precurson EWS; mAb . 
1 5 121457; W07404; Hs.102558; hypothetical protein FU22055; colon; diag 

121619; AA528339; Hs.178062; ESTs. Weakly similar to phosph; EWS; sm 
121710; AF163474; Hs.96744; prostate androgen-regulated tn pros; diag 
121721; AL047051; Hs.1 99961 ; ESTs, WeaWy similar to ALU7.H; pros; diag 
121723; AA243499; Hs.104800; hypothetical protein FU10134; breast; diag 
20 121748; BE536911;Hs.234545;hyC45metical protein NUF2R; breast; diag 
121779; AW513143; Hs.98367; SRY (sex determining region Y); ovan diag 
121791; AA815378; Hs.293317; ESTs, Weakly simHar to GGC1 _H; blad, headnk, lung, ovar, mAb+CTL 
121792; AW969726; Hs.98381; ESTs. WeaWy similar to serine; EWS; diag 
121913; AI249368; Hs.98558; ESTs; protease inhibitor 15 (; breast, pros; s.m 
25 121920; AA428300; ; gbzwl 8b02.s1 Soares ovary turn; ovar, uter, cerv; diag 

122041; AA677577; Hs.380213; Homo sapiens Chromosome 16 BAG; pros; diag 
122520; AW951324; Hs.173609; pregnancy specific beta-1-gryc; colon; diag 
122797; AJ251027; Hs.99526; odorant-blndmg protein 2B (OB; breast diag 
122802; A1687303; Hs.285529; G protein-coupled receptor 49; ovar, uter; mAb+sjn. 
30 122969; AW821252; Hs. 104336; hypothetical protein; ovar; diag 

123005; AW369771; Hs.367688; tntegrin, beta 8; ovar, lung, headnk, glio; mAb+s.m. 
123044; AK001035; Hs.130881; &cel! CLL/lymphoma 11A (zinc ; tung; diag 
123137; AI073913; Hs.100686; ESTs, Weakly similar to JE0350; breast, colon, ovar, uter, lung, stom; diag 
123158; AF161426; Hs.218329; hypothetical protein; breast; diag 
35 123160; AA488687; Hs.284235; ESTs, Weakly similar to I38022; lung; diag 

123169; A1950087; Hs.369628; gbwq0Sc02j(1 NCI_CGAP_Kid12 H; ovan diag 
1 23209; AW968543; Hs.203270; ESTs, WeaWy similar to ALU1..H; pros; diag 
123308; C14187; Hs.157208; ESTs; EWS; diag 
123339; AW188464; Hs.101515; ESTs; ovar, diag 
40 123475; BE439553; Hs.12329; Homo sapiens, clone IMAGE:4098; pros; diag 
123494; AW179019; Hs.1 12110; mitochondria! ribosomat protei; ovar; diag 
123520; AA608550; ; gb:ae53d12^1 Stratsgene lung ; pros; sm 
123533; AA608751; ; gb:ae56h07.s1 Stratagene lung ; colon; diag 
. . 123519; AA602964; Hs.366318; gb:no97cOZs1 Na_CGAP_Pr2 Horn; breast; CU+sm 
45 123689; AA399323; Hs. 2851 30; Homo sapiens pinch-2 protein m; ovar; diag 
123709; AA706910; Hs.112742; ESTs; breast; diag 
123829; AF251237; Hs.112208; XAGE-1 protein; lung, blad, test; CTL 
123972; T46848; Hs.70337; tmrrumogtoburm superfamHy, me; ovar; diag 
_ rt 124006; AJ147155; Hs.279727; ESTs; homologue of PEM-3 [Don; breast, angio, lung, ovar, EWS; diag 
50 124059; BE387335; H*283713; ESTs, WeaMy sim3ar to S64D54; breast, colon, blad, lung; CTbxfiag 
124153; AU077333; Hs.1 60483; erythrocyte membrane protein b; pros; mAb 
124352; AA640891; Hs.102406; ESTs; breast, pros, ovar, lung; diag 
124526; N62096; Hs.293185; ESTs. Weakly similar to JC7328; pros; mAb+sjn. 
124579; AI693815; Hs.127179; cryptic gene; pane; diag 
5 5 124777; R41933; Hs.140237; ESTs, WeaWy similar to ALU1.H; pros, breast diag 
125103; AA570056; Hs.122730; ESTs. Moderately similar to W; colon; mAb 
125154; W38419; ; gbzc78af)7.s1 Pancreatic Islet ovan diag 
125250; W26524; Hs.356686; protein phosphatase 4 regulato; ovar; CTl+sjn. 
125266; W90022; Hs.186809; ESTs, Highly similar to LCR.H; angio; diag 
60 125453; BE3B5523; Hs.18048; melanoma antigen, family A, 10; blad; mAb+CTL 
125666; AL390172; Hs.317432; Homo sapiens cDNA: FU21270 fi; ovar; diag 
125770; AA143045; Hs.81665; v-kit Hardy-Zuckerman 4 feline; EWS; diag 
125976; AA436760; Hs.35552; gbzv57d1 1.r1 Soaresjotaljet pros; diag 
126399; AA088767; Hs.83883; transmembrane, prostate androg; pane; mAb+sm 
65 126645; AA3161 81; Hs.61635; six transmembrane epiflieTtal a; pros, breast, lung, pane, headnk. EWS; mAb+CTL 
126758; AI559444; Hs.104679; ESTs; pros, breast mAb 
126799; AW753865; Hs.74376; olractomedin related ER tocafi; EWS; diag 
126872; AW450979; ; gb:UW«Ma-a-12-0-UU1 N; blad; diag 
126892; AF 121 856; Hs^84291; sorting nexm 6; ovan <fiag 
70 126960; AL390172; Hs^ 17432; branched chain arnmotransferas; ovan sjn. 
126966; R38438; Hs.118747; solute carrier family 15 (H+/p; pros; mAb 
127003; AW816515; Hs.173540; ATPase, Class V, type 10O; pros; mAb 
127221; BE062109; Hs.241551; chloride channel, calcium acfi; hing, blad, headnk, cerv; mAb+s.m. 
127240; AJ005683; Hs.86998; nuclear factor of activated Ts pros; CTL+sm 
75 1 27425; AF183810; Hs.26102; trtchorhinophalangeal syndrome; breast mAb 

127479; D31152; Hs.179729; collagen, type X, alpha 1 (Sen; breast lung, headnk. pane; diag 
127537; AI926047; Hs.162859; ESTs; pros; diag 
127664; AA806164; Hs.116502; ESTs; EWS; diag 
— 128046; AA873285; Hs.357313; gb»h68h05,s1 NO_CGAP_Kid5 Ho; pros, breast colon; diag 
oO 128305; AI954968; Hs.365706; matrix GJa protein; breast diag 
128478; AA708205; Hs.100343; ESTs; EWS; CTL+sm 
128516; BE395085; Hs.334762; type 1 transmembrane protein F; pane; mAb 
128595; U31875; Hs.272499; short-chain alcohol dehydrogen; blad. breast CTX+sjn. 
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128610; N48373; Hs.10247; activated leucocyte cell adhes; breast, pros, lung, ovar, diag 
128734; AB008390; Hs.104570; kallikrein 8 (neurapsin/ovasin; ovar, dag ' 
128790; AF026692; Hs.105700; secreted mzzletkelated prot breast colon, pros, ovar, uter, pane; diag 
128797; NM 002975; Hs.105927; stem cell growth factor; lymph; EWS, leuk; diag 
5 128854; BE159181; Hs.168232; hypothetical protein RJ13B55; breast diag 
128925; R67419; Hs.21851; Homo sapiens cONA FU12900 fis; breast; diag 
128949; AA009647; Hs.352537; a disintegrin and metafioprote; breast, ovar, headnk, pane. mAb«diag+sm 
128959; Z42047; Hs.107479; Homo sapiens PR02751 mRNA. com; pros; diag 
. _ 129041; BE382756; Hs.169902; solute carrier family 2 (facfl; hmg, Wad; mAb*s.m. 
1 0 129097; BE243933; Hs.108642; zinc linger protein 22 (KOX 15; ovar, CTL«s.m. 

129099; AF145074; Hs.108660; ATP-binding cassette, sub-fami; lung, Wad. headnk ; mAb*s.m. 
1291B4; AW161450; Hs.109201; CGI-86 protein; pros; mAb 
129260; AF077200; Hs.279813; hypothetical protein; colon; diag 
129284; AA318224; Hs.296141; ESTs; colon; diag 
1 5 129352; U30246; Hs.110736; sohite earner family 12 (so*; colon, breast, pros; mAb 
129366; BE220806; Hs. 184697; Homo sapiens done 23785 mRNA ; breast diag 
129389; NMJT12445; Hs.288126; spondin 2, extracellular matri; coton, pros; diag 
129404; A1267700; Hs.351201; ESTs; pros, ovar, lung, Wad, headnk, pane; diag 
129466; L42583; Hs.334309; keratin 6A; lung, blad; diag 
20 129482; AA188185; Hs.289043; spindTin; breast diag 

129534; AK002126; Hs.11260; hypothetical protein FU11264; pros; diag 
129571 ; X51630; Hs.1 145; Wilms tumor 1 ; ovar, CTl-»sjn. 
129605; AF061812; Hs.1 15947; keratin 16 (focal non-epidemra; lung, Wad, headnk; diag 
129620; D79338; Hs.239720; CCR4-NOT transcripflon complex; breast, angio; diag 
25 129628; U3B945; Hs.1 174; cycEn-dependent kinase inhibr; lung, Wad, ovar, headnk; s.m 
129650; AF109298; Hs.1 18258; prostate cancer associated pro; pros, EWS; diag 
129689; AW748482; Hs.77873; B7 homolog 3; breast diag 
129703; BE388665; Hs.179999; Homo sapiens, clone 1MAGE.3457; EWS, leuk; diag 
129720; AA156214; Hs.12152; APMCF1 protein; breast diag 
30 129750; AF056085; Hs.198612; G protein-coupled receptor 51; angio, blad; mAb*sjn. 
129869; AI222069; Hs.13015; hypothetical protein similar t breast diag 
129912; AF1 55096; Hs.107213; hypothetical protein FU20585; ovar; CTL»s.m. 
129936; AJ250717; Hs,1355; cathepsin E; blad; simdiag 
129953; AA412195; Hs. 13740; ESTs; breast; diag 
3 5 129977; NMJM0399; Hs.1395; early growth response 2 (Krox-; EWS; CTl*s.m. 
130010; AA301116; Hs.142838; nucleolar phosphoprotetn Nopp3; ovar. dag 
130057; AF027153; Hs.324787; solute carrier family 5 (inosi; breast mAb 
130095; AK001635; Hs.14838; hypothetical protein FU10773; breast diag 
130155; AA101043; Hs.151254; kalOkretn 7 (diymotrypSc, st ovar diag 
40 130181; AF052119; Hs.1 51 608; Homo sapiens clone 23622 mRNA; pros; diag 
130184; H58306; Hs.15165; refinoic acid induced 14; angio; diag 
130262; D63216; Hs.153684; mzzted-related protein; pane, EWS, stom, renal; (flag 
130343; AB040914; Hs.278628; KIAA1481 protein; breast diag 
130376; R40873; Hs.155174; COC5 (eel) division cycle 5, S; ovar; CTh^rn. 
45 130385; AW067800; Hs.1 55223; startmocaWn 2; breast lung; mAb^iag 
130455; D90041; Hs.155956; N-acetyltransrerase 1 (arytami; breast s.m. 
130511; 132137; Hs.1584; cartilage cfigomeric matrix pr, breast ovar; (Sag 
130558; BE564937; Hs.15984; pp21 homotag; pros; CTL^sjn. 
130577; M69241; Hs.162; insulin-like growth factor Wn; ovar; diag 
50 130604; AA383256; Hs.1657; estrogen receptor 1; breast mAb^jn. 

130627; BE003054; Hs.1695; matrix metalloproteinase 12 (m; lung, colon, blad. headnk. ovar, pane; mAb+diag^m 
130637; AA356764; Hs.17109; Integral membrane protein 2A; EWS; mAb+s.m. 
130648; A1458165; Hs.1 7296; hypothetical protein MGC2376; colon; diag 
130667; BE246961; Hs.17639; Homo sapiens ubiquiBn protein; breast sjn. 
5 5 130690; AB006625; Hs.139033; paternally expressed 3; ovar; diag 

130714; AI348274; Hs.1 8212; DMA segment on chromosome X (u; breast diag 
130760; AW379130; Hs.18953; phosphodiesterase 9A; pros; CTL«s.m. 
130800; AJ187292; Hs.19574; hypothetical protein MGC5469; colon, lung; diag 
130839; AB011169; Hs380875; similar to S. cerevisiaa SSM4; angio; diag 
60 130844; U76248; Hs.20191; seven m absentia (Drosophtla); breast diag 

130892; AL120837; Hs.20993; higlvglucose-regulated protein; breast CTL*s.m. 
130941; NM_000869; Hs.2142; S^Tydroxytryptamine (serotonin; ovar, mAb 
130967; AA393071; Hs.182579; leucine aminopepfidase; ovar, sjn. 
. _ 130972; D818S6; Hs.374468; Homo sapiens mRNA; cONA DKFZpS; angio; (flag 
65 • 130987; BE613269; Hs.21893; riypoftetfcal protein DKFZp761N; coton; diag 

. 131046; AA321649; Hs.2248; small Inducible cytokine subfa; breast lung, blad, ovar, fibre; diag 
131080; NMJJ01955; Hs^271;endothe5n 1; angio; diag 
131083; Y09763; Hs.22785; gamma^aminobutyric acid (GABA); pros; mAb 
131148; AW953575; Hs^03125; p534nduced protein RGPC1; breast colon, angio; diag 
70 131216; AI815486; Hs^43901; Homo sapiens cDNA FU20738 fis; colon, breast diag 
131228; AW207469; Hs.24485; chondroitm sulfate proteoglyc; ovar; diag 
131244; Al 638429; Hs.24763; RAN binding protein 1; lung, Wad, headnk; CTL-^jn. 
131288; AA278482; Hs.25328; ESTs, Moderately similar to AL; pros; diag 
_ _ 131 289; AA296696; Hs.333418; FXYD domain-containing ion tra; coton; diag 
75 131307; NM_000025; Hs.2549; adrenergjc, betaS-. receptor; EWS; mAb 
131313; R96290; Hs.75874; ribosomal protein L44; EWS; diag 
131492; AI452601; Hs.288869; nuclear receptor subfamily 2, ; pros; mAb+sjn. 
131544; AL355715; Hs.28555; programmed cell death 9 (PDCD9; breast diag 
0 _ 131559; AL078599; Hs.10784; hypothetical protein FU20037; breast diag 
80 131564; T93500; HsJ28792; Homo sapiens cDNAFUl 1041 fis; breast diag 
131603; X81334; Hs.2936; matrix metafloprotelnase 13 (c; blad; sm 
131643; AW410601; Hs.30026; HSPC182 protein; breast diag 
131739; AF017986; Hs.31386; secreted mzzted-related prot breast mAb*€.m. 
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131817; U20536; Hs.3280; caspase 6. apoptosis-related c; fibro, breast, cerv. lung, Wad, pane, glio; s.m. 
131885; BE502341 ; Hs.3402; ESTs; breast; diag 
131919; T15B03; Hs.272458; protein phosphatase 3 {formed; pros, breast; s.m. 
131925; AF1 51048; Hs.183180; anaphase promoting complex sub; breast; diag 
5 131965; W79283; Hs.35962; ESTs; lung, ovar diag 

131985; AA503020; Hs.36563; hypothetical protein OJ22418; breast, cvan diag 
132050; AI267615; Hs.38022; ESTs; angio; diag 
132173; X89426; Hs.41716; endothelial cell-specific mole; angio; diag 
132180; NMJJ04460; Hs.418; fibroblast activation protein.; colon, pane, esoph; mAb 
1 0 132191; AA507576; Hs.288361; Homo sapiens cDNA: OJ22696 fi; ovar, dag 
132349; AW975654; Hs. 181 286; serine protease inhibitor. Kaz; pros, blad; s.m. 
132354; BE185289; Hs.1076; smafl proltne-rich protein 1B ; lung; diag 
132358; NMJXJ3542; Hs.46423; H4 historic family, member G; pros; CTL«SJn. 
132371; AA235448; Hs.222088; PRO2000 protein; breast diag 
1 5 132454; BE296227; Hs.250822; sertne/threonine kinase 15; Wad, breast; sjn. 
132490; NM.001290; Hs.4980; UM domain binding 2; angio; diag 
132520; AA257992; Hs.50551; Janus kinase 1 (a protein tyro; EWS; s.ra 
132528; T78736; Hs£075B; SMC4 (structural maintenance o; ovar, CTl+sjn. 
132543; BE568452; Hs.344037; protein regulator of cytokines; cotan, lung; diag 
20 132572; AI929S59; Hs.237825; signal recognifion particle 72; ovar; diag 

132592; AW803564; Hs.288850; Homo sapiens cDNA: FU22528 fi; colon; diag 
132624; AA326108; Hs.33829; bHLH protein OEC2; ovar; diag 
132632; AU076916; Hs.5398; guanine monphosphate synthetas; ovar, lung; s.m. 
132669; W38586; Hs.380933; guanine nucleotide binding pro; colon; diag 
25 132710; W74001; Hs.55279; serine (or cysteine) proteinas; lung, blad, colon, headnk; diag 
13Z725; NM.006276; Hs.184167; splicing factor, argmlne/seri; ovar; CTL«s.m. 
132767; BE182592; Hs.11261; small profine-rich protein 2A; lung; diag 
132791; AB029551; Hs.7910; RING1 and YY1 binding protein; pros; CTL+s.m. 
132837; AA370362; Hs.57958; EGF-TM74atrophnin-related pr; angio; diag 
3 0 132856; NMJJ01448; Hs.58367; glyplcan 4; breast, colon, pros; mAb 

132888; NM_005476; Hs.5920; UDP-N-acety^ucosamine-2-epim; pros; s.m. 
132902; AI936442; Hs.59838; hypothetical protein RJ10808; colon; drag 
132939; AB009284; Hs.61 152; exostoses {mulGp!e)-like 2; ovar; (flag 
132964; A1362575; Hs.303171; ESTs; pros; diag 
35 132967; AA316181; Hs.61635; six transmembrane epithelial a; pros, pros; mAb+CTL 
132990; X77343; Hs.334334; transcription factor AP-2 alph; breast, lung; CTL*5jn. 
132994; AA112748; Hs.279905; clone HQ0310 PROO310p1; colon, breast; sm 
133006; AW978436; Hs.62515; WAA0494 gene product colon; diag 
133015; AJ002744; Hs.246315; UrP-W^cet^l-alpha-D^alactxa; breast colon, pros; s.m. 
40 133016; AI439688; Hs.6289; hypothetical protein RJ20886; breast; diag 

133061; A1186431; Hs.296638; prostate differentlafion facto; angio. pros, blad; diag 
133083; AI654133; Hs.356247; thyroid receptor interacting p- pros; mAb+sjn. 
133070; U92649; Hs.380136; a disintegrin and metaltoprote; leuk; diag 
133179; U81599; Hs.66731; homeo box B13; pros; CTL*sm 
45 133199; AF231981; Hs.250175; homolog of yeast long chain po; breast angio; CTL+s.m. 
133260; AA403045; Hs.6906; Homo sapiens cDMA: FU23197 ft angio; diag 
133272; NM.00Z776; Hs.69423; kalHkretn 10; colon, ovar; diag 
133314; M1 02670; Hs.70725; gamma-aminobutyric acid (GABA); breast pane; mAb 
133321; T79526; Hs.179516; integral type t protein; breast diag 
50 133391; AW103364; Hs.727; rnhftrin, beta A (acfivin A, ac; breast Nad, lung; dtag 
133415; X69699; Hs.73149; paired box gene 8; ovar; CTL 
133477; AW502935; Hs.740; PTK2 protein tyrosine kinase 2; breast sjn. 
133579; X75346; Hs .75074; mttogen-acGvated protein kina; pros; diag 
133626; AW836130; Hs.75277; hypothetical protein HJ13910; pros; diag 
55 133736; D49958; Hs.75819; glycoprotein M6A; pros; mAb 

133829; AW630088; Hs.76550; Homo sapiens mRNA; cDNA DKFZpS; ovar; diag 
133860; S78296; Hs.76888; hypothetical protein MGC12702; blad; dbg 
133944; AW068579; Hs.7780; Homo sapiens mRNA; cDNA DKFZp5; pros; diag 
133975; C18356; Hs.295944; tissue factor pathway mhibito; angio, pane; CTL-Kfiag 
60 133976; AI908165; Hs.169946; GATWrinding protein 3 (T-cefl; breast blad; mAlnsja 
134100; AA460085; Hs.171075; repficafion factor C (acCvato; pros; diag 
1341 10; U41060; Hs.79136; UV-1 protein, estrogen regula; breast blad, ovar, pros; mAb 
134169; A1690916; Hs.178137; transducer of ERBB2, 1; breast CTL*.m. 
134219; NML000402; Hs.80206; glucose-6-phosphate dehydrogen; breast sjn. 
65 134319; BE304999; Hs.285754; fumarate hydratase; colon; sm 

134326; AW903838; Hs.81800; chondroifin sulfate proteoglyc; ovar, breast pane, lung; diag 
134348; AW291946; Hs.82065; interleukin 6 signal transduce; breast mAb*sm 
134374; N22687; Hs.8236; ESTs; pros; diag 
134390; R35528; Hs.8258; DKFZP434D1 335 protein; pros; CTL*sjn. 
70 134401; AI916662; Hsl21 1577; klnectjn 1 (kinesin receptor); pros, breast mAtHSjn. 

134405; AW067903; Hs.82772; collagen, type XI, alpha 1; breast king, ovar, headnk; CTL 
134470; X54942; Hs.8375B; COC28 protein kinase Z lung. blad. headnk; sm 
134520; BE091005; Hs.349506; activated RNA polymerase U tr, ovan sm 
134529; AW411479; Hs.848; FK5C6-binding protein 4 (59kD); breast drag 
75 134570; U66615; Hs.172280; SWl/SNF related, matrix assocl; EWS; CTL^m. 
134654; AK001741; Hs.8739; hypothetical protein FU10879; breast; diag 
134666; BE391929; Hs.8752; transmembrane protein 4; breast mAb+sm 
134691 ; AW382987; Hs.88474; prostaglandln-ertdoperoxide syn; ovar; sjn. 
134727; X80507; Hs.84520; yes-associated protein 65 kOa; blad; diag 
80 134731; 089377; Hs.89404; msh (OrosophHa) homeo box horn; blad; sm 
134786; T29618; Hs.89640; TEK lyrosine kinase. endolheH; angio; sjn. 
134824; S78723; Hs.298623; 5-rrydracytryptamine (serotonin; blad; mAb 
134856; BE281128; Hs.9030; TONDU; blad; CTL«s.m. 
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134868; AB02D689; Hs.90419; KIAA0882 protein; breast diag 

134924; BE294029; Hs.279903; Ras homolog enriched in brain ; breast; mAb 

134972; AL033527; Hs.1 69252; v-myc avian myetocytomatosis v; ovar; CTL-^.m. 

134975; R50333; Hs.92186; Leman coiled-coil protein; breast; diag 

134989; AW968058; Hs.92381 ; nudbc (nucleoside diphosphate ; colon; diag 

135073; W55956; Hs.94030; Homo sapiens mRNA; cDNA DKFZp5; angio; diag 

1351 17; W52493; Hs.94694; Homo sapiens cDNA FU10561 fis; breast diag 

135166; AA135867; Hs.280858; ESTs, Kghly similar to A35661; pros; diag 

135235; AW298244; Hs.266195; ESTs; angio; diag 

135242; AI583187; Hs.9700; cyclin E1 ; ovar, CTL«s.m. 

135243; BE463721; Hs.97101; putative G protebvcoupled req colon; mAtHS.m. 

135255; Y13645; Hs.97234; uroplaHn 2; Wad; mAb 

135309; AI564123; Hs.355689; ADP-nbosylation factor-fike 5; pros; diag 

135315; H81 136; Hs.334604; Homo sapiens mRNA for KIAA1 870; pros; diag 

135389; U05237; Hs.99872; fetal Alzheimer antigen; pros, breast, colon; CTL+sm 

135400; X78592; Hs.99915; androgen receptor (dftydrotest pros; mAb+s.m. 

300254; AW183618; Hs.55610; solute carrier family 30 (zinc; pros, breast mAtHsm 

300256; AW591433; Hs. 298241; Transmembrane protease, serine; breast colon, hing, ovar; mAb+diag^jn. 

300318; AW444502; Hs. 256982; ESTs, Weakly slmHar to r£L1_H; angio; CTbKliag 

300605; AI218847; Hs. 152670; ESTs; pros; diag 

300921; AF 146747; Hs.232165; polycythemia rubra vera 1; cet pros; mAb+sjn. 

300923; AW136372; Hs.1852; acid phosphatase, prostate; pros; s.m. 

301042; AI659131; Hs.366053; hypotheficaJ protein MGC2B49; pros; mAb 

301043; A11 60316; Hs.149155; voltage-dependent anion channe; pros; mAb+sjn. 

301050; AW136973; Hs.362915; ESTs. WeaWy similar to S69890; colon, lung; CTL-»s.m. 

301341; AA887801; Hs.208229; G protein-coupled receptor; breast lung; mAb+s.m. 

302001; AB02071 1; Hs.374965; WAA0904 protein; breast ; CTb*.ra 

302005; BE252922; Hs.123119; MAO (mothers against decapenta; pros; diag 

302067; BE542706; Hs.222399; CEGP1 protein; breast diag 

302167; NMJJ06227; Hs.283007; phospholipid transfer protein; pros; mAb 

302225; NMJJ07231; Hs.162211; solute carrier family 6 (neuro; pane, mAb+s.m. 

302276; AW057736; Hs.323910; HER2 receptor tyrosine kinase ; breast mAb+sjn. 

302290; AA179949; Hs.175563; Homo sapiens mRNA; cDNA DKFZp5; pros, breast diag 

302372; AL1 17406; Hs.335B91; ATP-binding cassette transport breast pros ; mAtus.m. 

302384; A1678059; Hs.202676; synaptonemal complex protein 2; breast, cerv; diag 

302410; NM.004917; Hs.218366; kallikrein4 (prostase, enamel; pros; diag 

302468; AL133561; Hs.380155; DKFZP434B061 protein; pros; diag 

302562; BE149762; Hs.48956; gap junction protein, beta 6 C rung, blad; mAb 

302881; AAS08353; Hs.105314; retaxin 1 (H1); pros; diag 

303295; AA205625; Hs.208067; ESTs; Wad; diag 

303380; AW962764; Hs.303171; olfactory receptor, family 51,; pros; mAb 

303506; AA340605; Hs.105887; ESTs, Weakly similar to Homolo; pros, breast colon ; diag 

303699; BE143707; Hs.19525; hypothetical protein FU22794; pros; diag 

303753; AW503733; Hs.9414; K1AA1488 protein; pros, breast colon; CTL+s.m. 

305503; AA759177; Hs.298148; ESTs, Weakly similar to WAA05; pros; diag 

306273; AA936290; ; glxon70a0U1 Soares_NFU_T_GBC; pros; diag 

306676; AI005603; ; gb:ov15c10.s1 NCI_CGAP_GC3 Horn; lung; diag 

306840; AI077477; Hs.307912; ESTs; angio; diag 

3091 77; AI951 118; Hs.326736; Homo sapiens breast cancer ant breast pros; mAb+CTL 
309583; AW170035; Hs.326736; Homo sapiens breast cancer ant breast mAb+CTL 
309931; AW341683; Hs.343663; gtr.hd13d01 jc1 Soares_NFULG8C; lung; mAb 
310382; AI734009; Hs.127699; WAA1603 protein; pros; diag 
310431; A1420227; Hs.366053; ESTs, WeaWy similar to A46010; pros; diag 
310573; AW292180; Hs.156142; ESTs; pros; diag 
310636; AI814373; Hs.164175; ESTs; lung; diag 
310781; A1380797; Hs.158992; ESTs; breast; diag 
310955; AI476732; Hs.263912; ESTs; breast angio; diag 
31 1034; BE567130; Hs.31 1389; ESTs, Highly similar to NKGDJi; lung; mAt«jn. 
311166; AI821 005; Ks.118599; Intron ot BFF9 (GDNFRa).; breast ; (Bag 
311251; A1655662; Hs.197698; ESTs; pros; diag 
311557; AF200492; Hs.211238; inlerleukin-1 homolog 1; lung; diag 
311596; AI682088; Hs.79375; single-minded (Drosophlla) horn; pros; CTL 
311630; AI915444; Hs.372037; ESTs; coton. Wad, lung, ovar, pane, headnk; mAb+diag+s.m. 
31 1877; AA084248; Hs. 372651; G proteifrcoupled receptor 39; ovar, angio, gfioc mAb+s.m. 
- 311911; R19175;Hs,169793;ribcsoma! protein 132; pros; diag 
311928; T62216; Hs.378028; ESTs; pros; (flag 
3121B2; T94344; Hs.326263; ESTs; pros; diag 
312252; A1128388; Hs.143655; ESTs; Wad; diag 
312319; AA906997; Hs. 180780; TERA protein; colon; CTL*s.m. 
312521; A1263307; Hs.356901 ; H2B histone famfly, member L; pros, breast tung; diag 
312544; AA51 6420; Hs.352340; ESTs, Weakly similar to 138022; breast diag 
312742; A1650363; Hs.1 16462; ESTs; coton; diag 
312795; AW975014; Hs.26; ferrochdatase (protorjorphyria; pros; s.m. 
312857; BE08386B; Hs.1 26914; KIAA1430 protein; colon, pros; CTL+s.m. 
31 2922; AA329256; Hs.378739; ESTs, Moderately similar to at; pros; diag 
313328; AW44921 1; Hs.105445; GDNF family receptor alpha 1; breast ; mAb^m. 
313513; AW298600; Hs.64313; ESTs, WeaWy similar to S59501; angio; mAb*SJn. 
313556; AA628517; Hs.118502; ESTs; angio; diag 
313665; AW751201; Hs.120932; ESTs; angio; (flag 
313774; AI916058; Hs.144583; ESTs; colon; CTL 
313915; C18883; Hs.163443; intron of periostin (OSF-2os); breast diag 
313978; AI870175; Hs.13957; ESTs; angio; diag 
314078; AW129357; Hs.329700; ESTs; breast diag 
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314097; AA648744; Hs.269493; ESTs; breast diag 
314121; AI732083; Hs.187619; ESTs; pros, breast ; diag 
314171; AI821895; Hs.1 83481; ESTs; pros; diag 

31 4506; AA833655; Hs.206868; Homo sapiens cDNA FU14056 fe; breast diag 
5 314547; AA399272; Hs.144341; ESTs; breast ; diag 

314558; A1873274; Hs.37028O; ESTs; breast pros; diag 

314589; AK001432; Hs.153408; Homo sapiens cDNA FU10570 lis; lung. Wad; diag 

314691; AW207206; Hs.356962; ESTs; breast pros; diag 

314785; A1538226; Hs.32976; guanine nucleotide binding pro; colon, pros; diag 
1 U 314907; AW971 082; Hs.222886; ESTs, Weakly similar to TRHY_H; pros; diag 

315006; AI538613; Hs.298241; Transmembrane protease, serine; breast colon, lung, ovar; mAb+diag+s.ra 

315033; AI493046; Hs, 1461 33; ESTs; colon; diag 

315051; AW292425; Hs.163484; ESTs; breast pros, Wad; diag 
, _ 315052; AA876910; Hs.134427; ESTs; pros, breast ; diag 
1 D 315196; AI367347; Hs.44898; Homo sapiens clone TCCCTA00151; breast diag 

315368; AB037745; Hs.104696; WAA1324 protein; pros; diag 

315408; AW273261; Hs.216292; ESTs; pros; (Sag 

315634; AA837085; Hs.372254; ESTs; breast pros; diag 

315720; AA292998; Hs.163900; ESTs; blad; diag 
2U 31 6177; AI904982; Hs.293102; downstream of breast cancer an; breast mAb+CTL 

316442; AA760894; Hs.125350; ESTs; pros; diag 

3165B0; AA938198; Hs.146123; poly(A) polymerase gamma; breast angio; sjn. 

316886; AA836331; Hs.170261; ESTs; breast ; diag 
0 _ 316943; AW014875; Hs.137007; ESTs; blad; diag 
15 317079; BE159984; Hs.125395; ESTs; Wad; mAb«s.m. 

317140; AA885430; Hs.201925; Homo sapiens cDNA FU13446 fis; breast diag 

317224; X73608; Hs.93029; sparc/osteonectin, cwcv and ka; pros, angio; diag 

317548; BE568568; Hs.159066; ESTs; pros; CTL*sjn. 

317803; AW664964; Hs.128899; ESTs; breast lung, ovar, pros; mAb+s.m. 
JU 317881; AI827248; Hs.224398; Homo sapiens cDNA FU11469fe; breast, lung ; diag 

318240; AI085377; Hs.143610; ESTs; lung; diag 

318524; AK001050; Hs.1S9066; hypothetical protein FU10188; pros, colon; CTl+sm 

318532; AW139377; Hs.127179; cryptic gene; pane; diag 
^ 318744; AI793124; Hs.144479; ESTs; breast diag 

318754; W21423; Hs.44222; CGI-90 protein; pros; diag 

319080; AW967646; Hs.23023; ESTs; pros; diag 

319795; AB037821; Hs.146858; protocadherin 10; pros, glio; mAb+s.m. 

320066; BE305242; Hs.16098; claudin % colon, pane; diag 

320167; AA984373; Hs.90790; Homo sapiens cDNA: FU22930 ft breast pros; diag 
4U . 320203; AL049227; Hs.124776; downstream ofcadherin 6 (by 3; renal, war; mAb*sjn. 

320211; AL039402; Hs.125783; OEME-6 protein; breast pros; CTL 

320322; AF077374; Hs.139322; small proKne-rich protein 3; lung; diag 

320324; AF071 202; Hs.139336; ATP-bincfing cassette, sub-femi; pros; mAb 

320561; AF085808; Hs.159330; uroplakin 3; pros, biad; diag 
43 320590; U6705B; Hs.154299; Human proteinase acSvated rec; pros; mAb*sm 

320635; N50617; Hs.80506; small nuclear ribonudeoprotei; angio lung; diag 

320736; AA315361; Hs.170195; bone morphogenefic protein 7 (; ovar, mAb+diag 

320796; AK001541; Hs.31218; secretory carrier membrane pro; pros, colon ; diag 
c A 320896; BE019924; Hs^71580; uroplakin 1B; lung, blad. ovar, headnk; mAtwfiag 
51) 321023; AW294316; Hs. 125608; ESTs; colon; diag 

321 107; AI732643; Hs.144151; downstream of breast cancer an; breast mAb+CTL 

321412; A1674383; Hs.22891; solute carrier family 7 (catio; pros; mAb+sm 

321441; AF107493; Hs.201675; Homo sapiens LUCA-15 protein m; pros, breast ; diag 
cc 321644; AW975944; Hs.237396; ESTs; breast pros ; diag 
J J 321717; AW956580; Hs.42699; ESTs; angio; (Sag 

321906; AW27O508; Hs.170195; bone morphogenefic protein 7 (; ovar; mAb+diag 

321911; AF026944; Hs.293797; ESTs; angio, lung. Wad; diag 

322035; AL137517; Hs.3Q6201; hypothetical protein DKFZp5640; breast blad; mAb 
, A 322521; AF147347; ; gb:Homo sapiens full length In; breast ; diag 
OU 322706; AA018899; Hs.127179; cryptic gene; pane; diag 

322782; AA056060; Hs.202577; Homo sapiens cDNA FU12166 fis; pros; diag 

322818; AW043782; Hs.293616; ESTs; pros, breast angio, glio ; diag 

322882; AW248S08; Hs.279727; Homo sapiens cDNA FU 14035 lis; breast lung, ovar, angio, Wad; diag 
^ _ 322975; CI 6391; ; intron of breast cancer anfige; breast ; mAb+CTL 
CO • 323168; AL120862; Hs.124165; programmed ceil death 9 (PDCD9; breast ; diag 
323226; AF055019; Hs.355279; Homo sapiens done 24670 mRNA ; pros; diag 
323262; AL133990; Hs.190642; CEGP1 protein; breast pros, blad; diag 
323287; AA6399Q2; Hs.104215; ESTs, Moderately similar to SP; pros; diag 
- A 323332; AI829520; ; gb:wt19c06jc1 NCLCGAP_Ut1 Horn; breast ; diag 
/ U 323335; A1655499; Hs.161712; ESTs; pros, breast mAb 

323587; AI299709; Hs.131886; Homo sapiens cDNA: FU221 13 fi; colon; diag 
323817; AA410943; ; NAME OMITTED ... receptor kinase; breast ; mAb 
324261; BE069341; ; gb:QV3-BTQ381-27010O07Se08 B; breast diag 
324295; AA434579; Hs.143691; ESTs; pros; diag 
/ -> 324338; AA927668; Hs.145078; regulator of differenBalion (; colon; diag 

324430; AA464018; Hs.335798; Homo sapiens cDNA: FU23241 fi; pros, colon; diag 
324432; AA464510; Hs.152812; ESTs; breast lung, pane; diag 
324603; AW993522; Hs.299867; ESTs; pros, breast diag 
324617; AA508552; Hs.222874; ESTs. Weakly similar to I38Q22; pros; diag 
324658; AI694767; Hs.129179; Homo sapiens cDNA FU13581 fe; pros ; diag 
324718; AI557019; Hs. 11 6467; small nuclear protein PRAQ colon, pros; diag 
324866; AI541 214; Hs.46320; Small protine-rich protein SPR; lung, blad; diag 
324871; AI890347; Hs.271923; Homo sapiens cDNA: FU22785 fi; colon; diag 
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324987; AI375572; Hs.1 72634; ESTs; breast; diag 
325372; ; ; Phase 2 & 3 Exons; breast; CTb^.m. 
325544; ; ; Phase 2 & 3 Exons; breast, angio; diag 
327035; ; ; Phase 2 & 3 Exons; lung, angio; dag 
327075; ; ; Phase 2 & 3 Exons; breast, lung; diag 
327414; ; ; Phase 2 & 3 Exons; angta; diag 
326700; ; ; Phase 2 & 3 Exons; breast, angio; diag 
330211; ; ; Phase 2 & 3 Exons; pros; CTL^sm 

330468; L10343; Hs.112341; protease inhibitor 3; sWrwter, lung, colon. Had; diag 

330493; M 27826; Hs.334372; endogenous retroviral protease; lung, colon; s.ra 

330630; NM.002902; HsJ9088; reficulocalbm 2; EF-hand calc; pros; diag 

330762; AW407332; Hs.1 30 14; ADP-ribosyfafon factor GTPase; pros; CTL«*.m. 

330790; A1660243; Hs.318545; Hu01 Chip Redos; pros. Wad; dag 

330814; AI955040; Hs.265398; PAR-6 beta (partitioning def; breast; diag 

330827; AI961486; Hs.249196; ESTs; lung, uter; diag 

330892; AF1 09298; Hs.1 18258; prostate cancer associated pro; pros; diag 

331014; AW770994; Hs.30340; hypothetical protein KIAA1 165; colon; diag 

331151; R82331; Hs.121602; ESTs; pros, breast ; (Sag 

331183; T40769; Hs.8469; ESTs; colon; diag 

331237; W87874; HsJ25277; Homo sapiens cDNA FU10717 lis; angio; (flag 

331490; AF216751; Hs.26813; COA14; pros; diag 

331578; AI246482; Hs.243010; ESTs; angta; diag 

331614; N92293; Hs.206832; EST; Moderately similar to ALU; breast ; diag 

331811; AW885727; Hs.9914; Hu01 Chip Redos; lung; diag 

331889; AA677577; Hs.380213; Homo sapiens Chromosome 16 BAG; pros; diag 

331969; AA526911; Hs.82772; collagen; type XI; alpha 1; breast, lung; CTL 

332180; AF134160; Hs.7327; dauoln 1; lung; mAb 

332247; AA669097; ; ESTs; pros, breast ; diag 

332396; AW579842; Hs-380730; hypothetical protein FU10697; pros; (fiag 

332453; L42583; Hs.334309; Hu01 Chip Redos; lung; diag 

332466; AB018259; Hs.118140; KIAA0716 gene product; angio; diag 

332530; M31669; Hs.1735; inhibin; beta B {adivin AB be; ovar, pros; diag 

332535; AF1 67706; Hs.19280; cysteine-rich repeat-containin; angio; diag 

332640; BE568452; Hs.344037; protein regulator of cytokines; btad, headnk; diag 

332645; AA284371; Hs.118064; ESTs; breast, colon; diag 

332686; X69699; Hs.73149; paired box gene 8; ovar, CTL-sjn, 

332697; X51405; Hs.75360; carboxypepfjdase E; pros; diag 

332740; BE409869; Hs.286241; Homo sapiens cDNA: RJ22698 fi; pros; diag 

332798; ; ; C22000007:gtI12314l95)embICAB9; pros, breast; diag 

333769; ; ; NM_00594Cr^iomo sapiens matrix; breast, colon, lung; mAb+diag-^jn. 

333904; ; ; Chromosome 22; pros; diag 

334223; ; ; NM_0050B0*:Homo sapiens X-box ; pros, breast; drag 

334447; ; ; NM_012429«*lomo sapiens SEC14 ; pros; diag 

3351 15;;; NMJM)6498*:Homo sapiens lectin; pros; CTl«s.m. 

335809; ; ; NM_014509*:Homo sapiens kraken; breast; CTL-*s.m. 

335824; ; ; ENSP00000249072*:DJ222E13.1 (N; breast, pros; CTUs.m. 

335825; ; ; ENSP00000249072-OXI222E13.1 (N; breast diag 

335936; ; ; Chromosome 22; lung; diag 

336034; ; ; NMJ007172:Homo sapiens nudeop; breast, angio; CTL-*sm 

336152; ; ; NMJ)14246:Homo sapiens cadheri; breast ; mAb 

336636; ; ; C22000024*^i]10645308lgblAAG2; lung, breast; CTL^ra 

338008; ; ; NM_005940*;Homo sapiens matrix; lung, breast, colon; mAb+diag+sjn. 

338033; ; ; Chromosome 22; lung, angio; diag 

338158; ; ; NM_0 12399*: Homo sapiens phosph; lung, angio; diag 

338255; ; ; NM_014323*:Homo sapiens zinc f; pros, breast, colon ; CTL*s.m. 

400195; ;Hs.42650;NNL007Q5r:Ho^ ' 

400269; ; Hs.253495; Eos Control; fibro; diag 

400285; ; ; Eos Control; lung; diag 

400287; S39329; Hs.1 81 350; kaflftrein 2, prostatic; pros; diag 

400288; X06256; Hs.149609; integrin, alpha 5 (fibronectin; pane, pros^ngto, Wad, lung; mAt»s.m. 
400290; H18836; Hs.31608; riypofltefical protein FU20041; pros, colon, EWS; mAb 
400294; N95796; Hs.278695; Homo sapiens prostein mRNA, co; pros, pros; mAb 
400295; W72838; Hs^48419; AI9056B7:1L-BT095.1 901 9*019 B; breast; diag 

400298; AA032279; Hs.61635; sbc transmembrane epithelial a; pane, lung, headnk. stem, EWS, ovar; mAb+CTL 

400328; X87344; ; transporter 2, ATP-binding cas; lung; mAb+s.m. 

400409; AF1 53341; ; Homo sapiens winged hefixflork; Wad; CTL+sjn. 

400419; AF084545; ; Target; lung, sarc; diag 

400440; X83957; Hs*3870; nebufin; sarc; diag 

400494; ; ; ENSP0Q000238970*:CtG30 (Fragme; angio; mAb 

400517; ; ; lengsin; stom, cerv, uter. lung, pros, colon, hepC; diag 

400651; ; ; ENSP0000022B031*:COPPER CHAPER; sarc; sjn. 

400665; ; ; NAl_002425:Homo sapiens matrix ; lung; mAb^diag*SJn. 

400773; ; ; NNLQ03105*:Homo sapiens sortfl; blad; mAb 

400844; ; ; NM_003105*:Homo sapiens sorfit blad; s m 

400846; ; ; sorfifin-reteted receptor, L(D; btad; mAb+s.nt 

400881; ; ; NMJ)25080:Homo sapiens hypothe; ovar; diag 

401093; ; : C12M()5B6*^|6330167ldb]lBAA8; blad. lung; CTL^m 

401 234; ; ; mitogen-activated protein kina; angio; diag 

401424; ; ; NM_001172:Homo sapiens arajnas; pros; sm 

401486; ; ; CMO00&4r:gjT4758508lreflNP~O0; headnk; mAb 

401704; ;; Nfc^.021 195*:Homo sapiens daudi; test; mAb 

401732; ; ; NMJJ01 176*:Homo sapiens Rho 6f>, pane; diag 

401747; ; ; Homo sapiens keratin 17 (KRT17; blad, lung, headnk, rnela; diag 
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401760; ; ; Target Exon; blad, lung, headnk, esoph; diag 
401780: ; ; NM_005557*:Homo sapiens kerati; lung. Wad, headnk. esoph. mela; diag 
401781; ; ; Target Exon; lung. Wad. headnk, esoph. cerv; diag 
401785; ;; NM_002275*:Homo sapiens kerati; rung; diag 
5 401797; ; ; Target Exon; sarc; diag 
401994; ; ; Target Exon; lung; diag 
4021 45; ; ; Target Exon; test CTL^m. 
402199; ; ; Target Exon; test CTL-Kim 
402230; ; ; Fgenesh prafided: CYTOCHROME ; Wad; diag 
10 402239; ; ; Target Exon; Wad; diag 

402260; ; ; NMJJO^e^Homo sapiens fibril; blad; CTl*s.m. 
402265; ; ; Target Exon; lung; diag 
402305; ; ; C19000735*:gl|4508027|ref|NP_0; blad; CTL+s.m. 
402420; ; ; C1000823*:gil10432400IembICAC1; lung; diag 
1 5 402424; ; ; NM_024901:Homo sapiens hypothe; Wad; CTb»s.m. 
402447; ; ; C1000201:gi]204416(gblAAA02627; esoph; mAb 
402474; ; ; N^004079:Homo sapiens catheps; lung, colon, atom, fibro; diag 
4Q2550; ; ; Target Exon; fibro; diag 
_ 402604; ; ; Target Exon; gib; diag 
20 402605; ; ; Target Exon; gBo; diag 

402606; ; ; NM_024626:Homo sapiens hypothe; ovar. breast; mAb 
402680; ; ; Target Exon; test mAb 
402777; ; ; C1002652*:gi|544327JspIQM799|; Wad; diag 
402860; ; ; ENSP00000239210:DJ50O24.4 (nov, mela; CTL+s.nv 
25 4028B8;;; Target Exon; sarc; diag 
402992; ; ; Target Exon; sarc; diag 
402994; ; ; NM_002463«:Homo sapiens myxovi; esoph; diag 
403046; ; ; NM_005656*:Homo sapiens transm; pros; mAb 
403047; ; ; NMJ>05656*:Homo sapiens transm; pros, blad, colon; mAb 
3 0 403071; ; ; NM_003319*:Homo sapiens titin ; sarc; diag 
403088; ; ; NM_003319*:Homo sapiens titin ; sarc; diag 
403171; ; ; C2001472*:gi|5809678|gb|AAB418; test; diag 
403328; ; ; Target Exon; mela; diag 
403329; ; ; unnamed protein product [Homo ; lung; diag 
3 5 403381; ; ; ENSPO0000231844*:Ecotropic vir; Wad; CTL«s.m\ 
403409; ; ; NMJ)05929:Homo sapiens anOgen; mela; mAb 
403433; ; ; NM_001522:Homo sapiens a!pha-2; hepC; diag 
403478; ; ; NMJ)22342:Hcmo sapiens kinesm; lung; CTl+s.m. 
a r\ 403715; ; ; Target Exon; lung; diag 
40 403740; ; ; NM_001076*:Homo sapiens UDP gl; pros, hepC; sjtl 
403776; ; ; ENSP00000226542 t :SmaH tnducib; pane; diag 
403903; ; ; C5001632*:gil10645308|gb|AAG21; Wad; CTl+s.m 
404029; ; ; NM_01B93S*:Homo sapiens protoc; gfio; mAb 
404049; ; ; MA_0l8937*:Homo sapiens protoc; gfio; mAb 
45 404210; ; ; NW_005936:Homo sapiens myeloid; pane, uter, cerv, lung, ovar, pros, colon, stem; diag 
404240; ; ; NM_018950:Homo sapiens major h; fibro; mAb 
404253; ; ; NMJ021058*:Homo sapiens H2B M; lung; CTL*s.m 
404286; ; ; C6001909^|704441|dbpAAl890; pane; diag 
_ 404298; ; ; C6001238*:gtl121715|spIP26697l: lung; sjtl 
50 404403;;; Target Exon; Wad; diag 

404440; ; ; NM_021048:Homo sapiens metanom; lung, blad; mAb+CTL 
404866; ; ; ENSP00000251 1 12*:Scdium/potass; pane; s.m. 
404877; ; ; Nr^005365:Homo sapiens melanom; lung, Wad; CTL*s.m. 
404927; Target Exon; lung, headnk; diag 
5 5 404996; ; ; Target Exon; lung, headnk, esoph; diag 
405001 ; ; ; interteukin enhancer binding f; sarc; diag 
405025; ; ; Homo sapiens bone morphogenefi; angio; diag 
405121; ; ; rratogen-activated protein Wna; angio, renal; sim. 
405238; ; ; Target Exon; gfio; diag 
60 405239; ; ; oxidative 3 alpha hydroxystero; glio; sm 
405451; ; ; Homo sapiens giutamimApeptid; mela; sm 
405545;;; Target Exon; cerv; mAb . 
405546; ; ; NM_018833^Hdmo sapiens trans p; cerv; mAb 
_ 405547; ; ; NM_018833*«omo sapiens transp; cerv, mela; mAb 
65 405646; ; ; C120M200:gjl4557225ire11NP^OO; lung; diag 
405704; ; ; NKL001844«:Homo sapiens collag; sarc; diag 
405770; ; ; NM_002362:Homo sapiens melanom; lung, esoph; mAb+CTL 
405849; ; ; Target Exon; pane; diag 

405932; ; ; C15000305^|3808122}gb|AAC691; Wad. lung, headnk, cerv; CTL+sm 
70. 406081;;; Target Exon; blad; diag 

406137; ; ; NNL000179^Homo sapiens mutS (; lung; CTl+s jn. 

406173; ; ; ENSP00000250148":Growth hormon; pane; CTL+sjn. 

406348; ; ; Target Exon; breast; CTL+sm 

406360;;; Target Exon; lung, headnk; diag 
75 408399; ; ; NM^003122**tomo sapiens serine; Wad; diag 

406434; ; ; NM_030579*:Homo sapiens cytoch; blad; diag 

406467; ; ; Target Exon; lung, headnk, blad; diag 

406506; ;; Target Exon; angio; cfiag 

406547; ; ; Target Exon; test; diag 
80 406627; T64904; Hs.163780; ESTs; angicr. CTL+SJn. 

406671; AA129547; Hs.2B5754; met prolo-oncogene (hepatocyte; pane; mAb 

406672; M26041 ; Hs.198253; major hislocompatibility compl; fibro; mAb 

406585; M1 8728; ; gtxHuman nonspecific crossreac; pane, colon, blad, headnk, stom. lung; mAb+CTL 
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408687; M31126; Hs.352054; matrix metatloproteinase 11 (s; breast, lung, war, cerv, uter, pane, esoph, mela, sarc; mAb*diag-»sm 
406690; M29540; Hs.220529; carcinoembryonic antigen-relat; lung, headnk. pane, stom, blad, colon, cerv; mAb*CTl 
406706; X03740; Hs231581; myosin, heavy polypeptide 1, s; sarc. diag 
406850; AI624300; Hs.172928; collagen, type I, alpha 1; sac; CTL+sm 
5 406906; Z25424; ; gb:Ksapiens proleirvserfne/th; Wad, lung; sm 
406937; U14622; ; gb:Human transtetolase^ike pn test; sm 
405967; M24349; ; gtoHuman parathyroid hormone-t king; CTUsm 
406974; M57293; ; gb:Human parathyroid hormone-r, lung, Wad; diag 
407013; U35637; Hs.83870; gb:Human nebuGn mRNA, partial; sarc; diag 
1 0 407034; U84540; ; gb:Human dystrobrevin isoform ; gib; diag 

407103; M424881; Hs.256301; hypothetical protein MGC13170; pros; diag 
407118; AA156790; Hs.262036; ESTs, Weakly similar to Z223.H; pros; diag 
407122; H20276; Hs.31742; ESTs; pros; diag 

407137; T97307; ; gb:ye53h05.s1 Soares fetal tiv; lung. Wad, ovar. pros, pane, headnk; diag 
1 5 40716B; R45175; Hs.117183; ESTs; pros, breast, colon; diag 

407178; AA1956S1; Hs.352312; AP-2 beta transcription factor; breast ; CTL+sm 
407202; N58172; Hs.109370; ESTs; pros; (Sag 
407216; N91773; Hs.348385; lysyl oxidase; pane; diag 

407242; M18728; ; gb:Human nonspecific crossreac; pane, colon, blad, headnk, stom, tung, ovar, cerv; mAb 
20 407244; M10014; ; fibrinogen, gamma polypeptide; king; diag 
407245; X90568; Hs.172004; titin; sarc; (Bag 
407251; U67611; Mm.29182; transaldolase 1; pros; sm 
407252; AA659037; Hs.163780; ESTs; angio; CTl«sm 
407276; AI951118; Hs.326736; Homo sapiens breast cancer ant breast; rnAb+CTL 
25 4072B9; AA135159; Hs^03349; Homo sapiens cONA FU12149 fo; tung; diag 

407366; AF026942; Hs.17518; gb.Homo sapiens cig33 mRNA, pa; ovar, hepC. stom, mela. esoph; diag 
407581; R48402; Hs.173508; P3ECSL; Wad; CTL+sm 
407601; AC002300; Hs.37129; sodium channel, nonvotiaga-flat Wad; mAb 
407619; AL050341; Hs.37165; collagen, type IX, alpha 2; sarc; diag 
30 407634; AWQ16569; Hs.136414; UDP-QcNAcbetaGal beta-1,3-N-; tung, headnk; sm 
407710; AW022727; Hs.23616; ESTs; test diag 
407720; AB037776; Hs.38002; WAA1355 protein; king; mAb 
407746; AKQ01962; Hs.38114; hypothetical protein FU11100; lung; diag 
407756; AA116021; Hs.38260; ubiquitin specific protease 18; pane, lung, esoph, fibro, mela; CTL-sm 
3 5 407758; D50915; Hs.38365; KIAA01 25 gene product lung; diag 

407777; AA161071; Hs.71465; squalene epoxldase; pane, esoph; sm 
407782; AA608956; Hs.1 12619; ESTs, Moderately similar to PU; lung; diag 
407786; AA687538; Hs.38972; letraspan 1; pros, colon, uter, stom, ovar, cerv, mAb 
A . 407788; BE514982; Hs.38991; S1Q0 calciiim-Wrafing protein A; headnk, pane, blad, tung, fibro; diag 
40 407818; ALD21938; Hs.40154; iumonji (mouse) homolog; test CTL+sm 

407824; AA147884; Hs.9812; Homo sapiens cDKA FU 14388 fis; sarc; diag 
407839; AA045144; Hs.161566; ESTs; Wad, headnk; mAb 
407846; AA426202; Hs.40403; Cbp/p30(Hnteracfjng transacti; mela; diag 
■ 407853; AA336797; Hs.40499; dickkopf (Xenopus laevis) homo; colon, stom. renal, breast ovar, uter, cerv; diag 
45 407B56; AA045281; Hs^66175; phosphoprotein associated with; mela; diag 
407872; AB039723; Hs.40735; frizzled (Drosophfla) homolog ; ovar; mAb 
407881; AW072003; Hs.40968; heparan sulfate (glucosamine) ; pane; sm 
40791 0; AA650274; Hs.41 296; fibronecfjn leucine rich trans; fibro; mAb 
407944; R34008; Hs.239727; desmocotfin 2; rung, headnk, esoph; mAb 
50 407949; W21874; Hs,247057; ESTs, Weakly simHar to 210926; fibro, Wad; diag 
407962; AI133530; Hs.62930; ESTs, Weakly similar to S59501 ; angio; mAb*sm 

408000; L11690; Hs.198589; bullous pemphigoid antigen 1 (; breast pros, Wad, lung, headnk, cerv, esoph; mAb+CTL 
408015; AW136771; Hs.244349; epidermal differentiation comp; mela, sarc; diag 
_ - 408045; AW138959; Hs.245123; ESTs; breast;diag 
55 408056; AA312329; Hs.42331; ephrin-A4; ovar; diag 

408063; BE086548; Hs.381047; calcineuriivbinding protein ca; pros, lung; diag 
408081; AW451597; Hs.167409; Intron of baslc-hefix-loop-hel; ovar, gffo; diag 
408101; AW968504; Hs.278346; CDC2-reiated protein kinase 7; breast tung, stom; sm 
, _ 408122; AI432652; Hs.42824; hypothetical protein FU10718; tung; diag 
60 408209; NM 004454; Hs.43697; ets variant gene 5 (ets-relate; mela; CTL+sm 

408296; AL1 17452; Hs.44155; DKF2P586G1517 protein; angio; diag 

408308; AL033377; Hs.44197; hypothetical protein OKFZp564D; pane, renal, colon; mAb 

408353; BE439838; Hs.44298; mitochondrial ribosomat protei; tong; diag 
_ 408430; S79876; Hs.44926; dtpepfidytpeptJdase IV (CD26, ; pros; mAb 
65 408522; A1541214; Hs.46320; Small praline-rich protein SPR; lung, Wad, headnk, eosph, cerv, diag 

408561; AI308037; Hs.84120; hypothetical protein MGC13016; mela; CTI-kutl 

408570; AL046406; Hs.103483; WAA1798 protein; angio; CTUsm 

408572; AA055611; Hs.226568; ESTs. Moderately simitar to AL; lung; diag 

408591; AF015224; Hs.46452; mammaglobin 1; breast cerv; diag 
70 40861 1; NMJJ04367; Hs.46468; chemokine (CC mofif) receptor, mela; mAb 

408633; AW963372; Hs.222088; PRO2000 protein; Wad, lung, headnk. pros; diag 

408660; AA525775; Hs.89040; ESTs, Moderately simHar to PC; ovar, pane, pros, esoph, sac; diag 

408728; AL137379; Hs47125; hypothetical protein FU13912; test diag 

408758; NM_003686; Hs.47504; exonuciease 1; mela; CTL*sm 
75 408770; AW270608; Hs.170195; bone morphogenefJc protein 7 (; ovar; mAb+olag 

408771; AW732573; Hs.47584; potassium voltage-gated channe; lung; mAb 

408780; D31797; Hs.652; tumor necrosis factor (Dgand); leuk; (flag 

408795; AW749126; Hs.170345; hypothetical protein FU13710; ovar, diag 
_ 408826; AF21 6077; Hs.48376; Homo sapiens clone HB-2 mRNA s; pane, pros; diag 

80 408B33; AW612232; Hs^54835; ESTs; pros; diag 

408877; AA479033; Hs.130315; ESTs, Weakly similar to A47582; breast diag 

40891 5; NM.016651; Hs.48950; heptacellular carcinoma novel ; pane, sarc; (flag 

408930; AA146721; Hs.334686; hypothetical protein FU21588; Wad; CTL«sm 
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408952; BE386436; Hs.44317; SRY (sex determining region Y); mela; diag 

408992; M059325; Hs.301 1 4; guanine nucleotide binding pro; lung; diag 

408996; AI979168; Hs.82226; glycoprotein {transmembrane) n; mela; mAb+sjn. 

409012; AL117435; Hs.49725; DKFZP434I216 protein; sarc; CTl«s.m. 

409038; T97490; Hs.50002; small inducible cytokine subfa; mela; diag 

409051; AA080912; ; gb:znC4d03.r1 Stratagene hNT n; pros; sm 

409077; AA063037; Hs.66803; ESTs; lung; diag 

409093; BE243834; Hs.50441; CGMM protein; lung; diag 

409123; AA063403; ; gbzm04d12s1 Stratagene come; pros; sm 

409142; AL136877; Hs£0758; SMC4 (structural maintenance o; ovar, lung, mela; diag 

409153; W03754; Hs.50813; hypothefcal protein FU20022; fibro; diag 

409200; AL042914; H&51039; K1M0076 gene product; sarc; CTt+s.m. 

409203; AA780473; Hs,687; cytochrome P450. subfamily IVB; fibro, blad, ovar; diag 

409228; R1581 1; Hs.22010; ESTs, WeaWy similar to 210926; lung; mAb 

409231; AM46644; Hs.692; GA733-2 antigen; epithelial gt; pros, ovar, breast, uter, pane, colon, stom; mAb 

409243; AB037761; Hs.51743; KIM1 340 protein; test; diag 

409262; AK000631; Hs.52256; hypothetical protein FU 20624; pros; CTL-^.m. 

409264; NM_014937; Hs.52463; WAAD966 protein; mela; CTL^sm 

409269; AA576953; Hs.22972; steroid 5 aipha-reductase 2-fi; breast ovar, lung, pane, uter. mAb 

409327; L41 162; Ks.53563; collagen, type IX, alpha 3; colon, pane, sarc; CTL+s.m. 

409340; BE174629; Hs.321130; hypothetical protein MGC2771; mela; CTL-s.m. 

409342; AU077058; Hs.54089; BRCA1 associated RING domain 1; test; CTL-*m 

409348; A1401535; Hs.146090; ESTs; renal, gTio; diag 

409361; NM_005982; Hs.54416; sineocufc homeobox (Drosophi; blad, lung, pros; CTL»s.m. 

409389; AB007979; Hs.301281; Homo sapiens mRNA, chromosome ; giro; diag 

409395; U46745; Hs.336678; dystrobrevm, alpha; glto; diag 

409402; AF208234; Hs,695; cystatin B (stefin B); blad; diag 

409415; AA579258; Hs.6083; Homo sapiens cDNA: FU21028 fr, mela; (Sag 

409421; AA199883; Hs.67624; ESTs; test; diag 

409430; R21 945; Hs.346735; splicing factor, arginine/seri; mela; diag 

409432; D49372; Hs.54460; small inducible cytokine subfa; stom, esoph; diag 

409433; AA074382; Hs.135255; ESTs; glio, sarc; diag 

409509; AL036923; Hs.322710; ESTs; angio; diag 

409512; AW979187; Hs.293591; melanoma differentiation assoc; mela, esoph; CTL+s.nt 
409542; AA503020; Hs.36563; hypothetical protein FU22418; breast, ovar, diag 
409582; R27430; Hs.271565; ESTs; lung; diag 

409601; AF237621; Hs.80828; keratin 1 (epidermolytic hyper; headnk, mela, sarc; CTL+sjil 
409633; AW449822; Hs.55200; ESTs; sarc; diag 

409637; AA323948; Hs.55407; Homo sapiens mRNA; cDNA DKFZp4; renal; diag 

40963B; AW45O420; Hs.21335; ESTs; glto; (Bag 

409670; AI3681Q9; Hs.381163; WAA1856 protein; test; CTl*sm 

409703; NMJM5187; Hs.56009; 2V5 , ^igoadenyiate synthetas; pane, esoph, mela; s jn. 

409705; M37762; Hs.56023; brain-derived neurotrophic fac. hmg; diag 

409719; AI769160; Hs.10B681; Homo sapiens brain tumor assoc; lung; diag 

409731; AA125985; Hs.56145; thymosin, beta, identified m ; pros, sarc; CTL*sm 

409745; AA077391; ; gb:7B14E12 Chromosome 7 Fetal ; ovar, renal; CTL-^m 

409935; AW51 1413; Hs.187393; ESTs; lung; diag 

409958; NMJXH523; Hs.57697; hyaluronan synthase 1; pane, ovar, mAb 

409988; N27687; Hs.334334; transcription factor AP-2 alph; mela; diag 

4100fJ6;AW732308;Hs.57783;eukaryotfc . 

410037; AB020725; Hs.58009; KIAA0918 protein; pros; diag 

410044; BE566742; Hs.58159; highly expressed m cancer, it; blad; diag 

410048; W76467; Hs.343874; proline oxidase homolog; test; sjr ■ 

410076; T05387; Hs.7991; ESTs; lung, pros; diag 

410079; U94362; Hs.380757; glycogenin 2; mela; diag 

410082; AA081594; Hs.158311; Musashi (Drosoph3a) homolog 1; pros; diag 

4101 02; AW248508; Hs.279727; ESTs; homotogue of PEM-3 [Cion; ovar, breast. Wad, lung, angio, sarc; diag 
410174; AA308007; Hs.59461; DKF2P434C245 pratem; mela; diag 
410240; AL157424; Hs.61289; synaptojanin 2; angio; diag 
410247; AF181721; Hs.61345; RU2S; ovar. CTb*.m. 

410268; AA316181; Hs.61635; six transmembrane epithelial a; pane, pros, EWS; mAb+CTL 

410290; AA4O2307; Hs.322844; hypothetical protein DKFZp564A; mela; diag 

410310; J02931 ; Hs.6219% coagulation factor III (thromb; pros, pane; mAb 

410361; BE391B04; Hs.62661; guanylate binding protein 1, r; mela, esoph, hepC, fibro, uten diag 

410438; AW748012; Hs.45207; hypothetical protein KIAA1335; lung; CTL^s jil 

410467; AF102546; Hs,63931; dachshund (Drosophita) homolog; breast colon, uter, stom; diag 

410480; R97457; Hs.63984; cadherin 13, H-cadherin (heart; angio; mAb 

410491; AA465131; Hs.64C01; Homo sapiens done 25218 mRNA ; mete, esoph; diag 

410530; M25809; Hs.64173; ATPase. H transporting, tysoso; ovar; mAb 

410553; AW016824; Hs.272068; hypothetical protein MGC14128; blad, lung; diag 

410555; US2649; Hs.380136; a disintegrin and metatloprote; teuk, lung; mAb 

410561; BE540255; Hs.6994; Homo sapiens cDNA FU22044 fi; lung; diag 

410566; AA373210; Hs.43047; Homo sapiens cDNA FU 13585 fis; pane; diag 

410600; AW575742; Hs.351676; ESTs, Moderately similar to S6; mela; mAb^rn. 

410621; AA194329; Hs.1 72004; fjlln; sarc; diag 

410681; AW246890; Hs.65425; calblndin 1, (28kO); lung; diag 

410687; U24389; Hs.65436; lysyl oxidase-like 1; pane; diag 

410733; D84284; Hs.66052; CD38 antigen (p45); pros; mAb+CTL 

410763; AF279145; Hs.8966; hypothetical protein FU21776; pane; mAb 

410855; X97795; Hs.66718; RAD54 (S.cerevisiaeK«ke; test; CTL+s.m. 

410867; X63556; Hs.750; fibrillin 1 (Marfan syndrome); pane; diag 

410870; U81599; Hs.66731; homeo box B13; pros; CTL+sjn. 

410883; D43767; Hs.66742; CCL17 chemokine (TARC) (SCYA1; teuk; diag 
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410889; X91662; Hs.66744; twist (Drosophfla) homolog (ac; sarc; CTl-*m 

410929: H47233; Hs.30643; ESTs; ovar. test; (Bag 

41 1078; AI222020; Hs.182364; CocoaCrisp; pros, glio, breast; diag 

411089; AA456454; Hs.214291; cell division cycle 2-tike 1 (; lung, fibro; CTtam 

411243; AB0398B6; Hs.69319; CA11; esoph; diag 

411248; AA55153B; Ks.69321; Homo sapiens cDNA FLM4408 fis; btad; diag 

411257; AA628967; Hs.115274; Intian hedgehog protein (IHH) ; ovar; diag 

411263; BE297802; Hs.69360; Wnesin-Gke 6 (mitotic centro; lung. Wad, headnk; CTU«s.m. 

411296; BE207307; Hs.10114; growth suppressor 1; sarc; (flag 

41 1358; R47479; Hs.94761; WAA1691 protein; mela,renal, sarc; mAb 

411388; X72925; Hs.69752; desmocolBn 1; headnk, mela; mAb 

411393; AW797437; Hs.69771; B^actor, properdin (COMPLEMEN; ovar, diag 

41 1558; AA102670; Hs.70725; gamma-aminobutync acid (GABA); pane, pros, stom, breast, titer, cerv, ovan mAb 
411573; AB029000; Hs.70823; WAA1 077 protein; pane, headnk, lung, stom; diag 
41 1579; AC005258; Hs.70830; U6 snRNA-assodatad Sm-Dke pn king; diag 
411732; U47924; Ks.71642; guanine nucleotide binding pro; lung; diag 
411768; NML013371; Hs.71979; interteukin 19; ovar, uter, cerv, diag 

41 1789; AF245505; Hs.72157; Adfican; breast, pane, lung, stom, headnk, ovar, uter, esoph, sarc, diag 

41 1825; AK000334; Hs.352415; solute earner family 39 (zinc; colon, ovar; mAb 

41 1828; AW161449; Hs72290; wingless-type MMTV integration; ovan diag 

411869; W20027; Hs.23439; ESTs; angio; diag 

411874; AA096106; Hs.20403; ESTs; Wad; diag 

411880; AW872477; ; gb:hm30f03.x1 NCI_CGAP_Thy4 Ho; btad; diag 

41 1945; AL033527; Hs.92137; L-myc-2 protein (MYCL2); blad, ovar; CTL-»s.m. 

412006; AW451618; Hs.380683; ESTs; sarc; diag 

412026; AA383618; Hs.73073; testis-specific ankyrin motif ; test; diag 

412045; AA099802; Hs. 83883; transmembrane, prostate androg; pros; mAb+s.m 

412)99; U64198; Hs.73165; interteukin 12 receptor, beta ; leuk, mela; mAb 

412104; AW205197; Hs.240951; Homo sapiens, Similar to RIKEN; pane, fibro; diag 

412115; AK001763; Hs.73239; hypothetical protein FU10901; lung, Wad; CTL+sm 

412116; AW402166; Hs.784; Epstein-Barr virus induced gen; pane; mAb 

41 2133; U83460; Hs.380728; solute carrier family 31 (copp; pros; mAb 

412228; AW503785; Hs.73792; complement component (3d/Epste; mela; mAb 

41 2247; AF022375; Hs.73793; vascular endothelial growth ta; renal, gKo, Wad, colon; diag 

412265; AA101325; Hs.86154; hypothe&al protein HJ12457; test; CTL+sm 

412326; R07566; Hs.73817; small induciWe cytokine A3 (h; pros, leuk; diag 

412351; AL135960; Hs.73828; T-ceD acute lymphocytic leuke; angio; CTL+sm 

412420; ALD35668; Hs 73853; bone morphogenefic protein 2; Wad. glio, lung, stom, angto; diag 

412448; L12964; Hs.73895; tumor necrosis factor receptor, leuk; mAb 

412471; M63193; Hs.73946; endothelial cell growm factor; cerv, mela, esoph; diag 

412490; AW803564; Hs.288850; Homo sapiens cDNA: FU22528fi; mete; diag 

412519; AA196241 ; Hs.73980; troponin T1 , skeletal, slow; sarc; diag 

412530; AA766268; Hs.266273; hypothetical protein FU 13346; blad, lung; diag 

412564; X83703; Hs.355934; cardiac ankyrin repeat protein; angio; diag 

412580; AA113262; Hs.17901; similar to CABLES [Homo saplen; mela; diag 

412610; X90908; Hs.74126; fatty acid binding protein 6, ; blad; diag 

412661; N32860; Hs.24611; ESTs, WeaWy similar to 154374; blad; CTUsm 

412715; NM.000947; Hs .74519; primase, polypeptide 2A (58kD); pros; sm 

412723; AA648459; Hs.335951; hypothefcal protein AF301222; lung. blad. headnk, colon, stom, uter; diag 

412755; BE144306; Hs.179891; ESTs, Weakly similar to P4HAJt angio; s.m 

412811; H06382; Hs.349705; ESTs; lung; diag 

412817; AL037159; Hs.74619; proteasome (prosome, macropafn; lung; s.m. 

412843; AF007555; Hs.74624; protein tyrosine phosphatase, ; pros; mAb 

412856; BE386745; Hs.7463 1; basigin (OK blood group); mela; mAb 

412926; AI879076; Hs.75061; macrophage myristoytated atani; mela; CTUs.m. 

412939; AW411491; Hs.75069; eukaryolic translation elongat mela, renal; diag 

412970; AB026436; Hs.177534; dual specificity phosphatase 1; breast, mela; sm 

412986; X81 120; Hs.751 10; cannabinoid receptor 1 (brain); gfo; mAb 

413004; T35901; Hs75117; interteukin enhancer binding f; lung; diag 

413011; AW0681 15; Hs.821; Wgtycan; rung; CTt«sm 

413049; NMJM2151; Hs.823; hepsin (transntembrane protease; pros; mAb 

413095; AA494359; Hs.30715; potassium voltage-gated channe; pane, stom, renal, colon; mAb+sm 

413125; BE244589; Hs.75207; glyoxalase I; pros; sm 

413126; AW419203; Hs.174174; ESTs; angio; diag 

413129; AF292100; Hs.104613; RP42 homolog; lung; diag 

413132; NM_006823; Hs75209; protein kinase (cAMP-dependent; angio; CTL-»sjn. 

413142; M81740; Hs75212; ornithine decarboxylase 1; lung; s.m. 

413163; Y00815; Hs75216; protein tyrosine phosphatase, ; pros; mAb 

413171; AA318325; Hs.75219; tyrosinase-related protein 1; mela; mAb 

413190; AA151B02; Hs.40368; adaptor-related protein ccmple; mela; diag 

413219; AA878200; Hs.118727; Homo sapiens cDNA FU13692 fe; esoph, cerv; diag 

413223; AI732182; Hs.191866; ESTs; lung; diag 

413268; AL039079; Hs75256; regulator of (^protein signall; headnk; CTL+sm 

413281; AA861271 ; Hs. 222024; transcription factor BMAL2; lung, blad, headnk, pane, angio; diag 

413313; NM_002047; Hs.293885; glycyURNA synthetase; test; s.m 

413328; Y15723; Hs75295; guanylate cyclase 1. soluble, ; pros; sm 

413335; AI613318; Hs.48442; ESTs; ovan <fiag 

413364; BE536218; Hs.137516; fidgetiivfike 1; lung; diag 

413372; H55532; Hs.349695; tubulin, alpha 2; test; diag 

413435; X51405; Hs75360; carboxypepOdase E; pros, glio, pane, sarc; diag 

413436; AF238083; Hs.68061; sphingosine kinase 1; sarc; sm 

413472; BE242B70; Hs.75379; sohita carrier family 1 (glial; glio; mAb 

413566; AW604451; Hs.381 153; sprouty (Drosophaa) homolog 4; sarc; CTL«sm 
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413573; AI733859; Hs.149089; ESTs; lung; diag 
413582; AW295647; HsJ133t; hypothetical protein MGC5350; rung; diag 
413597; AW302885; Hs.117183; ESTs; pros; tfag 
41 3623; AA825721 ; Hs.246973; intron of Bicaudal D homotog 1 ; ovar, pros; diag 
5 413691; AB023173; HsJ5478; ATPase, Class VI, type 1 1B; lung; mAb 
41371 1; AW291765; Hs.75485; heat shock transcription facto; renal; diag 

413753; U17760; Hs.75517; laminin, beta 3 (nicein (125kD; ding, blad. headnk, pane, cerv, esoph, colon; diag 
413762; AW411479; Hs.848; FK5064inding protan 4 (59kD); test diag 
413778; AA090235; Hs.75535; myosin, fight polypeptide 2, r, sarc; diag 
10 41 3794; AF234532; Hs.61638; myosin X; mela; diag 

413804; T64682; ; gfcyc48b02/1 Stratagene fiver, blad; diag 

41 3808; J00287; Hs.350038; Homo sapiens mRNA for caWesmo; esoph; diag 

413813; M96956; Hs.75561; teratocarcinoma^erived growth; colon; diag 

413833; Z15005; Hs.75573; centromere protein E (312kD); lung; CTL*s.m 
1 5 413842; M29383; Hs.856; interferon, gamma; leuk; drag 

413869; NM_000878; Hs.75596; interieukin 2 receptor, beta; fibro. renal; mAb 

413880; AI660842; Hs.110915; Interieukin 22 receptor; pane, colon; mAkHsm 

413924; AL119964; Hs.75616; seladin-1; pros, breast ovar, diag 

41 3943; AW294416; Ks.144687; Homo sapiens cDNA FU12981 fis; Wad, lung: CTL-^.m. 
20 413985; AI01B666; Hs.75667; synaptophysln; glio. sarc; mAb 

414004; AA737033; Hs.7155; ESTs, Moderately similar to 21; pane, mela; diag 

414020; NMJ102984; Hs.75703; CCL4 ChemoJdne (C-C motif) fig; pros; diag 

414034; U89277; Hs.305985; early development regulator 1 ; test; CTL+sm 

414035; Y00630; Hs.75716; serine (or cysteine) proteinas; tung, cerv, headnk, blad; s.m. 
25 414053; BE391635; Hs.75725; transgelin 2; Wad; (flag 

414061; NM_000699; Hs.300280; amylase, alpha 2A; pancreatic; ovar, diag 

414065; AW515373; Hs.271249; Homo sapiens cDNA FU13580 fis; pros; (Bag 

414085; AA1 14016; Hs.75746; aldehyde dehydrogenase 1 fama; pros, pane, sarc; s.m. 

414142; AW368397; Hs.334485; hemicentin (fibuOn 6); fibro, pane, sarc; diag 
30 414161; AA136106; Hs.184852; KIAA1553 protein; test; diag 

414166; AW888941; Hs.75789; N-myc downstream regulaled; pros, renal; diag 

414217; A1309298; Hs.279898; Homo sapiens cDNA: FU23165 fi; gfo; diag 

414219; W20010; Hs.75823; ALU-fused gene from chromosom; sarc, diag 

414221; AW450979; ; gb:UI-H-B^ala-a-12-Q-Ul.s1 N; Wad; diag 
35 414251; AL042306; Hs.97689;VASA protein; test; CTL+SJn. 

414259; W44633; Hs.301295; rntegrin, beta-tike 1 (with EG; pane, diag 

414334;AAB24298;Hs.2i:B1;hypothe8calpr^ . 

414359; M62194; Hs.75929; cadherin 11, type 2, O&^adher, breast, ovar, uter, pros, colon, pane, sarc; mAb 

414368; W70171; Hs.75939; undine monophosphate kinase; lung; sjn. 
40 414386; X00442; Hs.75990; haptoglobin; ovar, diag 

414416; AW409985; Hs.76084; hypothefical protein MGC2721; blad, tung; CTl^sm 

414420; AA043424; Hs.76095; immediate early response 3; pane, colon; diag 

414430; AI346201; Hs.761 18; ublquifjn rarboxyl-termiriaJ es; lung; sja 

414443; AU077268; Hs.76144; plateleWerived growth factor, sarc, pane, headnk; mAb 
45 414476; AA301867; Hs.76224; EGF-containing fibuMke ex; angio; diag 

414477; U41635; Hs.76228; amplified in osteosarcoma; sarc; diag 

414509; AW161311; Hs.76294; CD63 antigen (melanoma 1 anfig; meia; mAb 

414521; D2B124; Hs.76307; neuroblastoma, suppression of ; breast, ovar, uter, pros, Wad, pane, colon, stom, fibn diag 

414565; AA502972; Hs.183390; hypothetical protein FU13590; pros; diag 
50 414569; AF109298; Hs.1 18258; prostate cancer associated pro; pros. EWS; diag 

414575; H11257; Hs.375743; Homo sapiens clone IMAGE:45193; renal; (Sag 

414595; AA641726; Hs.289015; hypothefical protein MGC4171; Wad; diag 

414602; AW630088; Hs.76550; Homo sapiens mRNA; cDNA DKFZpS; pros; mAb 

414683; S78296; Hs.76888; hypothetical protein MGC12702; blad, rung, test; diag 
5 5 414732; AW410976; Hs.77152; mirachrorriosome maintenance def, test, blad; diag 

414761; AU077228; Hs.77256; enhancer of zeste (DrosophHa); rung, Wad, test; CTI^sjtl 

414776; AA155593; Hs.212839; hypothetical protein FU14195* angto; diag 

414786; A1246482; Hs.243010; Homo sapiens cDNA FU14372 fis; angio; drag 
r 414799; AI752416; Hs.77326; rnsuHn-Oke growth factor bin; renal; diag 
60 414806; D14694; Hs.77329; phosphatkiylserine synthase 1; rung; mAb 

414807; AI738616; Hs.77348; hydroxyprostaglandln dehydroge; Wad; sm 

414809; AI434699; Hs.77356; transferrin receptor (p90, CD7; lung; mAtHS.m. 

414825; X06370; Hs.77432; epidermal growth factor recept gTto, lung, rend, esoph, pane, headnk, leuk ; mAb+s.m. 

414915; NMJJ02462; Hs.76391; riiyxovirus (Influenza) resbtan; esoph; flag 
65 414918; AI219207; Hs.72222; hypothetical pmtein FU13459; Wad; CTL 

414921; BE390551; Hs.77628; steroidogenic acute regulatory; breast diag 

414945; BE076358; Hs.77667; lymphocyte antigen 6 complex, ; mela; mAb 

414987; AA524394; Hs.294022; hypothefical protein FU14950; Wad, pane, esoph; diag 
„ 414998; NMJJ02543; Hs.77729; oxidised low density fipoprote; fibro, ovar, pane, colon; mAb 
70 415003; M11437; Hs.77741; kinlnogem pane; (flag 

415025; AW207091; Hs.72307; ESTs; Wad; (Bag 

415091; AL044872; lte.77910; WiydVcxy^ro 

415178; D80503; Hs.46692; ESTs; Wad; diag 

415214; AI445236; Hs.125124; EphB2; colon, stom; mAb 
75 415314; N88802; Hs.5422; glycoprotein M6B; mela; mAb 

415457; AW081710; Hs.7359; Homo sapiens testes specific A; fibro, ovar, uter; CTL*s.m. 

415511; AI732617; Hs.182362; ESTs; blad, ovar. renal; diag 

41 5542; R1 3474; Hs.290263; ESTs. Weakly similar to I38022; Wad; diag 
0 . 415724; NM.003580; Hs.78687; neutral sphingomyeHnase {N-SM; test; CTL«sm 
80 415752; BE314524; Hs.78776; putative transrnernbrane protein; endo, uter, breast stom. blad, mela; mAb 

415786; AW419196; Hs.257924; hypothefical protein FU13782; breast pros. Wad; diag 

415787; H01463; Hs.93534; ESTs; pros; diag 

415819; AU077330; Hs .360791; transcription elongation facto; test CTI+sjti. 
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415829- AW450198; Hs.163742; ESTs; test; diag 

415857; AA8561 15; Hs.127797; Homo sapiens cONAFU 11 381 lis; lung, test diag 
415910; U20350; Hs.78913; chemokine (OX3-C) receptor 1; giro; mAb 
415947; U04045; Hs.78934; mulS (E. coG) homolog 2 (colo; test; diag 
5 41 5989; AI267700; Hs.351 201 ; ESTs; pros,ovar, Wad, lung, headnk. pane, colon, sarc; diag 
41 5992; C05837; Hs.145807; hypothetical protein FU 13593; pros, fibro; mAb 
415999; AA172179; Hs.294029; ESTs; pros, uter ; diag 
416018; AW138239; Hs.78977; proprotein convertase suMDs; colon, pane, lung; diag 
416030; H15261; Hs.21948; ESTs; breast fibro; diag 
1 0 416065; BE267931; Hs.78995; profiferaOng cell nuclear ant; blad, lung, headnk, mela; CTL-»sm 
4161 1 1; AA033813; HS.7901B; chromatin assembly factor 1, s; lung, stem; CTl«sm 
416188; BE157260; Hs.79070; v-myc avian myelocytomatosis v; pros; <fiag 
416201; AA467752; Hs.195161; ESTs; test diag 
416208; AW291168; Hs.41295; ESTs, Weakly similar to MUC^H; lung; diag 
1 5 416224; NMJJ02902; Hs.79088; refcutocalbin 2, EF-hand calc; ovan diag 

416225; AA577730; Hs.188684; ESTs, Weakly simflar to PC4259; pros, blad; <fiag 
416350; AF188625; Hs.189507; phosphoBpase A2, group HD; test mela. fibro; diag 
. 416370; N90470; Hs.203697; CD38 anBgen (p45); pros, guo; mAb+CTL 
416373; M195845; Hs.73680; ESTs, Weakly similar to S12658; sarc; diag 
20 416402; NM_000715; Hs.101 2; complement component 4-bimfing; fibro; diag 

416446; L13210; Hs.79339; lectin, galactoside-binding, s; ovar, colon, storm diag 
416498; U33632; Hs.79351 ; potassium channel, subfamily K; pane, stom, breast ovar, colon; mAb 
416539; Y07909; Hs.79368; epithelial membrane protein 1; pros, headnk; dag 
416602; NMJJ06159; Hs.367895; Protein kinase C-binding prole; breast; diag 
25 416640; BE262478; Hs.13406; neuron-specific protein; mela; diag 

416661; AA634543; Hs.79440; 1GF-1I mRNA-Wnding protein 3; blad, lung, headnk. cerv, pane, angio; diag 
416773; AK000340; Hs.79828; hypothetical protein FU20333; test CTL^jtl 
416815; U41514; Hs.80120; UDP44-acetyl-alpha4>flalactosa; angio; s.m. 
416819; U77735; Hs.80205; pim-2 oncogene; hmg, test diag 
30 416881; N32520; Hs.141358; ESTs; mela; diag 

416929; N20535; Hs.43265; melastalin 1; mela; diag 
416975; NM 004131; Hs.1051; granzyme B (granzyme 2, cytoto; mela; s.m. 
417003; AL038170; Hs.80756; betaine-homocysteine melhyltra; blad; s.m. 
417070; Z19077; Hs.1 72004; titin; sarc; diag 
35 417105; X6Q992; Hs.81226; C06 antigen; fibro; mAb 

417115; AW952792; Hs.334612; small nuclear ribonucteoprotei; test CTUsjn. 
417124; BE 122762; Hs.25338; ESTs; angio; diag 
417148; AA359896; HSJ74554; hypothelical protein FU14902; pane; diag 
417151; AA194055; Hs.293858; ESTs; Wad; diag 
40 417153; X57010; Hs.81343; collagen, type «, alpha 1 (pr. pros, sarc. diag 

417218; AA005247; Hs^85754; met proto-oncogene (hepatocyte; lung; rnAb*s.m. 
417237; H86385; Hs.81737; palmitoyl-protein thloesterase; mela; sm 
417259; AW903838; Hs.81800; chondroitin sulfate proteoglyc; pane, breast (flag 
417275; X63578; Hs.295449; parvalbumin; blad; diag 
45 417295; AW993524; Hs.43148; epitheKal membrane protein 1; pros; diag 

417308; H60720; Hs.81892; KIAA0101 gene product lung, headnk, blad. cerv, angio, mela, sarc; diag 
417312; AW888411; Hs.250811; leukemia-associated phosphepro; Wad; CTL+SJn. 
417333; AL157545; Hs,173179; brorrodornain and PHD finger con; breast dag 
417355; 013168; Hs.82002; endotheSn receptor type B; gfio, mela; mAb 
50 41 7365; D50683; Hs.82028; transforming growth factor, be; fibro, angio; mAb 

417366; BE185289; Hs.1076; small prolme-rfch protein 1B ; lung, blad, headnk, pane, esoph, mela; diag 
417370; T28651; Hs.374466; tryptophanyMRNA synthetase; fibro, mela; diag 
417391; AW291946; Hs.82065; interteukin 6 signal transduce; breast mAb+sm 
417400; AA663486; Hs.123072; RAB3B, member RAS oncogene fam; pros; dag 
5 5 417407; AA923278; Hs.290905; ESTs, Weakly similar to protea; test pros; sjtl 
417409; BE272506; Hs.82109; syndecan 1; blad; diag 
417412; X16896; Hs.82112; Interteukin 1 receptor, type I; fibro, pros, pane; mAb 
417426; NM_002291 ; Hs.82124; larninin, beta 1; angio; diag 
41 7437; U52682; Hs.821 32; interferon regulatory factor 4; mela; CTL-^jtv 
60 41751 2; X76534; Hs.82226; glycoprotein (transmembrane) n; lung, mela, headnk, pane, breast mAb 
417515; L24203; Hs.82237; ataxia-telangiectasia group D-; lung, headnk, blad; diag 
417542; J04129; Hs.62269; progestagen-associated endomet lung, mela; diag 
417592; AA204664; Hs.182437; ESTs, Weakly simHar to 154383; test diag 
417599; AA204688; Hs.62954; ESTs; Wad, esoph; diag 
65 417621; AV654694; Hs.82316; interferon-induced, hepaCCs ; esoph; diag 
417696; BE241624; Hs.82401; CD69 antigen (p60, early T-cel; pros; mAb 
417705; AW1 34952; Hs. 175220; hypolhefical protein FU14541; test mAb 
417715; AW969587; Hs.88366; ESTs; blad, lung, headnk; diag 
_ . 417720; AA205625; Hs^08067; ESTs; blad. lung, esoph, headnk; diag 
7 0 417750; A1267720; Hs.260523; synovial sarcoma, translocated; sarc; diag 
417777: AI823763; Hs.7055; ESTs. Weakfy simuar to 178885; test s.rrt 
417791; AW965339; Hs.44269; ESTs; ovar, blad, lung, headnk; CTUs.m, 
417801; AA417383; Hs.82582; Integrin, betaflke 1 (with EG; pane, fibro; diag 
417805; U38545; Hs.82587; phosphofipase D1, phophatidyle; angio; sm 
75 417831; H16423; Hs.82685; CD47 antigen (Rh-related antig; ovar; mAb 

417843; W07361; Hs.22545; Homo sapiens cONA FU12935 fis; pros; diag 
417847; AI521558; Hs.7331; hypolhefical protein FU22316; ovar; diag 
417849; AW291587; Hs.82733; nidogen 2; angio, headnk; diag 
417874; BE616160; Hs.82829; protein tyrosine phosphatase, ; pane; mAtHS.m. 
80 417880; BE241595; Hs.82848; selectm I (ryrnpnocyte adhesio; mela; mAb 

417886; AA214584; ; ESTs; test ovar; diag l 

417900; BE250127; Hs.82906; CDC20 (ceO division cycle 20.; lung, stom, test Wad, headnk, cerv, esoph; CTL+s.ra 

417911; AA333387; Hs.82916; chaperonin containing TCP1.su; test <fiag 
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417944; AU077196; Hs.82985; collagen, type V, alpha 2; sarc; dlag 
417975; AA641 836; Hs.30085; hypolhelical protein FU23186; colon, stem, lung; mAb 
417976; BE565892; Hs.83077; interleukin 18 (interferon-gam; colon, stom, fibros; diag 
418004; U37519; Hs.87539; aldehyde dehydrogenase 3 famil; rung, headnk, esoph; sm 
418036; 237976; Hs.83337; latent transforming growth fac; angio; diag 
418054; NM.002318; Hs.83354; tysyt oxidase-fike 2;.tung, angio, test, sarc; diag 
418067; AI127958; Hs.83393; cystatin E/M; headnk. pane, Wad; <fiag 
418068; AW971155; Hs.293902; ESTs, Weakly similar to ISHUSS; blad; s.m. 

4181 1 3; AI272141 ; Hs.83484; SRY (sex delemiming region Y); blad, breast, uter, colon, lung, ovar, glio, test, sarc; CTL+sm 
418134; AA397769; Hs.86617; ESTs; test; diag 

418140; BE613836; Hs.83551; rr^rofibrillar-associated prot lung, headnk, esoph. ovar, sarc; diag 
418156; W17056; Hs.83623; nuclear receptor subfamay 1, ; fibro; mAb*sm 
418203; X54942; Hs.83758; CDC28 protein kinase 2; rung, blad. test, mela. stom; sin. 
418216; AA662240; Hs.283099; Af 15q14 protein; headnk, lung, Wad; diag 
418245; AA088767; Hs.83883; transmembrane, prostate androg: pane; mAb+sm 

418283; S79895; Hs.83942; cathepsm K (pyenodysostosis); breast cerv, ovar, uter, pros, headnk, lung, pane, colon, stom; diag 

418318; U47732; Hs.84072; transmembrane 4 superfamiry me; pane, pros, coton, stom. omuc; mAb 

418322; AA284166; Hs.84113; cycfiiwtependent kinase inhiH; headnk, tung, blad; sm 

418338; NM.002522; Hs.84154; neuronal pentraxin t; sarc; diag 

418339; AA639902; Hs. 10421 5; ESTs, Moderately similar to SP; pros; dag 

418345; AJ001696; Hs.241407; serine (or cysteine) proteinas; cerv, lung; sm 

418371; M13560; Hs.84298; C074 arrOgen (invariant polype; renal; mAb 

418379; AA218940; Hs.137516; fidgelin4ike 1; tung; (fiag 

418394; AF132818; Hs.84728; KruppeJ-like factor 5 (intesti; pane; CTL+sm 

418396; AI765805; Hs.26691; SLC2A12 Solute earner family ; pros; mAb 

41 8397; NMJHH 269; Hs.84746; chromosome condensation 1; lung; diag 

418399; AF1 31781; Hs.84753; hypothetical protein FU 12442; test blad, sarc; dag 

418406; X73501; Hs.84905; cytokeratin 20; Wad, coton; diag 

418432; M14156; Hs.851 12; insu«n4ike growth factor 1 (; pros, fibro; diag 

418460; M26315; Hs.85258; CDS antigen, alpha polypeptide; fibro; mAb 

418462; BE001596; Hs.85266; integrin, beta 4; lung, blad, cerv, headnk, ovar. mAb 

41B543; NMJJ05329; Hs.85962; hyaluronan synthase 3; blad. lung; mAb 

418576; AW968159; Hs.3O2740; Epithelial calcium channel 2. ; pros; mAb+sm 

418610; AW245993; Hs.32417; hypothetical protein MGC2742; pros; diag 

418641; BE24313S; Hs.86947; a disintegrin and metalloprote; cerv, lung, pane, blad, headnk, stom; mAb 

418855; AA226354; Hs.11 1240; ESTs; pros; (fiag ' 

418661; NM_001949; Hs.11B9; E2F transcription factor 3; ovar, lung, mela; CTUsm 

418663; AK001100; Hs.41690; desmocoIGn 3; lung, Wad. headnk, cerv, esoph; mAb 

418683; U90908; Hs.87241; hypothetical protein from clon; angio; CTL*sm 

418686; 235830; Hs.87268; annexin A8; blad, lung; diag 

418693; AI750878; Hs.87409; thrornbospbndin 1; angio, pane; dag 

418696; AW959433; Hs.326290; hypothetical protein FU12581; test; diag 

418739; AA310964; Hs.88012; SHP2 interacting transmembrane; mela; diag 

418756; AA252254; Hs-226949; ESTs; test ; dag 

418825; AA228881; Hs.22394; hypothetical protein FU10893; angio; diag 

418829; AA516531; Hs.55999; NK homeobox (Drosophira), fant pros; diag 

418882; N&UJ04996; Hs.89433; ATP-bmdng cassette, sub-fan* ovar, pros, breast lung; dag 

418883; BE387035; Hs.1211; add phosphatase 5, tartrate r, fibro; sm 

418888; AUO76801; Hs.89436; cadherin 17. U cadherin (live; colon, stom, ovar, uter, pane; mAb*sm 

418918; X07871; Hs.89476; CD2 antigen (p50), sheep red b; mela, fibro; mAb 

418932; L34059; Hs.89484; cadherin 4. type 1, R-cadherin; gHo; mAb 

418941; AA452970; Hs.239527; ElB^kDa-assocrated protein 5; angio. blad; dlag 

418968; NMJX10078; Hs.89538; chotesteryl ester transfer pro; mela; diag 

418994; AA296520; Hs.89546; selecfin E (endothefial adhesi; pros, angio; mAb 

41S038; AW134924; Hs.58290; ESTs; pros; dag 

419073; AW372170; Hs.183918; transmembrane receptor Unc5H2 ; ovar, rend, Wad. lung; mAb 

419078; M931 19; Hs.89584; insuiinoma-associated 1; Wad, tung. pane, sarc, diag 

419079; AW0 14836; Hs.18844; ESTs; esoph, rung, stom, colon; dag 

419086; NM 000216; Hs.89591; Kallmann syndrome 1 sequence; fibro; diag 

419092; J05581; Hs.89603; mucin 1, transmembrane; breast pane, lung, Wad, fibro; mAb 

419222; AD001528; Hs.89718; spermine synthase; pros; sm 

419223; X60111; Hs.1244; C09 anfigen (p24); breast pros, ovar. mAb 

419231; AL046294; Hs.136245; ESTs, Weakly similar to T17227; fibro; diag 

419261; X07876; Hs.89791; wingless-type MMTV integration; pane; diag 

419264; AA877104; Hs.293672; ESTs, Weakly similar to ALUB.H; pros; dag 

419290; A1128114; Hs.1 12885; spina! cord-derived growth fac; pane; dag 

419356; AI656166; Hs.7331; hypothetical protein FU22316; uter. ovar, diag 

419359; AL043202; Hs.90073; chromosome segregation 1 (yeas; lung, Wad, test; dag 

419440; AB020689; Hs.90419; KIAA0882 protein; breast diag 

419485; AA489023; Hs.99807; ESTs, Weakly similar to unname; mela; dag 

419490; NrA.006144; Hs.90708; granzyme A (granzyme 1. cytoto; fibro; sm 

419519; AI198719; Hs.176376; ESTs; mela; dag 

419551; AW582256; Hs.91011; anterior gradient 2 (Xenepus I; pane, pros, breast; dag 
419559; Y07828; Hs.91096; ring finger protein; Wad. coton. stom; CTl«sm 
419568; AB026116; Hs.283078; hOAT4; renal; mAb 
419569; A1971651; Hs.91 143; tagged 1 (Alagflle syndrome); headnk. lung; diag 
419628; H67546; Hs.49768; ESTs; mela, sarc; diag 

419667; AU077005; Hs.92208; a dsirrtegrin and metalloprote; breast cerv. angio; mAb 

419693; AA133749; Hs.301350; FXYD domain-containing Ion Ira; pros, breast ovar, pane, rung; mAb 

419721; NrVL001650; Hs.315369; aquaporin 4; giro, rung, fibro; mAb 

419743; AW408762; Hs.5957; Homo sapiens clone 24416 mRNA ; blad, headnk; dag 

419749; X73608; Hs.93029; srarctosteonecfin, ewev and ka; pros. pane, lung; diag 

419752; AA249573; Hs.1S2618; ESTs, Moderately similar to 2N; lung; diag 
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419839; U24577; Hs.93304; phosphdipase A2, group VII (p; pros, lung; diag 

419870; AW40391 1; Hs.266175; phosphoprotein associated with; mela; diag 

41987S; AA853410; Hs.93557; proenkephaGn; sarc; drag 

419948; AB041035; Hs.93847; NMJ)16931:Homo sapiens NAOPH o; angio; mAb 

419956; AL137939; Hs.40096; cadherin 19, type 2; mela; mAb 

419968; X0443O; Hs.93913; interteukh 6 (interferon, bet; lung, pane, esoph; diag 

419981; AA897581; Hs.128773; ESTs; angio; diag 

420005; AW271 106; Hs.133294; ESTs; lung, test, blad. colon; diag 

420062; AW411096; Hs.94785; TGF(betaHnduced transcriptio; test; CTL*s.m. 

420067; T52431; Hs.94795; Homo sapiens mRNA; cDNA DKF2p5; sarc; diag 

420137; AA306478; Hs.95327; C03D antigen, delta potypeptid; fibro; mAb 

420154; A1093155; Hs.95420; G antigen family C 1 protein {; pros, leto; CTL+s.m. 

420174; AI824144; Hs.199749; ESTs; angio; CTL«*.m. 

420208; BE276055; Hs.95972; silver (mouse homdog) like; mela, sarc; mAb 

420209; AA256444; Hs.126485; hypothetical protein FU12604n angio; diag 

420218; AW958037; Hs.381 105; ribosomal protein L4; mela, pros; diag 

420255; NMJM7289; Hs.1298; membrane metallo-endopeptidase; pros; mAb 

420256; U84722; Hs.76206; cadherin 5. type 2, VE-cadheri; angio, fibro; mAb 

420267; N37030; Hs.173337; ESTs; mela, sarc; diag 

420281; AI623693; Hs.323494; Predicted cation efflux pump; lung, blad, ovar, pane; mAb 
420301 ; AA767526; Hs.22030; paired box gene 5 (B-ceB fine; mela; diag 
420338; AA825595; Hs.88269; Homo sapiens, clone MGC: 17339,; meta; mAb 
420340; NM .000734; Hs.97087; CD32 antigen, zeta polypeptide; fibro; mAb 

420344; BE463721; Hs.97101; putative G protein-coupled rec; colon, pros, blad, headnk, pane, stom, ovar; mAb 

420347; AU033539; Hs.97124; Human DMA sequence from done ; test; diag 

420360; U83171 ; Hs.97203; small inducible cytokine subfa; Ieuk; diag 

420367; AA259090; Hs.257028; ESTs; test; diag 

420376; AL137471; Hs.97266; protocadherin 18; sarc; mAb*s.m. 

420378; NMJH4143; Hs.97269; B7-H1 protein; Ieuk; mAb 

420380; AA640891; Hs.102406; ESTs; lung; diag 

420424; AB033036; Hs.97594; KIAA1210 protein; pros; diag 

420462; AF050147; Hs.97932; chondromoduKn I precursor; lung, EWS, sarc; mAb 

420474; L09753; Hs.1313; tumor necrosis factor (jigand); Ieuk; mAb 

420544; AA677577; Hs.380213; Homo sapiens Chromosome 16 BAC; pros; diag 

420576; AA297634; Hs.54925; KIAA1858 protein; sarc, diag 

420598; NMJJ02692; HsS9185; polymerase (ONA directed), eps; test; CTL-^.m. 

420633; NM.014581; HsJ74480; odorant-binding protein 2B (OB; breast endo; diag 

420656; AA279098; Hs.187636; ESTs; fibro; diag , 

420710; NM_007009; Hs59875; zona peOuclda binding protein; test; tfiag 

420729; AW964897; Hs.290825; ESTs; pros; (flag 

420757; X78592; Hs.99915; androgen receptor (dihydrotest pros; mAb*sjn. 

420759; T1 1832; Hs.127797; Homo sapiens cDNA FU1 1381 fis; test diag 

420783; A1659838; Hs.99923; lectin, gaJactoside-bfnding, s; lung, blad, headnk; diag 

420789; AI670057; Hs.199882; ESTs; renal,; diag 

420859; AW468397; Hs.100000; SlOOcaWunvbinding protein A; sarc; diag 

420908; AU049974; Hs.100261 ; Homo sapiens mRNA; cDNA DKFZpS; pane; diag 

420923; AF097021; Hs.273321; differenfiaBy expressed in he; Wad, colon; diag 

420931; AF044197; Hs.100431; small inducible cytokine B sub; breast, king, mela; diag 

420981; L40904; Hs.100724; peroxisome proEferafive acfiv; colon; mAb+sjn, 

421016; AA504583; Hs.101047; transcription factor 3(E2Aim; test; CTVsjn. 

421044; AF061871; Hs.101302; Human DNA sequence from done ; pane; diag 

421059; A1654133; Hs.356247; thyroid receptor Interacting p; pros; mAb+sjn. 

421064; A1245432; Hs.101382; tumor necrosis factor, alpha* blad, uter; diag 

421070; AA283185; Hs.19327; ESTs; Had; diag 

421100; AW351839;Hs,124660; Homo sapiens cDNA: FU21763M; blad; diag 

421133; AA814971; Hs^6410; ESTs; lung; diag 

421154; AA284333; Hs.287631 ; Homo sapiens cDNA FU 1 4269 fis; BPH; diag 

421155; H87879; Hs.102267; lysyl oxidase; headnk, pane, renal, sarc; diag 

421218; NM-000499; Hs.72912; cytochrome P45a subfamily I (; blad, angio; (flag 

421233; AA209534; t&284243; tetraspan MET-6 protein; pros, breast, ovar; mAb 

421241; X91817; Hs.102866; transketdase-fike 1; test; sm 

421302; T34462; Hs.103291; neuritin; uter, endo ; diag 

421305; BE397354; Hs.324830; diptherta toxin resistance pro; ovar, diag 

421307; BE539976; Hs. 103305; Homo sapiens mRNA; cDNA DKFZp4; breast, lung, angio, test sarc; diag 

421341; AJ243212; Hs.27961 1; deleted in malignant brain turn; pane, lung; diag 

421350; AW301608; Hs^78188; ESTs, Moderately similar to 15; test; diag 

421373; AA808229; Hs^22088; ESTs; blad; diag 

421433; AI829192; Hs.22380; ESTs; pros; diag 

421451; AA291377; Hs-50831; ESTs; ovar, blad, lung; diag 

421458; NM.003654; Hs.104576; carbohydrate (keratan sulfate ; sarc; sm 

421478; A1683243; Hs.97258; ESTs, Moderately similar to S2; ovar, blad, renal, uter; diag 

421481; AW391972; Hs.104696; WAA1324 protein; pros; diag 

421502; AF1 11856; Hs.105039; solute carrier family 34 (sodi; ovar, fibro; mAb 

421506; BE302796; Hs.105097; thymidine kinase 1, soluble; lung, headnk, esoph; s.m 

421508; NMJXM833; Hs.105115; absent in melanoma 2; blad, esoph, lung, mela; CTL+s.m. 

421535; AB002359; Hs.105478; r^osphoribosylrbnTrylgfYOTamid; test; s.m. 

421537; BE383488; Hs. 105547; neural prdiferation, differen; pros; diag 

421566; NM-000399; Hs.1395; earty growth response 2 (Krox-; pros: CTL*s.m. 

421579; NWL002975; Hs.105927; stem cell growth factor; lymph; sarc; mAb 

421633; AF121860; Hs.106260; sorting nexin 10; mela; diag 

421650; AA781795; Hs.343800; ESTs; mela; diag 

421666; AL035250; Hs.1408; endotheGn 3; mela; diag 

421727; Y13153; Hs.107318; kynurenlne 3-monooxygenase (ky; breast sm 
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421773; W69233; Hs.1 12457; ESTs; mela, esoph, sarc; diag 

421777; BE562086; Hs.10819B; HSPC037 prolein; esoph. cerv, lung; diag 

421779; A1879159; Hs.108219; wingless-type MMTV integration; colon, ovar; cfiag 

421798; N74880; Hs.355462; N-acylsphingosine amidohydrola; fibro; sm 

421814; L12350; Hs.108623; thrombospondin % pane; diag 

421831; AA29B836; Hs.22026; ESTs; similar to TRANSMEMBRAN; angio; mAb+sm 

421887; AW161450; Hs.109201; CGI-86 protein; pros; mAb 

421896; N62293; Hs.45107; ESTs; pros; cfiag 

421917; ABQ28943; Hs.109445; KIAA1020 protein; test; diag 

421920; BE551245; Hs.1438; gamma^inobutync acid (GABA); sarc; mAb 

421924; BE514514; Hs.109605; coronin, adin-binding protein; fibro; diag 

421948; L42583; Hs.334309: keratin 6A; lung, headnk, Wad. esoph, cerv, mela; diag 

421952; AA300900; Hs.98849; dynem Eghl chain 2B (DNLC28); fibro; cfiag 

421991; NM_014918; Hs.110488; WAA0990 protein; pane; diag 

421996; AW583807; Hs.1460; glucagon; pane; diag 

422002; X70070; Hs.1 10642; neurotensin receptor 1 (high a; colon; mAb 

422027; AL043100; Hs.288828; fatty add amide hydrolase; pros;s.m. 

422033; AW245805; Hs.110903; claudin 5 (transmembrane prate; gllo; mAb 

422087; X58968; Hs.1 11301; matrix metalloproteinase 2 (ge; sarc; (flag 

422089; AA523172; Hs.103135; ESTs, Weakly similar to SFR4_H; pros; diag 

422094; AF129535; Hs.272027; F-box only protein 5; Wad, lung; CTL«s.m 

422095; AI868B72; Hs.282804; hypothetical protein FU22704; lung, pane, ovar, breast; CTL*s.m. 

422099; AA156022; Hs.111518; hypothetical protein; angio; CTb*s.m. 

422100; AI096988; Hs.1 11554; ADP-ribosylation factor-like 7; lung, esoph; CTL«sm 

4221 10; AI376736; Hs.121555; secreted protein, acidic, cyst pane; diag 

422119; AI277829; Hs.1 1 1862; KIAA0590 gene product blad; cfiag 

422134; AW179019; Hs.1 12110; mitochondrial ribosomal protei; lung; diag 

422152; M909249; Hs.112282; solute carrier family 30 (zinc; blad; mAb-»s.m. 

422163; AF027208; Hs.112360; prominln (mouse)-fike 1; colon, breast, fibro; mAb 

422164; NMJJ14312; Hs.1 12377; cortic al thymocyte receptor (; btad; mAb^m 

422168; AA586894; Hs.1 12408; SlOOcalchim-binding protein A; lung, blad, headnk. breast mela. esoph, sarc, cerv, CTL-ts.m. 
422170; AI791949; Hs.1 12432; anfi-MuDerian hormone; uter, blad; diag 
422173; 8E385828; Hs.250619; phorbolin-Iike protein MDS019 ; mela; diag 
422247; U18244; Hs.113602; solute carrier family 1 (high ; blad; mAb 

422278; AF072873; Hs.1 14218; frizzled (DrosophilaJ homolog ; war, headnk. blad, cerv, tung, pane, stom; mAb 

422309; U79745; Hs.114924; solute carrier family 16 (mono: mela; mAb«SJn. 

42231 1; AF073515; Hs.1 14948; cytokine receptor-Eke factor ; lung, fibro; dtag 

422355; AW403724; Hs.300697; coagulation factor VII (serum ; fibro; (Sag 

422363; T55979; Hs.1 15474; repficafion factor C (activate; mela, colon; cfiag 

422398; AI476149; Hs.334489; hypotheticat protein RJ 21992; fibro; CTUs.m. 

422406; AF025441; Hs.116206; Opa-interacting protein 5; blad, lung; diag 

422420; U03398; Hs.1524; tumor necrosis factor (ligand); colon, pane, stom, teuk; mAb 

422423; AF283777; Hs.1 16481; CD72 antigen; spleen, teuk; mAb 

422440; NMJXM812; Hs.116724; aldo-keto reductase family 1, ; lung, headnk; sm 

422487; AJ010901; Hs.198267; mucin 4, tracheobronchial; lung, headnk. pane, sarc; diag 

422532; AL008726; Hs.1 181 26; protecfive protein for beta-ga; renal, mela; sjh 

422565; BE259035; Hs.118400; singed (DrosopMayike (sea ; pane, test mela; diag 

422573; AW297985; Hs395726; Integral, alpha V (vltronecB; pane; mAb*s.m. 

422598; AF063611; Hs.118633; 2 , -5 , -oligoadenylate synthetas; esoph, mela; sm 

422603; BE242587; Hs.118651; hematopofeticaljy expressed ho; angio; CTL-»sm 

422633; X56832; Hs.1 18804; enolase 3, (beta, muscle); sarc; sja 

422658; AF231981; Hs.250175; homolog of yeast long chain po; pros; (flag 

422689; AWB56665; Hs.299797; gfcRC3-a0297-29010W>13403 C; test diag 

422726; U11690; Hs.1 572; faciogenltal dysplasia (Aarsko; test (Sag 

422728; AW937826; Hs.1 03262; MAD (mothers against decapenta; pros; diag 

422789; AK0011 13; Hs.1 20842; hypotheficat protein FU10251; test CTl+s.m. 

422635; BE218705; Hs.121378; metaltolhionein-like 5. testis; breast diag 

422871; AL031228; Hs.121509; collagen, type XI, alpha 2; sarc; cfiag 

422887; AI751848; Hs.49215; ESTs; sarc; CTL+sjn. 

422938; NM.0G1809; Hs.1594; centromere protein A (17kD); lung, test CTL-^jtl 

422963; M79141; Hs.13234; ESTs; tung, pane; cfiag 

422997; BE01 8212; Hs.122908; DNA repficafion factor; test CTL-tsm 

423017; AW178761; Hs.227948; serine (or cysteine) protein as; blad, headnk, mela; mAtnoTag 

423052; M28214; Hs.123072; RAB3B, member RAS oncogene ram; pros; diag 

423189; M59371; Hs.171596; EphA2; colon, ovar; mAb 

423196; AK0O1866; Hs.125139*. hypothetical protein FU11004; fibro; CTL«s.m. 

423198; M81933; Hs.1 634; cell division cycle 25A; test CTL«s.ra 

423201; NMJJ00163; Hs.125180; growth hormone receptor; pros; mAb 

423217; NNL000094; Hs.1 640; collagen, type VII, alpha 1 (e; lung, esoph; cfiag 

423271; W47225; Hs.1 26255; Interteufcin 1, beta; Wad, stom, esoph; diag 

423309; BE006775; Hs.126782; sushi-repeal protein; lung, colon; diag 

423354; AB01 1 130; Hs.1 27436; calcium channel. voHage-depen; test fibro; mAb 

423387; AJ012074; Hs.348500; vasoactive intestinal peptide ; pros; mAb 

423397; NM-001838; Hs.1652; chemokine (C-C motif) receptor. Wad. mela; mAb 

42341 2; AF109300; Hs.35161 5; prostate cancer associated pro; pros; diag 

423422; AC005175; Hs.128425; NY-REN-24 antigen; gGo; mAb+CTL 

423445; NMJJ14324; Hs.128749; alpfcHiietoytacyKfcA racemase; pros; s.m. 

423453; AW450737; Hs.1 28791; CGI-09 protein; king; CTL^m. 

423458; AI204212; Hs.351113; ESTs; test CTbKun. 

423511; AF036329; Hs.129715; gonadotropin-releaslng hormone; tung; cfiag 

423515; AA327017; Hs.176594; ESTs; ovar; diag 

423541; AA296922; Hs.129778; serine protease inhibitor, Kaz; colon, pane; diag 

423575; C18863; Hs.1 63443; intron of periostin (OSF-2os); headnk. breast pane. tung. fibro. esoph; diag 
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423605; AF047826; Hs.129887; cadherin 19, type 2; mela; mAb 

423642; AW452650; Hs.157148; hypothetical protein MGC13204; lung; diag 

423662; AK001035; Hs.130881; B-cen auiymphoma 11A (zinc ; lung; diag 

423685; BE350494; Hs.49753; uveal autoantigen with coiled ; pane, uter, colon: CTL-^ja 

423725; AJ403108; Hs.132127; hypothefical protein LOC57822; lung, headnk, blad; diag 

423739; AA398155; Hs.97600; ESTs; breast, ovar. pane; diag 

423761; NMJJ06194; Hs.132576; paired box gene 9; headnk; CTL^.m. 

423765; R23858; Hs.143375; Homo sapiens, done IMAGE:3840; test diag 

423778; Y09267; Hs. 132821; flavin containing monooxygenas; fibro; sm 

423779; AW071837; Hs.57971; TRANSCRIPTION FACTOR HES-5; glio; diag 

423787; AJ295745; Hs.236204; nuclear pore complex protein; test, esoph; diag 

423798; AF047033; Hs.132904; solute carrier family 4, sodiu; angio; mAb 

423799; AW026300; Hs.132906; 19A24 protein; mela; mAb 

423849; AL157425; Hs.133315; Homo sapiens mRNA; cDNA DKFZp7; lung; (fiag 

423887; AL080207; Hs.134585; DKFZP4346232 protein; headnk, lung; diag 

423899; NM.001427; Hs.134989; engrailed homoiog 2; mela; CTL+sm 

423905; AW579960; Hs.135150; lung type-1 ceB membrane-asso; test mAb 

423909; AJ223183; Hs.135194; immunoglobulin superfamily, me; test diag 

423934; U89995; Hs.159234; forkhead box E1 (thyroid trans; lung; CTL^.ra 

424001; W67883; Hs.137476; paternally expressed 10; breast, ovar; diag 

424012; AW358377; Hs.137569; tumor protein 63 kDa with stro; tung, blad, headnk, esoph; diag 

424036; AA770688; Hs.34B495; H2A histone family, member L; pane, ovar; CTL+s.m. 

424054; AA334511; Hs.26638; membrane-spanning 4-domains. s; pros, fibro; mAb 

424078; AB006625; Hs.139033; paternally expressed 3; ovar, uter; CTL-^.m. 

424081; NMJJ06413; Hs.139120; ribonuclease P (30kD); test; s.m. 

424098; AF077374; Hs.1 39322; small proline-rich protein 3; lung, blad, headnk, esoph, cerv; diag 

424125; M31669; Hs.1735; inhibin, beta B (acOvin AB be; ovar, pros; diag 

424144; AA454033; Hs.41644; AKAP-associaled sperm protein; fibro; diag 

424153; AA451737; Hs.141496; MAGE-like 2; mela; CTl*s.m. 

424165; AW582904; Hs.142255; islet amybid polypeptide; pane; mAb 

424212; NMJW5814; Hs.143131; glycoprotein A33 (transmembran; colon, stom, ovar. mAb 

424218; AF031824; Hs.143212; cystatin F (leukocystatin); mela, fibro; diag 

424244; AV647184; Hs.143601; hypothetical protein hCLA-lso; blad; diag 

424252; AK000520; Hs.14381 1; hypothetical protein FU20513; colon, stom; diag 

424264; D80400; HS.23938B; Human DNA sequence from clone ; blad; mAb 

424308; AW975531; Hs.154443; mirachromosome maintenance def; blad, lung, test diag 

424310; AA33B648; Hs.50334; testes development-related NYD; fibro; diag 

424332: AA338919; Hs.101615; ESTs; pros; diag 

424339; BE257148; Hs.145416; endoglycan; pros, lung; diag 

424343; AW956360; Hs.4748; adenylate cyclase activating p; glfo, ovar, uter; mAb 

424364; AW383226; Hs.163834; ESTs, Weakly similar to G01763; lung, blad, headnk, cerv; diag 

424399; AI905687; Hs.348419; A1905687:IUBT095-1 90199-019 B; breast, uter. headnk; diag 

424420; BE614743; Ks.146688; prostaglandin E synthase; lung, blad; s.m. 

424440; M340743; Hs.133208; ESTs; sarc; diag 

424441 ; X14850; Hs.147097; H2A histone famBy, member X; tung; diag 

424450; AL1 37526; Hs.1 47472; dyneln intermediate chain 2; fibro; (Sag 

424522; AL134847; Hs.149957; ribosomal protein S6 kinase, 9; breast, cerv, ovar, uter, blad, colon, stom; s.m 

424527; AW13B558; Hs.334873; ESTs. Weakly similar to 154374; fibro; diag 

424578; AK001973; Hs.150890; hypothefical protein; test CTL^m 

424581; M82062; Hs.150917; catenln (cadhertn-associated p; glio, ovar, uter; mAb«sjn. 

4245B6; NM_003401; Hs.150930; X-ray repair complementing del; pane; CTL*sja 

424629; M90656; Hs.151393; glutarriate-cysleine figase, cat lung; CTL«s.m. 

424635; AA420687; Hs.1 15455; Homo sapiens cONA FU14259 fis; gflo; diag 

424676; Y0B565; Hs,151678; UDP-N-acetyUlpha-agalactosa; breast s.ra 

424704; AI263293; Hs.152096; cytochrome P450, subfamily IU; renal; s.m 

424711; NM_005795; Hs.1 52175; calcitonin receptor-like; angio; mAb 

424717; H03754; Ks.152213; wingless-type MMTV integration; blad, lung, headnk; diag 

424800; AL035588; Hs.153203; MyoO family inhibitor; test, pros; diag 

424806; AA382523; Hs.1056B9; MSTP031 protein; angio; mAb 

424834; AK001432; Hs. 153408; Homo sapiens cDNA FL) 10570 fis; lung, blad. ovar. headnk, esoph, cerv, uter; 

424846; AU077324; Hs.1832; neuropepfide Y; pros; diag 

424897; D63216; Hs.153684; frizzled-reJated protein; pane, EWS, stom, renal; (flag 

424902; NMJJ03666; Hs.153687; Inositol pdyphosphate4-phosp; pane, leuk, mete; CTL+s.m. 

424954; NM_000546; Hs.1846; tumor protein p53 (li-Fraumenfc mela, colon; CTL*s.m. 

424971; AA479005; Hs.154036; tumor suppressing subtransfera; pane, mela; CTL«sjn. 

424998; U58515; Hs.154138; chifinase 3-Iike % glio; diag 

425023; AW956889; Hs.154210; EDG-1 (endothenai drfferenfi; angb; mAb 

425048; H05468; Hs.164502; ESTs; tung, blad; diag 

425057; AA826434; Hs.1619; achaete-scute complex (Drosoph; gBo, lung; CTL+sJn. 

425088; AA663372; Hs.169395; hypothefical protein FU12015; gib, mela; diag 

425154; NM.001851; Hs.154850; collagen, type IX, alpha 1; sarc; diag 

4251 59; NMJXW341; Hs.154868; carbarnoyl-phosphate synthetase; lung, test sm 

425200; BE255203.comp; Hs.155101; ATP synthase, H transporting, ; pane; s.m. 

425206; NM-Q02153; Hs.155109; hydroxysteroid (17-beta) dehyd; Wad; mAb 

42521 1; M18667; Hs.1867; progastricsin (pepsinogen Q; fibro, esoph, pros; diag 

425234; AW152225; Hs.165909; ESTs. Weakly similar to 138022; lung, angio, blad, mela; diag 

425235; AA353113; Hs.105468; Homo sapiens cDNA: FU22743 fi; angto; diag 

425237; U07695; Hs.155227; EphB4; test mAb 

425245; AI751768; Hs.155314; WAA0095 gene product lung; diag 

425259; AL049280; Hs.145010; Homo sapiens mRNA; cDNA DKFZp5; pros; diag 

425262; D87119; Hs.155418; GS3955 protein; mela, renal; CTL-sja 

425266; J00077; Hs.155421; alpha-fetoprotein; tung; diag 

425274; BE281191; Hs.155462; rninichromosome maintenance det test diag 



110 



WO 03/042661 



425289; AW1 39342; Hs.155530; interferon, garnma-inducible pn meta; CTL+s.m. 
425308; M97639; Hs.155585; receptor tyrosine kmase-Eke ; pros, sarc; mAb 
425357; BE271188; Hs.155975; protein tyrosine phosphatase, ; fibro; diag 
425371; D49441; Hs.155981; mesothefin; ovar, lung, fibro; mAb 

425397; J04088; Hs.156346; topoisomerase (DNA) II alpha (; lung, btad, pane, angio, test mela, esoph; CTL-^jn. 
425427; A1652662; Hs.317432; branched chain aminotransferas; test s.m 
425428; AL1 1 0261; Hs.1 5721 1 ; DKFZP586B0621 protein; pane; dag 
425465; 118964; Hs.1904; protein kinase C, tola; ovar, pros, colon; sm 
425525; AA358883; Hs.23871; ESTs; sarc; diag 
425545; N98529; Hs.158295; Homo sapiens, done MGC:124Q1,; sarc; diag 
425555; AA359291; Hs.130767; Homo sapiens cDNA: FU23553 fi; fibro; CTL«s,m. 
425572; AB01 1076; Hs.158307; undifferentiated embryonic eel; lest; CTUs.m. 
425601; AW629485; Hs.140720; GSK-3 binding protein FRAT2; test; CTL«sm 
425606; U52112; Hs. 158331; renin-binding protein; mela; diag 
425628; NMJJQ4476; Hs.1915; folate hydrolase (prostat&«pe; pros; s ja 
425638; NM_0 12337; Hs. 156450; nasopharyngeal epHhelium spec; fibro; CTL*$m 
425679; X05997; Hs.159177; lipase, gastric; esoph; sm 
425692; D90O41; Hs.155956; fiacetyltransferase 1 (avian* breast s.m. 
425695; NMJJ0S401; Hs.159238; protein tyrosine phosphatase. ; lung; mAb*s.m. 
425709; AA383076; Hs.1 59274; outer dense fibre of sperm tar, test; diag 
425710; AF030880; Hs.1 59275; solute carrier family, member ; pros; mAb 
425722; A1659Q76; Hs.97031; hypothetical protein MGC13047; mela; diag 
425726; AF085808; Hs.159330; uroplakin 3; pros. Wad; diag 
425769; U72513; Hs.159486; Human RPL13-2 pseudogene mRNA.; test; diag 
42581 1; AL039104; Hs.159557; karyopherin alpha 2 (RAG Conor; test diag 
425849; AJ000512; Hs^96323; serum/glucocorGcoW regulated; lung, hearing s.m. 
425921; NMJJQ7231; Hs.162211; solute carrier family 6 (neuro; stom, pane; mAb 
425976; C75094; Hs.334514; NG22 protein; pros, ovar; mAb 
426027; NMJW2608; Hs.1976; platetet-derived growth factor; sarc; diag 
426050; AF017307; Hs.166096; E74-tike factor 3 (ets domain ; ovar, biad, stom; CTL«s.m. 
426059; BE292842; Hs. 166120; interferon regulatory factor 7; esoph, cerv; CTb»s.m. 
426067; AW664691; Hs.97053; ESTs; lung; diag 

426088; AF038007; Hs.166196; ATPase, Class I, type 8B, memb; blad, lung; mAb 
426094; AF03461 1; Hs.166206; cubiftn (intrinsic factor-coba; renal; diag 
4261 16; AA868729; Hs.144694; ESTs; fibro; diag 

426125; X87241; Hs.1 66994; FAT tumor suppressor (Drosophi; colon, stom, pane, pros, renal, fibro, cerv; mAb 
426156; BE244537; Hs.167382; natriuretic peptide receptor A; ovar; mAb 

426158; NMJJ01982; Hs.199067; v-erb-b2 avian erythroblastic ; breast, ovar, uter, pros, Wad, pane, colon, fibro, mela; diag 
426172; AA371307; Hs.125056; ESTs; pros; diag 

426174; AA547959; Hs.1 15838; Homo sapiens simaar to Echino; breast pros, flora; <fiag 
426212; S71824; Hs.1679B8; neural ceil adhesion molecule ; gfio; mAb 
426271; AF026547; Hs.1 68047; chondrotfin sulfate proteogtyc; gBo; diag 
426274; D38122; Hs.2007; tumor necrosis factor (Egand); fibro. mela; mAb 
426300; U15979; Hs.169228; delta-lite homdog (DrosophUa; ovar, sarc; mAb 
425310; NMJXJ0909; Hs.169266; neuropeptide Y receptor Y1; breast mAb 
426312; AF026939; Hs.181874; mterferon-lnduced protein wit esoph, mela; diag 
426320; W47595; Hs.169300; transforming growth factor, be; ovar, pros, blad, pane; flag 
426350; NMJ»3245; Hs.2022; transglutaminase 3 (E polypept cerv; s.m. 
426363; M58524; Hs.2025; transforming growth factor, be; pros; diag 
426370; R98288; Hs281706; sortflin 1; sarc; diag 
426416; AW612744; Hs.169824; killer cefl tectin-like recept fibro; mAb 

426440; BE382756; Hs.169902; solute carrier family 2 (faert lung, pane, ovar, Wad, headnk, esoph; mAb 
426462; U5911 1; Hs.1 69993; dermalan sulphate proteoglycan; sarc; diag 
426470; AA528794; Hs. 128644; ESTs; mela; diag 

426471; M22440; Hs.1 70009; transforming growth factor, at headnk, renal, pane; diag 
426490; KM.001621; Hs.1 70087; aryl hydrocarbon receptor, pane; mAb+sm 
426501; AW043782; Hs.293616; ESTs; pros, breast gBo, lung, mela; mAb 
426502; Y07759; Hs.1701 57; myosin VA (heavy polypeptide 1; mela; diag 
426534; U5B095; Hs.2051; testis specific protein. Y-fin; test CTUsm 
60 426535; AU077012; Hs.170279; ESTs, Weakly shnHar to ubiqui; angio; diag 

426555; NM.000372; Hs.2053; tyrosinase (oculocutaneous alb; mela, sarc; mAb 
426559; AB001914; Hs.170414; paired basic ammo acid deavfc hepC breast ovar, renat diag 
426575; M74826; Hs.1 70808; glutamate decarboxylase 2 (pan; pane; sm 
426627; AF012359; Hs.1 95685; ESTs; test diag 
65 426635; BE395109; Hs.129327; hypothetical protein MGC13057; ovar; CTL*sm 
426682; AV660038; Hs.2056; UDP grycosyltransferase 1 fan* blad, lung; sm 
426691; KMJJ06201; Hs.171834; PCTAIRE protein kinase 1; ovar; CU+s.m. 
426696; AW363332; Hs.171844; Homo sapiens cDNA: FU22296 fi; angio; mAb 
426721;AA383588;fc.288«5;ESTs.Weaklysimi^^ 
70 426726; AA488915; Hs.171955; trophinin associated protein (; test diag 
426747; AA535210; Hs.171995; kaffikrein 3, (prostate specif; pros; diag 
426752; X69490; Hs.172004; titin; sarc; diag 
426759; AI590401; HsJ21213; ESTs; mela; diag 
426793; X89887;Hs.172350;HlR(histo^^ 
75 426828; NMJJ00020; Hs.172670; activin A receptor type li-Ek; angfo; mAb 
426866; U02330; Hs.172816; neureguBn 1; esoph; CTUs.m. 
426B97; AW976570; Hs.97387; ESTs; lung; diag 
426900; AW163564; Hs.142375; ESTs; blad, pros; mAb 
. ■ 426935; NM_000088; Hs.172928; collagen, type I, alpha 1; test sarc; Cn-sm 
80 426966; AM93134; Hs.349204; sderoslin; rung; diag 

426968; U07616; Hs.1 73034; amphiphysin (Stiff-Mann syndro; blad; mAb+CTL 
426991; AK001536; HsJ214410; Homo sapiens cDNA FU10674 fis; ovar, sarc; (flag 
4270BO; AW068287; Hs.301 175; ras-related C3 botuKnum toxin; mela; diag 
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427099; AB032953; Hs.1 73560; odd Qz/terwn homolog 2 (Drosop; headnk, esoph; diag 

427122; AW057736; Hs.323910; HER2 receptor tyrosine kinase ; breast; mAb 

427244; AA402400; Hs.178045; ESTs; esoph; diag 

427260; AA663848; ; gb:ae70b06.s1 Stralagene schiz; lung; diag 

427274; NM_00521 1; Hs. 174142; colony stimulating factor 1 re; pros, sarc; mAb 

427298; AA400495; ; ESTs; test; diag 

427318; AF186081; Hs.175783; zinc transporter; pros; mAb 

427333; AF067797; Hs.176658; aquaporin 8; pane, colon; mAb 

427344; NM_000869; Hs.2142; 5-hydroxytryptamine (serotonin; ovar; mAb 

427356; AW023482; Hs.97849; ESTs; ovar, breast, pros, Wad, tung; diag 

427398; AW390020; Hs.20415; chromosome 21 open reading fra; pros; diag 

427427; AF077345; Hs.177936; lectin, superfemBy member 1 (; breast diag 

427441 ; AA412605; Hs.293266; SPANX family, member C; lung, esoph; CTl+sjn. 

427461; AA531527; Hs.332040; hypotheticai protein MGC13010; pros; mAb 

427474; U13192; Hs.2159; aggrecan 1 (chondroifin sulfa!; sarc; diag 

427486; AA974433; Hs.362432; fibroblast growth factor4 (he; test; diag 

427510; Z47542; Hs.179312; small nuclear RNA activating c; lung; CTb»s.m. 

427515; T79526; Hs.179516; integral type I protein; pros; diag 

427521 ; AW973352; ; ESTs; test; diag 

427528; AU077143; Hs.1 79565; mirachromosome maintenance def; mela; CTUs.m. 
427535; R29543; Hs.2164; pro-platelet basic protein (in; fibro; diag 
427546; AA405280; Hs.36793; hypothetical protein FU23188; lung; diag 
427550; BE242818; Hs.31 1 609; nuclear RNA heEcase, DECO van mela; CTL4S.m. 

427557; NM_002659; Hs. 179657; plasminogen activator, urokina; pane, colon, stom, ovar, cerv, blad, lung, headnk, esoph; mAb 
427576; A1591305; Hs.1 69084; ESTs, Highly similar to TUL3_H; test diag 
427583; M82962; Hs.179704; meprin A. alpha (PABA peptide ; colon; mAb 
427584; BE410293; Hs.179718; v-myb avian myeloblastosis vin test CTL*sm 

427585; 031 152; Hs.179729; collagen, type X, alpha 1 (Sch; breast lung, headnk, panc^tom, colon, ovar, cerv, sarc; diag 

427615; BE410107; Hs.179817; CGI-B2 protein, PSDR1; pros; diag 

427634; AI399745; Hs.18449; hypothetical protein MGC10820; mela, sarc; diag 

427647; W19744; Hs.180059; Homo sapiens cDNA FU20653 fis; sarc; diag 

427666; AI791495; Hs.1 80142; calmodufin-like skin protein (; breast, cerv, blad, lung, headnk, esoph; diag 

427667; AK001279; Hs.180171 ; Homo sapiens cONA FU1041 7 fis; test diag 

427668; AA29B760; Hs.180191; hypothetical protein FLI14904; lung, test diag 

427681; AB01 8263; Hs.284232; tumor necrosts factor receptor; ovan mAtHs.m 

427698; AW972594; Hs.335499; ESTs; fibro; Ol+sm. 

427701; AA411101; Hs.243886; nuclear autoantigenic sperm pr, lung; mAb+CTL 

427715; BE245274; Hs.180428; KIAA1181 protein; pros; diag 

427719; A1393122; Hs.134726; ESTs; test Wad; diag 

427730; AW250549; Hs.180577; granuBn; mela; diag 

427786; BE407863; Hs.256871; ESTs; esoph, blad; diag 

427809; M26380; Hs.180878; lipoprotein lipase; ovar; mAb 

427811: M81057; Hs.180884; carboxypeptidase B1 (fissue); breast s.ra 

427897; NM.017413; Hs.303084; apelin; pepfide ngand for APJ; angio. renal pros; diag 

427912; AL022310; Hs.181097; tumor necrosis factor (ligand); angio; mAb 

427958; AA41 8000; Hs.376771; potassium intermediate/small c; pros, gSo; mAb 

427961; AW293165; Hs.143134; ESTs; lung, sarc; diag 

428001; H97428; Hs.219907; ESTs, Moderately similar to lr, mela; diag 

428004; AA449563; Hs.151393; glutamatfrcysteine figase, cat lung; sm 

428023; AU038843; Hs.374530; Homo sapiens cDNA: FU23602 fi; tung; diag 

428046; AW812795; Hs.337534; ESTs, Moderately similar to 13; king, colon ; diag 

428062; AA420663; Hs.98321; hypothetical protein FU14103; angio; diag 

428087; AA100573; Hs.182421; troponin C2, fast sarc; CTL^jtu 

428141; D50402; Hs,182611; solute carrier family 11 (prot gfiojmAb 

428153; AW513143; Hs.98367; SRY (sex determining region Y); ovar; diag 

428169; AI928984; Hs.1 82793; goigi phosphoprotein 2; pros; diag 

428182; BE386042; Hs.293317; ESTs, Weakly similar to GGCIJt blad, headnk, lung, ovar, sarc; CTL+s.m. 
428183; AW969726; Hs.98381 ; ESTs, Weakly similar to serine; EWS; diag 
428206; AB020643; Hs.183006; KIAA0836 protein; angio; mAb 
428221; U96761; Hs.183075; ATPase, Catransporfing, cardi; sarc; s.m, 

428227; AA321649; Hs.2248; small Inducible cytokine subfa; breast lung, blad, ovar, headnk, fibro, colon, stom. cerv, leuk, renal, test mela, esoph, hepC; diag 

428248; AI126772; Hs.40479; ESTs; sarc; diag 

428293; BE250944; Hs.183556; solute carrierfamfly 1 (neutr, pros; mAb 

428305; AA446628; Hs.2799; cartilage finking protein 1; sarc; diag 

428329; AA426091; Hs.98453; ESTs, Moderately similar to R2; test diag 

428336; AA5031 15; Hs.183752; micrcserrdnoprotein, beta-; pros; <fiag 

428355; BE256452; Hs.2257; vitronectin (serum spreading f, colon; (flag 

428398; AI249368; Hs.98558; ESTs; pros, breast ; diag 

428405; Y00762; Hs.2266; cholinergic receptor, nfcotiru; esoph, sarc; mAb 

428423; AU076517; Hs.1 84276; solute carrier family 9 (sodiu; ovar; CTL+sjh 

428434; AW363590; Hs.65551; Homo sapiens, Similar to DNAs; tung, fibro; diag 

428467; AK002121; Hs.184465; hypothetical protein FU11259; fibro; mAb 

428471; X57348; Hs.184510; stratifin; lung, headnk. colon, pane; diag 

428645; AA431400; Hs.98729; ESTs, Weakly similar to 201720; lung; s.m. 

428651; AF196478; Hs.18B401; annexin A10; blad, stom, pane; diag 

428667; AI375550; Hs.346868; nucleolar protein p40; homolog; fibro, uter, diag 

428722; U76456; Hs.190787; tissue inhibitor of metailopro; gSo; diag 

428728; NNL016625; Hs.191381; hypothetical protein; ovar. lung, BPH; CTL+sm 

428771; AB028992; Hs.193143; WAA1069 protein; lung; CTL«s.ra 

428784; Y12851; Hs.193470; purinergic receptor P2X, Ggan; gtio, mela; mAb 

428800; M576Z7; Hs.193717; interleukin 10; fibro; diag 

428801; AW277121; Hs. 254 881; ESTs; pros; diag 

428804; AK000713; Hs.193736; hypothetical protein FU20706; mela; diag 
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428810; AF068236; Hs.193788; nitric oxide synthase 2A (indu; lung; sm 
428819; AL1 35523; Hs.193914; WAA0575 gene product; pros; CTL«s.m. 
428824; W23B24; Hs.173059; ESTs; pane, diag 

428832; AA578229; Hs.324239; ESTs, Moderately similar to ZN; pane, uter, diag 
428841; AI418430; Hs.104935; ESTs; renal; diag 
428848; NMJXHJ230; Hs.1 94236; leptin {murine obesity homotog; sarc, diag 
428862; NM 000346; Hs.2316; SRY (sex determining region Y); pros, sarc; CTL-*sjn. 
428927; AA441837; Hs.90250; Homo sapiens hypothetical prot fibre; mAb+diag 
428928; BE409838; Hs.1 94657; cadherin 1, type 1, E-cadherin; pros, breast stom. b!ad; mAb 
428949; AA442153; Hs.104744; hypothetical protein DKF2p434J; sarc; diag 
428957; NMJJ03881 ; Hs.194679; WNT1 inducible signaHng pathv. cerv; diag 
428959; AF100779; Hs.1 94680; WNT1 inducible signaling paihw; sarc; diag 
428977; AK001404; Hs.194698; eyefin B2; test; CTb»s.m. 
428981; BE313077; Hs.93135; ESTs, Weakly similar to ALU2_H; sarc; diag 

429002; AW248439; Hs.2340; junction ptekoglobin; Uad; CTUs.m. w 
429010; Y18198; Hs.194725; one cut domain, family member ; pane; diag 
429038; AL023513; Hs.194766; seizure related gene 6 (mouse); lung; mAb 
429058; AF138863; Hs.35254; hypothetical protein FLB6421; esoph; diag 
429065; AI753247; Hs.29543; Homo sapiens cONA FU13103 lis; lung; diag 
429083; Y09397; Hs.227817; BCl2-reiated protein A1; mela; dag 
429113; D28235; Hs.196384; prostaglandin-endoperoxide syn; angio, blad, stom; s,m. 
429120; AK001673; Hs.196530; hypothetical protein FU1081 1; test diag 
429150; AF120103; Hs.197366; smoothened (Drosophila) homob; ovar; mAb 
429163; AA884766; ; gb:am20a10.s1 Soares.NFULGSC; pros; diag 
429170; NMJH1394; Hs.2359; dual specificity phosphatase 4; breast, twnc^tom, lung, mela; s.m. 
429201; X03178; Hs.198246; group-specific component (vita; pane; diag 
429220; AW207206; Hs.356962; ESTs; breast pros, BPH; diag 
429228; AI553633; Hs.356B28; ESTs; lung, fibro. headnk, esoph; diag 
429259; AA420450; Hs.38Q088; Plakophilin; rung, headnk; (flag 
429290; AF203032; Hs.198760; neurofilament heavy polypepti; pros; CTL*5m 
429299; AI620463; Hs.347408; hypothetical protein MGC13102; pros, cerv; diag 
429329; AA456140; Hs.99235; Homo sapiens pannexin 3 (PANX3; sarc; mAb 
429345; R1 1 141; Hs.199695; hypothetical protein; blad; dag 

429359; W00482; Hs.2399; matrix metalloproteinase 14 (rrr, headnk, breast cerv, ovar. blad, lung, esoph, mela, sarc; mAb 
35 429413; NM_O14058; Hs.201877; OESC1 protein; lung, blad; diag 

429415; NM.002593; Hs.202097; procollagen Oendopeptidase en; sarc; diag 
429423; AI016712; Hs380983; integrin, beta 1 (Cbronectin ; angio; mAb 
429432; A1678059; Hs.202676; synaptonemal complex protein 2; breast cerv, diag 
. rt 429441; AJ224172; Hs.204096; RpophiDn B (uteroglobin fami; breast pros, ovar; diag 
40 429466; M85835; Hs.12827; ESTs; gfio, uter, CTVs.m. 

429469; M64590; Hs.380791; glycine dehydrogenase (decarbo; test sjtl 
429486; AF1 55827; Hs.203963; hypothefical protein FU10339; blad, lung, headnk, test dag 
429500; X78565; Hs^891 14; hexabrachion (tenascin £ cyto; lung, glfo. headnk, mela, sarc; dag 
429504; X99133; Hs.204238; BpocaTm 2 (oncogene 24p3) (N; ovar, hmg, blad; diag 
45 429505; AW820035; Hs.278679; a dsintegrin and metaBoprote; colon, leuk; mAb 
429538; BE182592; Hs.139322; small profine-rich protein 2A; lung, esoph; dag 
429563; BE619413; Hs*2437; eukaryotic translation initiat lung; dag 
429586; T73510; Hs^09153; angiopoietin-iike 3; hepC; CTUsjn. 
429597; NM_003816; Hs.2442; a disintegrin and metalloprote; pane, colon, stom. lung; mAb 
5 0 429609; AF002246; Hs^ 1 0863; ceO adhesion molecule with ho; ovar, mela; dag 

429612; AFQ62649; Hs.252587; pituitary tunw-transforming 1; lung. Wad, headnk; diag 
429655; U48959; Hs.21 1582; myosin, light polypeptide Wna; pros; s.m. 
429663; M58874; Hs.21 1587; phospholtpase A2, group tVA (c; angio, lung; s.m. 
429664; L20433; Hs.21 1588; POU domain, class 4, transcrip; sarc; CTl+s.m 
55 429736; AF1 25304; Hs.21 2680; tumor necrosis factor receptor; lung; mAb 

429747; M87507; Hs.2490; caspase 1, apoptosis-related c; colon, stom. fibro; sm 
429764; BE245076; Hs.21 6958; WAA0194 protein; pros; mAb 
429769; NNL0O4917; Hs.218366; telRkrein 4 (prostase. enamel; pros; s.m. 
429784; M89796; Hs.30; mernbrane-spanning 4-domains, s; fibro; mAb 
60 429823; AA459443; Hs.181400; ESTs; sarc; dag 

429859; NM-007050; Hs.225952; protein tyrosine phosphatase, ; breast mAb«s.m. 
42991B; AW873986; Hs.119383; ESTs; pros, glio; dag 
429921; AA52691 1 ; Hs.82772; collagen, type Xt alpha 1; headnk. pane, sarc; CTL 
- _ 429983; W92620; Hs.260855; ESTs; blad; dag 

65 4299B6; AF092047; Hs.227277; sine oculis homeobox (Drosophi; lung; CTL-4S.ia 

430014; H59354; Hs.374303; actinin, alpha 4; renal; dag 

430016; NIVL004736; Hs.227656; xenotroplc and polytropic retr; ovar; mAb 

430044; AA464510; Hs.1 5281 2; ESTs; breast lung, pane, headnk, ovar. stom, esoph; dag 

430056; X97548; Hsi28059; KRAB-assodated protein 1; test CTL«sjn. 
70 430129; BE301708; Hs.233955; hypothetical protein RJ20401; angio; dag 

430130; AL137311; HsJ234074; Homo sapiens mRNA; cDMA DKFZp7; pros; mAb 

430144; A1732722; Hs.98927; ERGL protein; EROC-S^dke pn pros; diag 

430152; AB00132S; Hs.234642; aquaporin 3; blad, fibro; mAb 
_ - 4301 54; AW583058; Hs.234726; serine (or cysteine) protebias; pros; dag 
75 430157; BE348706; Hs.278543; ESTs; blad; diag 

430168; AW968343; Hs.145582; DKFZP43411735 protein; Wad; diag 

430223; NM_002514; Hs.235935; nephroblastoma overexpressed g; mela; dag 

430226; BE245562; Hs.2551; adrenergic, beta-2-, receptor,; pros; mAb 
_ _ 430228; AW950939; Hs.6382; ESTs. Highly similar to T00391; glkr. dag 
80 430252; A!638774;Hs.105328; testes developmerrkelated NYD; test CR^jn. 

430253; AK001514; Hs.236844; hypothetical protein FU10652; test CTL-sjn. 

430255; AK000703; Hs.323822; Homo sapiens mRNA for KIAA1551; test CTL«s.m. 

430259; BE550182; Hs. 3751 42; RalGEF-Cke protein 3, mouse h; ovar; CTL«s.m 
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430280; AA361258; Hs.237868; irrterleukin 7 receptor; mela, lung, pane, stom, esoph, headnk, fibro; mAb+sja 
430287; AW 182459; Hs.125759; ESTs, Weakly similar to L£U5_H; test diag 
430294; A1538226; Hs.32976; guanine nucleotide binding pro; pros; diag 
430337; M36707; Hs.239600; calmodulin-like 3; lung; diag 
430354; AA954810; Hs.2397B4; human homolog of Drosophila Sc; ovan diag 

430378; Z29572; Hs.2556; tumor necrosis factor receptor; lung.fibro, breast headnk, blad, breast, colon, stom; diag 
430393; BE185030; Hs.241305; estrogen-responsive B box prot lung; diag 
430396; D49742; Hs-241363; hyaluronan-binding protein 2; pane; diag 
430407; H23551; Hs.30974; ESTs; pane; diag 
430439; AL133561; Hs.380155; DKFZP434B061 protein; lung, test; flag 
430451; AA836472; Hs.297939; cathepsin 6; ovar, lung, headnk, pane, stom; diag 
430454; AW46901 1; Hs.105635; ESTs; lung; diag 
430476; M447465; Hs.2563; tachykinin, precursor 1 (subst sarc; diag 
430487; D87742; Hs.241552; KIAA0268 protein; pros; diag 
430491; AL109791; Hs^41559; Homo sapiens mRNA lull length ; ovan diag 
430498; XQ2910; Hs^41570; tumor necrosis factcr (TNF sup; leuk; diag 
430508; AI01 5435; Hs.104637; ESTs; lung; mAb+s.m. 
430521; NM_016383; Hs.242183; HOM.TES-85 tumor anGgen; test CTL+s.m. 
430540; AW245422; Hs.106357; Homo sapiens cDNA: FU22105 fi; mela; mAb 
430563; AA481269; Hs.348628; ATP-binding cassette, sub-famt lung; diag 
430594; AK000790; rfe^46885; hypothetical protein RJ20783; mela; diag 
430634; AI860651; Hs.266B5; calcyphosine; ovar, diag 
430637; BE160081; Hs.256290; S 100 calcium-binding protein A; mela; diag 
430647; AC003682; Hs.127988; ESTs, Weakly similar to Z21 1_H; test diag 
430676; AF084866; Hs.372585; gb:Homo sapiens envelope prote; test diag 
430677; Z26317; Hs.359784; desmoglein 2; lung, colon; mAb 
430578; AI458174; Hs.192B55; ESTs; lung; diag 
430686; NIUL.001942; Hs.2633; desmoglein 1; lung, headnk, mela; mAb 
430691; C141B7; Hs.157208; aristaless-related homeobox pr, EWS, ovar, pane; diag 
30 430704; AW813091; Hs.335799; ESTs; stom; diag 
430770; AA765694; Hs.123296; ESTs; mela; diag 

430832; AI073913; Hs.100686; ESTs, Weakly similar to JE0350; breast colon, ovar, uter, lung. stom. fibro; diag 
430838; N46664; Hs.169395; hypothetical protein FU12015; mela; CTL+s.m. 
430890; X54232; Hs.2699; glypican 1; glio, lung. cerv. blad, esoph; mAb 
3 5 430985; AA490232; Hs.27323; ESTs. Weakly similar to 178885; lung; mAb 

431009; BE149762; Hs.48956; gap junction protein, beta 6 (; lung, Wad, headnk, esoph; mAb 
431053; S40369; Hs.249141 ; Gtutamate receptor subunit glio; mAb 
431070; AW408164; Hs.249184; transcription factor 19 (SC1); Wad; diag 
431089; BE041395; Hs.374629; ESTs, Weakly similar b unknow, Wad. lung, pros, angio, fibro; diag 
40 431099; Y13367; Hs^49235; prK)sphoinositide-3^nase, da; pros; CTL+sjtl 
431103; M57399; Hs.44; ptefotrophin (heparin binding ; sarc, mela; dag 
431124; AF284221; Hs.59506; doubtesex and mab-3 related In lung; CTb»sm 
431151; BE207083; Hs.366053; gb:ba10d10.y1 NIH_MGC_7 Homo % pros; mAb 
431164; AA493650; Hs.94367; thyroid transcription factor 1; fibro; CTL+sm 
45 431183; NMJM6855; Hs.250696; KDEL (Lvs-Asp-Glu-Leu) endopla; mela, pros, pane, colon, stom; mAb 
431211; M86849; rfe323733; gap|uncfion protein, beta 2. ; colon, blad. lung, pane, headnk. esoph; mAb 
431217; NM.013427; Ks,250830; Rho GTPase activafing protein ; pros; CTb»s.m. 
431221; AA449015; Hs.286145; SRB7 {suppressor of RNA polyme; lung; CTUs.m. 
431222; X56777; Hs.273790; zona peltucida glycoprotein 3A; pros; diag 
50 431250; BE264649; Hs.251377; taxol resistance associated ge; esoph; diag 

431322; AW970622; Hs.376626; gb:EST382704 MAGE resequences,; blad. ovar, uter; diag 
431347; A1133461; rK251664; insutin-fike growth factor 2 (; blad; mAtnclag 
431354; BE046956; Hs.251673; DNA (cytosine-S^rnewyltransf; test CIt«s.m. 
431360; NM_000427; Hs.251680; toricrin; mela, sarc; diag 
5 5 431362; AI874223; Hs.293560; ESTs; angio; diag 

431369; BE184455; Hs.251764; secretory leukocyte protease t ovar, blad; diag 
431384; BE158000; Hs .334372; gb:MR2-HT0377-1 50200-202^03 H; lung; diag 
431385; BE178536; Hs,11090; membrane-spanning 4-domains, s; pane; diag 
431441; U81 961; Hs.2794; sodium channel nonvoitage-gat ovar, pros, blad; mAb 
60 431448; AL137517; Hs.306201; hypothetical protein DKFZp5640; blad; mAb 
431457; NMJH2211; Hs.256297; integral, alpha 1 1; headnk; mAb 
431474; AL133990; Hs.190642; CEGP1 protein; breast pros. Wad; diag 
431494; AA991355; Hs.298312; hypothetical protein DKFZp434A; lung; diag 
- _ 431512; BE270734; Hs.2795; lactate dehydrogenase A; pane; sm 
65 431548; AI834273; Hs.9711; novel protein; lung, angio, pros; diag 
431553; X78075; Hs.2799; cartilage Dnking protein 1; sarc; diag 
431 579; AW971082; Hs.222886; ESTs, Weakly similar to TRHY_H; pros; diag 
431616; AA508552; Hs.222874; ESTs, Weakly similar to (38022; pros, pane, colon ; mAb 
431674; AA098901; Hs,301642; G-protein coupled receptor, ovar; mAb+sm 
70 431723; AW058350; Hs778966; Homo sapiens mRNA; cDNA DKFZpS; fibro; diag 
431728; NM_007351; Hs.268107; imrtfimerm; angio; diag 

431808; M30703; Hs.270833; amphiregulin (schwannoma-deriv; breast headnk, pane, colon; diag 

431836; AF178532; Hs.27141 1; betasite APP-deaving enzyme ; mela; mAb 

431870; AW449902; Hs.105500; ESTs; renal; diag 
75 431890; X17033; Hs^71986; integrin. alpha 2 (CD49B, alph; blad, headnk, lung, pane, cerv, stom; mAb 

431938; AA938471; Hs.54431; specific granule protein (28 k; pane; diag 

431939; AW008061; Hs.231994; ESTs; renal, colon; diag 

431941; AK000105; Hs.272227; Homo sapiens cONA FU20099 lis; cerv, glio; dtag 

431989; AW972870; Hs.291069; ESTs; ovan diag 
80 431992; NM.002742; Hs.2891; protein kinase C. mu; pros, glto; s.m. 

432004; BE018302; Hs.2894; placenta! growth factor, vascu; renat diag 

432015; AL157504; Hs.159115; Homo sapiens mRNA; cDNA DKFZpS; blad;tfag 

432023; AW273128; Hs.300268; EST; lung; diag 
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432097; X51730; Hs.2905; progesterone receptor; blad; mAtHsm 
432117; AUD36195; Hs.2909; protamine 1; test; CTL+sm 
432128; AA127221; Hs.66; ESTs; angio; diag 

432141; BE410964; Hs.272736; nuclear receptor binding prate; test; mAb*s.m. 
5 432189; AA527941; ; gb:nh30c04.s1 NCI_CGAP_Pr3 Horn; pros; diag 
432199; AI693815; Hs.127179; cryp8c gene; pane; diag 

432210; A1567421 ; Hs.273330; Homo sapiens, clone IMAG&3544; ovar, lung, blad; diag 

432222; AI204995; ; gb:an03c03jc1 Stratagene schiz; angio, blad. fibro; diag 

432231; M339977; Hs.274127; CLST 1 1240 protein; fibro; diag 
1 0 432239; XB1334; Hs.2936; matrix metaltoproteinase 13 (c; blad, lung, headnk, esoph, sarc; sm 

432240; A1694767; Hs.129179; Homo sapiens cDNA FU135B1 fis; pros; diag 

432305; M62402; Hs.274313; InsuWke growth factor bin; cerv, diag 

432374; W68815; Hs.301885; Homo sapiens cDNA FU 11 346 fis; cerv. lung, fibro, pros; diag 

432407; AA221036; ; gb:zr03f12.r1 Stratagene MT2 n; lung, testcolon; (fiag 
1 5 432415; T16971; ; ESTs, Weakly similar to A43932; ovar, pros; diag 

432432; AA541323; Hs.115831; ESTs; uter, pros; diag 

432435; BE218B86; Hs.282070; ESTs; pros, uter, colon, stom, fibro; diag 

432441; AW292425; Hs. 1 63484; intron of hepatocyte nuclear f; blad, ffl>ro, pros; diag 

432473; AI202703; Hs.152414; ESTs; pros; diag 
20 432481; AW451645; Hs.151504; intron of collagen, type XI, a; sarc; diag 

432512; N!O03284; Hs.3017; transilion protein 1 (during h; test; CTUsm 

43251 9; AI22131 1; Hs.1 30704; ESTs, Weakly similar to BCHUIA; fibro, ovar, uter, CTL*sjn. 

432527; AW975028; Hs.102754; ESTs; pros, uter, ovar, cerv ; diag 

432542; AW083920; Hs.16098; claudin 2; colon, pane; cfiag 
25 432583; AW023S24; Hs.162282; potassium channel TASK-4; pota; lung; mAb 

432615; AA557191; Hs.55Q28; ESTs, Weakly simiJar to 154374; pros; diag 

432621; A1298501; Hs.21192; ESTs, Weakly simiiar to T46428; pros; mAb 

432629; AW860548; Hs.280658; ESTs; ovar diag 

432653; N62096; Hs.293185; ESTs, WeaWy similar to JC7328; pros, lung ; mAb*sm 
3 O 432666; AW204069; Hs.351118; ESTs. Weakly similar to unname; test; diag 

432706; NrVL.013230; Hs.286124; CD24 antigen (small cell lung ; colon, ovar, pros; mAb+CTL 

432730; AI066520; Hs.131358; ESTs; test; dtag 

432731; R31178; Hs.287820; fibronecOn 1; pane, fibro; diag 

432788; AA521091; Hs.178499; Homo sapiens cDNA: FU231 17 fi; lung, ovar; CTL^m 
3 5 432800; BE391046; Hs.278962; AlM-1 protein; mela, pros; mAb 

432842; AW674093; Hs.334822; hypothetical protein MGC4485; blad, lung, headnk; CTL-^.m. 

432850; X87723; Hs.3110; angiotensin receptor 2 (AT2); leio; mAb 

432855; AF017988; Hs.279565; secreted frizzled-related prot pane; diag 

432867; AW016936; Hs^33364; ESTs; stom, colon; diag 
40 432678; BE386490; HS.Z79563; Rrin; mela; CTL+sm 

432887; A1926047; Hs.162859; AK056805: Homo sapiens cDNA FU pros; (fiag 

432938; T27013; Hs.3132; steroidogenic acute regulatory; ovar; (Dag 

432966; AA6501 14; Hs.325198; ESTs; pros; diag 
. _ 433012; NMJM4045; Hs.279910; ATX1 (antioxidant protein 1, y; mela; diag 
45 433013; A169789Q; Hs.127337; axin 2 (condudin, axB); colon; CTL«sm 

433043; W57554; Hs.125019; lymphoid nuclear protein (LAF-; pros, breast; diag 

433068; NNUXJ6456; Hs.288215; sialytoansferase; breast ovar, mela; sm 

43307B; AW015188; Hs.121575; Homo sapiens cDNA FU 12231 Us; Nad; (flag 

433091; Y12642; Hs.3185; lymphocyte antigen 6 complex. ; blad, lung, headnk, cerv; mAb 
5 O 433147; AF091434; Hs.43080; platelet derived growth factor, ovar, pane, fibro; diag 

4331 59; AB035898; Hs.1 50587; kinestn-iike protein 2; ovar, uter, colon, blad; dtag 

433170; AB037816; Hs.8982; KIAA1395; angio; diag 

433183; AF231338; Hs.222024; transcription factor BMAL2; lung; diag 

433228; F28212; Hs.14953; WAA1491 protein; test; CTl>sm 
55 433258;Al806626; Hs^07300; ESTs, WeaWy similar to ALUB_H; lung; diag 
433285; AW975944; Hs.237396; ESTs; breast pros ; diag 

433293; AF007835; Hs.32417; hypothetical protein MGC2742; fibro. pros, stom, pane; CTb»sm 
433323; AA805132; Hs.159142; ESTs; pros; diag 
^ ■ 433334; AI927208; Hs. 23 1958; matrix metalloproteinase 28; pane; sm 

60 433336; AF017986; Hs.31386; secreted frizzted-related prot; ovar, fibro, headnk. lung, pane, blad; diag 

433354; AI075407; Hs.296Q83; ESTs, Moderately similar to 15; mela; diag 

433365; AF026944; Hs.293797; ESTs; blad; diag 

433376; A1249361; Hs.74122; caspase 4, apoptosis-relaied c; angio; sm 
_ 4333B8; AI432672; Hs.288539; hypothetical protein FU22191 ; ovar; CTUsm 

65 433404; T32982; Hs.352670; Homo sapiens cDNA FU32064 fis; pros; (flag 

433437; U20536; Hs.3280; caspase 6, apoptosis-related c; fibro, breast cerv, tung, blad, pane, gho. coton; sm 

433444; AW975324; Hs.129616; ESTs; pros; diag 

433466; AA508353; Hs.105314; relaxin 1 (H1); pros; diag 
„ 433485; AM93076; Hs.306098; aldo-keto reductase family 1.;hmg;s.m. 
70 433495; AW373784; Hs.71; alpha-2-g fycoprotein 1, zinc; breast pros; diag 

433576; BE080715; Hs/161091; ESTs; mela; diag 

433662; W07162; Hs.150826; RAB25 RAB25, member RAS oncoge; colon; diag 

433671; AW138797; Hs.132S06; 19A24 protein; fibro; mAb 

433701; AW445023; Hs.15155; ESTs; test dtag 
75 433724; AI827749; Hs.144924; serine/threonine protein kinas; test CTL+s.m. 

433764; AW753676; Hs.39982; zinc finger protein RiNZF (NMj pros, ovar; diag 

433800; A1034361; Hs.135150; lung type-l cell membrane-asso; gBo, lung, test mAb 

433914; AF10B138; Hs.1 12160; Homo sapiens DNA helicase homo; test sm 
_ _ 43401 1; AW953437; Hs.5486; clone FLB5214; pros; (Sag 
80 434105; AW952124; Hs.13094; preseniflns associated mombol; lung; (Sag 

434217; AW014795; Hs.23349; ESTs; angto; diag 

434262; AF 121 858; Hs.1 2169; sorting nexin 8; mela; CTL«sm 

434274; AA628539; Hs.57783; ESTs, Moderately similar to AL; test diag 
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434334; AA912476; Hs.1 16750; Homo sapiens cDNA FU13221 fis; test; diag 

434340; A1193Q43; Hs.353146; ESTs, Weakty similar to T17226; lung; diag 

434360; AW015415; Hs.127780; ESTs; lung; diag 

434370; AF13098B; Hs.58346; ectodysplasin 1 , anhidrofic re; colon, stom; diag 
5 434377; AW137148; Hs.306593; intron of periostin (OSF-2os); headnk; diag 

434398; AA121098; Hs.3838; serum-lnducibte kinase (SNK); angio. breast CTL-s.ra 

43441 1; AA632649; Hs.201372; ESTs; stom, teuk; diag 

434414; AI798376; ; gb.tr34b07.x1 NCl_CGAP_Ov23 Ho; lung, test, colon; (Bag 
, n 434423; NM.006769; Hs.3844; UM domain only 4; pane; diag 
1 0 434449; AW953484; Hs.3849; hypothetical protein FU22041 ; sarc; olag 

434487; AF143867; Hs.337588; ESTs! Moderately similar to S6; blad; mAb*sm 

434598; T59538; ; gb:yb65g12.s1 Stratagene ovary; angio; sm 

434608; AA805443; Hs. 179909; hypolhefical protein FU22995; test CTL+sm 

434609; R76593; ; gb:yi60c1 1 .rl Soares placenta ; pros; diag 
1 5 434636; AA063764; Hs.349208; hypothetical protein MGC3176; angio; diag 

434649; AA738254; Hs.165390; ESTs, Highly similar to A40350; test <fiag 

434565; AA642125; Hs.74502; gb:nr60c01.s1 NCLCGAPJ.ym3 Ho; pane; diag 

434666; AF151103; Hs.1 12259; T cell receptor gamma locus; pros; mAb+s.m. 

434699; AA643687; Hs.149425; Homo sapiens cONA FU11980 fis; pane; diag 
20 434826; AF1 55661 ; Hs.22265; pyruvate dehydrogenase phospha; mela; sm 

434846; AW295389; Hs.11976B; ESTs; angio; diag 

434876; AF160477; Hs.61460; Ig superfamtly receptor LNIR; King, blad; mAb 

434927; H46612; Hs.293815; Homo sapiens HSPC285 mRNA, par; angio; diag 
_ 434973; AW4492B5; Hs.313636; EST; pros; diag 
25 435045; BE297155; Hs.143698; ESTs; test diag 

435047; AA454985; Hs.54973; cadherin-like protein VR2fr, pros; mAb 

435066; BE261750; Hs.4747; dyskeratosis congenita 1 , dysk; colon; CTb*sm 

435060; AI831760; Hs.155111; hypothetical protein FU14428; renal; mAb 

435094; AI560129; Hs^89008; EST; ovar. cerv; (Bag 
3 0 435099; AC004770; Hs.4756; flap strucujre-specific endonu; blad, test mela; CTL+s.m. 

435140; AA668123; Hs.134170; ESTs; fibro; diag 

435159; AA668879; Hs.116649; ESTs; lung; diag 

435206; AI432364; Hs.160594; ESTs; test; diag 

435243; AW292886; Hs.348932; hypothetical protein dJ4340K; cerv, headnk; diag 
3 5 435292; N20514; Hs.172965; ESTs; mela; diag 

435299; A1745458; Hs.343026; ESTs, Weakly similar to T20593; fibro; diag 
435479; AF197137; Hs.1 55101; ATP synthase. H transporting, ; pros; sm 
435496; AW840171; Hs.265398; PAR-6 beta; breast pane, ovar; diag 
435563; AF210317; Hs.95497; solute carrier family 2 (CacD; blad; mAtHS.m. 
40 435575; AF21 3457; Hs.44234; triggering receptor expressed ; fibro; mAb+sm 
435602; AF217515; Hs. 283 53 2; uncharacterized bone marrow pr, test diag 
43561 5; Y15065; Hs.4975; potassium voltage-gated channe; glio; mAb 
435652; N32388; Hs.334370; uncharacterized hypothalamus p; pane; diag 
A _ 435793; AB037734; Hs.4993; KIAA1313 protein; ovar, lung, uter; diag 
45 435849; BE305242; Hs.16098; daudin 2; coton. pane; diag 

435876; AW612586; Hs.160271; 6 protein-coupted receptor 48; pros; mAb 
435897; AF269223; Hs.1 28322; tcomplex 11 (a murine top horn; test diag 
435904; AF261655; Hs.8910; 1,2^ph8-mannosldase IC; blad; sm 
435918; AF263538; Hs.86232; growth differentiation factor; test diag 
5 0 435974; U29690; Hs.37744; Homo sapiens beta-1 adrenergic; pros, EWS; mAb*sm 
436032; AA150797; Hs.109276; tatexm protein; pane, angio; diag 
436063; AK000028; Hs.356100; ribosomal protein S24; pros; diag 
436120; AI248193; Hs.119860; ESTs; fibro; <fiag 
_ _ 436199; R38946; Hs.127951; hypothetical protein FU 14503; renal; diag 
55 436246; AW450953; Hs.119991; ESTs; blad; diag 

436251; BE515065; Hs.296585; nucleolar protein (KKE/D repea; colon, test blad; CTUsm 
436278; BE396290; Hs.5097; synaptogyrin 2; pros; mAb 
436291; BE568452; Hs.344037; protein regulator of cytokines; king, blad, headnk; diag 
" 436293; AI601 188; Hs.306201; ESTs; blad; diag 
OO 436302; AL355841; H&S933Q; hypothetical protein FU23588; lung; diag 
436315; BE39Q513; Hs.27935; hypothetical protein MGC4837; mela; diag 
436396; AI683487; Hs.152213; wingless-type MMTV integration; lung, headnk, pros, pane; diag 
436420; AA443966; Hs.31595; ESTs; angio; mAb 
re 436476; AA326108; Hs.33829; bHLH protein DEC2; pane; diag 
65 436511; AA721252; Hs.291502; ESTs; lung; (Sag 

436553; AW407157; Hs.181 125; Imrnunogtobunn lambda locus; lung; diag 
436569; BE439539; Ks.301 961; glutathione ^transferase M2 (; blad; sm 
436614; AW104388; Hs.149091; ESTs; mela; CR«sm 
A 436700; AI693690; Hs301406; hypothetical protein PP3501; mela; mAb 
70 436729; BE621807; Hs.351316; transmembrane 4 superfamfly me; pane, colon, stom, ovar, lung, Wad; mAb 
436772; AW975688; Hs.34891B; metatofoionein 1E (functional; angio; diag 
436775; AA731111; Hs.372225; ESTs; uter, ovar; diag 
436839; AA767346; Hs.372277; ESTs; lung; diag 
_ _ 436856; AI469355; Hs.127310; ESTs; mela; diag 
75 436954; AA740151; Hs.130425; ESTs; fibro. uter, ovar; diag 

436972; AA284679; Hs.25640; claudin 3; ovar, lung, pros; mAb 
437052; AA861697; Hs.120591; ESTs; pros; diag 
437099; N77793; Hs,48659; ESTs, Highly similar to S14458; test diag 
437100; AI761 073; Hs.14535; Homo sapiens cDNA: FU22314 fi; pane, renat diag 
80 4371 19; A1379921; Hs.177043; XP_171 387 similar to rhotekin; fibro; diag 

4371 45; AF00721 6; Hs.5462; solute carrier family 4. sodlu; pane, pros, stom; mAb 
437156; AI916600; Hs.1 21 194; Homo sapiens cDKA: FU21569 fi; stom, renal, colon; diag 
4371 81; AI306615; Hs.125343; ESTs. Weakly similar to WAA07; Wad; mAb+s.m. 
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437204; All 10216; Hs.355961 ; ESTs, Weakly similar to 155214; iung; CTL*s.m. 
437212; AI765021; Hs.210775; ESTs; renal uter, ovar; diag 
437224; AL1 17628; Hs.97808; ESTs; test; diag 
. 437259; At377755; Hs.120695; ESTs; lung; diag 
5 437267; AW511443; Hs.258110; ESTs; BPH; diag 
437269: AA334384; Hs.149420; ESTs; angio; diag 
437330; AL353944; Hs.50115; Homo sapiens mRNA; cDNA DKF2p7; sarc; diag 
437381; NM 003584; Hs.5591; MAP kinase-interacting serine* gHo; CTL^sjn. 
. 437390; AI125859; Hs.112607; ESTs; King; diag 

1 0 437412; BE069288; Hs.34744; Homo sapiens mRNA; cDNA OKFZp5; lung; diag 

437435; AA249439; Hs.27027; hypothelical protein DKFZp762H; Jung; diag 

437437; AA226869; Hs.351623; hypothetical protein DKFZp762L; test CTL+s.m. 

437478; AL390172; Hs.317432; branched chain aminolransferas; angio; s.m. 

437553; AI829935; Hs.130497; ESTs. Weakly similar to MAT8_H; blad; mAb 
1 5 437571; AA760894; Hs.125350; ESTs; pros; diag 

437623; D63880; Hs.5719; chromosome condensation-relate; test diag 

437740; AA810265; Hs.122915; ESTs; mela; diag 

437802; A1475995; Hs.122910; ESTs; pane; diag 

437862; AW978107; Hs.5884; Homo sapiens mRNA; cDNA DKFZp5; mela; CTL«sm 
20 437908; AI082424; Hs.351043; ESTs; test diag 

437915; A1637993; Hs.202312; Homo sapiens clone N1 1 NTera2D; lung, headnk, ovar, Wad, uter; (Sag 
437931; AI249458; Hs.1 24434; ESTs; Wad; diag 

437935; AW939591; Hs.5940; mucin 13, epithelial transmemb; colon, stom, uter. pane; mAb+s.m. 
^ _ 437938; AI950087; Hs.369628; gb:wqQ5c02Jt1 NCLCGAP_Kid12 H; renal, ovar, uter, cerv, Wad; diag 
25 437939; AW298600; Hs.64313; ESTs, Weakly similar to S59501; angio; mAtHsm 

437960; A1669586; Hs.369312; ESTs; uter, ovar; diag 

438167; R28363; Hs.24286; chemokine binding protein 2 (C; ovar, breast, uter; mAb 

438199; AW016531; Hs.122147; hypothetical protein FU13189 ; breast diag 
_ _ 438209; AL120659; Hs.61 11; aryWiydrocarbon receptor nud; mela; mAb+s.m. 
30 438233; W52448; Hs.56147; ESTs; pros, cerv ; diag 

438274; AI918906; Hs.55080; ESTs; headnk; diag 

438403; AA806607; Hs. 292206; ESTs; lung; mAb 

438438; AA257992; Hs.50651; Janus kinase 1 (a protein tyro; EWS; s.m. 

438450; AI050866; Hs.65B53; nodal, mouse, homolog; test diag 
35 438456; AA913381; Hs.279763; ESTs; test diag 

438552; AJ245820; Hs.6314; type I transmembrane receptor ; pros, ovar; diag 

438670; AI275B03; Hs.123428; ESTs; fibro; CTL*sm 

438702; A1879064; Hs.7164; ESTs; lung; cfiag 

438707; IJQ8239; Hs.5326; amino acid system N transporte; ovar, mAb 
40 438746; AI885815; Hs.184727; Human melarwrna-asscciated anfj; pane, Wad, mela, ovan mAb+CTl 

438817; AI023799; Hs.1 63242; ESTs; ovar, uter, Wad, renal; diag 

438859; A1559626; Hs.93522; Homo sapiens mRNA for KIAA1 647; renal; diag 

438866; U44385; Hs.6441; tissue inhibitor of metaBopro; rnela; diag 
. _ 438873; AI302471; Hs.124292; Homo sapiens cDNA: RJ23123 fi; fibro; diag 
45 438898; AI819863; Hs.106243; ESTs; king; diag 

438915; AA280174; Hs.355711; WMams-eeuren syndrome chrom; lung, test, mela; diag 

438929; AW195515; Hs.253177; ESTs; renal; diag 

438956; W00847; Rs.135056; Human DNA sequence from clone ; lung; diag 

438966; AW979074; ; gb:EST391184 MAGE resequences.; renal; cfiag 
5 O 438983; AF0B5884; Hs.20029; proacrosin binding protein sp3; test CTL^ m 

438993; AA828995; ; gb;od77b0S\s1 NQ_CGAP_Ov2 Horn; ovar; mAb+s.m. 

439053; BE244588; Hs.6456; chaperonin containing TCP1, su; test diag 

439092; AA830149; ; gb:oc44f08.s1 NCLCGAP_GC81 Ho; pros; diag 

439176; AI446444; Hs.1 90394; ESTs, Weakly similar b B28096; pros; diag 
5 5 439180; AI393742; Hs.1 99057; v-erb-b2 avian erythroblastic ; breast ovar, uter, pros, blad, pane, colon, fibro, mela; mAb 

439221; AA7371 06; Hs.32250; ESTs. Moderately similar to 17; EWS; s.m 

439237; AW408158; Hs.31 8893; ESTs, Weakly similar to A47582; mela, fibro; diag 

439239; AI031540; Hs.235331; ESTs; Wad; diag 

439285; AL133916; Hs.47860; hypothetical protein FU 20093; rung, breast diag 
60 439310; AFO86120; Hs.102793; ESTs; mela; diag 

439318; AW837046; Hs.6527; G protein-coupled receptor 56; colon, breast ovar, uter, cerv, pros, rung, headnk, blad, mela; mAtHsm 

439335; AA742697; Hs.62492; NM_052863:Homo sapiens secreto; fibro, uter; diag 

439366; AF100143; Hs.6540; fibroblast growth factor 13; pros; CTL^sjn. 
. _ 439382; BE247684; Hs. 103070; ESTs; angio; diag 
65 439394; AA149250; Hs£6105; ESTs; king; diag 

439410; AA632012; Hs.188746; ESTs; angto; diag 

439453; BE264974; Hs.6566; thyroid hormone receptor Inter; lung, esoph, ovar; mAb+s.m. 
439496; BE616501; Hs.32343; Homo sapiens, Similar to RIKEN; mela, esoph; (Sag 
439659; AW970780; Hs.59483; leudne-rich repeat-containing; ovar, stom, mela, colon; mAb 
70 439668; AW91277; Hs.302634; frizzled (DrosophUa) homolog ; ovar, uter; mAb 

439670; AF088076; Hs.59507; ESTs, Weakly similar to AC0048; lung, headnk, cerv; diag 
439702; AW085525; Hs.55964; ESTs; mela; diag 

439706; AW872527; Hs.59761; ESTs, Weakly similar to DAP1.H; ovar, lung, headnk; diag 
_ 439735; AI635386; Hs.142846; hypotheGcal protein; pros; diag 

75 439737; AT751438; Hs.41271; Homo sapiens mRNA full length ; pane; diag 

439750; AL359053; Hs.57664; Homo sapiens mRNA full length ; pane, fibro, breast diag 

439755; AW748482; Hs.77873; B7 homolog 3; sarc; mAb 

439759; AL359055; Hs.67709; Homo sapiens mRNA fuO length ; colon, stom, pane, leuk, rung; drag 
0 _ 439778; AL109729; Hs£9364; putative transmembrane protein; pros; mAb*s.m. 
oO 439780; AU09688; ; gb:Homo sapiens mRNA full leng; Wad, esoph; diag 

439820; AL360204; HsJ83853; Homo sapiens mRNA full length ; ovar, uter, cerv, breast pros ; diag 

439864; AI720078; Hs^91997; ESTs, Weakly simflar to A47582; test diag 

439867; AA847510; Hs.161292; ESTs; pane; diag 
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439920; H05430; Hs.288433; neurotrimin; pane; mAb-Kfiag 

439926; AW014875; Hs.137007; ESTs; blad, esoph, lung, cerv; diag 

439963; AW247529; Hs.6793; platelet-activating factor ace; breast lung, blad; s.m. 

440042; A1073387; Hs.1 33898; ESTs; ovar; CTL-^m 

440086; NM 005402; Hs.6906; v-ral simian leukemia viral on; angio; diag 

440099; AL08005B; Hs.6909; DKF2P564G202 protein; pane; diag 

4401 19; AA865455; Hs.1 25331; ESTs. Moderately similar to un; test diag 

440138; AB033023; HS.31B127; hypothetical protein FU10201; lung; CTL*sjn. 

440151; AA868167; ; gb:ak38e07.s1 SoaresJesfc..NH; sarc; diag 

440207; AI371978; Hs.128326; ESTs; test; diag 

440209; H05049; Hs^47837; neurexin 3; fibro; diag 

440210; AW674562; Hs.122128; ESTs; gfio; diag 

440225; BE295782; Ks.159; tumor necrosis factor receptor; gib; mAb 

440238; AW451970; Hs.155644; paired box gene Z ovar; diag 

440260; AI972867; Hs.7130; coplne IV; pros; diag 

440273; AI805392; Hs.325335; Homo sapiens cDNA: FU23523 fi; lung, fibro; diag 

440274; R24595; Hs.7122; scrapie responsive protein 1; sarc; diag 

44031 1; AI733079; Hs.125407; ESTs, Moderately similar to AL; renal; diag 

440325; NM.003812; Hs.7164; a distntegrin and melalloprote; lung; mAb 

440333; AI378424; Hs.288761; hypothetical protein FU21749; pros; CTL^m. 

440449; AA885430; Hs.201925; Homo sapiens cDNA FU13446 fis; breast; diag 

440452; AI925136; Hs.55150; ESTs, Weakly similar to CAYP.H; fibro; diag 

440457; BE387593; Hs.21321; Homo sapiens done FLB9213 PRO; mela; diag 

440484; BE328156; Hs.150356; ESTs; pane; diag 

440529; AW207640; Hs.16478; Homo sapiens cDNA: FU21718 fi; pros; diag 

440659; AF134160; Hs.7327; claudin 1; lung; mAb 

440704; M69241; Hs.162; insutin-fike growth factor bin; lung, glto, ovar, diag 

440773; AA352702; Hs.37747; Homo sapiens. Similar to RIKEN; test; diag 

440801; AA906366; Hs.370038; ESTs; pros; diag 

440819; AI809444; Hs.202108; ESTs; pros; diag 

440901; AA909358; Hs.128612; ESTs; ovar, pros; diag 

440943; AW082298; Hs.146161; hypothetical protein MGC2408; lung; diag 

4409B3; M20681; Hs.7594; solute carrier family 2 (facil; test; mAb 

441020; W79283; Hs.35962; ESTs; lung, pane; diag 

441031; AM 10684; Hs.7645; fibrinogen, B beta polypeptide; lung, pane, coton; CTL+sm 

441085; AW136551; Hs.181245; Homo sapiens cOMA FU12532 fis; pane, ovar. stom. uler, lung; diag 

441 134; W29092; Hs.346950; cellular retinae acid-binding; sarc; diag 

441247; AW1 18681; Hs.128051; Homo sapiens thymic stroma) if, pros; diag 

441321; H17182; Hs.7771; B-cei! associated protein; test; diag 

441345; AW068579; Hs.7780; Homo sapiens mRNA; cDNA DKFZp5; pros; diag 

441350; AB020690; Hs.7782; paraneoplastic anfigen MA2; pane; mAb+CTL 

441377; BE218239; Hs.202656; ESTs; uter. endo, lung: diag 

441384; AA447849; Hs.288650; reSnoic acid Induced 3; ovar; mAb+s.m. 

441392; AW451831; Hs.222119; ESTs, Weakly similar to S30433; renal; dag 

441457; AW995651; Hs.43838; ESTs; angio; diag 

441495; AW294603; Hs.127039; ESTs; blad; diag 

441525; AW241867; Hs.127728; ESTs; tung; diag 

441553; AA281219; Hs.121296; ESTs; hing. test, ovar; CTUs.m. 

441633; AW958544; Hs.112242; normal mucosa of esophagus spe; blad, lung, cerv, headnk, colon, pane; diag 

441790; AW2949Q9; Hs.132208; ESTs; lung; dag 

441801; AW242799; Hs.86366; ESTs; blad;dlag 

441835; AB036432; Hs.184; advanced grycosytation end pro; fibro; mAb 

441859; AW194364; Hs.380444; interieukJn-4 induced gene-1 p; ovar, mete, fibro; mAb 

441878; AI80186* Hs.127982; ESTs; test crag 

442005; AW975183; Hs. 372210; ESTs, WeaWy similar to S72482; fibro, angio; CTUs.m 

442082; R41823; Hs.7413; calsyntenin-2; breast, pros, ovar; diag 

442104; 120971; Hs.188; phosphodiesterase 4B, cAMP-spe; angio; CTL-*jn. 

442108; AW452649; rte^43259; ESTs; lung; diag 

442242; AV647908; Hs.90424; Homo sapiens cONA: FU23285 fi; BPH; diag 

442323; AW016669; Hs^9190; ESTs; breast; diag 

442333; AI650877; Hs.129302; ESTs; test; diag 

442432; BE093589; Ks.38178; hypothetical protein FU23468; blad, lung, pane, esoph, mela; CTL+sm 

442438; AA995998; Hs.370007; gbxK>26b03.s1 NQ CGAP Kd5 Ho; uter, ovar, renal; (flag 

442441; AI820662; Hs.129598; ESTs; breast; diag . 

442503; AF147078; Hs.375031; p53-responsive gene 5; mela; drag 

442506; BE566411; Hs.41726; ESTs; angio; diag 

442573; H93366; Hs.7567; branched chain aminotransferas; ovar. pane, angio, test; sm 

442577; AA292998; Hs.1 63900; ESTs; Had, pane, colon, stem, ovan diag 

442580; AI733682; Hs.1 30239; ESTs; breast ; drag 

442609; AL020996; Hs.8518; selenoprotein N; mela; diag 

442613; AI004002; Ks.130522; Kv channeUnterac&ig protein; gfio; diag 

442622; NMJJ00435; Hs.8546; Notch {DrosophBa) homotog 3; ovar; mAb 

44271 1; AF151073; Hs.8645; hypothetical protein; angio. mela, sarc; diag 

442739; NMJJ07274; Hs.8679; cytosofc acyl coenzyme A thio; mela; sjn. 

442757; AI739528; Hs.28345; ESTs; mela; drag 

442818; AK001741; Hs.8739; hypothefical protein FU10879; breast; diag 

442821; BE391929; Hs.8752; transmembrane protein 4; ovar; drag 

442832; AW206560; Hs^53569; ESTs; pros, fibro; (flag 

442896; R37725; Hs.283093; ESTs; pane; dag 

442994; AI026718; Hs.1 6954; ESTs; brad, fibro; diag 

443054; AI745185; Hs.84520; yea-associated protein 65 kDa; blad; dag 

443162; T49951; Hsl9029; DKFZP434G032 protein; blad. lung; CTL^sm 

443171; BE2B1 128; Hs.9030; TONOU; brad, ovar; diag 
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443184; AI638728; Hs.135159; ESTs; sarc; diag 

44321 1; AI128388; Hs.143655; ESTs; Wad, ovar, lung, headnk, stem, colon; diag 

443216; W8D487; Hs.324521 ; hypothetical protein DC50; test; diag 

443257; AI334040; Hs.1 1614; HSPC065 protein; fibro; CTL+s.m. 

443400; R28424; Hs.250648; ESTs; lung; (fiag 

443523; AK001575; Hs.9536; hypothetical protein FU10713; test CTl-*.m. 

443537; D13305; Hs.203; chdecyslokmin B receptor; test mAb 

443648; AI0B5377; Hs.143610; ESTs; tung, headnk; diag 

443709; AI082692; Hs.134662; ESTs; fibro; diag 

443715; AI583187; Hs.9700; cycBn E1; lung, stom, ovar, coton; CTl«s.m. 

443785; AW449952; Hs.190125; basic^elixJoop-helfc-PAS pro; g5o, uter, ovar; CTL»s.m. 

443802; AW504924; Hs.9805; KIAA1291 protein; sarc; diag 

443883; AA1 14212; Hs.9930; serine (or cysteine) protein as; sarc; s.ra 

443885; H91806; Hs.15284; ESTs; mela; diag 

443892; AI889572; Hs.246875; ESTs; tung; diag 

443950; NMJJ01425; Hs.9999; epithelial membrane protein 3; mela; mAb 

443968; AA287702; Hs.10031; KIAA0955 protein; anglo; diag 

443983; H04482; Hs.163724; ESTs; mela; mAb 

443991; NM_002250; Hs. 10082: potassium intermediate/small c; pros, colon, uter; mAb 

444009; AI380792; Hs.135104; ESTs; angio; diag 

444151; AW97291 7; Hs.128749; alpha-methytacyl-CoAracemase; pros; mAb 

444159; AF116846; Hs.10431 ; dead ringer (Drosophila)-fike ; test CTUs.m. 

444163; AI1 26098; ; FGENESH predicted RNaseH domai; btad; s.m. 

444301; AK000136; Hs.10760; asporin (LRR class 1); pane; diag 

444325; AW152618; Hs.16757; ESTs; esoph; diag 

444330; AI597655; Hs.49265; ESTs; anglo; (fiag 

444342; NMJJ14398; Hs.10887; similar to lysosome-associated; hepC, lung, fibro, blad, esoph; diag 

44437B; R41 339. Hs.47860; neurotrophic tyrosine kinase, ; lung, glio; mAb*s.m. 

444409; AI792140; Hs.49265; ESTs; angio; diag 

444444; AI149332; Hs.14855; ESTs; blad; diag 

444471; AB020684; Hs.1 1217; KIAA0877 protein; glio, lung, colon ; mAb 

444476; AF020038; Hs.1 1223; isocitrate dehydrogenase 1 (NA; blad; s.m. 

444484; AK002126; Hs.11260; hypothetical protein FU11264; pros; diag 

444633; AF11 1713; Hs.1 2284; junctional adhesion molecule 1; ovar, uter, breast, cerv, blad, headnk; mAb 

444649; AW207523; Hs.371001; ESTs; blad; diag 

444670; H58373; Hs.332938; hypothetical protein MGC5370; sarc; diag 

444754; T8391 1; Hs.1 1881; transmembrane 4 superfamily me; pane, omuc, stom, tung, colon; mAb+s.m. 

444809; BE207568; Hs.208219; ocutospanin; mela; mAb 

444823; BE262989; Hs.12045; putative protein; test diag 

444863; AW384082; Hs.104879; serine (or cysteine) proteinas; mela; sjtl 

444895; A1674383; Hs.22891 ; solute carrier family 7 (catio; ovar; mAb+s.m. 

444995; AJ272265; Hs.12230; secreted phosphoprotein 2, 24k; hepC, pane; diag 

445019; AJ205540; Hs.281295; ESTs; headnk, lung, colon; diag 

445070; NMJJ00677; Hs.258; adenosine A3 receptor; glio, renal; mAb 

445076; AI206888; Hs.154131; ESTs; test diag 

445084; H38914; Hs.250848; hypotheticaJ protein FU14761; sarc; mAb 

445093; AI207197; Hs.156905; ESTs; test diag 

445109; AF039916; Hs.1 2330; ectonucleoside triphosphate dt; pros; s.ra 

4451 19; AF035121; Hs.12337; kinase insert domain receptor ; angio; mAb 

445160; AI299144; Hs.101937; sine ocufis homeobox (Drosophi; sarc; CTL*sjil 

445182; AW189787; Hs.36 1778; ESTs; Wad; cDag 

445247; AW274290; Hs.153997; ESTs; mela; diag 

445279, R41900; Hs.22245; ESTs; angto; diag 

445363; NM.005993; Hs.12570; tubulin^specrnc chaperone d; test diag 

445413; AA151342; Hs.12677; CGI-147 protein; pros, colon, uter, ovar, lung, pane ; diag 

44541 8; AW139377; Hs.127179; crypfc gene; pane; diag 

445424; AB028945; Hs.12696; cortactin SH3 dornairi4)inding p; pros ; diag 

445443; AV653838; Hs.295131; ESTs; lung; diag 

445654; X91247; Hs.13046; thioredoxin reductase 1; hmg;sm 

445684; AK001696; Hs.13109; Ran binding protein 11; angio; diag 

445701; AF055581; Hs.1 31 31; lymphocyte adaptor protein; angio; CTL+sjtl 

445784; A1253155; Hs.146065; ESTs; mela; CTL^m 

445885; AI734009; Hs.127699; K1AA1 603 protein; pros, fibro; diag 

445900; AF070526; Hs.1 25036; Homo sapiens clone 24787 mRNA ; renal, leuk; mAb 

445911; AI985987; Hs.145645; ESTs, Moderately similar to AL; blad; diag 

445982; BE4 10233; Hs.13501; pescadillo (zebrafch) homotog; mela; diag 

446057; AI420227; Hs.366053; Trp-p8 transient receptor pote; pros; mAb 

446082; AJ274139; Hs.156452; ESTs; Wad; diag 

446098; AW072215; Hs.208470; ESTs: angto; diag 

446100; AW967109; Hs.13B04; hypothefica! protein dJ462023.; pros; diag 

446102; AW168067; Hs.317694; ESTs; lung; diag 

446113, AW9 67553; Hs.323518; Homo sapiens mRNA for FUQ0083; test mAb 

446269; AW263155; Hs.1 4559; hypothefica! protein FU 10540; lung, headnk; CTUs.m. 

446291 ; BE397753; Hs. 14623; interferon, gamma4nducible pn mela; diag 

446292; AF081497; Hs.279682; Rh type C glycoprotein; lung, cerv; mAb 

446293, AI420213; Hs.149722; LIM domain transcription lacto; ovar, test diag 

446320; AF1 26245; Hs.1 4791; acyl-Coenzyme A dehydrogenase ; pros; sjn. 

446332; AK001635; Hs.14838; hypothetical protein FU10773; breast diag 

446342; BE298665; Hs.14846; solute carrier family 7 (catio; uter, colon, pros, mela; mAb 

446428; AW0B2270; Hs.12496; ESTs, Weakly similar to ALU4.H; fibro; diag 

446528; AU076640; Hs.15243; nucleolar protein 1 (120kO); rung, test alag 

446608; N75217; Hs.175622; ESTs; uter, fibro; diag 

446626; AW2921B0; Hs.156142; ESTs; pros; diag 
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446636; AC002563; Hs.15767; citron (mo-interacting, serin; lung; CTVs.m. . 

446644; NM_003272; Hs.21065; transmembrane 7 superfamily me; mela; mAb 

446673; NM 016361; Hs.15871; LPAP for fysophosphalidic acid; b!ad; diag 

446727; AB011095; Hs.16032; WAA0523 protein; sngio; CTL-*jtl 
5 446733; AA863350; Ks.26040; ESTs, Weakly similar to fatty ; breast; s.ra 

446755; AW451473; Hs.16134; senne/threonine kinase 10; mela; CTL^.m. 

446791; A1632278; Hs.195922; ESTs; lest diag 

446839; BE091926; Hs.16244; mitotic spindle coitedcoil re; test; diag 
. 446856; A1814373; Hs.164175; ESTs; lung; diag 

1 0 446868; AV660737; Hs.348297; ESTs; pane; diag 

445872; X97058; Hs.16362; pyrimicfinergic receptor P2Y, G; lung; mAb 

446932; AA961459; Hs.125644; ESTs; fibro; diag 

446967; A1699629; Hs.156781; ESTs; fibro; diag 

446979; A1654443; Hs.197683; ESTs; test diag 
1 5 446984; AB020722; Hs.16714; Rho guanine exchange factor (G; angio; CTL+sm 

446989; AK001898; Hs.16740; hypothetica! protein FLM1036; lung, headnk; diag 

446998; N99013; Hs.278966; Homo sapiens mRNA; cDNA DKFZp5; pane, fibro; diag 

446999; AA151520; Hs.351416; hypothetical protein MGC4485; headnk: diag 
_ _ 447004; AW296968; Hs.157539; FGENESH predicted secreted pro; gtio; diag 
20 447078; AW885727; Hs.9914; ESTs; rung; diag 

447126; AW150632; Hs.170307; Ral guanine nucteoBde exchang; angio; diag 

4471 64; AF026941; Hs.1 751 8; vipirin; similar to inflammat colon, lung, breast stom, hepC, esoph, mela; diag 
447178; AW594641; Hs.192417; ESTs; mela; diag 
447188; H65423; Hs.17631; hypothetical protein DKFZp434E; test diag 
25 447210; AF035269; Hs.17752; phosphafidyiserine-spechic ph; pros, mela; sm. 

447289; AW247017; Hs.36978; melanoma antigen, famHy A, 3; lung, mela; mAb+CTL 
447334; AA515032; Hs.91 109; ESTs; blad; diag 

447343; AA256641 ; Hs.236894; ESTs, Highly similar to S02392; lung, blad, pane, headnk, mela; mAb«s.m. 

447350; AI375572; Hs.172634; v-erb-a avian erythroblastic t breast ovar, uter; diag 
30 447377; X77343; Hs.334334; transcription factor AP-2 alph; breast lung, mela; CTL«sm 

447395; AI418412; Hs.184793; Homo sapiens cDNA: FU21880 fi; pane; diag 

447437; U07225; Hs.339; purinergic receptor P2Y ( G-pro; Had; mAb 

447499; AW262580; Hs.147674; protocadherin beta 16; pros, glio, ovar ; mAb-^.m. 

447532; AK000614; Hs.18791; hypothetical protein FU20607; lung, blad; CTL-s.m. 
3 5 447534; AW953935; Hs.288655; ESTs; lung, test diag 

447578; AA91 2347; Hs.136585; ESTs, Weakly similar to JC5314; ovar; sm 

447595; AW37913Q; Hs.18S53; phosphodiesterase 9A; pros; CTL+sm 

447604; AW089933; Hs.301342; hypothefcai protein MGC4342; mela; diag 
. . 447636; Y10043; Hs.19114; high-mobility group (nonhiston; lung; CTL+sm 
40 447733; AF1 57482; Hs. 19400; MA02 (mitotic arrest deficient test diag 

447749; T53260; H*8297; ESTs; renat (flag 

447761; AF061 573; Hs.19492; protocadherin 8; EWS, gBo; mAb 

447768; X8B400; Hs.19520; FXYD domain-containing ion Ira; renat mAb 
. _ 447818; W79940; Hs.355279; Homo sapiens done 24670 mRNA ; renat diag 
45 447835; AW591623; Hs.164129; ESTs, Weakly simitar to I38022; renat ovar, uter; diag 

447881; BE620886; Hs,355279; GCN1 (general control of amino; renat diag 

447937; AL109716; Hs.20034; Homo sapiens mRNA full length ; mela; mAb 

447993; AW139525; Hs.170362; ESTs; colon, blad, lung, ovar, pane, headnk; mAb^iag^.m. 

448030; N30714; Hs.325960; membrane-spanning 4-domains, s; pane, teuk, renat stom lung; mAb 
50 448045; AJ 297436; Hs.20166; prostate stem ceD anligen; blad, pane, pros; mAb 

448105; AW591433; Hs.298241; Transmembrane protease, serine; breast pane, colon, lung, ovar, stom; mAtwfiag+s.m. 

448133; AA723157; Hs.73769; folate receptor 1 (adult): ovar, fibro; mAb 

448140; AF146761; Hs.20450; BCM-like membrane protein prec; fibro. mela leuk; mAb 

448153; Y 10805; Hs 20521; HMT1 (hnRNP methyltransferase,; lest CTL^sm 
55 448181; AF272833; Hs.279763; hypofliefca! protein FU 10504; test diag 

448204; A1475124; Hs,1 70561; ESTs; sane; diag 

448231; A1701 91 6; Hs.202509; ESTs; angio; diag 

448258; BE386983; Hs.343214; hypothetical protein FU20396; mela. ovar, mAb 

448262; AW880830; Hs.1B6273; ESTs; blad; diag 
60 448275; BE514434; Hs.20830; kinesin-like 2; ovar, esoph, mela; diag 

448278; W07369; Hs.11782; ESTs; lung; (Sag 

448290; AK0021 07; Hs.20843; Homo sapiens cDNA FU1 1 245 fis; pros; (fag 

448321; NM.005883; Hs.20912; adenomatous polyposis coB Bk; gBo; CTL-^.m. 
, 448357; N20169; Hs.108923; RAB38. membar RAS oncogene fam; lung, mela; diag 
65 448410; AK000227; Hs.21 126; hypothefical protein FU20220; mela; (Bag 

448437; AW470125; Hs.220529; gb3cw60c04jt1 NCLCGAP_Pan1 Ho; pane, colon; (flag 

448499; BE613280; Hs.77550; p53^egutated DDA3; gjio; diag 

448569; BE382657; Hs.21 486; signal transducer and activate; pane, headnk, fibro, cerv, mela, renat CTL«&m. 

448588; AI970276; Hs.156905; WAA1676; test CTL^sm 
70 448595; AB014544; Hs.21572; WAA0644 gene product breast flBo; mAb 

448664; AI879317; H&334691; spBdng factor 3a. subunit 1,; mela; CTl_4Sjn. 

448674; W31178; Hs.1 541 40; ovary-speeffic acidic protein; angto; diag 

448692; AW013907; Hs.167531; rnethylcrolDnoyl-Coenzyme A can pros, pros; sm 

448706; AW291095; Hs.21 814; intedeukin 20 receptor, alpha; pros, uter, Wad, colon; mAb 
75 448719; AA033627; Hs31858; trinucleofide repeat conlainin; mela, sarc; CTL-Kfiag 

448775; AB025237; Hs.388; nudix (nucleoside diphosphate ; test diag 

448811; A1590371; Hs.199460; ESTs; esoph, pane; mAb 

448939; BE267795; Hs.22595; hypothefcai protein FU10637; test CTL+s.m. 
0 _ 448966; AW372914; Hs.86149; phosphoinositol 3-phosphate-bi; mela; CTl*s.m. 
oO 448981; AI968719; Hs.195387; ESTs; test diag 

448988; Y09763; r&22785; gamma-armnobutyric acid (GABA); pros, cerv, colon, lung, stom, blad. headnk, ovar, breast r 

446993; A1471630; Hs.355952; K1AA0144 gene product lung, blad; diag 

448999; AF179274; Hs.22791 ; transmembrane protein with EGF; pros, gBo ; mAb 
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449003; X76342; Hs.389; alcohol dehydrogenase 7 (class; lung, headnk; s.m. 
449019; A1949095; Hs.67776; ESTs. Weakly similar to T22341; blad, lung; diag 
449027; AJ271216; Hs.22880; dipepfidylpepfidase III; blad, colon, ovar, sm 
449040; NMJN2191; Hs.22919; putafive tumor suppressor, lung; CTl-^m. 
449076; AK001256; Hs.22975; K1AA1576 protein; mela; diag 
449101; AA205847; Hs.23016; G protein-coupled receptor lung, headnk; mAb 
449109; AW270992; Hs.120949; ESTs, Weakly similar to ALU7.H; sarc; diag 
449156; AF 103907; Hs. 171 353; prostate cancer antigen 3. non; pros; mAb+CTL 
449207; AL044222; Hs.23255; nucleoporin 155kD; lung; diag 
449228; AJ403107; Hs.148590; protein related with psoriasis; lung; diag 

449230; BE613348; Hs. 356392; melanoma cell adhesion molecui; lung, cerv, headnk, Uad, ovar, colon; mAb 
449317; AW293413; Hs.132906; 19A24 protein; mela; mAb 

449318; AW236021; Hs.78S31; Homo sapiens, Similar to R1KEN; headnk, lung, angio; CTL-K>.m. 

449322; AI638616; Hs.195566; ESTs; test; diag 

449338; H73444; Hs.394; adrenomedulBn; renal; diag 

449394; AA004368; Hs.18160; Homo sapiens cDNA FU1 1550 for, angio; mAb 

449437; AI702038; Hs.100057; Homo sapiens cDNA; RJ22902 fi; test; diag 

449448; D60730; Hs.57471; ESTs: blad, lung, headnk, breast; diag 

449467; AW205006; Hs.197042; ESTs; lung; diag 

449494; AW237014; Hs.315369; aquaporin 4; fibro; diag 

449569; A1656634; Hs.195389; ESTs; test; diag 

449592; A1655494; Hs.195718; ESTs; pane; (flag 

449618; A1076459; Hs.15978; WAA1272 protein; angio; diag 

449625; NM.014253; Hs.349094; odz (odd Oz/ten-m, Orosophila); pros; diag 

449650; AF055575; Hs.23838; calcium channel, voltage-depen; pros; mAb 

449680; AI033821; Hs.12160; ESTs; renal; diag 

449961; AW265634; Hs.133100; ESTs; gBo, esoph, lung, Uad ; diag 

449976; H06350; Ks.135056; Human DNA sequence from done ; hing; diag 

450096; AI682088; Hs.79375; single-minded (Orosophila) horn; pros; CTl 

450098; W27249; Hs.8109; hypothetical protein FU21080; breast lung, stom, uter, diag 

450149; AW969781; Hs.132863; Zic family member 2 (edd-paire; sarc; CTL-»sjn. 

450152; AI13B635; Hs.22968; intron of VEGFR; renal; diag 

450377; AB033091; Hs.355925; KIAA1265 protein; ovar, colon; diag 

450382; AA397658; Hs.60257; Homo sapiens cDNA FU13598 fis; pros; diag 

450400; AI694722; Hs.279744; ESTs; pane; diag 

450431; AW1 36797; Hs.266041; ESTs; test; diag 

450451; AW591528; Hs.202072; ESTs; uter, endo; diag 

450506; NM_004460; Hs.418; fibroblast activation protein,; pane, esoph; diag 

450534; A1570189; Hs.25132; K1AA0470 gene product angio; CTL«-s.m. 

450581; AF081513; Hs.25195; TGF-beta 4; uter, cerv, test; diag 

450635; AW403954; Hs.25237; mesenchymal stem cell protein ; Wad; mAb 

450642; R39773; Hs.7130; copine IV; pros; diag 

450656; AA010539; Hs.1 891 2; unnamed protein product; fibro, titer; CTL+sm 

450663; H43540; Hs^5292; ribonuctease HI, large suburb mete; sm 

450676; AI147155; Hs.279727; ESTs; sarc; diag 

450584; AA872605; Hs.25333; Interleukin 1 receptor, type I; blad, lung, headnk; mAb 
45O690; AA296696; Hs.333418; FXYD domain-containing Ion tia; mela; diag 
450693; AW450461; Hs.203965; ESTs; pros, uter; diag 
450719; A1096837; Hs.21349; ESTs, Weakly similar to RB8B_H; test dsg 

450737; AW007152; Hs.63325; transmembrane protease, serine; colon, Uad, lung, ovar, pane, headnk; mAb+diag+sjn. 
450785; AA852713; Hs.108885; Homo sapiens, alpha-1 (VI) col; sarc; CTL-^sjn. 
450832; AW970602; Hs.105421; ESTs; lung; diag 

451027; AW519204; Hs.40808; Homo sapiens, Similar to RIKEN; pros, uter, gfo; diag 

451035; AU076785; Hs.430; plastin 1 (I isoform); pane; diag 

451050; AW937420; Hs.351869; ESTs; mela; diag 

451099; R52795; Hs^5954; interteuHn 13 receptor, alpha; gBo, fibro, mela; mAb 

451106; BE382701; Hs.25960; N-MYC oncogene; test ovar, CTL+sm 

451 110; AI955040; Hs365398; PARS beta (parfifionlng def; breast ovar, lung, coton; CTL+s.m. 

451181; AI796330; Ks^07461; ESTs; pane; diag 

451253; H48299; Hs.26126; ctaudin 10; lung, ovar, pane; mAb 

451291; R39288; Hs.6702; ESTs; lung; diag 

451295; AI557212; Hs.17132; ESTs, Moderately similar to 15; pane, diag 

451320; AW1 18072; Hs^50251; cfiacylgtycerol kinase, zeta (1; lung; sm 

451346; NM_006338; Hs.26312; glioma amplified on chromosome; ovar; mAb 

451386; AB029006; Hs^6334; spasfic paraplegia 4 (autosoma; lung; (Sag 

451398; AI793124; Hs. 144479; ESTs; breast ovar, diag 

451411; AA017492; Hs.135655; EST; pros; diag 

451497; HB3294; Hs.2B4122; Wnt inhibitory factor-1; uter, fibro, pros, colon, sarc; diag 

451541; BE279383; Hs.26557; plakophifin 3; lung, blad. ovar; diag 

451592; A1805416; Hs.213B97; ESTs; king, headnk; diag 

451635; AA01 8899; Hs.127179; cryptic gene; pane; (Bag 

451663; AI872360; Hs,209293; ESTs; pros; (Bag 

451720; AW970985; Hs.290853; ESTs; pros; diag 

451743; AW074266; Hs.336428; ESTs; lung; diag 

451820; AW058357; Hs.199248; ESTs; pane; mAb 

451844; T61430; ; gb*yc06a0as1 Straiagene lung ; blad; diag 

451982; F 13036; Hs.27373; Homo sapiens mRNA; cDNA DKFZp5; pros. Uad; mAb 

451999; AW176401; Hs.380623; DEADiH (Asp-Ou-Ala-Asp/His) b; test; CTUsm 

452046; AB018345; Hs.27657; K1AA0802 protein; lung, uter, CTL+s.rn. 

452208; AA024792; Hs.31895; hypothetical protein MGC4093; renal; (flag 

452240*. AI591 147; Hs.61232; ESTs; Wad, hing, headnk, pane, cerv, diag 

452243; AL355715; Hs.28555; programmed ceD death 9 (PDC09; breast diag 

452244; N33530; Hs.176674; ESTs; mela; diag 
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452291; AF015592; Hs.28853; C0C7 (cell division cycle 7. S; test; CTL+sjn. 
452295; BE379936; Hs.28866; programmed cell death 10; lung; diag 
452298; A1039243; Hs.27B585; ESTs; angio; (Bag 

452304; AA025386; Hs.6131 1; ESTs. Weakly similar to S10590; tung, pane, btad, slom, esoph, fibro.colon; s.rrt 

452316; AA298484; Hs.61 265; ESTs, Moderately simitar to G7; Wad; diag 

452340; NM_002202; Hs.505; ISL1 transcription factor, UM; pane, pros; CTL-^.m. 

452353; CI 8825; Hs.29t91; epttheKat membrane protein 2; pros, breast mAb 

452355; N54926; Hs.29202; G protein-coupled receptor 34; gfio, fibro. pane; mAb 

452367; U71207; Hs^9279; eyes absent (Orosophila) homol; lung, pros, ovar, liter; CTL+s.m. 

452416; AA026115; Hs.114777; ESTs; fibro; diag 

452461; N78223; HS.10B106; transcription factor; Wad, lung, headnk, ovar, gfio, stom, colon, cerv; CTL»s.m. 
452571; W31518; Hs.34665; ESTs; stom, lung, pane, colon, fibro; diag 
452594; AU076405; Hs.29981 ; solute carrier famSy 26 (suit ovar, mAb 
452613; AA461599; Hs^3459; ESTs; lung; diag 

452679; Z42387; Hs.83883; transmembrane, prostate androg; pros, colon, pane, pros; mAb 

452705; H49805; Hs.246005; ESTs; pane; diag 

452717; AW1 60399; Hs.30376; hypothetical protein; pros; diag 

452721 ; AJ269529; Hs.301871; solute carrier family 37 (giyc; pros; mAb 

452732: BE30007B; Hs.80449; Homo sapiens, done IMAGE3535; blad; diag 

452744; AI267652; Hs.246107; Homo sapiens mRNA; cONA DKFZp4; mela; diag 

452792; AB037765; Hs.30652; KIAA1 344 protein; pros, uter, breast; diag 

452795; AW392555; Hs.18878; hypothetical protein FU21620; renal, headnk, colon, lung, pane; CTL 

452796; AB011 100; Hs.30656; KIAA0528 gene product; test; diag 

452833; BE5596B1; Hs.30736; WAA0124 protein; lung, mela; CTb»s.m. 

452865; AI924046; Hs.119567; ESTs, Weakly similar to A47582; tung; diag 

452899; M96739; Hs.30955; nescienl heTix loop helix 1; sarc; CTb*.m. 

452924; AW580939; Hs.97199; complement component Clq recep; angio; diag 

452933; AW391423; Hs.288555; Homo sapiens cDNA: FU22425 6; angio; CTL«s.m. 

452934; AA5B1322; Hs.4213; hypothetical protein MGC16207; tung, Wad; diag 

452955; AW390282; Hs.31130; transmembrane 7 superfamBy me; pros; mAb^.m. 

453006; AI362575; Hs.303171; ESTs; pros; diag 

453028; AB0Q6532; Hs.31442; RecQ protein-like 4; blad, lung, lest; CTL^sm 

453085; AW954243; Hs.351573; KIAA0251 protein; angio; diag 

453096; AW294631; Hs.351270; ESTs; pros; diag 

453102; NMJJ07197; Hs.31664; frizzled (DrosophHa) homoiog ; lung, headnk, colon; mAb 

453107; NU_016113; Hs.279746; vanlilold receptortike prater, mela; mAb 

453134; AA032211; Hs.118493; ESTs; blad; diag 

453142; AA033648; Hs.7473; Homo sapiens gap junction prat; fibro; mAb 

453160; A1263307; Hs.356901; H2B histone famay, member U lung, pane, pros; diag 

453210; AL133161; Hs.32360; hypothetical protein FU10867; rung; CTL*m 

453216; AL137566; HsJ2405; progesterone receptor (PR); blad; mAb*s.m 

453256; AI555587; Hs.32556; WAA0379 protein; mela; diag 

453310; X70697; Hs.553; solute carrier family 6 (nemo; fibro; mAb 

453321; A1984381; Hs.232521; ESTs; blad; diag 

453323; AF034102; Hs.32951; solute carrier family 29 (nut* ovar; CTL+sjtl 

453331; AI240665; Hs^52537; ESTs; breast, tung, pane, esoph; rnAb+diag+s.ra 

453344; BE349075; Hs.44571; ESTs; mela; diag 

453348; BE272318; Hs.8595; hypothefical protein FU12438; test; CTL^m 

453365; AA035211; Hs.17404; SOX7 SRY (sex determining regl; angio, btad; CTl+s.m. 

453370; AI470523; Hs.1 39336; ATP-blnding cassette. sub4ami; pros; mAb 

453389; BE273648; Hs.32963; cadherin 6, type 2, K-cadherin; renal, ovar, blad; mAtHsm 

453392; U23752; Hs.32964; SRY (sex determining region Y); ovar, tung, gfio, sarc; CTL-*sjn. 

453459; BE047032; Hs.257789; ESTs; ovar, cerv, Wad, uter, pane, angio, lung; diag 

453464; A188491 1; Hs.32989; receptor (calcitonin) activity; pros; mAb 

453633; AA357001; Hs^4045; hypothefical protein FU20764; lung, esoph, test; diag 

453637; NM.002589; Hs.34073; BH-protocadherin (brain-heart); headnk; mAb 

453642; AI370936; Hs.34074; dipepOdyf peptidase VI; gtio; mAb 

45377% N35187; Hs.43388; 28kO interferon responsive pro; mela; dag ' 
453789; AA628517; Hs.118502; ESTs; angio; (flag 

453857; AL080235; Hs35861; Ras-lnduced senescence 1 (RIS1; gfio. lung, uter, headnk, cerv, pane pros, sarc; mAb 

453883; A1638516; Hs.347524; cofactor required for Sp1 tran; Wad, lung; diag 

453884; AA355925; Hs.36232; WAA0186 gene product lung. ovar. test esoph; cfiag 

453912; AL121031; Hs.356843; SVWSNF related, matrix associ; mela; diag 

453922; AF053306; Hs.36708; budding uninhibited by benzimJ; colon, stom, lung, test CTL+s.m, 

453935; A1633770; Hs.42572; ESTs; pane; diag 

453941; U39817; Hs.36820; Bloom syndrome; lung, cerv. headnk; CTL+sjn. 

453964; A1961486; Hs.249196; ESTs; lung; diag 

453966; BE148734; Hs.63325; transmembrane protease, serine; colon, Wad, lung, ovar, pane, headnk; rnAb*diag*s.m. 
453985; N44545; Hs.251865; ESTs; test diag 

454034; NMJM0691; Hs.575; aldehyde dehydrogenase 3 famfl; lung, headnk; s.m. 

454042; H22570; rte.47860; hypothefcal protein FU20093; rung; diag 

454066; X00356; Hs.37058; catotoninftakatonirHelated ; lung; diag 

454071; AI041793; Hs.42502; ESTs; breast; diag 

454077; AC005952; Hs.37062; insulin-like 3 (Leydig cell); test diag 

454096; W27953; Hs.217493; RakophOin; lung: diag 

454117; BE41 0100; Hs.40368; adaptor-related protein comple; mete; CTL-^jn, ( 

454360; L78207; Hs.54470; ATP-birufing cassette, sub-feml; gKo; mAb 

454429; BE273437; Hs.301406; hypothefical protein PP3501; mela; mAb 

454439; AW81 9152; Hs.1 54320; DKr^56601 646 protein; lung; diag _ 

454478; AW805749; Hs.372783; superoxide dismutase 2. mitoch; mela; sm 

455601; A1368680; Hs.816; SRY (sex determining region Y); lung, cerv, esoph; sjn. 

456034; AW450979; ; gb:UJ-H-Bl3-al*a-12.<UJls1 N; blad, fibro; diag 

456062; A1866286; Hs.71962; ESTs. Weakly similar to B36298; fibro. ovar, uter; diag 
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456177; NM 012391; Hs.79414; prostate epithelium-specific E; breast pros; diag 

456266; L29073; Hs.1 98726; cold shock domain protein A; pane CTL+s.m, 

456321; NM.Q01327; Hs.87225;cancer/testis antigen; lung; CTL 

456553; AA721325; Hs.189058; ESTs, Highly similar to Simfla; pane; diag 

456723; Z43902; Hs.4748; adenylate cyclase activating p; glto; mAb*sjn. 

456736; AW248217; Hs.1619; achaete-scute complex (Drosoph; lung; diag 

456759; BE259150; Hs.127792; delta (OrosophilaHike 3; gBo, lung; mAb 

456847; AI360456; Hs.86088; ESTs; test; diag 

456938; X52509; Hs.1 61640; tyrosine aminotransferase; breast; sm 

456977; AK000252; Hs.1 69758; hypothetical protein FU20245; angio; diag 

457200; U33749; Hs.197764; thyroid transcription factor 1; fibro; CTL+sjn. 

45721 1; AW972565; Hs.32399; ESTs, Weakly similar to S51797; mela, pros; CTL-*m 

457292; AI921270; Hs.281462; hypothetical protein FU14251; Wad; mAb 

457313; AF047002; Hs.241520; transcriptional reactivator; test; CTl+s.m. 

457411; AW085961; Hs. 130093; koquois-ctass homeobox prutei; breast, fibro; diag 

457465; AW301344; Hs.122908; DNA replication factor; test mela; diag 

457498; AI732230; Hs.191737; ESTs; pros; diag 

457561; AA33151 7; Hs.286055; chimerin (enhnaerin) 2; gfio; mAb 

457590; A1612809; Hs.5378; hypothetical protein MGC10724; ovar; diag 

457869; AU077186; Hs.108885; Homo sapiens, alpha-1 (VI) col; Bare; CTL«s.m. 

458092; W67353; Hs.350558; WAA0251 protein; lung; diag 

458124; AW005548; Hs.124590; ESTs; fibro; diag 

458435; AI418718; Hs.144121; ESTs, Weakly similar to T4691 6; glio; diag 

458471; AV648609; Hs.194240; ESTs; renal, pane. hepC; (fiag 

458933; AI638429; Hs.24763; RAN binding protein 1; lung, test; diag 

459373; BE408266; Hs.301406; hypothetical protein PP3501; mela; mAb 

459578; AW612538; Hs.304491; EST; mela; diag 

459702; AI204995; ; gb:an03cO3.x1 Stratagene schiz; blad, fibro; diag 

459705; BE082764; Hs.270252; ESTs, Weakly similar to androg; fibro; mAb*s.m. 



TABLE 3B 

Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 



Pkey 

103739 
108282 
113230 
118417 



121335 
126872 
322521 
322975 
323332 
323817 
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406685 
409051 



CAT Number 

49403,2 
108971.1 
2327174J 
35983J 
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0.0 
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427298 
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539529.1 
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434414 35978.1 
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AF080229 AF080232 U87593 U87592 U87591 U87590 A1636743 AI633818 AW206802 AI58371 8 AF080231 AF080234 AF080233 AL535594 
AI818326 AF080230 S46404 AI970376 AA463992 AW665466 BF512210 U87595 U875B9 BE550633 AI672574 BE467547 Ai 680833 AW614951 
N29986 N25695 H69001 U67596 BE673974 AI797496 AI701526 AA703396 AW1 39734 H92278 N66048 BE219539 BE671665 AI62481 7 BE46661 1 
A1206344 AA574397 BF593413 BG231271 BF773517 U87594 BF0621B0 BE466420 A1887798 BF674385 AA204735 AW496808 AA204833 
AA207155 B1004756AA206262AI365204 H77608 AW590511 
AA404418AI217248 

AA136653 AA1 36656 AW450979 AA984358 AA809054 AW238038 AA492073 BE168945 
AF147347 T55503T55426 
C16391 C16413 

AI829520 AI791832 AI791823 AA229315 AA228414 AA229211 
AA410943BF366582 AA334202AA332882 BF371899AW948953 
AL044891 AI908240 AA393080 AW748403 BE069341 BF330573 
M18728 

AA075419 AA082953 AA080912 AAC62835 AA071252 AA084926 AA078992 AA1 13913 AA081881 AA070343AA083821 AA062835AA1 13892 
AA075318 AA076594 AA078900 AA134801 AA063293 AA083403 AW974305 

AAO7005O AA070823 AA0 53403 

BI030997 M921874AW188822BI027862A1347618A1361453AIOB87MAW207491AA077391 BG012775BG997382AA286B33AA1 50722 
B1007625 BI027864 61009100 BI006275 BI006270 BI031000 81029864 B1006277 BI007627 BI006266 B1005991 B1006990 BI007763 B1007762 
BG997377 AA1S0780 81033518 BI027818 B6015789 B1033807 AA341445 
BE088101 T05990 AWB72477 
BE168256BE168190 T646B2 

M136653 AA1 36656 AW450979 AA984358 AA809054 AW23803B AA492073 BE1 68945 

AA210987 057294 AA214584 AA207006 056572 

AA401424AA400100AA663848 

AA933717 BF0S1 897 AW628327 AA641788 AA400495 

AW973352 BF222929 AW0 16853 BF059130 A1651829 BE551767 AA558414 AI339359 BF059601 A1961 162 AI341422 AI206248 AI206165 
AA548736 M768578 AI539081 AW025957 AA736837 N79575 AW594357 AA480892 
AW974271 AA592975 AA447312 AAB84766 
AA527941 AA635266 AI810608 AI620190 

B6207209BE166299AI204995BG199355AW969908AA528756AW440776BI044354 iiMftMB4AJ 
BG036675 BF772005 BF771866 BG960386 BG960381 NNI005712 AF110315 BE074534 BE182776 BE158000 BE157999 BE714315 AW818104 
AW847519 AA099426 AW817981 AW856396 BG961 122 AA224498 AA30B542 AWB21833 BF902155 AT732411 BG778834 BG283641 BE7tt279 
BE748870 BG319540BE748864BF739224 BG986155AK057283 B1861466 AA663341 AA457591 BG949294 AW392886 AA071 1 22 AA227849 
AA5B4918BG959570BF773486AU)41698BF959013 R87170C16859BF770411 BF771298 AI075321 LI 3823 AA216700 BF771864 AW861859 
BE537068 C18935 AA155719 BF771172 BF769107 BF804964 AW818172 AW818143 AW392930 AW817057 AW858044 BF746211 AA179928 
AW861687 AW821826 BI055726 BF242643 AA207189 BF770412 BF771 157 BG430030 AA055592 , rntMn 

BG166382 AW161086 N42363 BE935013 BE93499B BG291451 AV700520 BG152773 AI224956 AJ079635 AW054706 AA843979 AI744193 F04060 
T23457 F04044 AA723859 AA977643 AA2B3764 A1123609 N21561 BF055052 BE856661 A1804220 AA843394 AI472045 AI740490 AA578830 
H09495 A1283334 AA609495 A1122773 AW162643 AW161798 BF940077 AI808825 AB608S6 A1 123 189 R40236 R20726 AW975899 BE764052 
N31709 N31708 AI031947 AW194138 ^ attn 

AF134164 BF809407 AA218567 BF842863 AI267168 BF876178 BG999253 AW861851 AW858362 AI817548 BF771300 AA1 13928 AA223422 
AA055556 BF773400 BF998869 BE081333 BE073424 BE142245 H59571 H59570 BF871558 BF871064 BE001132 BF826831 AW754298 
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AA223267 BG997895 BG997897 AW991957 AA534354 BG319501 BF736309 A1694265 AA045564 BG950256 A1629309 BG987850 BE093175 



BFB54337 



434596 


14701.1 


AF147374 T59538 T59589 T59598 T59542 


434609 


14739.1 


AF147390R76593R76594 


438966 


1242593 1 


AW979074AA834841 M828650 


438993 


2580163J 


AI926361 AA834879 AA828995 


439092 


919640 1 


AW978407 AA830149 M85983 AW503537 BF352096 


439780 


49082J 


AL109688R23665 R26578 


440151 


1879911J 


AA868167 F21558 F31418 F35624 


444163 


682245.1 


BG403189A1148521 AJ1B4746 AI126098 R05933 BI057330 


451844 


2327174.1 


A1820546 AI821336 T61430 


456034 


685586J 


AA136653 AA136655 AW4S0979 AA984358 AA809054 AW23B038 AA492073 BE168945 


459702 


539529.1 


BG207209 BE166299 A1204995 BG199355 AW969908 AA528756 AW440776 B1044354 


TABLE 3C 







Pkey: Unique number corresponding to an Eos probesel 

Ref: Sequence source. The 7 digit numbers In this column are Genbank Identifier (Gl) numbers. "Dunham I. et at.' refers to the publication entitled The DNA 

sequence of human chromosome 22" Dunham I. et at., Nature (1999) 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 

325372 
325544 
327036 
327075 
327414 
328700 
330211 
332798 
333769 
333904 
334223 
334447 
335115 



335936 

336034 

336152 

336636 

338008 

338033 

338158 

338255 

400494 

400517 

400651 

400665 

400773 

400844 

400846 

400881 

401093 

401234 

401424 

401486 

401704 

401732 

401747 

401760 

401780 

401781 

401785 

401797 

401994 

402145 

402199 

402230 

402239 

402260 

402265 

402305 

402420 

402424 

402447 

402474 

402550 

402604 



Ref 



Strand NLposition 



Minus 
Plus 
Plus 
Rus 
Phis 
Plus 
Plus 



6682452 
6531965 
6531965 
5867750 
5868264 
6013592 
Dunham, t etat 
Dunham, I. etat 
Dunham, L etat 
Dunham, tetat 
Dunham, LetaL 
Dunham, t etat 
Dunham, I. etat 
Dunham, t etat 
Dunham, I. eta). 
Dunham, t etat. 
Dunham, tetat 
Dunham, 1. etat 
Dunham, t etat 
Dunham, I. eta). 
Dunham, I. eta). 
Dunham, i. etat 
Dunham, 1. etat 
9714719 Plus 



8117978 
8118496 
8131629 
9188605 
9188605 
2842777 
8516137 
9929642 
8176894 
7341763 
3097841 
1200312 
9789572 



7249190 
7249190 
7249190 
6730720 
4153858 
801B28Q 
8576116 
9966312 
7690131 
3399665 
3287673 
7328724 
9796339 
9796344 
9796640 
7547175 
7652009 
9909420 
9909420 



Minus 
. Minus 
Plus 
Minus 
Plus 
Plus 
Minus 
Minus 
Plus 
Plus 
Plus 
Rus 
Rus 
Nfinus 
Plus 
Minus 
Minus 
Minus 
Rus 
Minus 
Rus 
Minus 
Minus 
Rus 
Minus 
Plus 
Plus 
Rus 
Mnus 
Rus 
Minus 
Minus 
Plus 
Minus 



1117061-1117304 

171228-171286 

319951-320040 

40413184041431 

102461-102586 

764089-764203 

59158-59215 

Minus 232147-231974 
Plus 7696625-7696707 
Minus 8217374-8217261 
Minus 12734365-12734269 
Plus 14308764-14308824 
Minus 21388250*21388146 
Rus 26310772-26310909 
Plus . 26376860-26376942 
Plus 26378175-26378268 
Minus 27360474-27360400 
Plus 29014404-29014590 
Minus 30156053-30155870 
Rus 988418-989185 
Plus 7697068-7697236 
Plus 8092128-8092271 
Minus 11794465-11794343 
Minus 15242294-15242231 
169845-170272 . 



81488-81646 
16879-17023 

4411644238,4820848321 
24746-24872,25035-25204 
39310-39474 

91446-91603,92123-92265 
22335-23166 
120173-120337 
24223-24428 

3258532756,36281-36540,4079140933,4401 
24712-25374 

19346-19525,19625-19708,19897-19973,2006 

118596-118816,119119-119244,119609-11976 

8312643250,8532045540,94719-95287 

28397-28517,28920-29045,29135-29296^941 

8321543435,83531-83656.8374043901,8423 

165776-165996.166189-166314.166408-16656 

6973-7118 

4290443124,4321143336,4460744763,4519 

113086-114800 

8418744744 

29782-29932 

3817548304.4213342266 

113765-113910,115653-115765,116808-11694 

21059-21168 

4083241362 

129750-129919 

6492545073 

4760547729,51696-51821.5207042257.5330 

53526-53628,55755-55920.57530-57757 

80413-80673 

20393-20767 

4768047973 
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402606 


9909429 


Minus 


81747-82094 


402680 


8113438 


Plus 


137634-137768,139702-139893,140475-14059 


402777 


9588235 


Pius 


126786-126948 


402B60 


9588237 


Minus 


76423-76560 


402888 


9930892 


Minus 


54727-54901 


402992 


7767907 


Minus 


42137-42515 


402994 


2996643 


Minus 


4727-4969 


403046 


3540153 


Minus 


55707-55859.56369-5651 1 


403047 


3540153 


Minus 


59793-59968 


403071 


8954241 


Plus 


136688-137096 


403088 


8954241 


Pius 


169894-170193,170504-170806 


403171 


9838164 


Minus 


74502-74703 


403328 


8469086 


Minus 


120426-120703 


403329 


8516120 


Plus 


96450-96598 


403381 


. 9438267 


Minus 


26009-26178 


403409 


9438598 


Plus 


6860-7054,12573-12771 


403433 


9719611 


Minus 


72225-72437 


403478 


9958258 


Plus 


116458-116564 


403715 


7239669 


Plus 


85128-85292 


403740 


7630882 


Plus 


86504-87227 


403776 


7770511 


Minus 


1414-1513,1624-1756 


403903 


7710671 




101165-102597 


404029 


7671252 


Plus 


108716-111112 


404049 


3688074 


Minus 


75765-78155 


404210 


5006246 


Plus 


169926-170121 


404240 


5002624 


Minus 


1 16132-1 16407,1 16653-1 16922 


404253 


9387202 


Minus 


55675-56055 


404286 


2326514 


Phis 


51086-51301 


404298 


9944263 


Minus 


73591-73723 


404403 


7272157 


Minus 


72053-72238 


404440 • 


7528051 


Plus 


80430-81581 


404856 


9366919 


Minus 


11743-11929 • 


404877 


1519284 


Plus 


1095-2107 


404927 


7342002 


Plus 


68690-69563 


404996 


6007890 


Plus 


37999-38145,38652-38998,39727-39872,4055 


405001 


6015406 


Minus 


104646-104819 


405025 


7107727 


Plus 


105267-105343,106184-106294,106387-10653 


405121 


8102330 


Minus 


35816-36004,36587-36684 


405238 


7249119 


Minus 


51728-51836 


405239 


7249119 


Plus 


144345-144464,144690-144836,151750-15188 


405451 


7622517 


Minus 


145949-146227 


405545 


1054740 


Pius 


118677-118807,119091-119296,121626-12182 


405546 


1054740 


Plus 


124010-124183 


405547 


1054740 


Plus 


124361-124520,124914-125050 


405646 


4914350 


Pius 


741-989 , 


405704 


4204244 


Phis 


138842-139051 


405770 


2735037 


Plus 


61057-62075 


405849 


7651817 


Minus 


17705-18287 


405932 


7767812 


Minus 


123525-123713 


406081 


9123861 


Minus 


38115-38691 


406137 


9166422 


Minus 


30487-31058 


406173 


7230224 


Pius 


12925-13213 


406348 


9255985 


Minus 


71754-71944 


406360 


9256107 


Wnus 


75137673 


406399 


9256288 


Minus 


63448-63554 


406434 


9256651 


Minus 


17803-17931 


406467 


9795551 


Phis 


182212-182958 


406505 


7711374 


Minus 


6843-8077 


406547 


7711513 


Minus 


172780-174358 



Table 4A lists about 425 genes up-regulated in breast cancer compared to normal adult tissues and to non-malignant breast tissues. These genes were selected from a starting 
collection of about 59680 probesets on the Affyrnetrix/&3S-Hu03 GeneCWp® array. The 'average' breast cancer level was set to the 90th percentile value amongst breast cancer 
specimens. The "average" normal adult tissue level was set to (he 75th percentile value amongst non-malignant adult (issues. Certain predicted protein domains are noted. 

Table 5A lists about 231 genes up-regulated In breast cancer compared to normal adult tissues and to non-malignant breast tissues mat are Gkety to encode proteins amenable to 
modulation by small molecules, peptides, or antibodies. These were selected similarly as for Table 1. The "average" breast cancer level was set to the 90th percentile value amongst 
breast cancer specimens. The 'average' normal adult tissue level was set to the 50th percentile value amongst non-malignant adult tissues. The protein products of these genes often 
contain one or more domains indicative of have oncogenic function or of transducing intracellular signals, or of being modulatabte by small motecutes, peptides, or antibodies (e.g. 
pkinase, death-domain, 7tm, phosphatase, or ion_transpcrter). Certain predicted protein domains are noted. 

TABLE 4A: ABOUT 425 GENES UP-REGULATED IN BREAST CANCER COMPARED TO NORMAL ADULT TISSUES 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UntGenelD: Unigene number 

Pred.ProLDomains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS. signal sequence; -Y. very likely to contain; =M. 

fikely to contain; *N, less likely to contain. AO other protein domain abbreviations are from PFAM (Nucleic Acids Research, 2002, 30:276-280). 
UniGene Title: Unigene g ene Cue 

R1: Ratio of 90th percentile of tumor to 75lh percentile of normal body tissue 

Pkey ExAccn UniGenelD PredProLDomains UruGeneTitJe R1 
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419551 


A U /CO "V1CC 

AW53Z2DO 


Hs.y iun 


tii_ ii.rr-ii 


anterior gradient 2 (Xenepus laevis 


9.7 


426174 


A AC/I70CQ 

AA5479J>y 


HS.l 100 jo 




Homo sapiens simitar to Echinoidin 


7.0 


409340 


BE1 74629 


1 |_ oil 4 *3n 

Hs.321130 


aa_permeases,pyridoxal_de 


melanophilin (MLPH), mRNA 
stratum 


6.8 




X57348 


HS.ltMolU 


14-3-3;TM=M;SS=N 


C A 


417931 


W95642 


Hs.82961 


trefofl;TM=N;5S=M 


trefoa factor 3 (intestinal) 


6.3 


447956 


AA340605 


Hs.1 05887 


JacaBn;TM=N;SS=M 


ESTs, Weakly sirriar to Homotog of 


6.1 


406387 








Target Exon 


6.0 


421814 


LI 2350 


Hs. 108623 


EGF,tsp_1 1 vwc,TSPN,tsp_3; 


fhrombospondin 2 


5.8 


406867 


AA157857 


Hs. 182265 


filamentbZI P;TM=N;SS=M 


kerafin 19 


5.8 


426104 


AI204418 


Hs. 190080 




ESTs 


5.8 


421481 


AW391972 


Hs. 104695 


i it op ti 

TM=M;SS=M 


KIAA1 324 protein 


5.8 


422511 


AU076442 


Hs.1 17938 


CoHagen.none 


collagen, type XVII, alpha 1 


.5.7 


426539 


AB011155 


Hs.1 70290 


SH3,PD£GuarrytateJdn;TM= 


discs, large (Drosophfla) homotog 5 


5.6 


419693 


AA1 33749 


Hs301350 


ATP1G1_PLM>MAT8;TM=Y;SS=M 


FXYD domain-containing ton transpor 


5.5 


419329 


AY007220 


Hs^88998 


S_100;TM=M;SS=N 


S1 00-type calcium binding protein A 


5.4 


418344 


AA216387 






gb:nc16b02.s1 NCI_CGAP_Pr1 Homo sap 


5.2 


407116 


AA130986 


Hs.271627 




ESTs 


5.1 


417389 


BE260964 


Hs.82045 


PTN_MK;TM=M; SS=Y 


mtdkine (neurite growth-promoting f 


5.1 


419452 


U33635 


Hs.90572 


tg,pkinase;TM=Y;SS=M 


PTK7 protein tyrosine kinase 7 


5.1 


421552 


AF026692 


Hs.1 05700 


Fz,NTR;TM=N;SS=M 


secreted frizzled-related protein 4 


5.1 


409453 


A1885516 


Hs.95612 


cadherin.cadherin.Cadhen 


ESTs 


5.1 


409632 


W74Q01 


Hs.55279 


serptn;TM=N;SS=N 


serine (or cysteine) proteinase tnh 


5.1 


417515 


L24203 


Hs.82237 


zf-BJbo>uf-UBR1 ;TM=M;SS= 


' ataxia-telangiectasia group D-assx 


5.0 


411573 


AB029000 


Hs.70823 


Sutfatase;TM=M;SS=N 


KIAA1077 protein 


5.0 


418751 


BE389014 


Hs.372548 


SH2,none 


phosphoinositide-3-kinase, regulato 


5.0 


422087 


X5B968 


Hs.1 11301 


fn2,hemopexin,Peptidase_M 


matrix metalloproleinase 2 (gelafin 


5.0 


421143 


AB024536 


Hs.1 021 71 


ig,LRR,LRRNT,LRRCT;TM=M;S 


mmunoglobuBn superfamily contain! 


4.9 


408491 


A1038063 


Hs.7882 




ESTs 


4.9 


417944 


AU077196 


Hs.82985 


vwc,Coflagen,COLJ : l;TM=N;S 


collagen, type V, alpha 2 


4.9 


409062 


AL157488 


Hs.50150 




Homo sapiens mRNA; cONA DKFZp564B18 


4.9 


422281 


M36803 


Hs.346935 


hemopexin;TM=N;SS=M 


hemopexin 


4.9 


425308 


M97639 


Hs.155585 


ig,kringte,pkinase,Fz;TM= 


receptor tyrosine kinase-like orpha 


4.8 


408349 


BE546947 


Hs.44276 


homeobox;TM=M;SS=N 


homeoboxCIO 


4.8 


449019 


A1949095 


Hs.67776 




ESTs, Weakly similar to T22341 hypo 


4.8 


435561 


AA351978 


Hs.4943 


MAGE,Cys_knol,EGFJaminin 


hepatocellular carcinoma associated 


4.8 


410687 


U24389 


Hs.65436 


LysyLoxidase;TM=N;SS=M 


rysyl oxidase-fike 1 


4.8 


429455 


AJ472111 


HS.27B694 


lecfin_c 


CO209 antigen 


4.8 


414407 


AA147026 


Hs.76704 




ESTs 


4.8 


419390 


AT701162 


Hs.331904 


PMP22_Ctaudin,PMP22_Oaud 


hypothetical protein MGC1 1 138 


4.7 


453902 


BE502341 


Hs.3402 




ESTs 


4.7 


411089 


AA456454 


Hs.355702 




cell division cycle 2-Cke 1 (PITSL 


4.7 


450172 


NM_005864 Hs.24587 


SH3,horrnone3;TM=M;SS=N 


signal transducfion protein (SH3 co 


4.7 


449717 


AB040935 


Hs.23954 


Gtyco_transf_25;TM=N;SS=N 


cerebral cell adhesion molecule 


4.6 


451529 


AI917901 


Hs.208841 


actnvnone 


ESTs 


4.6 


435370 


A1954074 


Hs.225838 


EGF,fn3,fibrinogeruC,loxi 


ESTs 


4.6 


411761 


AI733848 


Hs.71935 


zf-C2H2;TM=M;SS=N 


putative zinc finger protein from E 


4.6 


424223 


AJ243706 


Hs.143323 


PHD^RJDjrt^CJnuN^C5H 


putative DNA/chroma&n binding moH 


4.6 


426935 


NM.000088 Hs.172928 


vwc,Cdlagen,COLfl;TM=M;S 


collagen, type !, alpha 1 


4.5 


408796 


AA688292 


Hs.170345 


rtorrnone_rec,zf-C4 . 


ESTs 


4.5 


407230 


AA157857 


Hs.182265 


fflamenU>ZlP;TM=N;SS=M 


keratin 19 


4.4 


422830 


AC007954 


Hs.121371 




hypothetical protein DKFZp434P01 1 1 


4.4 


447528 


A1612027 


HsJ6277 


TB?_DP1_HVA22;TM=Y;S$=M 


• Homo sapiens, clone MGC:9381, mRNA, 


4.4 


430168 


AW968343 


Hs.145582 


efhand,emand 


DKFZP434I1735 protein 


4.4 


423225 


AA852604 


Hs.125359 


ig,Ribosomal_S 19;TM=M;SS= 


Thy-1 cell surface antigen 


4.4 


414822 


AA156542 


Hs.72127 


homeoboxJJLH 


ESTs 


4.4 


4526B3 


A1089575 


Hs.374574 


homeobox/ione 


progesterone membrane binding prate 


4.4 


444784 


D12485 


Hs.11951 


Somalomedln.B.Endonucleas 


ectonucleotide pyrophosphatase/phos 


4.4 


453857 


ALD80235 


Hs.35861 


TM=Y;SS=M 


Rasnnduced senescence 1 (R1S1) 


4.4 


413859 


AW992356 


Hs.8364 


SAM»PNT,non8 


Homo sapiens pyruvate dehydrogenase 


4.3 


440369 


AW176150 


Hs.132449 




downstream of breast cancer antigen 


4.3 


418140 


BE613836 


Hs.83551 


TM=M;SS=M 


rnk^ofibrillar-associated protein 2 


4.3 


4413B4 


AA447849 


Hs288660 


7tm_3,none 


retinotc add induced 3 


4.3 


424464 


R68537 


Hs.17962 


rtomeobcoyione 


ESTs 


4.3 


423582 


BE000831 


Hs.23837 


TGFbjjropeptideJGF-beta, 


Homo sapiens cDNA FU1 1 812 fe, do 


4.3 


432562 


BE531048 


Hs.278422 


zf-C2H2;TM=M;SS=N 


0KFZP586G1 122 protein 


4.2 


433320 


D60647 


Hs.250879 


rim 


ESTs, Highly similar to CTXN RAT CO 


4.2 


429165 


AW009886 


Hs.1 18258 




prostate cancer associated protein 


4.2 




H38765 


Hs.80706 




Hnnhnnea /MAHUIffJ APlDt-f\ Imitwhmma 

asapnorase (NAUn/NAiJrn} icyiocnrome 




448913 


AA194422 


Hs.22564 


rnTurf-RanBP,pkinase,GST_- 


myosin VI 


4.2 


430154 


AW58305B 


Hs.234726 


serpln;TM=M;SS=M 


serine (or cysteine) proteinase tnh 


M 


400496 






TM=Y;SS=N 


ENSP00000224716*K5TP-bindlng protel 


4.2 


442599 


AF078037 


Hs.324051 


SH3,ank;TM=M;SS=N 


ReJA-associated inhibitor 


4.2 


448520 


AB002367 


Hs.21355 


pWnase,DCX;TM=M;SS=N 


doublecorfin and CaM kinase-like 1 


4.2 


431309 


AW451711 


Hs.313760 


homeobox^one 


ESTs, Weakly similar to 138022 hypo 


4.2 


426485 


NM_006207 Hs.170040 


ig;TM=N;SS=M 


platelet-derived growth factor race 


4.2 


435858 


AF254260 


Hs.283009 


bZIP;TM=M;SS=N 


tuftdml 


4.2 


446051 


BE048061 


Hs.37054 


Ephiin T A_dearrtin 1 <lsim T z-al 


ephrin-A3 


42 


451982 


F13036 


Hs.27373 


NA;NA 


Homo sapiens mRNA; cDNA OXFZp564017 


A2 


450334 


AF035959 


HS.24879 


PAP2;TM=Y;SS=M 


phosphatide acid phosphatase type 


4.1 


431890 


X17033 


Hs.271986 


vwa,integrin_A,FG^3AP;TM= 


integmi, alpha 2 (C049B, alpha 2 s 


4.1 


434449 


AW953484 


Hs.3849 


efhand,FKBP;TM=M;SS=N 


hypothetical protein FU22041 simfl 


4.1 


422699 


BE410590 


Hs.1 19257 


SH3,HS1_rep;TM=M;SS=N 


ems1 sequence (mammary tumor and sq 


4.1 
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423057 AW951597 Hs.130816 

452053 R53185 Hs.32366 HIH;TM=M;SS=N 

450680 AF1317B4 Hs.25318 ras.none 

418283 S79895 Hs.83942 Peptidase_C1;TM=N;SS=M 
5 416381 AW204907 Hs.6872 

426255 BE262530 Hs.2006 GST_C,GSTJI;TM=M;SS=N 

408113 T82427 Hs.194101 7trr\_3.none 

407792 AI077715 Hs.39384 TM=M;SS=Y. 

422765 AW409701 Hs.1578 BIR;TM=M;SS=N 

10 429359 W00482 Hs.2399 hemopexm,Peptidase_M10;T 

442572 AI001922 Hs.135121 HSP70 
448826 A15B0252 Hs.255565 

419648 T73661 Hs.91877 TM=N;SS=M 

421485 AA243499 Hs.104800 TM=Y;SS=M 
15 440273 AI805392 Hs.325335 
417363 AW129357 Hs.329700 

451277 AK001123 Hs.26176 TM=Y;SS=M 
421823 N40850 Hs.28625 
452239 AW379378 Hs.356289 
20 444286 AI625304 Hs.201008 

451541 BE279383 Hs.26557 Armadi0o_seg;TM=M;SS=N 

451304 M92642 Hs.26208 Cdlagen,TSPN;TM=M;SS=M 

429556 AW139399 Hs.314807 TM=M;SS=N 

441094 U33819 Hs.7647 zf-C2H2,UM,PHD,TFllS;TM= 

25 407788 BE514982 Hs.38991 emand.SJ(H) 1 SJ00,efhand 

451292 AB037716 Hs.26204 SH3;TM=M;SS=N 

437762 T78028 Hs.154679 C2,none 

433399 N46406 Hs.84700 START;TM=M;SS=N 

408056 AA312329 Hs.42331 Ephrin;TM=M;SS=M 

30 404578 AF1 83810 Hs.26102 zf-C2H2,rubredoxin;TM=M;S 

443883 M114212 Hs.9930 serpln;TM=M;SS=M 

445084 H38914 Hs.250848 TM=Y;SS=M 

453880 AI803166 Hs.135121 HSP70,none 

424125 M31669 Hs.1735 TGF-bela,TGR)jjfopeptide; 

35 437377 AL359573 Hs.124940 ras;TM=M;SS=N 

422562 A1962060 Hs.118397 Znj*rbOpept,F5_F8jype_C 

422320 AI745249 Hs.23650 TM=Y;SS=N 

433078 AW015188 Hs.121575 asp 

411894 M57609 Hs.72916 zK2H2;TM=N;SS=M 

40 425976 C75094 Hs.334514 voltage_CLC;TM=Y;SS=M 

418113 AI272141 Hs.83484 HMGJ»x,homeobox;TM=M;SS= 
418753 BE217818 Hs.87016 

452679 Z42387 Hs.83883 TM=Y;SS=M 

421030 AW161357 Hs.101174 tubuRn-Knding;TM=N;SS=M 

45 431557 N51357 Hs.260855 TM=M;SS=N 

426363 M58524 Hs.2025 TGF-teta,TGFbj>ropeptide; 

447151 A1022813 Hs.92679 kmesin;TM=M;SS=M 

448717 R67419 Hs.21851 HLH.homeobox.none 

425867 D60385 Hs.12079 cadhenn;TM=Y;SS=M 

50 423940 NMJ12429 Hs.277728 CRAL_TR10;TM=M;SS=N 
426742 AA383828 Hs.181131 

435818 M700553 Hs.368614 arf.ras.RecR.none 
420005 AW271106 Hs.133294 

410867 X63556 Hs.750 EGFJB,vmtEB,TlL;TM=N;SS 

55 402531 AB037745 Hs.104696 TM=M;SS=M 

449029 N28989 Hs^2891 aa_permeases;TM=Y^S=M 

424806 AA382523 Hs.105689 TM=Y;SS=N 

443933 AI091631 Hs.203845 ion_trans;TM=Y;SS=M 
432952 AA813887 Hs.188173 

60 424036 AA770688 Hs-348495 Wstone,CBFO_NFYB < _HMF;TM= 

453828 AW970980 Hs.293821 PepJA12B_propep,Repro!ysi 

407112 AA070801 Hs.51615 hontKme_rec^C4 
445669 A1570830 Hs.174870 

446091 AW022192 Hs. 2001 97 homeobox,none 

65 424651 AM93206 Hs.120785 

409178 BE393948 Hs.50915 trypsfo;TM=M;SS=Y 

417059 AL037672 Hs.81071 TM=N;SS=Y 

431194 D43704 Hs.250712 Caj*anneLB.RepBj)rotein 

430397 AI924533 Hs.105607 HC03.cotransp;TM=Y;SS=N 

70 418969 W33191 Hs.28907 SH3;TM=M;SS=N 

427378 BE515037 Hs.1 77556 MAGE;TM=M;SS=N 

424012 AW368377 Hs.137569 SAM,P53;TM=M;SS=N 
418840 AI821614 Hs.185831 

433573 AF234887 Hs.57652 7tmJ^EGF,caiftierfo,larnini 

75 433430 AI863735 HsJ69982 thyrogfobufinJ.IGFBP^- 

422491 AA338548 Hs.117546 TM=M;SS=Y 

435114 M775483 Hs.288936 ODC^AZ.Ribosomal_L9_N;TM= 

416899 BE262645 Hs.80420 . IL8;TM=M;SS=M 

422110 AI376736 Hs.121555 kazal.none 

80 448560 BE6131B3 Hs.23213 zWanBP.MOM2.Ndr 

414945 BE07635B Hs.77667 UPARJUY6;TM=M;SS=M 

422119 A1277829 Hs.111862 WD40;TM=M;SS=N 

447335 BE617695 Hs.286192 TM=M;SS=N 
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ESTs, Moderately similar to I38022 4.1 

ESTs. Weakly similar to TWST_HUMAN 4.1 

Homo sapiens done 25194 mRNA seque 4.1 

camepsin K (pycnodysostosis) 4.1 

ESTs, Weakly similar to CA13_HUMAN 4.1 

glutathione S- transferase M3 {brain 4.1 

Homo sapiens cDNA: FU20869 fis, cl 4.1 

putative secreted ligand homologous .4.1 

bacutoviral IAP repeat-containing 5 4.1 

matrix metailoproteinase 14 (membra 4.1 

hypothetical protein FU22415 4.0 

ESTs, WeaWy similar to putative p1 4.0 

thyroid hormone responsive SPOT 14 { 4.0 

hypothetical protein FU10134 4.0 

Homo sapiens cONA: FU 23523 fis. cl 4.0 

ESTs 4.0 

hypothetical protein FU10261 4.0 

ESTs 4.0 

protein tyrosine phosphatase, recep 4.0 

ESTs 4.0 

plakophJiin 3 4.0 

collagen, type XVI, alpha 1 4.0 

ESTs 4.0 

MYOassociated zinc finger protein 4.0 

S100 calcium-binding protein A2 4.0 

K1AA1295 protein 3.9 

synaptotagmin I 3.9 

similar to phosphatidylcholine tran 3.9 

ephrin-A4 3.9 

trichorhinophalangeal syndrome 1 gene 3.9 

serine (or cysteine) proteinase inh 3.9 

hypothetical protein FU14761 3.9 

ESTs, Weakly similar to 138022 hypo 3.9 

inhibin, beta B (activin AB beta po 3.9 

GTP-binding protein 3.9 

AE-binding protein 1 3.9 

ESTs, Weakly similar to AAB47496 NG 3.9 

Homo sapiens cDNA FU 12231 lis, do 3.9 

GU-Kruppet family member GU3(Gre 3.9 

NG22 protein 3.9 

SRY (sex determining region Y)-box 3.9 

hypothetical protein FU22938 3.8 

transmembrane, prostate androgen in 3.8 

microtubule-assodated protein tau 3.8 

Homo sapiens cDNA: FU21410 fis. d 3.8 

transforming growth factor, beta 3 3.8 

Homo sapiens clone CQABP0014 mRNA s 3.8 

Homo sapiens cDMA RJ 12900 lis, do 3.8 

calsyntenin-2 3.8 

SEC14(S.cerevislaeHike2 3.6 

ESTs * 3.8 

ESTs 3.8 

ESTs 3.8 

fibrillin 1 (Marfan syndrome) 3.8 

WAA1324 protein 3.8 

solute carrier famBy 7 (cafionfc a 3.8 

MSTP031 protein 3.8 

two pore potassium channel KT3.3 3.8 

Homo sapiens cDNA FU 12187 fis, do 3.8 

H2A histone family, member L 3.7 

ESTs 3.7 

ESTs. WeaWy similar to ALU7_HUMAN 3.7 

ESTs 3.7 

ESTs 3.7 

ESTs 3.7 

kallikreinS 3.7 

extracellular matrix protein 1 3.7 

calcium channel, voltage-dependent, 3.7 

bicarbonate transporter related pro 3.7 

hypothetical protein FU20258 3.7 

melanoma antigen, family D, 1 3.7 

.tumor protein 63 kDa with strong ho 3.7 

ESTs 3.7 

cadherin, EGF LAG seven-pass G-type 3.7 

ESTs 3.7 

neuronatin 3.7 

mitochondrial ribosomal protein L9 3.7 

small Inducible cytokine subfamily 3.7 

secreted protein, acidic, cysteine- 3.7 

ESTs 16 

lymphocyte antigen 6 complex, locus 3.6 

WAA0590 gene product 3.6 

hypotheficat protein FU20940 16 
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450663 H43540 Hs.25292 
417387 AW021102 HsJ21509 
450825 AC005954 Hs35527 
439755 AW748482 Hs.77873 
5 439873 BE159253 Hs.300638 
439039 AI656707 Hs.48713 
419235 AW470411 Hs.288433 
445033 AV652402 Hs.72901 
404394 AF332975 Hs.307004 
10 452222 AW805287 Hs.21432 ' 
422981 Y13620 Hs.122607 
420988 AW006352 Hs.159843 
439680 AW245741 Hs.58461 
426815 D59505 Hs.351344 
15 437446 AA788946 Hs.101302 
421690 AW162667 Hs.106857 
453939 AA418160 Hs.86043 
426158 NM.001982 Hs.199067 
439246 AI498072 HSJ51474 
20 410653 BE383768 Hs.65238 
412703 AW984744 
427871 AW992405 Hs.352406 
444273 AI903474 Hs.230 
434936 AI285970 Hs.183817 
25 457869 AU077186 Hs.108885 
422575 AK000546 Hs.1 18552 
428343 AL043021 Hs.12705 
426716 NIUL006379 Hs.171921 
423778 Y09267 Hs.132821 
30 451558 NMJJ01089 Hs.26630 
407926 AW956382 Hs.59771 
447041 AL135480 Hs.250705 
419073 AW372170 Hs.183918 
446945 AI193115 Hs.16611 
35 416322 BE019494 Hs.79217 
447347 AA570056 Hs.122730 
448984 AW751955 Hs.22753 
421778 AA428000 Hs.283072 
423363 BE544348 Hs.127562 
40 432545 X52486 Hs,3041 
408495 W68796 Hs.237731 
406851 AA609784 Hs.352392 
418736 T18979 Hs.87908 
410197 NWL005518 Hs.59889 
45 453597 BE281130 Hs.33713 
417259 AW903838 Hs.81800 
453985 N44545 Hs^51865 
412634 U55984 Hs.356531 
407204 R41933 Hs. 140237 
50 444371 BE540274 Hs.239 
447334 AA515032 Hs.91109 
426530 U24578 Hs.278625 
419749 X73608 Hs.93029 
423595 R82826 Hs.220702 
55 406673 M34996 Hs.198253 
434241 AF119913 
412490 AW803564 Hs.288850 
452277 AL049013 Hs.28783 
431457 NIUL012211 Hs^56297 
60 421777 BE562088 Hs.108196 
453082 H18835 Hs31608 
414085 AA114016 Hs.75746 
440300 N39760 Hs.8859 
400290 H18836 Hs.31608 
65 433339 AF019226 Hs.8036 
419301 AA236166 Hs.132957 
414792 BE314949 Hs.8712B 
451428 AW083384 Hs.11067 
432210 AI567421 Hs.273330 
70 452242 R50956 Hs.159993 
450676 AI147155 Hs^797Z7 
413014 AW250533 Hs.75139 
427919 AA173942 Hs.326416 
424005 AB033041 Hs.137SQ7 
75 422072 AB018255 Hs.111138 
440995 T57773 Hs.10263 
426150 NMJM3658 Hs.167218 
416877 BE386266 Hs.85658 
452191 AU076408 Hs.28309 
80 450273 AW296454 Hs.24743 
456177 NWL012391 Hs.79414 
423062 NNL003655 Hs.5637 
421848 X15880 Hs.108885 



RNase_Hll;TM=N;SS=M 
zf-C2H2,none 

PDZ,GuanytateJdn;TM=N:SS 
ig;TM=Y;SS=M 

pkinase.none 

ank;TM=N;SS=N 
EGF,fn1 l vwc t vwd.MAM,Kerat 
Sema.TIG.PSI.GDI 
TM=M;SS*N 

zf-C2H2,TFllS,KRAB;TM=M;S 
ig.SETPHD^CXXCMap_c 
tn3,vwa,Conagen,TSPN;TM= 
efhand;TM=M;SS=N 

Furirvfike,pkifiase,Recep_ 

ank,pkinase,UPF0073:TM=N; 

zf-C3HC4,AlP3;TM=M;SS=N 

TM=M;SS=N 

LRR,LRRNT;TM=M;SS=M 
UCH-2 

vwa,Co!lagen;TM=M;SS=M 

PTR2;TM=Y;SS=M 

WD40;TM=N;SS=M 

ig,Sema.PSl;TM=N;SS=M 

FMO^,pyuedox;TM=Y;S 

ABC_tran,SRP54;TM=Y;SS=M 

TYA;TM=N;SS=M 

death,ZU5;TM=N;SS=M 
TM=M;SS=N 

P5CaNAO_Oy3P_dh,Oclopin 

NA;NA 

TM=M;SS=N 

NA;NA 

homeobox;TM=M;SS=N 
cycfln,none 

!g,MHCJLbela;TM=M;SS=Y 

he!icase_CAT_hook,SNF2^N 

HMG_CoAjsyntTM=N;SS=N 

KH-domain,RibosomaLS3_C I 

EGF^gJediiuc.sosliXn 

PH,nor» 

histara,histone 
ForkJead;TM=M;SS=N 

A2M.MTR.ANATO,A2M.N,preny 
kazal ,lhyrogtobuim_1 ;TM= 
homeobox,none 
lg.MHCJLalpha;TM=M;SS=M 
TM=N;SS=M 

ank;TM=M;SS=N 
FG-GAP.vwa;TM^Y;SS=M 
TM=M;SS=N 
fon_trans;TM=Y;SS=M 
aldedh;TM=N;SS=M 
TM=M;SS=N 
"Cysjcnot 
ras,erf;TM=M;SS=N 
TM=Y;SS=M 
TM=Y;SS=M 

EGF,kazal,larnir»rn_EGF,lam 



TM=M;SS=N 
CTF_NFl.none 
TM=Y;SS=N 
RhoGAP;TM=M;SS=N 

homeobox;TM=N;SS=M 
zf-C2H2;TM=M;SS*N 
UDPGJAGDPjfo,UDPG_MGDP_ 
rmvnone 

Ets,SAMJ s NT;TM=M;SS=N 

chromo;TM=N;SS=M 

vwa,Ccnagen;TM=M;SS=M 



ribonuclease HI, large subunit 3-6 

ESTs 3.6 

fight junction protein 3 (zona ocd 3.6 

B7 homolog 3 3.6 

ESTs 3.6 

ESTs 3.6 

neurotrimin 3.6 

cycfiivdependent kinase inhibitor 2 3.6 

Zonadhesta 3.6 

SEX gene 3.6 

B-oell CLUrymphoma 9 3.6 

ESTs, Weakly similar to T32554 hypo 3.6 

ESTs, Weakty similar to A35S59 krue 16 

ESTs, Weakly similar to K1Q.HUMAN 3.6 

ESTs, Moderately similar toCAICRA 3.6 

cafointfin 2, (29kD, catretinin) 3.5 

Homo sapiens cONA FU13558 lis, do 3.5 

v-erb-b2 avian erythroblastic leuke 3.5 

mentbrane-associated tyrosine- and I 3.5 

95 kDa retinoblastoma protein bindi 3.5 

gb:RC1-HN0015O40400-011-d03HN0015 3.5 

Homo sapiens, done IMAGE:3507281, 3.5 

fforcmodufin 3.5 

ESTs 3.5 

Homo sapiens, alpha-1 (VI) collagen 3.5 

hypothetical protein FU20539 3.5 

ESTs 3.5 

sema domain, immunoglobulin domain 3.5 

flavin containing monooxygenase 2 3.5 

ATP-binding cassette, sub-family A 3.5 

ESTs 3.5 

•Homo sapiens CONAFU11685 lis, do 3.5 

Homo sapiens cDNA FU12797 fis. do 3.5 

tumorprote!nD52-tike1 3.5 

pyrrofine-5<arboxytate reductase 1 3.5 

ESTs, Moderately sunBar to K1AA121 3.5 

hypothetical protein FU22318 3.5 

acfin related protein 2/3 complex, 3.5 

homeoboxCH 3.5 

uradPONAgrycosyIase2 3.5 

ESTs 3.5 

major hrstocompaGbflity complex, c 3.5 

Snf2+elated CBP acfivator protein 3.4 

34iydraxy-3-mefoy1gtutan^^ 3.4 

myo-mositol 1-phosphate synthase A 3.4 

chondroiQn sutfata proteoglycan 2 3.4 

ESTs 3.4 

heat shock 90kD protein 1. alpha 3.4 

ESTs. Weakly similar to ALU1_HUMAN 3.4 

forkheadboxMI 3.4 

ESTs 3.4 

complement component 4A 3.4 

sparc/osteonecfin, cwcv and kazaH 3,4 

ESTs 3.4 

major Wstrxompafibnity complex, c 3.4 

Homo sapiens PRO3077 mRNA, complete 14 

Homo sapiens cDNA: FU22528 fe, d 3.4 

WAA1223 protein 3.4 

bitegrin, alpha 11 3.4 

HSPC037 protein 3.4 

hypothetical protein FU20O41 3.4 

aldehyde dehydrogenase 1 famSy, me 3.4 

Homo sapiens, Similar to RJKEN cONA 3.4 

hypothetical protein FU20041 3.4 

glioblastoma overexpressed 3.4 

tenomoduEn protein 3.4 

hypothetical protein FU23309 3.4 

ESTs, Hfchry similar to T46395 hypo 3.4 

Homo sapiens, done IMAGE3544662. 3.4 

gycosyltransferase 3.4 

ESTs 3.4 

partner of RAC1 (arfaptin2) 14 

Homo sapiens mRhlA; cDNA DKF2p564H19 3.4 

vang (van gogh, Drosophfla)-like 2 3.4 

KIAAQ712 gene product 3.4 

ESTs 3.4 

BarH43tehoniecbQx2 3.3 

hypothetical protein FU23438 ■ 3.3 

Ih UOP-glucose dehydrogenase 3 2 

hypothetical protein FU20171 13 

prostate epithelium-spedfic Etstr 13 

collagen, type VI, alpha 1 13 
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433577 AW007080 Hs.284192 

409636 AA305729 Hs.18272 Aa_trans;TM=Y;SS=N 

404730 AA486704 Hs.33287 CTF_NFl,none 

422940 BE077458 Sec7.PH f ANF_reeeptor,Gg_ 

5 410001 AB041036 Hs.57771 trypsin;TM=M;SS=M 

427461 AA531527 Hs.332040 TM=Y;SS=M 

453468 W00712 Hs.32990 TM=M;SS=N 

443807 W52930 Hs.9822 HAT;TM=N;SS=M 
456034 AW450979 
10 424307 AW293399 Hs.356377 
412755 BE144306 Hs.179891 

429690 AW956329 Hs.23721 sugarJr,RibasomaLS25 

423472 AF041260 Hs. 129057 TM=M;SS=N 

424118 BE269041 Hs.140452 periBpln;TM=N;SS=M 

15 437275 AW976035 Hs^92396 Frizzled,Fz 
437464 AA323296 Hs.97837 

433592 NM.004642 Hs.3436 TM=M;SS=N 
434931 AW968941 Hs.166254 

451691 A1809278 Hs^08152 C2 

20 430433 AA478883 Hs.273766 WW.none 

429343 AK000785 Hs.199480 VHS,ENTH,UIM;TM=N;SS=M 

450835 BE262773 Hs.25584 ArfGap;TM=N;SS=M 
414591 AI868490 Hs.248107 

452579 AA131S57 Hs.23830 CN.hydrolase 
25 409960 BE261944 Hs.355264 

406850 AI624300 Hs.172928 wwc,CoI)agen,COLFI;TM=M;S 
453874 AW591783 Hs.36131 

425964 AW889928 Hs.9071 homeolxnyione 
428412 AA428240 Hs.126083 

30 430316 NM_000875 Hs.239176 m3,Furiivlike,pkinase,Re 

440087 W28969 Hs.7718 KOW,RibosomaLS4e 1 S4 l mn; 

449933 AW157098 Hs.324104 DUF176emand;TM=M;SS=N * 

441128 AA570256 Hs.348504 TM=Y;SS=M 

434182 W20309 Hs.8107 γTM=M;SS=N 

35 422737 M26939 Hs.1 19571 G>llagen,COlFI;TM=N;SS=M 

408202 AA227710 Hs.43658 OLF;TM=M;SS=N 

424971 AA479005 Hs.154036 PH;TM=M;SS=N 

407869 AI827976 Hs.24391 efhand;TM=M;SS=N 

444734 MM.001360 Hs. 11806 ERG4_ERG24;TM=Y;SS=M 
40 426991 AK001536 Hs.214410 

414081 AW969976 Hs.365706 gja;TM=N;SS=Y 

. 408795 AW749126 Hs.170345 rxOTnone_rec,zf-C4 

452345 AA293279 Hs.29173 DSPc;TM=M;SS=N 

437879 BE262082 Hs.5894 TM*N;SS=N 

45 407872 AB039723 Hs.40735 Fz,Frizzlea\7trrL2,DUF81;T 

427289 AI097346 Hs.323878 aminotran_5,SDF,none 

432375 BE536069 Hs.2962 efhand.SJQ0;TM=N;SS=M 

429415 NM_002593 HsJ202097 CUB.NTR;TM=N;SS=M 

41Z774 AA120865 Hs.380149 homione_rec,zf-C4 

50 445942 T80334 Hs.13479 TM=M;SS=N 

439456 A1752409 Hs.1 09314 zK2H2;TM=N;SS=M 

414774 X02419 Hs.77274 kring!e,trypsin,planLthi 

433336 AF017986 Hs.31386 Fz,NTR;TM=N;SS=M 

439905 AW799755 Hs.110953 HLH;TM=M;SS=N 
55 420251 AW374968 Hs.379829 

413004 T35901 Hs.75117 TM=M;SS=N 

418586 236830 Hs.87268 annexin;TM=M;SS=N 

410279 BE271977 Hs.61809 ras;TM=M;SS=N 
_^ 424391 BE550112 Hs.158549 

60 440409 AW294316 Hs.125608 thiored 

452689 F33868 Hs.284176 transfen1n,KH-domaln t fTm 

418154 BE16S866 Hs.352403 hormone_rec^C4,none 
434384 AA631910 Hs.370133 

413436 AF238083 Hs.68061 DAGKc;TM=M;SS=N 

65 431663 NNL016569 Hs.267182 T-box;TM=M;SS=N 

432874 W94322 Hs.279651 SH3;TM=M;S$=Y 
436252 AI539519 Hs. 142827 

421044 AF061871 Hs.101302 fo3,vwa,CoDagenJSPN;TM= 

419102 AA234098 Hs.42424 

70 419359 AL043202 Hs.90073 CAS_CSE1;Tto=M;SS=N 

441859 AW194364 Hs.9877 Arnfooj>xid3Se,FADJ)inding 

42641B M90464 Hs.169825 Couagen,C4,VPR;TM=N;SS=M 

413076 U10564 Hs.75188 pWnase;TM=M;SS=N 

407874 AJ766311 Hs.289047 COQ7 
75 448019 AW947164 Hs.195641 

427024 AA397572 Hs.348902 

410281 AF076612 Hs.166186 ^.MAiMRG 

447205 BE617015 Hs.1100S LEA,p8nTtpn;TM=M;SS=N 

434433 AW629759 

80 439737 AI751438 Hs.41271 Clq.C0fla9en.n0ne 

450157 AW961576 Hs.60178 PH,Band_41 ,RhoGEF,non8 

445989 H97754 Hs.11108 

442213 N36110 Hs.305971 sugarJr;TM=Y;SS=M 



ESTs 3.3 

amino acid transporter system A1 3.3 

Nuclear factor l/B 3.3 

gb:RC1-BT0605-O9O50M15WBT0606 3.3 

kaflikretn 1 1 3.3 

hypothetical protein MGC13010 3.3 

OKFZP566F084 protein 3.3 

HCNP protein; XPA^inding protein 2 3.3 ■ 

gb:Ul-H-Bt3-a!a-a-12-C-Ul.s1 NCLCG 3.3 

nuclear receptor co-repressor 1 3.3 

ESTs. Weakly sirrta to P4HA_HUMAN 3.3 

ESTs 3.3 

breast carcinoma amplified sequence 3.3 

cargo selection protein (mannose 6 13 

ESTs. Weakly similar to A47582 B<e 3.3 

Homo sapiens mRNA; cONA DKFZp547J04 3.3 

deleted in oral cancer (mouse, homo 3. 3 

hypothetical protein DKF2p566l133 3.3 

ESTs 3.3 

ESTs 3.3 

Homo sapiens, Similar to epsin 3, c . 3.3 

hypothetical protein FU10767 3.3 

ESTs, Weakly similar to ALU8JWMAN 3.3 

ESTs 3.3 

hexokinase 1 3.3 

collagen, type 1, alpha 1 3.3 

collagen, type XIV, alpha 1 (unduQ 3.2 

progesterone membrane binding prole 3.2 

ESTs 3.2 

insulin-tike growth factor 1 recept 3.2 

hypothetical protein FU22678 3.2 

Human DNA sequence from done RP1-6 3.2 

ESTs, Weakly similar to T23273 hypo 3.2 

G-protein gamma-12 subunit 3.2 

collagen, type III, alpha 1 (Ehlers 3.2 

DKFZP586L151 protein 3.2 

tumor suppressing subtransferaMe c 3.2 

hypothetical protein FU13612 3.2 

7^ehyorcchotesterol reductase 3.2 

Homo sapiens cDNA FU10674 fe, do 3.2 

matrix Gla protein 3.2 

hypotheticat protein FU13710 3.2 

hypothetical protein FU20515 3.2 

hypothetical protein FU10305 3.2 

frizzled (Drosophila) homolog 3 3.2 

phosphosenne aminotransferase 3.2 

SI 00 calcium-binding protein P 3.2 

procollagen C-endopeptidase enhance 3.2 

ESTs 3.2 

hypothefca! protein FU20847 3.2 

hypothetical protein FU20980 3.2 

plasminogen activator, urokinase 32 

secreted frizzted-reialed protein 2 3.2 

retinoic acid induced 1 3.2 

Human DNA sequence from done RP5-1 3.2 

interleuHn enhancer binding factor 3.2 

annexinAa 3.2 

hypothetical protein FU14117 3.2 

ESTs, Weakly similar toT2D3_HUMAN 3.2 

ESTs 3.2 

transferrin 3.2 

nuclear receptor subfamily 1 , group 3.2 

ESTs 3.2 

sphingosine kinase 1 32 

TBX34so protein 3.2 

melanoma inhibitory activity 3.2 

Homo sapiens cDNA FU11562 fts. do 12 

Human DNA sequence from done RP1-2 Z2 

ESTs, WeaWy similar to 2004399A di 3.2 

chromosome segregation 1 (yeast horn 32 

"mterieukin-4 induced gene-1 protei 3.1 

collagen,1ype IV, alpha 5 (Alport 3.1 

weel (S. pombe) homolog 31 

Homo sapiens cDNA FU14059 fts, do 31 

ESTs, Moderately similar to 138022 3.1 

chromosome 1 1 open reading frame 14 31 

Homo sapiens done 23928 mRNA seque 31 

ESTs. Moderately similar to T 17372 31 

gb:hh70e05.y1 NCLCGAP_GU1 Homo sap 3.1 

Homo sapiens mRNA full length inser 3.1 

ESTs 31 

ESTs 31 

solute carrier family 2 (facMate 31 
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10 

15 

20 

25 

30 

35 

40 
45 
50 
55 
60 
65 
70 
75 
80 



402496 

438974 AF089816 Hs.6454 

439335 AA742697 Hs.62492 

412276 BE262621 

416950 AL049798 

456157 AW979153 Hs.336881 

452753 AA028049 Hs.277728 

414420 AA043424 

446229 AI744964 

453143 AA382234 

411441 AU042355 



HSJ3798 
Hs.80552 



Hs.76095 
Hs.14449 
Hs.356289 
Hs.70202 



422921 BE062045 Hs.351625 
444441 AW613841 Hs.301394 



Hs.351316 

Hs.373623 

Hs.208558 

Hs.369171 

Hs.12321 

Hs.179516 

Hs.13766 

Hs.164773 

Hs.23459 



Hs.84038 
Hs.6844 
Hs.8254 
Hs.54925 



436729 BE621807 
427890 AA435761 
444838 AV6S1680 
427876 A1494291 
413040 AA193338 
427515 T79526 
451092 AI207256 
442222 AI061301 
452613 AA461599 
447191 NMJJ14521 Hs.17667 
412890 T85247 Ks.351875 
418313 BE244231 
440006 AK000517 
434042 AI589941 
420576 AA297634 
432269 NM_002447 Hs.2942 
424927 AW973666 Hs.153850 
440100 BE3826B5 Hs.158549 
452408 AA306477 Hs.29379 
441362 BE614410 Hs.23044 
418444 AI902B99 Hs.85155 
423464 NM_016240 Hs.128856 
424604 AW865388 Hs.151076 
420059 AF161486 Hs.94769 
453271 AA903424 Hs.5786 
411274 ML002776 Hs.69423 
434095 AA011117 Hs.3745 
403439 

413244 AW955951 Hs.159265 
411756 BE294350 Hs.71891 
409007 AL122107 
452547 AA335295 
414359 M62194 
433212 BE218049 
449123 D50920 
431176 AI026984 
419245 AI732742 
434493 AA635305 
449177 BE616694 
430449 AA352723 
452887 AI702223 
451678 AA3741B1 
445457 AF168793 
407597 M043925 
431629 AU077025 Hs. 265827 
432302 AA345857 Hs.274307 
442549 AI751601 
437959 AI472068 
447400 AK000322 
411734 AW374954 Hs.71779 
443547 AW271273 Hs.356487 
■ 417000 BE277919 
416987 D86957 
424494 U78575 
414496 W73853 



Hs.49599 

Hs.74120 

Hs.75929 

Hs.121820 

Hs.23106 

Hs.293662 

Hs.87440 

Hs.375591 

Hs^88042 

Hs^41471 

Hs.107253 

HsJ!6799 

Hs.12743 

Hs.339352 



Hs.8375 

Hs.375604 

HS.1B457 



413336 
434314 BE392921 
401038 

416245 AA088767 



Hs.306019 
Hs.80712 
Hs.149255 
Hs.355424 
Hs.296178 
Hs.3797 



Hs.83883 
Hs.37616 
Hs.156637 



W25317 

456906 AF117646 

424744 AW175781 Hs.152720 

452195 AA994712 Hs.116878 

415988 BE407713 Hs.78943 

418399 AF131781 Hs.84753 

420568 F09247 Hs.247735 
404661 

414152 NM-003248 Hs.75774 

421307 BE539976 Hs. 103305 

444868 BE560471 Hs.12101 



PDZ;TM=N;SS=M 

TM=N;SS=M 

MlF.sugarJr,none 

tfansmembrane4,none 

CRALJRIO^ione 

TM=M;SS=N 

TM=M;SS=N 

serpin;TM=N;SS=M 

WD40;TM=M;SS=N 

AAA,homione_rec t zf-C4 

IRK;TM=Y;SS=N 

TM=Y;SS=M 

RFXJ3NA_b1ndfog,none 

lntegrin_A,FG-GAP,none 

Na_Ca_Ex;TM=Y;SS=M 
EMP24_GP25UTM=Y;SS=M 
filament;TM=N;SS=N 
toypsin 1 kringie l UPAR_LY6 

SH3;TM=M;SS=N 

COX6C;TM=M;SS=M 

TM=Y;SS=N 

AAA,NB-ARC,PAAD_DAPJ N;NA; 



pkinase,Senra i PSI > TIG r A4_E 



TM=M;SS=N 

TM=N;SS=N 

zf-CCCH;TM=M;SS=N 

CoHagen;TM=Y;SS=N 

TM=M;SS=N 

ras.none 

UM;TM=M;SS=N 

trypsfaTM=M;SS=N 

EGF,F5_F8_type_C;TW=^SS= 

ank;TM=M;SS=N 

BTB,Pep_M12Bj>ropep,Repro 

pianase,F5J : 8Jype_GTM=Y 

LEA;TM=M;SS=N 
cadherin,Cadhenn_Cjem^ 

TM=M;SS=N 

MCTslgnal,lamirnXB.Iamin 



WH1;TM=M;SS=N 
K-box;TM=N;SS=M 

Cam_acyttransf,TM=M:SS=N 

fn3,fg;TM=Y;SS=M 

TM=M;SS=Y 

T1G;TM=M;SS=N 

MATH^TRAF^-C3HC4;TM= 

elF5_elF2B,W2;TM=M;SS=N 

zf-C3HC4;TM=Y;SS=M 

fh3,none 

TM=Y;SS=M 

GTP_COC;TM=N;SS=M 

PIP5K;TM=N;SS=M 

pklnase,F5J : 8J^pa_Cadh_ 

Occhxfm;TM=M;SS=N 

ras,arfcTM=M;SS=N 

TM=M;SS=N 

TM=Y;SS=M 

zraHC4,Cbl_N,Cbl_N2,CbI 
TM=M;SS=N 

PeptC1-0ke;TM=N;SS=M 
TM=N;SS=N 

cadherin,lipocalin;TM=M;S 
TM=M;SS=N 

EGF,TSPN,bp_3;TM=M:SS=M 

chnxno 

TM=N;SS=M 



Target Exon 

chromosome 19 open reading frame 3 
NNL052863:Homo sapiens secretogtobi 
macrophage migralion Inhibitory tac 



ESTs 

SEC14 (S. cerevisiae)-fike 2 
immediate early response 3 
K1AA1609 protein 

protein tyrosine phosphatase, recep 

WD repeat domain 10 

Homo sapiens cDNA: FU23260 fis. cl 

hypothetical protein MGC3101 

transmembrane 4 superfam3y member 

ESTs 

ESTs 

ESTs 

sodium calcium exchanger 

integral type I protein 

Homo sapiens mRNA for FU00074 prot 

ESTs 

ESTs 

SH3-domain binding protein 4 
cytochrome c oxidase sub unit Vic 
CGV06 protein 

NALP2 protein; PYRIN-Containing APA 
Homo sapiens. Similar to tumor dtfl 
WAA185B protein 

macrophage stimulating 1 receptor ( 
hypothetical protein C321 D2.4 
ESTs, Weakly similar to T203.HUMAN 
hypothetical protein FU10687 
RAD51 (S. cerevisiae) homolog (E co 
butyrate response factor 1 (EGF-res 
CSR1 protein 
KIAA1243 protein 

RAB23, member RAS oncogene family 
ESTs 

katnkreinlO 

mflk fat giobule-EGF factor 8 prote 
KM_031419*:Homo sapiens molecule po 
kruppekelated zinc finger protein 
dlscotdtn domain receptor family, m 
Homo sapiens mRNA; cDNA DKFZp434G08 
adipose specific 2 

cadherin 11, type 2, OB-cadherin (o 
ESTs 

KIAA0130 gene product 

ESTs 

ESTs 

ESTs 

hypothetical protein FU14299 
RNB6 

hypothetical protein DKFZp761F241 

DKFZP564D0764 protein 

carnitine (>octarioy1 transferase 

Homo sapiens brother of COO (BOC) m 

interferon, alpha-fodurible protein 

K1AA1442 protein 

TNF receptor-associated factor 4 

WAA1856 protein 

hypothetical protein FU20315 

Homo sapiens DMA from chromosome 19 

hypothetical protein FU 12656 

ESTs, WeaWy similar to AUU7_HUMAN 

K1AA0202 protein 

phosphatio^ffwsitDM-phosphate 5- 
ESTs 

hypotheficat protein FU22637 
RAB26, member RAS oncogene family 
C11000425:gi)4507721|reflKP_003310. 
transmembrane, prostate androgen in • 
Human D9 splice variantBmRNA.com 
Cas-Br-M (murine) ectropic retrovtr 
M-phase phosphoprotetn 6 
ESTs 

bleomycin hydrolase 
hypothetical protein FU 12442 
protocadherin alpha 10 
C9000306*^iI12737280|refrXP_006682 
thrombospondin 4 

Homo sapiens mRNA; cONA DKFZp434B04 
hypothetical protein 
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450214 
452554 
422105 
422278 
434067 
412676 



BE439763 



421983 
429299 
408912 
438746 



AI929700 

AF072873 

H18913 

NM.000165 

AA486846 

AI252640 

AI620453 

AB011084 

AIB85815 



Hs.227571 

Hs.18397 

Hs.111680 

Hs.114218 

Hs.124023 

Hs.74471 

Hs.271795 

Hs.110364 

Hs.347408 

Hs.48924 

Hs.184727 



RGS;TM=M;SS=N 

TM=M;SS=M 

TM=M;SS=N 

Fz,Frizzled,7rjnJ£TM=Y;SS 

connexin,Connexin43;TM=Y; 

pro isomerase.none 
TM=Y;SS=N 

Armadil]o_seQ;TM=M;SS=W 
transterrin,Guanylate_kin 



regulalor ot G-protein signalling 4 3.0 

hypothetical prolan FU23221 3.0 

endosulfine atpha 3.0 

frizzled (Drosophila) homotog 6 3.0 

Homo sapiens cDNA FU1421Bfis,clo 3.0 

gap junction protein, alpha 1 , 43kD 3.0 

ESTs. Weakly similar to I38022 hypo 3.0 

pepfidytprotyl isomerase C (cycbph 3.0 

hypothetical protein MGC13102 3.0 

K1AA0512 gene product ALEX2 3.0 

Human melanoma-assoctated antigen p 3.0 



TABLE 4B 

Pkey. Unique Eos orobeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey CAT Number Accession 

418344 245371J AA216387 T6354BAA228676 

412703 1243670J AW984759 AW984744 

434241 63414J AF119913 AI207698 R57074 

422940 58443J BC012771 BG397153BF356196AA337277 AA319285AW843252 

456034 685586 1 AA1 36553 AA13S656 AW450979 AA984358 AA809054 AW238038 AA492073 BE1 68945 

434433 1 1 1338 1 . AA633408 AW749955 AW629759 AI651005 



TABLE 4C 

Pkey: Unique number corresponding to an Eos probesel 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham I. et at.* refers to the publication entitled The DNA 

sequence of human chromosome 22." Dunham I. et al., Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


406387 


9256180 


Plus 


116229-116371,117512-117651 


400496 


9743564 


Plus 


4151541695 


402496 


9797769 


Minus 


8615-9103 


403439 


9719679 


Plus 


91463-91632 


401038 


7232177 


Minus 


4277-4469 


404661 


9797073 


Plus 


33374-33675,33769-34008 



TABLE 5A: ABOUT 231 GENES UP-REGULATED IN BREAST CANCER COMPARED TO NORMAL ADULT TISSUES THAT MAY ENCODE EfTHER ENZYMES OR 
PROTEINS AMENABLE TO MODULATION BY SMALL MOLECULES, PEPTIDES, OR ANTIBODIES 

Pkey: Unique Eos probesel identifier number 

ExAccrr Exemplar accession number, GenQank accession number 

UniGenelD: UniGene number 

PredProLDomains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very Reefy to contain; =M, 

likely to contain; =N, less likely to contain. AO other protein domain abbreviafions are from PFAM (Nucleic Acids Research, 2002, 30:276-280). 

UniGene Title: UniGene gene title 

R1: Ratio of 90th percentile tumor to 50th percentile of normal body tissue 



Pkey 


ExAccn 


UniGenelD . 


Pred.ProLDomains 


UniGeneTitle 


R1 


409340 


BE174629 


Hs.321130 


aa _permeases,pyridoxaLde 


melanophXn (MLPH), mRMA 


20.5 


421481 


AW391972 


Hs.104696 


TM=M;SS=M 


WAA1324 protein 


16.3 


419693 


AA133749 


Hs.301350 


ATP1G1.PLM.MAT8;TM=Y;SS=M 


FXYD domain-containing Jon trans por 


13.7 


417389 


BE260964 


Hs.82045 


PTN_MK;TM=M;SS=Y 


rrddkine (neurite growth- promo ting f 


13.7 


414521 


D28124 


Hs.76307 


DAN;TM=M;SS=M 


neuroblastoma, suppression of tumor (DAN) 


13.7 


438091 


AW373062 


Hs.351546 


horrnone_rec,zf-C4,none 


nuclear receptor subfamily 1, group 


13.4 


413815 


AL046341 


Hs.75562 


pkinase,F5^8Jype.C;TM=Y 


cBscoldm domain receptor family, m 


13.2 


4391 B0 


AC93742 


Hs.199067 


Furin-like.pkrnase,Recep._ 


v-erb-b2 avian erythroblastic leuke 




431441 


U81961 


HJL2794 


ASC;TM=Y;SS=N 


sodium channel, nonvoltage-gated 1 


12.5 


452547 


AA335295 


Hs.74120 


l£A;TM=M;SS=N 


adipose specific 2 


12.4 


452239 


AW37937B 


Hs.355289 




protein tyrosine phosphatase, recep 


1Z1 


441384 


AA447849 


Hs.288660 


7tm_3,none 


refinoic add induced 3 


11.9 


419223 


X60111 


Hs.1244 


transnrembrane4;TM=Y^S=M 


CD9 antigen (p24) 


11.7 


413859 


AW992356 


Hs.8364 


SAM_PNT,none 


Homo sapiens pyruvate dehydrogenase 


115 


410687 


U24389 


Hs.65436 


LysyLoxidase;TM=N;SS=M 


rysyl coririase-Gke 1 


11.2 


422699 


BE410590 


Hs.1 19257 


SH3,HS1.rep;TM=M;SS=N 


ems1 sequence (mammary tumor and sq 


10.1 


419452 


U33635 


Hs.90572 


tg,pkinase;TM=Y;SS=M 


PTK7 protein tyrosine kinase 7 


9.9 


427378 


BE515037 


Hs.177556 


MAGE;TM=M;SS=N 


melanoma antigen, family D, 1 


9.9 


444784 


D12485 


Hs.11951 


Somatomedin_B,Endonucleas 


ecto nucleotide pyrophosphatase/phos 


9.9 


436972 


AA2B4679 


Hs.25640 


PMP22^0audin;TM=Y;SS=M 


daudln 3 


9.7 


412926 


AI879076 


Hs.75061 


MARCKS;TM=N;SS=M 


macrophage mynstoylated alanlne-ri 


9.5 


425280 


U31519 


Hs.1872 


PEPCK;TM=M;SS=N 


phosphoenolpyruvate carboxykinase 1 


9.5 


432636 


AA340864 


Hs.278562 


PMP22_Oaudin;TM=Y;SS-M 


daudin7 


9.4 


423778 


Y09267 


Hs.132821 


FM04ke^jedox;TM=Y;S 


flavin containing monooxygenase 2 


9.4 


424206 


NM.003734 


Hs.198241 


Cu_amine_oxid ,Cu_amine_cx 


amine oxidase, copper containing 3 


9.4 


444797 


AB018333 


Hs.12002 


SH3.SAMTM=M;SS=N 


K1AA0790 protein 


9.0 
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402559 AF043329 Hs.173717 PAP2;TM=Y;SS=M PPAP2B Phosphatldic acid phosphattype 2B 9.0 

443932 AW8B8222 Hs.9973 SH2,WW,PlD,none tenstn 8.9 

421143 AB024536 Hs.102171 ig,LRR,LRRNT,LRRCT;TM=M;S immunoglobulin superfamily conlaini B.8 

433592 NM 004642 Hs.3436 TM=M;SS=N deleted in oral cancer (mouse, homo 8.7 

5 410668 BE379794 Hs.1 59651 death.TNFR_c6;TM=Y;SS=M hypothetical protein a7 

433662 W07162 Hs.150826 rasABC tran,arf;TM=M;SS= RAB25 RAB25, member RAS oncogene fa B.6 

421853 AL117472 Hs.10B924 SH3,Sorb;TM=M;SS=N SHWomain protein 5 (ponsin) 8.6 

425335 BE394327 Hs.296267 efhand,kazalMras,7tm_ foffistatin-fike 1 85 

400290 H18B36 Hs.31608 Cysjcnot hypothefical protein FU20041 8.5 

10 438089 W05391 Hs.351546 hormone jec,zf-C4,none nuclear receptor subfamily 1, group 8.4 

426158 NMJXJ1982 Hs.199067 Furin-lfce,pkin3se,Recep_ v-erb-b2 avian erythroblastic leuke 8.3 

447191 NlyL014521 Hs.17667 SH3;TM=M;SS=N SHWomain binding protein 4 8.2 

439941 A1392640 Hs.18272 AaJrans;TM=Y;SS=N amino acid transporter system A1 8.2 

439318 AW837046 Hs.6527 7biLZCytC_asm,GPS;TM=Y;S G protein-coupled receptor 56 8.1 

15 442213 N36110 Hs.305971 sugar tr;TM=Y;SS=M solute earner family 2 (facBitate 8.1 

412649 NM 002206 Hs.74369 lntegrinJV,F&GAP;TM=M;SS integrin, alpha 7 8.1 

448913 AA194422 Hs.22564 rrrra»-RanBP,pkinase.GST_ myosin VI 8.1 

420166 AW732276 Hs.95583 transmernbrane4;TM=Y;SS=M transmembrane 4 superfamily member 8.0 

407102 AA007629 Hs.348601 transrjorLpral.SvVlB.ASC glytt2rd-3-phosphate dehydrogenase 7.9 

20 452516 AA058630 Hs.29759 TM=N;SS=M RNA POLYMERASE I AND TRANSCRIPT REL 7.9 

413076 U10564 Hs.75188 pkinase;TM=M;SS=N weel (S. pombe) homolog 7.9 

443604 C03577 Hs.9615 efhand;TM=M;SS=N myosin regulatory fighi chain 2, sm 7.7 

429002 AW248439 Hs.2340 Armadillo_seg;TM=M;SS=N Junction plakoglobln 7.6 

432562 BE531048 Hs.278422 zM2H2;TM=M;SS=N DKFZP586G1 122 protein 7.6 

25 426359 AA376409 Hs.10862 adenylatekinase.none Homo sapiens cONA: FU23313 fis, cl 7.5 

417733 AL048678 Hs;82503 NA;NA Rsapiens mRNA for 3UTR of unknown 7.5 

451541 BE279383 Hs.26557 ArmadIo_seg;TM=M;SS=N plakophiUn 3 7.4 

443951 F13272 Hs.356835 PMP22_Claudin,none ferritin. light polypeptide 7.4 

409960 BE261944 Hs.355264 hexokinase! 7.3 

30 423184 NMJ)04428 Hs.1624 Ephrin;TM=M;SS=M ephrin-A1 7.3 

405121 X04385 Hs.1 10802 Cys_knot,TGF-beta,vwa,vwc von Willebrand factor (VWF), mRNA 7.1 

438974 AF089816 Hs.6454 PDZ;TM=N;SS=M chromosome 19 open reading frame 3 7.1 

417771 AA804698 Hs.82547 retinoic add receptor responder (I 7.0 

424118 BE269041 Hs.140452 peri!ipin;TM=N;SS=M cargo selection protein (mannose 6 7.0 

35 402705 X67951 Hs.1809Q9 AhpCTSA;TM=M;SS=M peroxiredoxin 1 (PRDX1) 7.0 

417115 AW952792 Hs.334612 Sm,pkinase;TM=N;SS=N small nudear ribonucleoprolein pol 7.0 

442572 AI001922 Hs.135121 HSP70 hypothetical protein FU2241 5 &9 

447216 R75812 Hs.169248 cytochrome_c;NA;NA p75^-assodated cell death execut 6.9 

422278 AF072873 Hs.1 14218 Fz,Frizzied,71nL2;TM=Y;SS foaled (DrosophHa) homolog 6 6.9 

40 414657 AA424074 Hs.76780 TM=M;SS=N protein phosphatase 1, regulatory ( 6.9 

447528 A1612027 Hs.76277 TB2 J)P1 _HVA22;TM=Y;SS=M Homo sapiens, done MGC3381 , mRNA, 6.9 

436729 BE621807 Hs.351316 TM=Y;SS=M transmembrane 4 superfamily member 6.9 

428013 AF151020 Hs.181444 TM=Y;SS=M hypothetical protein 6.9 

444143 AW747996 Hs.160999 Bd-2,none ESTs. Moderately sirrflar to A56194 6.8 

45 414443 AU077268 Hs.76144 ig,pkinase;TM=Y;SS=N platelet-derived growth factor rece 6.7 

418751 BE389014 Hs.372548 SH2,none prujsph«nositide-3-kinase,regulato 6.7 

448479 H96115 Hs.21293 UDPGP;TM=M;SS=N UDP^acteylglucosamtne pyrophospho 6.6 

410552 X66945 Hs.748 ig,p!anasB,SH2,SH3,C2.PH 1 fibroblast growth factor receptor 1 6.6 

414883 AA926960 Hs.348669 CKS;TM=N;SS=N C0C28 protein kinase 1 6.6 

50 417426 NMJN2291 Hs.82124 lamhtin^EGF,laminin_Nterm laminln, beta 1 6.6 

428179 AI127772 Hs.279696 pkinase,PX,pldnase_C;TM=N senjm/g3ucocor6coid regulated kina 6.6 

443195 BE148235 Hs.193063 AaJrans,none Homo sapiens cDNAFU 14201 fis, do 6.5 

424512 X53002 Hs.149846 integnruB,EGF;TM=Y;SS=M integrin, beta 5 6.5 

421733 AL119671 Hs.1420 ig,pkinase;TM=Y;SS=M fibroblast growth factor receptor 3 6.5 

55 428950 BE311879 Hs.194673 DED;TM=M;SS=N phosphoprotein enriched m astrocyt 6.5 

450172 NM_005864 Hs.24587 SH3,hormone3;TM=M;SS=N signal transduction protein (SH3 co 6.5 

416078 AL034349 Hs.79005 protein tyrosine phosphatase, recap 6.5 

408912 AB011084 Hs.48924 Armadaio_seg:TM=M;SS=M WAA0512 gene product; ALEX2 6.4 

„ 428373 AI751656 Hs.1 83986 tg;TM=Y;SS=M poxvirus recepior-retated 2 (herp 6.4 

60 449029 N28989 Hs.22891 aa_permeases;TM=Y;SS=M sdute carrier farniiy 7 (cationic a 6.4 

406621 X57809 Hs.181125 ig,HSP70 1 Ppx-GppA;TM=M;8S umuirogtobufin lambda locus 6.4 

431629 AU077025 Hs.265827 TM=M;SS=Y interferon, aipha-inducible protein 6.4 

428169 AI928984 Hs,1B2793 photoRC,UPF0118;TM=*Y;SS=N gdgi phosphoprotein 2 6.4 

443337 Y07604 Hs.9235 NDK;TM=N;SS=N non-metastatic ceDs 4, protein exp 6.4 

65 451292 AB037716 Hs.26204 SH3;TM=M;SS=N WAA1295 protein * 6.4 

425976 C75094 Hs.334514 vottage_CLC;TM=Y;SS=M NG22 protein 6.4 

426539 AB011155 Hs.170290 SH3,PDZ,GuarryteteJdn;TM= discs, large (Drosophita) homolog 5 6.3 

417208 S67773 Hs.81665 ig,pkinase;TM=Y;SS=M v-kit Hardy-Zuckerman 4 feline sarc 6.3 

_^ 438278 BE409248 Hs.57988 TFHS,RNA L .POU_M_15KD,UPF0 hypothetical proton FU22357 simi! 6.3 

70 429455 AI472111 Hs^78694 lectin_c CD209anBgen 6.3 

431685 AW296135 Hs.267659 CH f DAGJ , E-bmd,PH,RhoGB : , vav 3 oncogene 6.3 

445033 AV652402 Hs.72901 ank;TM=N;SS=N cvdin-dependent kinase inhibitor 2 6.3 

411756 BE294350 Hs.71891 pkfoase,F5_F8Jype_C;TM=Y discoidin domain receptor family, m 6.3 

453902 BE502341 Hs.3402 ESTs 6.3 

75 418005 AI186220 Hs.83164 Collagen,TSPN;TM=M;SS=M conagen, type XV, alpha 1 6.2 

449924 W30681 Hs.146233 SH3,none Homo sapiens cONA: FU221 30 fis, d 6.2 

426520 BE545684 Hs.343566 aaj)ermeases f pyridoxaJ_de WAA0251 protein 6.2 

453064 R40334 Hs.89463 potassium large conductance calcium 6.2 

or% • 448520 AB002367 . Hs.21355 pkhase,DCX;TM=M;SS=N doublecortin and CaM kinase-Bke 1 6.2 

80 452683 AI089575 Hs.374574 homeobox.none progesterone membrane binding prote &2 

402575 AF043329 Hs.173717 PAP2;TM=Y;SS=M PPAP2B Phosphatide acid phosphaL type 2B 6.2 

444672 295636 Hs.11669 lamir^EGF4amin!n_.G,EGF bminin. alpha 5 6.2 

450440 AB024334 Hs.25001 14-3-3;TM=M;SS=N tyrosine 3^orawxygenase/tryptophan 6.2 
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432314 AA533447 
438364 AA381553 
444252 R21135 
425184 BE278288 
431B90 X17033 
449475 AI348027 
449538 A1559444 
414496 W73853 
414217 AI309298 
445333 BES37641 
431183 NIO06855 
409645 AI142285 
412276 BE262621 
416137 BE279513 
412969 AI373162 
414504 AW069181 
433573 AF234887 
436415 BE265254 
413900 AW409747 
441455 AJ271671 
444006 BE395085 
408269 AW888219 
411372 AI147861 
450825 AC005954 
456534 X91195 
451558 NMJJ01089 
446812 AL042279 
424307 AW293399 
4054B4 XR093451 
425367 BE271188 
444607 AW405635 
421456 AW579842 
412810 M21574 
450334 AF035959 
453880 AI803166 
439578 AW263124 
450954 AI904740 
414555 N98569 
409963 AA133590 
450463 AW952018 
425177 AF1 27577 
445496 AB007860 
428981 BE313077 
424441 X14850 
415662 AW972481 
422105 A1929700 
429556 AW139399 
408056 AA312329 
425205 NM.005854 
444633 AF111713 
431565 AF161470 
429655 U48959 
431886 L77964 
453143 AA382234 
451863 AL120634 
422293 X94453 
432179 X75208 
408048 NM.007203 
448153 Y10805 
421251 Z28913 
439039 AJ656707 
409882 AJ243191 
451295 AI557212 
442549 AI751601 
445930 AF055009 
453082 H18835 
426432 AF001601 
415753 U52819 
450778 U81375 
414739 U83867 
421233 AA209534 
414774 X02419 
414368 W70171 
446051 BEO48061 
423619 T48691 
440188 AK001812 
414135 NM.004419 
444838 AV651680 
447918 AI129320 
.405517 AF000974 
413588 AA971014 
411089 AA456454 
416157 NM.003243 



Hs.285173 XDnk,none 
Hs.198253 ig.MHCJLalpha.nane 
Hs.549B5 

Hs.155048 ig;TM=Y;SS=M 
Hs.271986 vwa4megrin_AF&GAP;TM= 
Hs.129826 transmembrane4;TM=Y;SS=M 
Hs.104679 TM=M;SS=M 
Hs.355424 pkinase,F5.F8_lyp8_C^dh_ 
Hs.279898 NA;NA 
Hs.44278 ras.arf,TK;TM=N;SS=M 
Hs.250696 ERJumeruecepl;TM=M;SS=M 
Hs.55498 polyprenyl_synt;TM=M;SS=N 
Hs73798 MIF,sugarJr,none 
Hs.278607 pktoase,UBAJhiF;TM=M;SS= 
Hs.75103 14-3-3;TM=N;SS=M 
Hs.115175 pWnase,SAM;TM=M;SS=N 
Hs.57652 7tm_2,EGF i cadherai,Iam!nI 
Hs.343258 PepfidaseJA24,Furin-fikB. 
Hs.75612 TPRPDZ.WW.Guanylate.ldn; 
Hs.7854 2p;TM=Y;SS=M 
Hs.334762 WLrecepLa,PKD,MHCJ;TM 
Hs.44077 CH;TM=M;8S=N 
Hs.213289 Gtyco_transf_11 f EGF t ldLr 
Hs.25527 PDZ,GuanylaleJun;TM=N;SS 
Hs.100623 UM,PDZ,pkinase;TM=N;SS=M 
Hs^6630 ABC tran,SRP54;TM=Y;SS=M 
Hs.16206 pkinase 
Hs.356377 

TM=N;SS=M 
Hs.155975 TM=M;SS=Y 
Hs.293687 PI-PLC-X.PH.PI-PLC-Y 
Hs.104557 zf-C2H2,DUF18,efhand,C2,P 
ig,pkinase l DUF11;TM=M;SS= 
PAP2;TM=Y;SS=M 
HSP70,none 
Hs.350547 WD40;TM=M;SS=N 
Hs.25691 TM=Y;SS=M 
Hs76422 phosRp;TM=M;SS=Y 
Hs.377830 MBOAT,none 
Hs.201398 C1q,CoBagen;TM=M;SS=Y 
Hs.155017 TM=N;SS=M 

SH3.ank,PH,ArfGap;TM=M;SS 
mn 

Hs.147097 histone,CBFD_NFYBJiMF;TM= 
Hs.170610 pkinase,none 
TM=M;SS=N 
TM=M;SS=N 
Ephrin;TM=M;SS=M 
Hs.155106 TM=Y;SS=N 
Hs.12284 ig;TM=Y;SS=M 
Hs.260622 TM=Y;SS=N 
h&211582 pkinase.fh3.ig.none 
Hs.271980 rjkinase;TM=M;SS=N 
Hs.356289 serpirr.TM=N-,SS=M 
Hs.331803 cpn60_TCP1 ,E1-E2J\TPase,C 
Hs.1 14366 aWedh,aakinase;TM^M;SS=N 
Hs.2913 EPKJbd,fn3,pWnase,SAM;T 
Hs.42322 Paralemmin;TM=M;SS=N 
Hs.20521 NusG;TM=N;SS=M 
Hs.102948 UM.PDZ;TM=N;SS=M 
Hs.48713 
Hs.56874 
Hs.17132 
Hs.8375 
Hs.13466 
Hs.31608 



HS74615 
Hs.24879 
Hs.135121 



Hs.12802 
Hs.93135 



Hs.111680 
Hs.314807 
Hs,42331 



none 
HSP20;TM=N;SS=M 
pWn3se,0AG_PE-Wnd,pWna 
MATH,zf-TRAF,zf-C3HC4;TM= 
DAGKc,DAGKaank,WD40,bZlP 
ionJrans;TM=Y;SS=M 
Hs.169857 Arytesterase;TM=M;SS=N 
Hs.78781 PDGF;TM=M;SS=M 

NucteosUe.tran;TM=Y;SS=M 
e!hand,SH3,spedrin;TM=N; 
Hs.284243 transm8tnbrane4;TM=Y;SS=M 
Hs.77274 laingle,bypsin,p!anUM 
PRK,CoaE;TM=N;SS=N 
EphnViAjdeamirvdsnn^-al 
Hs.249159 7tm_1.7tnu2;TM=Y;SS=M 
Hs.7036 ROK;TM=M;SS=N 
Hs3128 Rhodanese.DSPc.Yj)hosphat 
Hs^08558 integrin_A,F&GAP,none 
Hs.115175 pkinase.SAM.none 
Hs.119498 UM;TM=M;SS=N 
Hs.75432 IMPDH_C,CBS,IMPDH_N;TM=M; 
Hs.355702 

Hs.342874 zona_pellucida;TM=Y;SS=M 



Hs-25450 
Hs.77196 



HS75939 
Hs.37054 



ESTs 6.1 

major histocompatibility complex, c 6.1 

ESTs 6.1 

Lutheran Wood group (Auberger ban 6.1 

integrin. alpha 2 (CD49B, alpha 2 s 6.1 

hypothetical protein PP1057 6. 1 

ESTs 6.0 

ESTs 6.0 

Homo sapiens cDNA: FU23165 fc, d 6.0 

hypothetical protein FU12538 simil 5.9 

KDEL (Lys-Asp-Glu-Leu) endoplasmic 5.9 

ceranytgeranyi diphosphate synthase 5,9 

macrophage migration inhibitory fac 5.9 

ubiquitin activating enzyme E1-Kke 5.9 

tyrosine 3-monooxygenase/tryptophan 5.9 

sterile-alpha motif and leucine zip 5.9 

cadherin, EGF LAG seven-pass G-type 5.9 

piotifeiaforbassociated 2G4, 38kD 5.9 

stress-mduced-phosphoprotein 1 (Hs 5.9 

zinc/iron regulated transporter-tik 5.9 

type I transmembrans protein Fn14 5.8 

parvin, alpha 5.8 

low density lipoprotein receptor (f 5.8 

tight junction protein 3 {zona occl 5.8 

phosphoEpase C, beta 3, neighbor p 5.7 

ATP-omding cassette, sub-family A 5.7 

uncharacterized hypothalamus protei 5.7 

nudear receptor co-represser 1 5.7 

C3002124*:gqi2737280tref|XP - 0066B2 5.7 

protein tyrosine phosphatase, recep 5.7 

ESTs 5.7 

hypothetical protein FU10697 5.6 

platelet-derived growth factor rece 5.6 

phosphatide acid phosphatase type 5.6 

ESTs, Weakly similar to 138022 hypo 5.6 

nuclear receptor co-repressor/HDAC3 5.6 

receptor (calcitonin) activity modi 5.6 

phosphoDpase A2, group IIA (plate! 5.6 

calaum/calmoduRn-dependent protei 5.6 

G protein coupled receptor interact 5.6 

nudear receptor interacting protei 5.5 

development and differentiation enh 5.5 

ESTs,WeaWysiniilartoALU2_HUMAN 5.5 

H2A histone family, member X 5.5 

ESTs, Highly similarto G01887 MEK 5.5 

endosutfine alpha 5.5 

ESTs 5.5 

ephruvM 5.5 

receptor (catatonia) activity modi 5.5 

juncfional adhesion molecule 1 5.5 

butyrate-hduced transcript 1 5.5 

myosin, light polypep&de kinase 5.5 

mitogen-adivated protein kinase 6 5.5 

protein tyrosine phosphatase, recep 5.4 

ATPase, Ca transporSng, plasma mem 5.4 

pyrrorme-5-carboxylate synthetase 5.4 

EphB3 5.4 

A Wnase (PRKA) anchor protein 2 5.4 

HMT1 (hnRNP melhyltransferase, S. c 5.4 

enigma (UM domain protein) 5.4 

ESTs 5.4 

heat shock 27kD protein family, mem 5.4 

ESTs, Moderately similar to 154374 5.4 

TNF receptor-associated factor 4 5.4 

Homo sapiens done 24747 mRNA seque 5.4 

hypothetical protein FU20041 5.4 

paraoxonase 2 5.4 

vascular endothelial growth factor 5.4 

solute carrier family 29 (nudeosid 5.4 

spectrin, alpha, non-erythrocyfc 1 5.3 

tetraspan NET-6 protein 5.3 

plasminogen activator, urokinase 5.3 

uridine monophosphate kinase 5.3 

ephrin-A3 5.3 

adrenergic a!pha-2A-, receptor 5.3 

N-Acetyfgtuajsarrane kinase 5.3 

dual spedfidty phosphatase 5 5.3 

ESTs 5.3 

ESTs, Highly simBar to JC5818 gamm 5.3 

thyroid hormone receptor interactor 6 5.3 

IMP (tnosine monophosphate) dehydro 5.2 

cell division cyde 2-fike 1 (PITSL 5.2 

transforming growth factor, beta re 5.2 
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407744 


AB020629 


446108 


AL036596 


422034 


AC00S486 


417098 


AB017365 


430526 


AF181862 


414176 


BE140638 


416710 


A1268325 


417896 


AA379770 


413244 


AW955951 


421837 


AF135168 


429379 


NM_014840 


429619 


AU 20751 


437275 


AW976035 


421071 


A1311238 


448581 


NM.002709 


452568 


AA805634 


452069 


AB028949 


437175 


AW968078 


437056 


AI147061 


450998 


BE387614 


444441 


AW613841 


448528 


BE613248 


452345 


AA293279 


443412 


W84893 


412853 


M34175 


439866' 


AA280717 


439975 


AW328081 


435523 


T62849 


433423 


BE407127 


412641 


M16650 


431236 


AV656B40 


438552 


AJ245820 


422765 


AW4097O1 


427502 


AI811865 


414166 


AW888941 


424954 


NNIQ00546 


422)89 


AA523172 


426636 


BE242634 


410793 


AW561906 


TABLE SB 



Hs.38095 

Hs.42322 

Hs.333069 

Hs.173859 

Hs^42407 

Hs.75794 

Hs.54890 

Hs.82890 

Hs.159265 

Hs. 108802 

Hs.200598 

Hs.211568 

Hs.292396 

Hs.104476 

Hs.21537 

Hs.300870 

Hs.183994 

Hs.87773 

Hs.25797 
Hs.301394 
Hs.172084 
Hil29173 
Hs.9305 
Hs.74626 
Hs.6727 
Hs.6817 
Hs.11090 
Hs.8997 
Hs.74335 
Hs.285115 
Hs.6314 
Hs.1578 
Hs.7133 " 
Hs.75789 
. Hs.1846 
Hs.103135 
Hs^OSS 
Hs.66392 



ABCltran.PRK:TM=Y;SS=M 

Paratemmin;TM=M;SS=N 

Ets;TM=M;SS=N 

Frizzled,FzJtmJ!,toxin__2 

7tm_3;TM=Y;SS=M 

7tm_1,CRC8;TM=Y;SS=N 

Peptidase_M49 1 EGF t ig 1 Neur 

DAD;TM=Y;SS=M 

BTB.Pep M12B_propep,Repro 

AAA*dc48..N,cdc48_2,N&AR 

pWnase.RI01;TM=M;SS=N 

Frizzted.Fz 
TM=Y;SS=*/l 

R3_PI4_khvase;TM=M;SS=M 

Metallcphos;TM=M;SS=N 

pkinase.pkinase.Cnone 

specWn^H3,PH.CH 

rrm;TM=M;SS=N 

1RK;TM=Y;SS=N 

PHD;TM=M;SS=N 

DSPc:TM=M;SS=N 

Adaplin_N.Alpha_adaptinC2 
rrm,NTF2;TM=M;SS=N 
Ham1pJike;TM=M;SS=N 
TM=Y;SS=M 

HSP70&Ppx-GppA;TM=M;SS 

HSP9aHATPasej:;TM=M;SS=N 

fn3;TM=Y;SS*M 

BIR;TM=M;SS=N 
TM=M;SS=N 

DEAD,heBcase_C^im.Ndr 1 C 

P53,WO40,lRK;TM=M:SS=N 

REJ,PLAT,PKD,WSC.LRR 

ThiF,UBACT;TM=M;SS=N 

SH3,efhand,C2,PH,RhoGEF,M 



ATP-bimfing cassette, sub-family A 5.2 

A kinase (PRKA) anchor protein 2 5.2 

Et s2 repressor factor 5.2 

frizzled (Drosophila) homolog 7 5.2 

G protein-coupled receptor, family 5.2 

EDG-2 (endolhelialdifferenfiation 5.2 

hypothetical protein FU23590 5.2 

defender against cell death 1 5.2 

kruppekelated zinc finger protein 5.2 

N^thylmaietmide-sensitive factor 5.2 

K1AA0537 gene product 5.2 

eukaryotic transtation initiation f 5.2 

ESTs, WeaWy similar to A47582B-C6 5.1 

ESTs, Weakly similar to CGHU1E coll 5.1 

protein phosphatase 1, catalytic su 5.1 

Homo sapiens mRNA; cONA DKFZp547M07 5. 1 

KIAA1026 protein 5.1 

protein kinase, cAMP-dependent, cat 5.1 

gb:ok33a11.s1 Soares_NSF_F8_9W_OTJ> 5.1 

splicing factor 3b, subunit 4, 49kO 5.1 

hypothetical protein MGC3101 5.1 

Homo sapiens, done IMAGE:3627860, 5.1 

hypothetical protein FU2051 5 5.1 

angiotensin receptor-like 1 5.1 

adaptor-related protein complex 2, 5.1 

Ras-GTPase activating protein SH3 d 5.1 

inosine triphosphatase (nucleoside 5. 1 

membrane-spanning 4-domains, subfam 5.1 

heat shock 70kD protein 1 A 5.1 

heat shock 90kD protein 1 , beta 5.1 

interieukm 13 receptor, alpha t 5.1 

type I transmembrane receptor (seiz 5.0 

baculoviral IAP repeat-containing 5 5.0 

Homo sapiens, clone IMAGE:31 61 564, 5.0 

N-myc downstream regulated 5.0 

tumor protein p53 (Li-Fraumeni synd 5.0 

ESTs, Weakly similar to SFR4_HUMAN 5.0 

ublqiritirvadivating enzyme El (A1S 5.0 

tntersedin 1 (SH3 domain protein) 5.0 



Pkey: 

CAT number. 
Accession: 

Pkey 

437056 

TABLE 5C 



Unique Eos probeset identifier number 
Gene duster number 
Genbank accession numbers 

CAT Number Accession 

428504_3 AW976398 AM 47051 M765223 AA743380 AI803927 



Pkey. Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) 

sequence of human chromosome 22/ Dunham I. et al., Nature (1999) 402:489495. 

Strand: . Indc3tes DNA strand from which exons were predicted. 

KLposifion: Indicates nucleotide positions of predicted exons. 

Pkey Ref Strand NLposiSon 

405484 5922025 Plus 199214-199579,199672.199920,200262.20049 



numbers, 'Dunham I. et at." refers to the publication entitled The DNA 



TABLE 6A: 777 GENES UP-REGULATED IN COLON CANCER COMPARED TO NORMAL ADULT TISSUES 

Table 6A Bsts777 genes up-regulated in colon cancer compared to normal adult tissues. These were selected from 59680 probesets on the Affymetrix/Eos Hu03 GeneChip array such 
that the ratio of 'average" colon cancer to 'average' normal adult tissues was greater than or equal to 3.0. The "average" coton cancer level was set to the 90* percentile amongst 95 
colon cancers. The "average" normal adult tissue level was set to the 90* percentile amongst 209 non-maI;gnant tissues. In order to remove gene-spedfic background levels of non- 
specific hybridization, the 15* percentile value amongst the 209 rron-malignant tissues was subtracted from bo&i the numerator and the denominat or before the ratio was evaluated. 



Pkey: Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of tumor to normal body tissue 
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Pkey ExAccn UnigenelD UnigeneTiue R1 

447033 A1357412 Hs.157601 ESTs 31.35 

409041 AB033025 Hs.500B1 K1AA11 99 protein 29.00 

5 418007 M13509 Hs.83169 matrix melalloproteinase 1 (interstitial 26.41 

422330 030783 Hs.1 15263 epiregulin 24.38 

428187 AI687303 Hs.285529 G protein-coupled receptor 49 24.00 

428368 BE440042 Hs.83326 matrix melafloproteinase 3 (stromerysin 23.55 

rt 422956 BE545072 Hs/122579 hypothetical protein FU 10461 2Z70 

10 416209 AA236776 Hs.79078 MAD2{mrtofic arrest deficient, yeast, h 21.60 

444783 AK001468 Hs.62180 aniliin (Drosophaa Scraps homolog ). act 21.15 

415989 AI267700 Hs317584 ESTs 2035 

427585 D31152 Hs.179729 collagen, type X, alpha 1 (Schrrdd metaph 19.35 

441031 AI110684 Hs.7645 fibrinogen, B beta potypepfide 18.68 

15 421470 R27496 Hs.1378 annexinA3 18.05 

439759 A1359055 Hs.67709 Homo sapiens mRNA full length insert cDN 1730 

449032 AA045573 Hs.22900 nuclear (actor (eryuVctdKterived 2)-lik 17.15 

450531 AW301032 ' Hs.203800 ESTs 16.60 

432867 AW016936 Hs.233364 ESTs 1635 

20 443211 AI128388 Hs.143655 ESTs 15.80 

450221 AA328102 Hs.24641 cytosketeton associated protein 2 15.10 

406964 M21305 gb:Human alpha satellite and satellite 3 15.00 

410355 S58544 Hs.153057 sperm associated antigen 1 14.70 

441377 BE218239 Hs.202655 ESTs 14.45 

25 413318 AU076607 Hs.75285 inter-alpha (gtobufin) inhibitor, H2 pot 14.35 

442409 BE208843 Hs.1 29544 hypothetical protein MGC15438 14.35 

440304 BE159984 Hs.125395 ESTs 14.25 

426427 M86699 Hs.169840 TTK protein kinase 13.60 

451561 N52812 Hs.177403 ESTs 12.80 

30 434032 AW009951 Hs.206892 ESTs 12.75 

428365 AA295331 Hs.183861 Homo sapiens cDNA FU20042 fis, clone CO 12.65 

422420 U03398 Hs.1 524 tumor necrosis factor (iigand) superfami 1255 

428664 AK001666 Hs.189095 similar to SALL1 (sal (Drosophila)-like 12.40 

446232 AI281848 Hs.194691 retinoic acid induced 3 12^5 

35 424252 AK000520 Hs.143811 hypothetical protein FU20513 12.18 

450149 AW969781 Hs.132863 Zic family member 2 (odd-paired Drosophi 1135 

419752 AA249573 Hs.152618 ESTs, Moderately similar to ZN91_HUMAN Z 1130 

422011 U3Q246 Hs.1 10736 solute carrier family 12 (sodiirm/potassi 11.65 

452461 M78223 Hs.108106 transcripfion factor 11.42 

40 431808 M30703 Hs.270333 amphiregulin (schwannoma-derived growth 1135 

400534 11.00 

448706 AW291095 Hs.21814 interteukin 20 receptor, alpha 10.75 

453688 AW381270 Hs.194110 hypothetical protein PRO2730 10.75 

426890 AA393167 Hs.41294 ESTs 10.60 

45 408950 AA707814 Hs.14945 taig fatty acyl-CoA synthetase 2 gene 10.55 

423020 AA383092 Hs.1608 repiicaSon protein A3 (14kD) 10.50 

453922 AF053306 Hs.36708 buckling urcnhrbited by bercimkiazcles 1 10.50 

447505 AL049266 Hs.1 8724 Homo sapiens mRNA; cDNA DKFZp564F093 (fr 10.40 

425761 AW664214 Hs.196729 ESTs 1075 

50 404567 10.15 

428536 AI143139 Rs.2288 visinin-like 1 10.10 

414972 BE263782 Hs.77695 WAA0008 gene product 10.05 

459504 BE514127 gb:601 31 5974F 1 NlHJteC_8 Homo sapiens cD 9.95 

438018 AK001160 Hs3999 hypothetical protein FU 10298 9.90 

55 447863 AL047611 r&288885 Homo sapiens cDNA FU14246 fis, clone OV 9.65 

442353 BE379594 Hs.49136 ESTs, Moderately similar to ALU7.HUMAN A 9.85 

424905 NM.002497 Hs.1 53704 NIMA (new h mitosis gene a>re!atedk 9.76 

451917 AW391351 Hs30820 Homo sapiens unknown mRNA 9.73 

„ 420900 AU045633 Hs.44269 ESTs 9.68 

60 438639 A1278360 Hs.31409 ESTs 9.55 

439521 AJ808955 Hs.58248 'ESTs 055 

445676 AI247763 Hs.16928 ESTs 930 

408489 AI082437 Hs.26690 ESTs 9.50 

_ 418738 AW388633 Hs.6682 solute carrier family 7, (cationic amino 937 

65 446311 AW007294 Hs.149795 ESTs, Moderately simitar to ALU1_HUMAN A a00 

423349 AF010258 Hs.127428 homeoboxA9 8.96 

400195 NA NA a90 

411765 H43346 gb:yp09a04.r1 Scares breast 3NbHBst Homo a90 

418895 AA894638 Hs.14600 ESTs 8.85 

70 424653 AW977534 Hs.151469 calcajmAaJmodufirHteper^ 8.80 

448776 BE302464 Hs.30057 MRS2 (S. cerevisiae)-tike, magnesium horn 8.75 

417218 AA005247 Hs.285754 met poto^ncogene (hepatocyte growfo fa 865 

414559 AV656184 Hs.76452 C^eacfJve protein, penrradrwelated 8.64 

445438 AI224105 Hs.151408 ESTs 8.50 

75 403776 8.50 

433447 U29195 Hs3281 neuronal pentraxln II a50 

407168 R45175 Hs.117183 ESTs 831 

419335 AW960146 Hsl284137 hypothetical protein FU 12888 8.30 

422505 AL120862 Hs.124165 ESTs &25 

80 458242 8E299588 HsJ28465 Homo sapiens cDNA FU21869 fis, done H &20 

452943 BE247449 Hs31082 rrypotheficaJ protein FU10525 &15 

446155 A1553695 Hs.159422 Homo sapiens cDNA FU 13997 fis. done Y7 6.10 

409687 T5112S Hs.8493 ESTs 8.05 
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416561 M634543 Hs.79440 

443614 AV655386 Hs.7645 

406360 NA 

443450 K66045 

414422 AA147224 



IGF-ll mRNA-binding protein 3 
fibrinogen, B beta polypeptide 
NA 

Hs.1 33529 ESTs 
h i hhcjl mn.c Hs.337232 ESTs 

442611 BE077155 Hs.1 77537 hypolhetical protein DKFZp761B1 51 4 
438604 AAB11896 Hs.44604 ESTs 

447254 NM.004153 Hs.17908 origin recognition complex, subunit 1 (y 



400250 NA 

420759 T11832 
404996 

450459 AI697193 

445019 A1205540 

409269 AA576953 

448816 AB033052 

444361 W76027 

449370 AK002114 Hs.23495 



Hs.127797 Homo sapiens cDNA FU1 1^81 fe, clone HE 

Hs.299254 Homo sapiens cDNA: FU23597 fis, clone L 

Hs.281295 ESTs 

Hs.22972 hypothetical protein FU13352 

Hs.22151 WAA1226 protein 

Hs.23920 hypotheticaJ protein RJ11 105 

Hs.23495 hypothetical protein FU 11252 

433859 AW896758 Hs.273789 ESTs 

416143 AI955650 Hs.79033 giutamlnyH)eptidecydotransferase(glii 

456120 AA535244 Hs.78305 RAB2, member RAS oncogene family 

419751 AW1 95581 Hs.93121 K1AA0761 protein 

417830 AW504786 Hs.1 22579 hypothetical protein FU10461 
456553 AA721325 Hs.189058 ESTs, Highly similar to Similar to a Oe 
421373 AAB08229 Hs.167771 ESTs 
418763 AK00Q219 Hs.88367 hypothetical protein FU20212 
423248 AA380177 Hs.125845 ribulose-5-prtosphate-3^pimerase 
444798 BE242144 Hs.12013 ATP-binding cassette, sub-family E (OABP 
429486 AF155827 Hs.203963 hypothetical protein FU 10339 
413573 AI733859 Hs.149089 ESTs 



442660 AW138174 Hs.130651 ESTs 
427878 C05766 Hs.181022 CGl-07 protein 
Hs.27693 
Hs.21739 
Hs.173381 
Hs.81376 



438394 BE379623 

422711 D60641 

457030 AI301740 

417168 AL133117 



428479 Y00272 

406747 AI925153 

445191 AF0486B6 

424296 AI631874 

428392 H10233 

427072 H38046 



423685 BE350494 

447342 AI199268 

410908 AA121686 

406671 AA129547 



Hs.49753 
Hs.19322 
Hs.10592 



peptidylprolyl isomerase {cyc!ophilin}-l 
Homo sapiens mRNA; cDNA DKFZp586l1518 (f 
dihydropyrimidinase-lifce2 
h . , uo . u, . .... ~ Homo sapiens mRNA; cDNA DKFZp586L1 121 (f 
442973 BE567665 Hs.288550 Homo sapiens cDN A: FU231 56 fis, done L 
453102 NM_007197 Hs.31664 frizzled (DrosopruTa) homolog 10 
416018 AW138239 Hs.78977 proptotetn convertase suWWjJ^nt 
424051 AL110203 Hs.13B411 Homo sapiens mRNA; cDNA DKF2p586J 1922 (f 
401644 

450434 AA166950 Hs.195870 hypothefical protein FU 14991 

Hs.184572 cell division cycle 2, G1 .to S and G2 to 

Hs.217493 annexinA2 
Hs.1 2393 <fTOP-f>glucose4,6-dehydratase 
Hs.1 55140 casein kinase 2. alpha 1 polypeptide 
Hs.2265 secretory granule, neuroendocrine protel 
Hs.303193 ESTs 
4525B8 AA889120 Hs.1 10637 horneobox A10 
439809 R41396 Hs.1 01774 hypotheCcai protein FU23045 
423123 NM 012247 Hs.124027 SELENOPHOSPHATE SYNTHETASE ; Human selen 
418454 AA315308 Hs.195870 hypothetical protein FU14991 

■• uveal autoantigen with cofled coil domai 

Homo sapiens, Similar to RIKEN cDNA 2010 
ns. luajz ESTs 

Wf)D n Hs^85754 nietproto^nccflenef^|)atocytegrowlhfa 

450638 AK001826 HsJ25245 hypothetical protein FU11269 
452838 U65011 Hs.30743 preferentially expressed antigen in mela 
Hs.279009 matrix Gla protein 
ESTs 

ESTs, WeaWy similar to 138022 hypotheti 
solute carrier family 5 (sodium/glucose 
low density lipoprotein receptor-related 
436539 AI005457 Hs.275048 ESTs 
417404 NM.007350 Hs.82101 pleckstrin homoiogy-fike domain, family 
430388 AA356923 Hs.240770 nuclear cap binding protein subunit 2, 2 
425905 AB032959 Hs.3185B4 novel C3HC4 type Zinc finger (ring finge 
407237 M 169872 Hs.6216 Homo sapiens hepatocellular cardnoma-as 
413597 AW302885 Hs.117183 ESTs 

429529 AA454190 Hs^4283 ESTs, Moderately similar to reduced expr 
409916 BE313625 Hs.57435 solute carrier family 11 (proton-coupled 
407746 AK001962 Hs.38114 hypothetical protein FU11100 
426921 AA037145 Hs.172B65 cleavage stimulation factor, 3* pre-RNA, 
438050 BE262816 Hs.6061 protein kinase, AMP-activated, beta 1 no 
416857 AA188775 Hs.292453 ESTs 

409683 U33317 Hs.711 defensin, alpha 6, Paneth celkpeafic 

452291 AF015592 Hs.28853 COC7 (cefl division cycle 7, S. cerevisi 

420096 AA775910 Hs.95011 syntrophin, beta 1 (dystrophin-assocfete 

448693 AW004854 Hs.228320 hypothetical protein FU23537 

433393 AF038564 Hs.98074 itchy (mouse homolog) E3 ubiquitin prote 

424745 AA21461B Hs.152759 activatorofS phase kinase 

408771 AW732573 Hs.47584 potassium voltage-gated channel, delayed 

454438 AA224053 Hs.172405 ceH division cycle 27 

407771 AL138272 Hs.62713 ESTs 



451389 N73222 

438202 AW169287 Hs.22588 

452198 AW97560 Hs.61210 

425860 L29339 Hs.1964 

435538 AB011540 Hs.4930 



B.O0 

7.93 

7.80 

7.75 

7.75 

7.70 

7.60 

7.55 

7.53 

7.50 

7.50 

7.45 

7.30 

7.25 

7.25 

7.25 

7.20 

7.20 

7.20 

7.20 

7.16 

7.15 

7.15 

7.10 

7.00 

6.96 

6.95 

6.95 

6.95 

6.93 

6.90 

6.85 

6.82 

6.80 

6.80 

6.80 

6.75 

6.75 

6.71 

6.70 

6.70 

6.69 

6.65 

6.60 

6.60 

6.55 

6.55 

6.53 

6.50 

6.50 

6.50 

6.50 

6.50 

6.47 

6.47 

6.45 

6.42 

6.40 

6.40 

6.40 

6\37 

6.36 

6.35 

6.34 

6.32 

6.31 

6.30 

6.30 

6.30 

6.25 

6.20 

6.20 

6J20 

6.20 

6.18 

6.15 

6.15 

6.15 

6.11 

6.10 

6.10 

6.08 

6.08 
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416057 AI927382 Hs.29857 

442917 AA314907 Hs.85950 

451813 NM_016117 Hs.27182 

453700 AB009426 Hs.560 

412246 A11 60873 Hs.69233 

430899 BE018217 Hs.1 83528 hypothetical protein FU 14906 

418668 AW407987 Hs.17351B M^hase phosphoprotein homotog 



ESTs 
ESTs 

phosphoEpase A2-activating protein 
aponpoprotein B mRNA editing enzyme, ca 
zinc fi 



416421 AA134006 Hs.79306 

455800 R22479 Hs.167073 

409913 BE243842 

429201 X03178 

408908 BE296227 

413585 AI133452 

432298 AL118812 



eukaryotic translation initiation factor 
Homo sapiens cDNA FU 13047 fis, clone NT 
Hs.283077 centrosomal P4.1 -associated protein; unc 
Hs.1 98246 group-specific component (vitamin D bind 
Hs.250822 serine/threonine kinase 15 
Hs.75431 fibrinogen, gamma polypeptide 
Hs774293 Homo sapiens mRNA; cDNA DKFZp761 G1 1 1 1 (f 
424345 AK001380 Hs.145479 Homo sapiens cDNAFL) 10518 fis, done NT 
441645 AI222279 Hs.201555 ESTs, Weakly similar to T23406 hypothefi 
409187 AF154830 Hs.50966 carbarru)yH)hosphatB synthetase 1, mitoch 
Hs.272620 pregnancy specific beta-1-gtycoprotein 9 
Hs.28792 HomosaplenscDNAFU11041 fis,donePL 
429945 NM_006729 Hs.226483 diaphanous (Orosophlla, homolog) 2 
hypothetical protein AF140225 
grypican4 
ESTs 

Homo sapiens mRNA for K1M1771 protein, 



406687 M31126 

452281 T93500 

429945 NM_00« 

459309 AA040620 Hs.5672 

410060 NMJXM448 Hs.58367 

423806 AA331247 Hs.86617 

454036 AA374756 Hs.93560 

430345 AK000282 Hs.239681 hypothetical protein RJ20275 

411096 U80034 Hs.68583 mitochondrial intermediate peptidase 



429125 AA446854 
442957 A1949952 



Hs.271004 
Hs.49397 



ESTs. Weakly similar to 138022 hypotheli 
ESTs 



426642 AW068223 Hs.171581 ubiqultin C-terminal hydrolase UCH37 
426518 Z43039 Hs.170198 KIAA0009 gene product 



441894 AA134329 Hs.24170 
415385 R17798 Hs.7535 



409757 NM.O01898 Hs.123114 cystalinSN 



Homo sapiens, clone lMAGEi3685398, mRNA, 
COBW-Tike protein 



433687 AA743991 
424492 AI133482 
452606 N45202 



Hs.90012 



438777 AA825487 Hs.142179 ESTs 
417235 AA810278 Hs.24250 ESTs 



gb:ny57g01.s1 NCLCGAPJ>r18 Homo sapiens 
gb;HA2093 Human fetal liver cDNA library 
hypothetical protein FU 23441 



451177 AI969716 Hs.13034 

415227 AW821113 Hs.72402 

436217 T53925 Hs.107 

452B81 AW135220 Hs.241921 

426010 AA136563 Hs.1975 

426235 A1631964 Hs.34447 

445640 AW969626 Hs^1704 



ESTs 
ESTs 

fibrinogen-IBce 1 
ESTs 

hypothetical protein FU21007 
ESTs 

ESTs, Weakly similar to KIAA0227 (Rsapi 
444743 AA045648 Hs.301957 nudix (nucleoside diphosphate (hiked mol 
442980 AA8S7025 Hs.8876 kinesh-Bke 1 

ATP-bindlng cassette, sub-family C (CFTR 
WAA0186 gene product 
M-phase phosphoprotein 1 
fibrinogen, A alpha polypeptide 
ribosomat protein L4 



418882 NMJXM996 Hs.89433 
453884 AA355925 Hs^36232 
444478 W07318 Hs.240 
419502 AU076704 Hs.90765 
420218 AW958037 Hs.286 
421155 H87879 Hs.102267 lysyl oxidase 
441421 AA356792 Hs.334824 hypothetical protein FU 14825 
456435 A1880384 Hs.270747 ESTs, Weakly similar to ALU2_HUMAN ALU S 
428046 AW812795 Hs.155381 ESTs, Moderately similar to 138022 hypot 
Hs.14945 tong fatty acyt-CoA synthetase 2 gene 
Hs.104650 hypothetical protein FU 10292 
Hs.54943 fracture callus 1 (rat) homolog 

hypothetical protein DKF2p547A023 
ribosomat protein S24 
Hs^34728 ESTs 
ESTs 

RAB6 Interacting, ktnesin-fike (rabkines 
Hs.102267 lysyt oxidase 

collagen, type IX, elpha 3 
phosphoribosytgrydnamide formyl transfer 
Human DNA sequence from done RP1-187J11 
Human DNA sequence from clone RP1 1-472E5 
WAA0493 protein 
Hs.143917 dJ467N11.1 protein 
ESTs 

hypothetical protein MGC5350 
421076 AW007988 Hs.233299 ESTs, Weakly similar to 138022 hypotheli 
407684 BE075316 Hs35011 syntrophin, beta 1 (dystrophkvassociate 
Hs-124244 ESTs 

trinucleotide repeat containing 9 
hypothetical protein FU11046 
AO024 protein 



446372 AB020644 

421477 AI904743 

409564 AA045857 

453080 A1423056 

430217 N47863 

417372 T99755 

415139 AW975942 Hs.48524 

412140 AA219691 Hs.73625 

424086 AI351010 

409327 L41162 

417576 AA339449 

452131 AI860677 

436016 AA806465 Hs.121536 

449347 AV649748 Hs.295901 

445038 A1635444 

453921 A1824009 Hs.44577 

413582 AW295647 Hs.71331 



Hs.23921 
Hs.336901 



Hs.53563 
Hs.82285 
Hs.72325 



433384 A1021992 

422026 U80736 

447020 T27308 

441795 N5B115 

449416 A1651016 



Hs.110826 
Hs.16986 
Hs71137 

Hs.246311 ESTs 
418379 AA218940 Hs.137516 fidgeGn-like 1 
426753 T89832 Hs.170278 ESTs 
422109 S73265 Hs.1473 gastrirweleaslng peptide 



6.05 
6.00 
6.00 
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5.96 
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5.95 
5.90 
5.90 
5,87 
5.85 
5.86 
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5.85 
5.85 
5.85 
5.85 
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5.80 
5.80 
5.79 
5.77 
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5.75 
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5.75 
5.75 
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5.70 
5.70 
5.70 
5.69 
5.68 
5.60 
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5.60 
5.60 
5.58 
5.56 
5.55 
5.55 
5.55 
5.53 
5.52 
5.50 
5.50 
5.47 
5.47 
5.47 
5.45 
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5.45 
5.45 
5.44 
5.42 
.. 5.41 
5.41 
5.35 
5.33 
5.30 
5.30 
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5.25 
5.25 
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5.21 
5.20 
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424085 NMJJ02914 Hs.1 39226 replication factor C (activator 1) 2 (40 5.17 

416806 NM_000288 Hs.79993 peroxisomal biogenesis factor 7 5.17 

424717 H03754 Hs.152213 wingless-type MMTV integration site fami 5.15 

427728 AJ245600 Hs.180545 Homo sapiens mRNA for hypothetical prote 5.15 

5 447713 AI420733 Hs.207083 ESTs 5.15 

425739 T19016 Hs.159410 molybdopterm synthase sulfurylase 5.15 

420170 U43374 Hs.95631 Human normal keratinocyte mRNA 5.15 

407244 M10014 Hs.75431 fibrinogen, gamma polypeptide 5.13 

441139 AW449009 Hs.126647 ESTs 5.13 

10 451121 AW973795 Hs.128927 Homo sapiens cDNA FU13903 fis, done TH 5.10 

435202 AI971313 Hs.170204 K1AA0551 protein 5.10 

431699 NML001173 Hs^67831 Rho GTPase activating protein 5 5.10 

418384 AW149266 Hs.25130 Homo sapiens cDNA FU 14923 lis, clone PL 5.09 

422805 AA436989 Hs.1 21017 H2A hfetone famBy, member A 5.07 

15 411750 BE562298 Hs.71827 KIAA01 12 protein; homolog of yeast ribos 5.06 

435496 AW840171 Hs.265398 ESTs, Weakly similar to transformaCorK 5.06 

434539 AW748078 Hs.214410 ESTs, Weakly similar to MUC2.HUMAN MUCIN 5.05 

413293 AL047483 Hs.302498 GTP-bindmg protein homologous to Saccha 5.05 

445236 AK001676 Hs.12457 hypothetical protein FOJ10814 5.05 

20 415091 AU044872 Hs.77910 3+ydroxy-3^nemylgUjtaryl.O)erizyme Asy 5.05 

- 441675 A1914329 Hs.5461 ESTs 5.00 

449802 AW9018O4 Hs.23984 hypothetical protein FU201 47 5.00 

401480 NA NA 5.00 

408562 AM36323 Hs.31141 Homo sapiens mRNA for K1AA1 568 protein, _ . 4.95 
25 426269 H15302 Hs.168950 Homo sapiens mRNA; cDNA OKFZp566A1046 (f * 4.92 

414718 H95348 Hs.107987 ESTs 4.91 

419139 A1123517 Hs.269940 ESTs 4.90 

430789 AA632577 Hs.310235 ESTs, Weakly similar to 178885 serine/th 4.90 

425420 BE536911 Hs^34545 hypothetical protein NUF2R 4.90 

30 408758 NMJ)03686 Hs.47504 exonucleasel 4.90 

439741 BE379646 Hs.6904 Homo sapiens mRNA full length insert cDN 4.90 

418612 AB037788 Hs.224961 cleavage and polyadenylation specific fa 4.90 

433927 A1557019 Hs.1 16467 small nuclear protein PRAC 4.89 

450568 AL050078 Hs.25159 Homo sapiens cDNA FU1 0784 fis, done NT 4.88 

35 455777 AA524285 Hs.1 54172 ESTs, Moderately similar to 8CGF_HUMAN B 4.87 

428743 ALQ80060 Hs.301549 Homo sapiens mRNA; cDNA DKFZp564H172 (fr 4.87 

421126 M74587 Hs.1 02122 insulin-like growth factor binding prote 4.86 

411835 U29343 Hs.72550 hyahironan-mediated motility receptor (R 4.85 

418396 AI765805 Hs.26691 ESTs 4.85 

40 430510 AW162916 Hs.241576 hypothetical protein PR02577 4.84 

408430 S79876 Hs.44926 dipeptidytpeptidase IV (CD26. adenosine 4.80 

406414 4.75 

430178 AW449512 Hs.152475 ESTs 4.71 

411901 AA166730 Hs.6966 Human DNA sequence from done RP1-187J 11 4.70 

45 404025 NA NA 4.70 

451807 W52854 Hs37099 hypothetical protein FU23293 similar to 4.68 

436662 AI582393 Hs.126695 ESTs 4.68 

414140 AA281279 Hs^3317 hypothetical protein FU14681 4.68 

410044 BE566742 Hs58169 highly expressed in cancer, rich in leuc 4.65 

50 431041 AA490967 Hs.197955 WAA0704 protein 4.65 

417B60 AW408557 Hs.235498 hypothetical protein FU 14075 4.65 

410658 AW105231 Hs.192035 ESTs 4.65 

425895 A1269484 Hs.161427 zinc finger protein 215 4.65 

422892 AA988176 Hs.1 21553 hypothetical protein FU20641 4.65 

55 436397 AA715013 Hs.169835 ESTs 4.60 

439225 AA192669 Hs.45032 \ ESTs 4.60 

423197 T91418 Hs.125156 transcriptional adaptor 2 (ADA2, yeast, 4.60 

413374 NM.001034 Hs.75319 ribonucleotide reductase M2 polypeptide 4.60 

412723 AA648459 Hs.335951 hypothetical protein AF301 222 4.59 

60 425745 U44060 Hs.1 4427 Homo sapiens cDNA: FU 21800 fis, done H 4.59 

452795 AW392555 Hs.1 8878 hypothetical protein RJ21620 4.58 

430704 AW813091 Hs.335799 ESTs 456 

429682 NMJM63G6 Hs.211602 SMC1 (structural maintenance of chromoso 4.55 

433326 A1379486 Hs.1 59430 ESTs 4.55 

65 437958 BE139550 Hs.121668 ESTs, Moderately similar to PC4259 feni 4.55 

410566 AA373210 Hs.43047 Homo sapiens cDNA FU13585 fis, done PL 4.55 

423343 AA324643 Hs.246106 ESTs 4.55 

416467 H57585 Hs37467 ESTs 4.55 

408867 AA437199 Hs.656 cefl<fivisioncyd8 25C 4.54 

70 419423 D26488 Hs.90315 WAA0007 protein 4.54 

414132 AI801235 Hs.48480 ESTs 4.53 

423948 AW392342 Hs.283077 centrasomal P4.1 -associated protein; imc 4.53 

425746 NM-001701 Hs.159440 bHe add Coenzyme A: amino acid N-acytt 4.50 

451009 AA013140 Hs.115707 ESTs 4.50 

75 431064 A1903735 gb:MR-BT035-200199431 BT035 Homo sapten 4.50 

432725 AL137496 Hs.9001 ESTs 4.50 

400298 AA032279 Hs.61635 six transmembrane epithelial antigen of 450 

410486 AW235094 Hs.69233 zinc finger protein 450 

428532 AF157326 Hs.1 84788 TBP-interacting protein 4.50 

80 429762 NM.005754 Hs .220689 Ras-GTPase-activafing protein SHWomain 450 

408380 AF123050 Hs.44532 diubiquffin 4.49 

423936 U77629 Hs.135639 achaete-scute complex (Drosophila) homol 447 

434294 AJ271379 Hs.76194 ribosomal protein S5 4.47 
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442875 BE623003 Hs.23625 Homo sapiens clone TCCCTA00142 mRNA sequ 4.45 

447102 BE167434 Hs.98471 ESTs, Weakly similar to T1 8712 hypotheti 4.45 

410142 AA081924 Hs.124918 KIAA1795 protein 4.45 

_ 434894 AW977850 Hs.23855 hypothetical protein MGC5297 4.45 

5 420092 AA814043 Hs.88045 ESTs 4.45 

400115 NA NA 4.45 

430967 H16791 Hs.31445 ESTs 4.41 

438078 AI016377 Hs.131693 ESTs 4.41 

412359 AW837985 gb:QV3-LT004&-14020(«)83«05 LT0048 Homo 4.40 

10 429774 AI522215 Hs.50883 KIAA1 804 protein 4.40 

426214 H59846 Hs.128355 ESTs, Moderately srm3ar to AIU7_HUMAN A 4.40 

419790 1)79250 Hs.93201 glycerophosphate dehydrogenase 2 (mi 4.40 

450480 X82125 HsJ25040 zinc finger protein 239 4.40 

421211 AA284966 Hs.265308 mosaic serine protease 4.40 

15 419261 X07876 Hs.89791 wingless-type MMTV Integration site fami 4.40 

434414 AI798376 gb:tr34b07jc1 Na_CGAP_Ov23 Homo sapiens ' 4.37 

448305 AA625207 Hs.264915 Homo sapiens cONA FU12908 fis, clone NT 4.35 

410568 AW162948 Hs.64542 cleavage and polyadeoylaSon specific (a 4.35 

_ _ 459574 AI741122 Hs.101B10 Homo sapiens cDNAFU 14232 fis, done NT 4.35 

20 448243 AW369771 Hs.52620 integrin, beta 8 4.35 

438069 N80701 Hs.33790 ESTs 4.35 

446152 AI292036 Hs.150028 ESTs 4.34 

439580 AF086401 Hs.293847 ESTs, Moderately similar to S65657 alpha 4.32 

436211 AK001581 Hs.334828 hypothetical protein FU10719; KIAA1 794 4.30 

25 452401 NMJJ07115 Hs.29352 tumor necrosis factor, alpha-induced pro 4.30 

422835 BE218705 Hs.121378 metanofliioneln-Gke 5, lestis-specific 4.30 

418845 AA852985 Hs.89232 chromobox homolog 5 (Drosophila HP1 alph 4.30 

439619 AW975998 Hs.58595 ESTs. Weakly similar to I38022 hypotheti 4.30 

458076 R80061 Hs.164478 hypothetical protein FU21939 similar to 4.30 

30 450192 AA263143 Hs.24596 RA051 -interacting protein 4.29 

443232 AF161521 Hs.9081 phenylalanyl-tRNA synthetase beta-subuni 4.28 

413881 L00190 J Hs.75599 serine (or cysteine) proteinase inhibito • 4.26 

434217 AW014795 Hs.23349 ESTs 4.26 

„ 409723 AW885757 Hs.257862 ESTs 4.25 

35 417956 AA210704 Hs.190465 ESTs 4.25 

458433 AL135352 Hs.255883 ESTs, Weakly similar to 138022 hypotheti 4.25 

409928 AL137163 Hs.57549 hypothetical protein (U47384 4.24 

447400 AK000322 Hs.18457 hypothetical protein RJ2031 5 4.22 

Ar . 424583 AF017445 Hs.150926 fucose-1-phosphateguanylyllransferase 4J20 

40 429436 AA452934 Hs.279813 hypothetical protein 4.20 

424625 AW904466 Hs.321197 PDZdomain protein (DrosophilainalWke 4.20 

448912 D83781 Hs.22559 WAA0197 protein 4.20 

442671 A1005668 Hs.134779 EST 4.20 

Ajm 411893 R82845 Hs.273789 ESTs 4.20 

45 456281 AA2B4166 Hs.84113 cyc&n-dependenl kinase Inhibitor 3 (CDK 4.20 

421106 AA877124 Hs.172844 ESTs 4.20 

451401 A1793163 gb:on52g03.y5 NCl_CGAP_Co8 Homo sapiens 4.20 

404516 NA NA 4.20 

• 414968 C16096 Hs.22826 tropomodufin 3 (ubiquitous) 4.20 

50 421308 AA687322 Hs.192843 leucine zipper protein FKSG14 4.20 

419229 A1827237 Hs.282884 ESTs 4.18 

412104 AW205197 Hs.240951 Homo sapiens, Similar to RIKEN cONA 2210 4.16 

453911 AW503857 Hs.4007 Sarcolemrnal-associatsd protein 4.16 

433159 AB035898 Hs.1505B7 WnesMce protein 2 4.15 

55 419247 S65791 Hs.89764 fragile X mental retardafion 1 4.15 

432491 AA662910 Hs.42635 hypothefical protein DKFZp434K2435 4.15 

422093 AF151852 Hs.111449 CGW4 protein 4.15 

428692 A1372822 . Hs.1 10103 RNA polymerase I transcription factor RR 4.15 

446999 AA151520 Hs.334822 hypothetical protein MGC4485 4.15 

60 414538 AW61222B Hs.107987 ESTs 4.14 

453931 AL121278 Hs.25144 ESTs 4.12 

427718 AI798680 Hs^5933 ESTs 4.11 

453863 X02544 Hs.572 orosomucoldl 4.10 

- c 440209 H05049 Hs^2269 neurexinS 4.10 

65 435148 A1918049 Hs.124961 ESTs 4.10 

409732 NWL016122 Hs£6148 NY-REN-5B anflgen 4.10 

448692 AW013907 Hs.167531 rr^yk^tonoyl-Ccenzyme A carboxytase 2 4.10 

428301 AW628666 Hs.98440 ESTs, Weakty similar to 138022 hypotheti 4.10 

444188 A1393165 Hs.699 pep&dytproryt isomerase B (cyctophflm 4.10 

70 457059 BE561665 Hs.177677 exosome component Rrp40 4.10 

407162 N63855 Hs.1 42634 zinc finger protein 4.10 

406117 " 4.10 

434370 AF130988 Hs.58346 ectodyspiasin 1, anhidrofic receptor 4.09 

427651 AW405731 Hs.18498 Homo sapiens cDNA FU 12277 fis, done MA 4.08 

75 448666 NM_014953 Hs.323346 WM1 008 protein 4.07 

450375 AA009&47 Hs.8850 a disintegrin and metailoproteinase doma 4.07 

410467 AF102546 Hs.63931 dachshund (Drosop hila) homctog 4.07 

456030 AA136106 Hs.184852 WAA1 553 protein 4.05 

434082 AI373481 Hs.131715 hypothefica! protein PR0 1777 4.05 

80 443646 AI085198 Hs.1 64225 ESTs 4.05 

434265 AA846811 Hs.130554 Homo sapiens cDNA: FU23089 fis, done L 4.05 

418524 AA300576 Hs.85769 acidic 82 kDa protein mRNA 4.05 

432619 AW291722 Hs.278526 related to the N terminus of tre 4.05 
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15 



447207 AA442233 

423673 BE003054 

414853 U31116 

424176 AL137273 

452259 AA317439 

418203 X54942 

435420 AI928513 

406666 V00495 

417655 AA780791 

449448 D60730 

421037 A1664808 

448310 A1480316 

408155 AB014528 

413841 M34276 

400110 NA 

X07820 



Hs.17731 

Hs.1695 

Hs.77501 

Hs.142307 

Hs.28707 

Hs.83758 

Hs.59203 

Hs.184411 

Hs.14014 

Hs.57471 

Hs.197653 

Hs.43133 
Hs.75576 



hypothetical protein FU12892 
matrix metalloproteinase 12 (macrophage 
saicogiycan, beta (43kO dystrophin-assx 
hypothetical protein 

signal sequence receptor, gamma (translo 

COC28 protein kinase 2 

ESTs 



Hs.2258 
Hs.9700 
Hs.44155 
Hs.30098 
Hs.213897 
Hs.301865 
Hs.97090 



443715 A15B3187 
408296 AL117452 
450164 A1239923 
20 451592 AI805416 
402373 AL135225 
426199 AA371865 
414148 BE084049 
417006 AWJ573606 Hs.80758 
25 449532 W74653 
434551 BE387162 
436291 BE568452 
423337 NMJ04655 Hs.127337 
416185 AW975861 Hs.47367 
30 443054 AI745185 
432596 AJ224741 
451229 AW967707 Hs.48473 
413583 AL120806 Hs.5888 
432702 AW973953 Hs.293744 
35 " 437207 T27503 
434699 AA643687 
423697 BE08B697 
428822 W28418 
432289 AI860145 
40 413384 NMJHJ0401 Hs.75334 
414136 AAB12434 Hs,119023 
433042 AW193534 Hs^81895 
410094 BE147897 Hs.58593 
441826 AW503603 Hs.129915 
45 444059 R69743 Hs.116774 
426262 AI792141 Hs.196270 
452641 AW952893 Hs-237825 
454403 BE065985 
448315 AW290912 Hs.20797 
50 411343 U77949 Hs.69563 
409734 BE161664 Hs.56155 
454014 AW016670 Hs.233275 
453116 AI276680 Hs.146086 
44950B AK001566 
55 428227 AA321649 
435040 A1932350 
426249 F05422 
451110 AI955040 
431716 D89053 
60 437631 AA764749 



Hs.271593 
Hs.280858 
Hs.5101 



Hs.8939 
Hs.278461 



Hs.15929 

Hs.149425 

Hs.131834 

Hs.30715 

Hs.55118 



429118 H20669 
405769 



Ks^3618 
Hs3248 
Hs.152825 
Hs.168352 
hfe^65398 
Hs.268012 
Hs.267245 
Hs.35406 



hypotheUcal protein RJ14813 

ESTs 

ESTs 

gb:tm26h09j(1 Soares_NFlJLGBC_S1 Homos 

K1AA0628 gene product 

plasminogen 

NA 

matrix metalloproteinase 10 (stromelysin 
cyclin E1 

DKFZP586G1517 protein 
ESTs 
ESTs 

dopachrome tautomerase (dopachrome delta 
ESTs 

gb:PMO-BT0651-27040040!4Q2BTQ651 Homo 
aspartyWRNA synthetase 
ESTs. Moderately similar to A47582 B-cel 
ESTs, Highly stmDar to A35661 DNA excis 
protein regulator of cytokinesis 1 
axin 2 (conductm, axQ) 
KIAA1 785 protein 
yes-associated protein 65 kOa 
mairilin 3 
ESTs 
ESTs 
ESTs 

hypothetical protein FU 12910 
Homo sapiens cDNA FU11980 fis, done HE 
Homo sapiens mRNA; cONA DKFZp434B0328 (f 
potassium voltage-gated channel. Isk-rel 
ESTs 

exostoses (mutSpte) 2 
SWC2 (structural maintenance of chromoso 
Homo sapiens cDNA FU1 1660 fis, clone HE 
general transcription factor UF, polype 
phosphodiesterase related 
tntegrin, alpha 1 
folate transporter/carrier 
signal recognition particle 72kD 
gb:RC3ST0319-12020(H>14-a09 BT0319 Homo 
ESTs, Weakly similar to ALU 1 .HUMAN ALU S 
COC6 (cell division cyde 6, S. cerevisi 
hypothetical protein 
ESTs 
ESTs 

hypothetical protein FU10704 
small inducible cytokine subfamily B (Cy 
ESTs 

mideoporin-Oke protein 1 
ESTs, Weakly similar to transformafioivr 
fatty-add-Coenzyme A Bgase, long-chain 
hypothetical protein FU 14803 
ESTs, Highly similar to unnamed protein 



438295 AI394151 Hs.37932 

453628 AW243307 Hs.83937 

65 450096 AI682088 Hs.79375 

449318 AW236021 Hs.78531 

423881 AK001720 Hs. 134403 

408728 AL137379 Hs.47125 

422219 AW978073 Hs.1010 

70 418661 NMJJ01949 Hs.1189 

420726 KD2402 Hs.1330 

418413 R95735 Hs.117753 

443354 AW970672 Hs.9247 

406667 M12523 Hs.184411 

75 436411 AW674352 

417246 A1760098 Hs.21411 
410664 NM_006033 Hs.65370 
432686 BE223007 Hs.152460 
442881 AI023175 Hs.167022 
80 432356 AA831032 Hs.111670 
450218 R02018 Hs. 168840 
405460 NA 

452824 W27643 Hs.73965 



ESTs 

hypothetical protein 

hotocarboxylase synthetase (WoUn-{prop 
Homo sapiens, Similar to RIKEN cDNA 5730 
hypothetical protein FU10858 
hypotheOcal protein FU13912 
regulator of mitotic spindle assembly 1 
E2F transcription factor 3 
coagulation factor IX (plasma Uuombopta 
ESTs, Weakly similar to A48666 ceil pro! 
protein kinase, AMP-acfivated, alpha 1 c 
albumin 

gb:ba63c07.y1 N1H.MGCJ2 Homo sapiens cD 
ESTs 

lipase, endothefia! 

Homo sapiens cDNA FU 12909 fis, done NT 
ESTs 

ESTs, Highly similar to JC2257 prolyl c4 
ankylosis, progressive (mouse) hcmotog 
NA 

spBdng factor, argirune/sertoe-rich 2 
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445873 AA250970 Hs.251946 po!y{A)-binding protein, cytoplasmic 1-1 
425282 AW163518 Hs.155485 hunOng«n interacting protein 2 
439857 AA847194 Hs.232002 ESTs 

tumor necrosis factor (ligand) superfam) 
WAA0877 protein 
ring finger protein 
ESTs 

hypothetical protein FU13159 



430403 AF039390 

444471 AB020684 

419559 Y07828 

437641 AA811452 Hs.291911 

455364 H72176 Hs.4273 



Hs.241382 
Hs.1 1217 
Hs.91096 



417791 AW965339 Hs.111471 ESTs 
414271 AK000275 Hs.75871 protein kinase C binding protein 1 
432023 AW273128 Hs.330144 EST 



Hs.88523 



430294 AI538226 Hs.32976 

450800 BE079478 Hs.24880 

420595 AA278865 

404477 NA 

457003 S78234 

443055 AVB53742 Hs.15536 

452220 BE158006 

414463 T69078 



guanine nucleotide binding protein 4 
ESTs 
ESTs 
NA 

Hs.172405 cefl division cycle 27 

hypotheBcat protein DKFZp761J139 
Hs.212296 ESTs 

atpha-l-microglobulin/bikunin precursor 



Hs.76177 

457465 AW301344 Hs.122908 DNA replication factor 
436149 AI754308 Hs.159452 ESTs 
Hs.288968 



433790 BE298215 

427920 Z11502 

424641 AB001106 

426514 BE616633 

411975 AI916058 

409239 AA740875 Hs.44307 

429628 H096O4 Hs.1 3268 

449722 BE280074 Hs.23960 



RAB22A, member RAS oncogene family 



Hs.181107 annexinA13 



Hs.151413 
Hs.170195 



giia maturation factor, beta 
bone rnorphogenetic protein 7 (osteogenic 
Hs.144583 ESTs 

ESTs. Moderately similar to 138022 hy pot 
ESTs 
cyclin B1 

4283B9 AW135714 Hs.283127 ESTs. Weakly similar to T19201 hypothec 
419945 AW290975 Hs.1 18923 ESTs 

Homo sapiens mRNA; cDNA DKFZp586D0923 (f 
Homo sapiens mRNA; cDNA DKFZp547C244 (fr 



410365 AI287518 Hs.62669 
420585 AW505139 Hs.9460 
407809 AW082279 Hs.244106 ESTs 
457708 AA805443 Hs.179909 hypothetical protein RJ22995 
427943 AW959075 Hs238797 ESTs, Moderately similar to 138022 hypot 
428771 AB028992 Hs.193143 WAA1069 protein 

446638 AL133063 Hs.15783 Homo sapiens mRNA; cDNA DKFZp434P1 115 (f 
418688 T85017 Hs.1192 WAA0074 protein 
436961 AW375974 Hs.156704 ESTs 

430514 AA318501 Hs^41587 rr^akaryocyte-enhanced gene transcript 1 
ESTs 

transcription factor* 5 (basic helix 



415245 N59650 Hs.27252 
452823 AB012124 Hs.30696 



423508 AW604297 Hs.129711 hepatifisAvirus cellular receptor 1 



401165 NA 
415382 AI743539 
433968 AL157518 



NA 



Hs.72465 
Hs.90421 



450715 AI266484 
427510 Z47542 
455630 AV655701 



Hs^157Q 
Hs.179312 
Hs.75183 



446619 AU076643 Hsv313 
432542 AW083920 Hs.16098 
433675 AW977653 Hs.75319 



ESTs, Weakly similar to non-lens beta ga 
PR02463 protein 
421528 AB037837 Hs.105461 hypothetical protein FU20357 
443325 BE398006 Hs.90462 Homo sapiens, clone IMAGE:41 32043, mRNA, 
444355 BE383686 Hs.191621 ESTs, Moderately similar to ALU6_HUMAN A 
ESTs, Weakly similar to K1AA1324 protein 
small nuclear RNA activating complex, po 
cytochrome P450, subfamily HE (elhanot- 
441085 AW1 36551 Hs.181245 Homo sapiens cDNA FL) 12532 fis, clone NT 
434206 AW136973 Hs^88516 ESTs, Weakly similar to S69890 mitogen i 
secreted ohospho protein 1 (osteoponSn, 
dautfin2 

ribonucleotide reductase M2 polypepWe 
423441 R68649 Hs.278359 absent in mdanoma 1 like 
452940 AA029722 Hs.2173 fuco3yltransferase4(alpha(1.3)fucosy 
440400 AA994364 Hs. 125594 ESTs, Weakly similar to T25472 hypothec 
453439 AI572436 Hs.32976 guanine nucleotide binding protein 4 
447247 AW369351 Hs.287955 Homo sapiens cDNA FU 13090 fo, cbne NT 
449915 NM_004529 Hs.404 myeloiaVlymphoid or mixed-lineage leukem 
427975 A1536065 Hs.122460 ESTs 

400297 A11 27076 HsJ34473 hypothetical protein DKFZp5640127B 
404253 

435567 AW504944 Hs.1 62990 Homo sapiens cDNA FU14193 fis, clone NT 
432158 W33165 Hs.22983 UOP^lucoseigtycoDrotein glucosyliransfe 
riboscmsd protein S24 
Hs.215725 ESTs 

gb1cO5d02Jt1 NCl_CGAP_Co16 Homo sapiens 
RNA ^-terminal phosphate cyclase 
hypothetical protein FU20516 
Hs.1 80591 ESTs, Weakly similar to T23976 hypothefi 
Hs.9329 chromosome 20 open reading frame 1 
ESTs 

gb:nc71f10\s1 NCI_CGAP_Pr1 Homo sapiens 
Hs.200771 ESTs, Moderately similar to A Chain A, T 
453531 AA417940 Hs.271400 ESTs, Weakly similar to JC5795 COEP prot 
444826 AI674482 Hs.1 48441 ESTs 

445354 AV653485 Hs.6390 Homo sapiens clone FLB3344 PRO0845 mRNA, 
444078 BE246919 Hs.1 0290 U5 snRNP-specific 40 kDa protein (hPrpS- 



417315 A1080042 rte^36901 

419140 AI982647 

446901 AI347274 

451806 NMJXJ3729 Hs.27076 

411571 AA122393 Hs.70811 

442717 R88362 

443426 AF098158 

419131 AA406293 Hs.41167 

430264 AA470519 

450159 AI702416 
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418939 AW630803 Hs.89497 laminBI 3.40 

418134 AA397769 Hs.86617 ESTs 3.40 

430544 AA481066 Hs.105153 Homo sapiens, done IMAGE:3461987, mRNA, 3.39 

, 427927 AI879165 Hs22Z7 CCAAT/enhancer binding protein (C/EBP), 3.39 

5 410804 U64820 Hs.66521 Madiado^oseph disease (spinocerebellar 3.39 

410406 A1969703 Hs.1466 glycerol kinase 3.38 

408494 AA554714 Hs.187578 Homo sapiens cDNAFUl 1639 fis, done HE 3.38 

452930 AW195285 Hs.194097 ESTs, Weakly similar to 138022 hypotheti 3.38 

_ 446432 A1377320 Hs.150058 ESTs 3.36 

10 456653 AI807519 Hs.1 04520 Homo sapiens cDNA FU 13694 fis, done PL 3.35 

425322 U63630 Hs.1 55637 protein kinase, DNA-acGvated, catalytic 3.35 

428261 AW006855 Hs.118392 ESTs, WeaWy similar to LNHUERIgE Fere 3.35 

421039 NM_003478 Hs.101299 cullinS 3.35 

407819 R42185 Hs.274803 ESTs 3.35 

15 424698 AA164366 Hs.151973 hypothetical protein FU23511 3.35 

433361 AW469373 Hs.300141 ribosomal protein L39 335 

435022 AW183385 Hs.54627 ESTs, WeaWy similar to FTDHJIUMAN 10-FO 3.35 

447164 AF026941 Hs.17518 Homo sapiens dg5 mRNA, partial sequence 3.35 

454018 AW016892 Hs.100B55 ESTs 3.35 

20 439871 R88518 Hs.46736 hypothetical protein FU23476 3.35 

453941 U39817 Hs.36820 Bloom syndrome 3.34 

411560 AW851186 Hs.179909 hypolhefical protein FU22995 333 

435532 AW291488 Hs.1 17305 Homo sapiens, done IMAGE3682908, mRNA 3.33 

438008 AA775026 Hs.203802 ESTs 3.33 

25 421246 AW582962 Hs.102897 CGI-47 protein 3.33 

451707 AW051061 Hs.60973 ESTs 333 

457574 H88717 Hs27774 ESTs, Highly similar to AF1 61 349 1 HSPC0 3.31 

443613 AI079356 gb:oz39b09.s1 SoaresJfoHMPu_S1 Homo sapi 3.31 

415857 AA866115 Hs.127797 Homo sapiens cDNAFUl 1381 fis, done HE 3.31 

30 438746 A1885815 Hs.184727 ESTs 3.30 

40B660 AA525775 Hs.292523 ESTs, Moderately similar to PC4259 ferri 3.30 

427738 NM.000318 Hs.180612 peroxisomal membrane protein 3 {35kD, Ze 3.30 

458855 AW361299 Hs.107000 hypothetical protein FU 11 294 3.30 

417221 AW379029 Hs.118338 ESTs, Weakly similar to unnamed protein 3.30 

35 424770 AA425562 Hs.11065 Homo sapiens HOCME13PmRNA. partial cds 3.30 

417720 AA205625 Hs208067 ESTs 3.29 

428571 NWL006531 Hs2291 Probe hTg737 (pdycystic kidney disease, a29 

452862 AW378065 Hs.8687 ESTs . 3.28 

414343 AL036166 Hs.323378 coated veslde membrane protein 328 

40 437222 AL1175B8 Hs.12778 ESTs 3.28 

422665 AJ011812 Hs.119018 transcription factor NRF 3.28 

414706 AW340125 Hs.76989 WAA0097 gene product 3.28 
446565 D13757 Hs311 phesprttribosyl pyrophosphate amWotransf 3.27 
447829 AI433029 Hs.164104 ESTs 3.27 
45 427576 BE242611 Hs.2173 fucosyUransferase 4 (alpha (1,3) fuoosy 3.27 
456132 BE219771 Hs.237146 hypothetical protein FU 12752 3.26 
407305 AA715284 gb:nv35f03.r1 NCt_CGAP_Br5 Homo sapiens 3.26 
419741 NM.007019 Hs.93002 ubiquitin earner protein E2-C 3.26 
424581 M52062 Hs.1 509 17 catenin (cadheravasscdated protein), a 3.25 
50 445592 AV654382 Hs.1 7947 ESTs. WeaWy similar to T1 6534 hypothec 325 
453320 AW450240 Hs.257274 ESTs 3.25 
451797 AW663858 Hs333513 small inducible cytokine subfamily E, me 125 
413930 M86153 Hs.75618 RAB11A, member RAS oncogene famify 325 
410659 A1080175 Hs.68826 ESTs 325 
55 446202 AI279706 Hs.149474 ESTs 3.25 
432193 AA372264 Hs273193 hypothetical protein FU 10706 3.25 
439262 AA832333 Hs333045 ESTs 325 
401823 NA NA 325 
441264 AA927170 Hs23290 ESTs 325 
60 424081 NMJM6413 Hs.139120 ribonudease P (30kD) 324 
408321 AW405882 Hs.44205 cortislatln 324 
447432 AW958473 Hs.301957 nucfix (nudeoside diphosphate linked mol 324 
404519 324 
' 443268 AI800271 Hs.129445 hypothefcal protein FU12495 323 
65 422660 AW297582 Hs.1 03267 hypothefcal protein FU22548 simitar to 3.23 
427961 AW293165 Hs.143134 ESTs 3.22 
427660 AI741320 Hs.1 14121 Homo sapiens cDNA: FU23228 fis, clone C 3.22 
411643 A1924519 Hs.1 92570 hypothetical protein FU22028 321 
458652 AW375610 Hs.117102 hypothetical protein FU13046 similar to 3.21 
70 426472 BE246138 Hs.30853 ESTs 321 
410389 AW954049 Hs.8177 ESTs, Weakly similar to PIHUB6 salivary 321 
439979 AW600291 Hs.6823 hypothetical protein FU 10430 321 
422363 T55979 Hs.115474 replicafion factor C (activator 1) 3 (38 320 

443162 T49951 Hs.9029 DKFZP434G032 protein . 3.20 
75 431678 AW072372 Hs267446 hypothetical protein FU111B4 3.20 
430439 AL133561 Hs241426 DKFZP434B061 protein 3.20 
407201 N31998 Hs.164256 hypothetical protein FU20657 3.20 
437905 AW363121 Hs.175598 ESTs, Weakly similar to T26935 hypotheti 320 
ork 434160 BE551196 Hs.114275 ESTs 320 
80 407995 AI094748 Hs.100134 hypothetical protein FU12787 3.20 
412966 BE243311 Hs-8024 IK cytokine, down-regulator of HLA II 3.19 
414386 X00442 Hs.75990 haptoglobin 3.19 
444381 BE387335 Hs283713 ESTs, WeaWy similar to S64054 hypotheti 3.18 
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429597 NM.003816 Hi2442 
433764 AW753576 Hs.39982 



Hs37179 
Hs.151738 
Hs.82302 
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15 

20 

25 

30 

35 
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a disintegrin and metalloproteinase doma 
ESTs 

459370 AAB89982 Hs.271826 ESTs, Weakly similar to C8022 hypothec 
429616 AI982722 Hs.120845 ESTs 

Homo sapiens cDNA FU12933 fis. done NT 
matrix metaitopfoteinase 9 (gelatlnase B 
Homo sapiens cONA FU14814 fis, done NT 
Homo sapiens cONA: FU21909 fis, clone H 
Hs.143273 ESTs 

9b:MR04fT020B-221299.204e12 HT020B Homo 
433527 AW235613 Hs.133020 ESTs 

427986 N45214 Hs.282387 Homo sapiens cDNA: FU21837 fis, done H 
Hs.272240 Homo sapiens cDNAFUl 1086 fis, done PL 
histamine receptor H 1 

Homo sapiens mRNA; cDNA DKFZp564B176 (fr 
ESTs 

jagged 1 (Alagflle syndrome) 
ESTs 
ESTs 



415083 AI632683 

424687 J05070 

428839 A1767756 

423629 AW021173 Hs.18612 

443830 AI142095 

413516 BE145907 



457453 Z70695 
427687 AW003867 Hs.1570 
455068 AI807894 Hs.47274 
441720 AI346487 Hs^8739 
419569 AI971651 Hs.91143 
445921 AW015211 Hs.146181 
429957 AW204530 Hs.99500 
403137 

425268 AIB07883 Hs.180059 Homo sapiens cONA FU20553 fis, clone KA 
ESTs, Weakly similar to 2017205A dihydro 
hypothetical protein FU 22729 

408808 AW847814 Hs.289005 Homo sapiens cDNA: FU21532 fis. done C 

439277 R80061 Hs.1 64478 hypothetical protein FU 21 939 similar to 

Hs.267245 hypothetical protein FU14803 

Hs.184411 albumin 

Hs.332649 olfactory receptor, family 2. subfamily 

Hs.74335 heat shock 90kD protein 1. beta 

433759 AA680003 Hs.109363 Homo sapiens cDNA: FU23603 fis, done L 

420911 U77413 Hs.1 00293 O-linked N-acetylglucosamine (GlcNAc) tr 

414080 AA135257 Hs.47783 B aggressive lymphoma gene 

450209 AW008921 Hs.13138 Homo sapiens, done IMAGE:3448343, mRNA. 

441790 AW294909 Hs.132208 ESTs 

439352 BE614347 Hs.169615 hypothetical protein FU20989 

Hs.127733 ESTs 

ESTs, WeaWy similar to ALU1_HUMAN ALU S 



428645 AA431400 Hs.96729 
439635 AA477288 Hs.94891 



443584 AI807036 

406668 T62745 

452194 AI694413 

437594 AA761431 



449664 R06212 

435979 W03698 

424602 AK002055 
402963 

428967 AW978441 Hs.296100 ESTs 



Hs 83513 

Hs! 1 51046 hypothetical protein FU11193 



455838 BE145808 

407502 U52096 

426853 U32974 

417845 AL117461 

4210S6 A1076890 



Hs.172777 
Hs.82719 
Hs.146847 



420617 AK001652 Hs.99423 



gb:MR0-HT0208-1 01299-103-f1 1 HT0208 Homo 
gb:Human zinc finger protein (kr-znf 1) m 
baculoviral IAP repeatcontajning 4 
Homo sapiens mRNA; cONA DKFZp586F1822 (f 
TRAF family rnember-associated NFKB activ 
ATP-dependent RNA helicase 
421841 AA908197 Hs.1 08850 MAK-related kinase 
429534 AW976987 Hs.1 63327 ESTs, Weakly similar to 2109260A B cell 
408353 BE439838 Hs.44298 mitochondrial rfoosomal protein S17 
433037 NMJJ14158 Hs779938 HSPC067 protein 
443183 R16258 Hs.6217 Homo sapiens cDNA FU12521 fis, clone NT 
457726 A1217477 Hs.194591 ESTs 
415786 AW419196 Hs.257924 hypolhefical protein FU 13782 
433013 AI697890 Hs.1 27337 axin2(condudin,axil) 
417601 NMJM4735 Hs.82292 WAA021 5 gene product 
420276 AA290938 Hs.190561 ESTs, Highly similar to SORLHUMAN SORTI 
443323 BE560621 Hs.9222 estrogen receptor binding site associate 
446223 BE3Q0091 Hs.1 19699 hypothetical protein FU12969 
425851 NM_001490 Hs.159842 gtosaminyl (N-acetyt) transferase 1, c 
436203 BE384982 Hs.5076 Homo sapiens cONA: FU22128 fis, done H 
complement component 4-binding protein, 
Hs.301173 ESTs 

Hs^5406 ESTs, Hrghly similar to unnamed protein 
mitochondrial ribosomal protein S25 
CGM47 protein 
_ pannexin 1 

447048 AW393080 Hs.228320 hypothefical protein FU23537 
425942 AU077195 Hs.164036 glucosamine (N-aceryO-6-suJfatase (Sanf 



416402 NNL000715 Hs.1012 

436554 AI985810 

413801 M62246 

416248 H99169 Hs.23450 

445413 AA151342 Hs.12677 

452909 NM_015366 Hs.30985 



406333 

428454 U55936 

411864 AW948147 

458632 A1744445 

448292 BE281316 Hs.47334 

459055 N23235 Hs.30567 
402167 

433133 AB027249 Hs.104741 

437828 AW976806 Hs.73149 
404232 

418164 AI761820 Hs.41074 

412610 X90908 Hs.74126 



Hs.1 84376 synaptosomal-assodated protein, 23kD 

gb:RCO-MT0013-28030r>Q3U03 MT0013 Homo 
Hs,167073 Homo sapiens cDNA FU13047 fis, done NT 
hypothetical protein FU14495 
ESTs, Weakly similar to B34087 hypotheti 



PDZ-binding kinase; T-cell originated pr 
paired box gene 8 



ESTs, Weakly similar to 139294 McLeod sy 
fatty add binding protein 6, ilea) (gas 
452787 AW294022 Hs^22707 KIAA1718 protein 
425782 U 66468 Hs.1 59525 cell growth regulatory with EF-hand doma 
410718 AI920783 Hs.191435 ESTs 



3.18 
3.17 
3.17 
3.17 
3.16 
3.16 
3.16 
3.15 
3.15 
3.15 
3.15 
3.15 
3.15 
3.15 
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3.15 

115 

3.15 

3.15 
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3.14 

3.14 

3.14 

3.14 

3.13 

3.13 

3.13 

3.13 

3.13 

3.13 

3.13 

3.11 

3.11 

3.11 

3.10 

3.10 

3.10 

3.10 

3.10 

3.10 

3.10 

3.10 

3.10 

3.10 

3.10 

3.10 

3.10 

3.10 

110 

3.09 

3.09 

3.09 

3.08 

108 

3.08 

3.07 

3.07 

3.07 

3.07 

3.07 

3.06 

3.06 

3.06 

106 

106 

106 

105 

3.05 

3.05 

3.05 

3.05 

3.05 

105 

3.05 

3.05 

105 

105 

105 

105 

105 

105 

3.05 

104 
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419196 


AF110908 


Hs.297660 


TNF receptor-associated factor 3 


3.04 


446861 


AI696519 


Hs.14427 


Homo sapiens cONA: FU21 800 fis, done H 


3.03 
3.02 


425492 


AL021918 


Hs.158174 


zinc finger protein 184 (KruppeWke) 


452834 


AI638627 


Hs.105685 


KiAA16B8 protein 


3.02 


410102 


AW248508 


Hs.279727 


Homo sapiens cDNA FU14035 fis. done HE 


3.02 


416568 


H64844 


Hs.138558 


ESTs 


3.02 


425834 


NM.001639 Hs.1957 


amyloid P component, serum 


3.02 


426711 


AA383471 


Hs.180669 


conserved gene ampfified in osteosarcoma 


3.01 


412719 


AW016610 


Hs.129911 


ESTs 


3.01 


439586 


AA922936 


Hs.110039 


ESTs 


3.01 


422867 


L32137 


Hs.1584 


cartilage otigomeric matrix protein (pse 


3.01 


429703 


T93154 


Hs^8705 


ESTs 


3.00 


400296 


AA305627 


Hs.139336 


ATP-binding cassette, sub-family C (CFTR 


3.00 


415261 


T40928 


Hs.8346 


ESTs 


3.00 


419435 


AI200540 


Hs.14877 


ESTs, Weakly similar to (define not ava 


3.00 


429985 


NM-015836 


Hs.227274 


tryptophanyl tRNA synthetase 2 {mitochon 


3.00 


423038 


D26528 


Hs.123058 


DEAO/H (Asp-Giu-Ala-Asp/His) box poly pep 


3.00 


407182 


AA312551 


Hs.230157 


ESTs 


3.00 


424202 


BE350295 


Hs.15032 


RAN binding protein 17 


3.X 


444585 


AW170015 


Hs.6594 


ESTs 


3.00 


420552 


AK000492 


Hs.98806 


hypothetical protein 


* 3.00 


451939 


U80456 


Hs.27311 


single-minded (Drosophila) homolog 2 


3.00 


441928 


AI370188 


Hs.211454 


ESTs 


3.00 


430888 


BE155293 


Hs.76064 


ribosomal protein L27a 


3.00 


417806 


AI867277 


Hs.183733 


ESTs 


3.00 


447175 


AB65208 


Hs.293606 


ESTs 


3.00 


417177 


NM 004458 Hs.81452 


fatty-acid-Coenzyme A ligase, long-chain 


3.00 


435447 


A1872932 




gbwm72e03.x1 NCI_CGAP_Ut2 Homo sapiens 


3.00 


405394 






3.00 


454975 


AW848047 




gb:IL3-CT0214-291299-052-A12 CT0214 Homo 


3.00 


441535 


AL135735 


H5.7885 


phosphatidytinositol binding clathrin as 


3.00 


428361 


NM.015905 Hs.183858 


transcriptional intermediary factor 1 


3.00 



TABLE W 



Pkey: Unique Eos probeset identifier number 

CAT number: Gene duster number 
Accession: Genbank accession numbers 



Pkey CAT number Accession 



411765 
411864 
412359 
413516 
414148 
424492 
430264 
431064 
433687 
434414 



125700.1 

1262055J 

129085.1 

1374595.1 

142133.1 

240008.1 

315008.1 

327472J 

373061 1 

38585.1 



435447 
436411 
443613 
446901 
448310 
451401 
454403 
454975 



406400.1 

419334.1 

575391.1 

697809J 

75791B.1 

868474.1 

1170435.1 

1247077J 



455838 1374605.1 
TABLE 6C 



H43346 AA248302 AA095182 

AW948147 BE092318 AW948138 AW948130 AW948148 AW948129 AW948136 AW948152 AW948144 AW948137 AW948160 
AW837985 AW837938 AA101955 AW837913 AW837935 

BE145907 BE145796 BE145803 BE145851 BE145923 BE145812 BE145809 BE145852 BE145856 

BE0B4049 AW292907 AA135984 

AI133482 A1207619 AA341626 

AA470519 BE303010 BE302954 BE384120 

AI903735 AA491283 A1694953 AW976903 AA761362 

AA743991 AA604852AW272737 

AI798376 S46400 AW81 1617 AW81 1616 W00S57 BE1 42245 AW858232 AW861851 AW858362 AA232351 AA218567 AA055556 AW858231 
AW857541 AW814172 H66214 AW814398 AF134164 AA243093 AA173345 AA199942 AA223384 AA227092 AA227080 T12379 AA092174 T61 139 
AA149776 AA699829 AW879188 AW813567 AW813538 A1267168 AA157718 AA157719 AA100472 M100774 AA1 30756 AA1 57705 AA 157730 
AA157715 AA053524 AW849581 AW854566 C05254 AW882836 T92637 AW81 2621 AA206583 AA209204 BE156909 AA226824 AI829309 AW991957 
N66951 AA527374 H66215 AA045564 AI694265 H60808 AA149726 AW195620 BE081333 BE073424 AW817662 AW817705 AW817703 AW817659 
BE081531 H59570 

AI872932 AA682306 BE220163 W88895 T81307 H91447 

AW674352AA715374Z25205 

A1079356 W23287 

AI347274AW844024 

AI480316AW847535 ' 

AI793163 AW875182 AW875178 AWB75176 



AW848047 AW848202 AWB48S31 AW8481 42 AW848702 AW8481 21 AW848632AW848140 AW848571 AW848009AW848067 AW848069 AW848905 
AW84B214 

BE145808 BE145B07 BE181883 



Pkey: Unique number corresponding to an Eos probeset , 

Ref: Sequence source. The 7 digit numbers in this column are Genbank IdenSfier (Gl) numbers. "Dunham I. el at' refers to the publication entitled Tne UNA 

sequence of human chromosome 22/ Dunham Let at, Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 

NLposiiion: Indicates nucleotide positions of predicted exons. 
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10 



15 



20 



25 



Pkey 


Ref 


Strand 


NLposition 


400534 


6981826 


Minus 


278637-279292 


401165 


9438376 


Minus 


168244-168423 


4014B0 


7321503 


Plus 


166120-166347,166451-166557,169651-169832 


401644 


8576138 


Plus 


82655-83959 


401823 


2262095 


Minus 


42575-42697,43189-43287,4583045974 


402167 


8571795 


Plus 


109122-110357 


402963 


5419653 


Minus 


12950-15959 


403137 


9211494 


Minus 


92349-92572,92958-93084,93579-93712,93949-84072,94591-94748,9521 4-95337 


403776 


7770611 


Minus 


1414-1513,1624-1756 


404025 


7341444 


Plus 


131740-131905 


404232 


8218045 


Minus 


71800-71956 


404253 


9367202 


Minus 


55675-56055 


404477 


8080699 


Rus 


113390-113577 


404516 


8151967 


Plus 


114153-114322 


404519 


8152000 


Plus 


12817-13000 


404567 


7249169 


Minus 


101320-101501 


404996 


6007890 


Plus 


37999-38145,38652-38998,39727-39872,40557-40674,42351-42450 


405394 


6624123 


Minus 


31900-32373 


405460 


7684569 


Minus 


52223-52389 


405769 


3046270 


Mums 


76844-77193 


406117 


9142932 


Plus 


54304-54584 


406333 


9213235 


Rus 


64689-64798 


405360 


9256107 


Minus 


7513-7673 


406414 


9256407 


Plus 


4959349850 



30 
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Table 7A lists 516 genes up-regulated in colon cancer compared to normal colon . These were selected as for Table 6A except for using all CEP and colon sample in the normal body 
tissue list as the normal samples in determining the denominator value and the ralio was equal to or greater than 5.0. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: RaDo of tumor to norma! colon 



Pkey 


ExAccn 


UnigenelD 


Unigene Title 


R1 


441031 


A1110684 


Hs.7645 


fibrinogen, B beta polypeptide 


57.52 


406667 


M12523 


Hs.184411 


atburrdn 


4934 


409041 


AB033025 


Hs.50081 


KIAA1 199 protein 


49.18 


428330 


L22524 


Hs.2256 


matrix metalloproteinase 7 (matnlystn, 


4Z22 


421552 


AF026692 


Hs.105700 


secreted frizzled-related protein 4 


34.64 


429201 


X03178 


Hs.198246 


group-specific component (vitamm D bind 


33.38 


452281 


T93500 


Hs.28792 


Homo sapiens cDNA FU11041 fo, clone PL 


33.10 


447033 


A1357412 


Hs.157601 


ESTs 


31.24 


428839 


AI767756 


Hs.623i)2 


Homo sapiens cDMA FU14814 fis, clone NT 


2634 


438461 


AW075485 


Hs.286049 


phosphoserine aminotransferase 


25.40 


413841 


M34276 


Hs.75576 


plasminogen 


24.68 


428187 


AI6B7303 


Hs.285529 


G protein-coupled receptor 49 


24.00 


408806 


AW847814 


Hs.289005 


Homo sapiens cDNA: RJ21532 fis, clone C 


23.18 


1152862 


AW378065 


Hs.8687 


ESTs 


2134 


415989 


Al 257700 


Hs.317584 


ESTs 


2032 


427585 


D31152 


Hs.179729 


collagen, type X, alpha 1 (Schmid metaph 


1922 


421470 


R27496 


Hs.1378 


annexfn A3 


1732 


424051 


AL110203 


Hs.138411 


Homo sapiens mRNA; cDNA DKFZp586J1922 (f 


1736 


439759 


AL359055 


Hs.67709 


Homo sapiens mRNA full length insert cDN 


1728 


449032 


AA045573 


Hs.22900 


nuclear factor (erythroid-derived 2)-Sk 


17X8 


421462 


AF016495 


Hs.104624 


aquaporin 9 


1732 


424252 


AK000520 


Hs.143811 


hypothetical protein FU2051 3 


1638 


452823 


AB012124 


Hs30696 


transcription factor-See 5 (basic helix 


16.70 


432340 


AA534222 




gb:nj21d02s1 NCLCGAPJVA1 Homo sapiens 


• 16.64 


433447 


U29195 


Hs.3281 


neuronal pentraxln 11 


16.59 


414386 


X0Q442 


Hs.75990 


naptogjoDin 


16.19 


425260 


L47726 


Hs.1870 


phenylalanine hydroxylase 


16.08 


444754 


T83911 


Ks.11881 


transmembrane 4 superfamfly member 4 


15.82 


439518 


W76326 




gbzd60d04j1 Soares_fetalJiearLNbHH19W 


15.80 


443211 


AI128388 


Hs.143655 


ESTs 


15.78 


439608 


AW864696 


Hs.301732 


hypothetical protein MGC5306 


15.52 


414559 


AV556184 


Hs.76452 


C-reactive protein, pentraxirwelated 


15.42 


412719 


AW016610 


Hs.129911 


ESTs 


15.24 


439451 


AF0B6270 


Ks.278554 


heterochromaMke protein 1 


15.18 


448974 


AL049390 


Hs.22689 


Homo sapiens mRNA; cDNA DKFZp58601 31 8 (f 


15.03 
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416402 NMJJ00715 Hs.1012 
453863 X02544 Hs.572 



complement component 4-binding protein, 
crosomucoid 1 
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441243 AI767056 Hs.193002 ESTs 
413318 AUQV6607 Hs.75285 inter-alpha (globulin) inhibitor. H2 pol 
451917 AW391351 Hs.50820 Homo sapiens unknown mRNA 
433213 AW66513D Hs.137190 ESTs 

428261 AW006855 Hs.1 18392 ESTs, Weakly similar to LNHUER IgE Fc re 
438578 AA811244 Hs.164168 ESTs 

dual specificity phosphatase 4 
aspartyURNA synthetase 
ESTs 



429170 NM.001394 Hs.2359 
417006 AW673605 Hs.80758 
449199 AI990122 



436393 AW022213 Hs.143517 ESTs 

413585 AJ133452 Hs.75431 fibrinogen, gamma polypeptide 

451561 N52812 Hs.177403 ESTs 

420734 AW972872 Hs.293736 ESTs 

422420 U03398 Hs.1524 tumor necrosis factor (ligand) supertaml 

441377 BE21B239 Hs202656 ESTs 

Hs.188620 ESTs 

Hs.8 1 884 sutfotransferase family, cytosOtic, 2A, 

428664 AK001666 Hs.189095 simaartoSALLI (sal (Drosophila)-Kke 

459370 AA889982 Hs.271826 ESTs, WeaWy similar to 138022 hypothetl 

Hs.136355 ESTs 

cytoskeleton associated protein 2 



435981 H74319 
417296 L36196 



430290 AJ734110 
450221 AA328102 Hs.24641 

450628 AW382884 Hs.204715 ESTs 

446232 A1281848 Hs.194691 retincic add induced 3 

428223 AA424313 Hs.98402 ESTs 

432582 AJ623817 Hs.168457 ESTs 

407884 BE075316 Hs.95011 syntrophtn, beta 1 (dystrophin-associate 

428493 AK001745 Hs.184628 hypothetical protein FU 10883 

Hs.109370 ESTs 

Hs.1473 gastrin-releasing peptide 

Hs.149425 Homo sapiens cDNA FU11980 fis, clone HE 
hypothetical protein FU20607 
DKFZP434G032 protein 

450149 AW969781 Hs.132863 ZicfamHy member 2 (odd-paired Drosophi 

446372 AB020644 Hs.1 4945 long fatty acyl-CoA synthetase 2 gene 

453909 AW004045 Hs.203365 ESTs 

416655 AW968613 Hs.79428 BCL2/adenovirusE1B 19kD-mteracfing pro 

452903 AI953425 Hs246911 ESTs, Weakly similar to 138022 hypothefi 

Hs.306044 CGI-05 protein 

Hs.163443 Homo sapiens cDNA FU11576 fis, clone HE 

455777 AA524285 Hs.154172 ESTs,ModeraterysiniIartoBCGF_HUMANB 

425745 U44060 Hs.14427 Homo sapiens cDNA: FU21800 fis, clone H 

Hs.117183 ESTs 

similar to rat HREV1 07 



407202 N58172 

422109 S73265 

434699 AA643687 

447532 AK000614 Hs.18791 

443162 T49951 Hs.9029 



433011 H07960 
423575 C18863 



407168 R45175 

407633 NM_007069 Hs.37189 
400534 

450434 AA166950 Hs.195870 hypolhefca! protein FU14991 

445873 AA250970 Hs251946 poly{A)-binding protein, cytoplasmic 14 

440526 AI832243 Hs.211471 ESTs 

427544 AI767152 Hs.181400 ESTs. Weakly similar to 178885 serine/th 

447974 R76886 gb:yi64Wfts1 Soares placenta Nb2HP Homo 

431958 X63629 Hs.2877 cadherin 3, type 1, P-cadherin (placenta 

453922 AF053306 Hs.36708 budding uninhibited by benzimidazoles 1 

457065 AI476318 Hs.19248Q ESTs 

408950 M707814 Hs.14945 tong fatty acyl-CoA synthetase 2 gene 

419852 AW503756 Hs286184 hypothetical protein dJ551D2.5 

414718 H95348 Hs.107987 ESTs 

447505 ALD49266 Hs.1 8724 
404567 

428536 AI143139 Hs2288 



Homo sapiens mRNA; cDNA DKFZp564F093 (fr 



visinin-Cke 1 

444381 BE387335 Hs.283713 ESTs. Weakly similar to S64054 hypothec 

437267 AW511443 Hs.258110 ESTs 

420583 H77859 Hs.65450 rettculon 4 

407244 M10014 Hs.75431 fibrinogen, gamma polypeptide 

425071 NM_013989 Hs.154424 deaminase, iodothyronine, type II 

449S55 AI021987 Hs.59970 ESTs 



459504 BE514127 
434609 R76593 



gb:601315974F1 NIH.MGCJ Homo sapiens cD 
gb7i60c11j1 Soares placenta Kb2HP Homo - 
412104 AW205197 Hs240951 Honrasaj^SirnilartoRIKENcONA2210 
447863 AU047611 Hs288885 Homo sapiens cDNA FU14246 6s, clone OV 
448105 A1800470 Hs.171941 ESTs 
439192 AW970536 Hs.105413 ESTs 

446619 AU076643 Hs.313 secreted phosphoprotein 1 (osteoponfin, 
427535 R29543 Hs.2164 prc-platelet basic protein (includes pla 
440591 AA431599 Hs.1 32799 hypothetical protein FU23451 
440404 AI015881 Hs.324527 mitochondrial ribosomal protein S5 

kynureninase (Uynurenine hydrolase) 
NA 

Hs262869 plasrnmogen-like 
Hs.194290 ESTs 
ESTs 

Homo sapiens mRNA; cONA OKFZp564H172 (fr 



426283 NM_003937 Hs.169139 

401742 NA 

416393 N54037 

413339 AI818080 

437641 AA811452 Hs291911 

428743 AL080050 



Hs301549 

431319 AA873350 Hs.302232 ESTs 



14.60 
14.35 
14.30 
14.30 
13.91 
13.80 
13.52 
13.40 
13.36 
13.00 
12.98 
12.90 
12.83 
12.72 
12.70 
U50 
12.45 
1238 
1138 
1Z38 
12.34 
12.30 
1Z26 
1224 
12.16 
12.08 
12.08 
12.02 
12.01 
11.84 
11.68 
11.68 
11.67 
11.67 
11.62 
11.46 
11.42 
11.34 
11-32 
11.30 
1122 
11.20 
11.08 
10.91 
10.90 
10.88 
10.76 
10.68 
10.63 
10.62 
10.52 
10.52 
10.50 
10.40 
10.36 
. 1034 
1029 
1028 
10.14 
10.06 
10.05 
10.00 
10.00 
9.99 
9.97 
9.91 
9.90 
9.90 
9.88 
9.84 
9.64 
9.64 
9.61 
9.50 
9.44 
9.40 
9.36 
930 
9.28 
928 
928 
9.22 
921 
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434008 AA740878 Hs.1 12982 ESTs 9.20 

446311 AW007294 Hs.149795 ESTs, Moderately similar to ALU1JWMAN A 9.16 

419968 X04430 Hs.93913 iraerleukrn 6 (interferon, beta 2) 9.16 

413597 AW302885 Hs.117183 ESTs 915 

5 440527 AV657117 Hs.184164 ESTs, Moderately similar to S65657 alpha 9.14 

409327 L41162 Hs.53563 collagen, type IX. alpha 3 9.14 

444107 T46839 Hs.10319 UDP glycosyltransferase 2 family, polype 9.05 

456653 AI807519 Hs.104520 Homo sapiens cDNA FU13694 fis, clone PL 8.98 

450164 A1239923 Hs.30098 ESTs 8.95 

10 432867 AW016936 Hs.233364 ESTs 8.93 

437396 BE140396 Hs.21621 hypolhetical protein DKFZp762O076 8.92 

421126 M74587 Hs.102122 IrtsuWke growth factor binding prole 8.92 

452712 AW838616 gb^C5-LT0054-14020(W134D01 LT0054 Homo 8.90 

419131 AA406293 Hs.41167 ESTs . ' 8.B6 

15 444783 AK001468 Hs.62180 anlllin (Orosophila Scraps homolog), act 8.82 

418895 AA894638 Hs.14600 ESTs 8.82 

422665 AJ011812 Hs.119018 transcription factor NRF 8.82 

409757 NMJJ01898 Hs.123114 cystalinSN 8.78 

419752 AA249573 Hs.152618 ESTs, Moderately simflar to ZN91_HUMAN Z 8.74 

20 412446 AI768015 Hs.92127 ESTs 8.71 

433285 AW975944 Hs.237396 ESTs 8.68 

414538 AW612228 Hs.107987 ESTs 8X4 

449318 AW236021 Hs.7B531 Homo sapiens. Similar to RIKENcONA 5730 8.62 

430835 A1240006 Hs.192326 ESTs 8.60 

25 445467 AI239832 Hs.15617 ESTs. Weakly similar to ALU4.HUMAN ALU S 8.59 

445537 AJ245671 Hs.12844 EGF-fike^lornain, multiple 6 8.52 

450375 AA009647 Hs.8850 adisintegrin andmetanoproteJnasedoma 8.52 

428355 BE256452 Hs.2257 vitronectin (serum spreading factor, som 8.50 

444478 W07318 Hs.240 M-phase phosphoprotein 1 8.47 

30 439398 AA284267 Hs.221504 ESTs 8.44 

428368 BE440042 Hs.B3326 matrix metalloproteinase 3 (stromelysin 8.43 

403776 8.42 

418973 AA233056 Hs.191518 ESTs . 8.42 

445436 A1224105 Hs.151408 ESTs 8.38 

35 417958 AA767382 Hs.193417 ESTs 8.34 

452838 U65011 Hs.30743 preferentially expressed anfigen in mela 8.34 

425761 AW664214 Hs.196729 ESTs 8.33 

449419 R34910 Hs.119172 ESTs 8.29 

_ 407007 U22961 gbrHuman mRNA clone with similarity to L 8.28 

40 420900 AU045633 Hs.44269 ESTs ■ 8.25 

452503 AB000509 Hs.29736 W receptor-associated factor 5 8.23 

458242 BE299588 Hs.28465 Homo sapiens cDNA; FU21869 fis. clone H 8.18 

420120 ALO49610 Hs.95243 transcription elongation factor A (Sll>- 8.16 

432363 AA534489 gfcnf76g11.s1 NQ_CGAP_Co3 Homo sapiens 8.16 

45 418738 AW388633 Hs.6682 solute carrier family 7, (catkmic amino ai2 

446155 AI553695 Hs.159422 Homo sapiens CDNAFU13997 fis, clone Y7 aiO 

418379 AA218940 Hs.137516 CdgeGrvGke 1 8,07 

424560 AA158727 Hs. 150555 protein predicted by clone 23733 8.06 

453116 A1276680 Hs.146086 ESTs 8.04 

50 419929 U90268 Hs.93810 cerebral cavernous malformations 1 fi.04 

409687 T51125 Hs.8493 ESTs B.00 

407790 A1027274 Hs.288941 Homo sapiens cDNA FU 14866 fis, clone PL 8.00 

416661 AA634543 Hs.79440 lGF-li mRNA-bindhig protein 3 a00 

418036 Z37976 Hs.83337 latent transformirig growth factor beta b 7.99 

55 422762 AL031320 Hs.119976 Human DMA sequence from done RP1-20N2 o 7.96 

421633 AF121860 Hs.106260 sorting nexin 10 7.92 

432542 AW083920 Hs.16098 daudin2 7.86 

414869 AA157291 Hs.21479 ublnucteinl • 7.84 

419502 AU076704 Hs.90765 fibrinogen, A alpha polypeptide 7.80 

60 406666 V00495 Hs.184411 albumin 7.78 

418007 M13509 Hs.63169 matrix metalloproteinase 1 (interstitial 7.78 

439616 BE018635 Hs.58582 Homo sapiens cDNA FU12789 fis, clone NT 7.77 

406360 NA NA 7.76 

406687 M31126 Hs.272620 pregnancy specific beta-1-glycoprotein 9 7.76 

65 431510 AA580082 Hs.112264 ESTs , 7.76 

414312 AA155694 Hs.191060 ESTs 7.71 

443450 N66045 Hs. 133529 ESTs 7.70 

449870 AI672487 Hs.15423 hypothetical protein HDCMC04P 7.64 

425681 AB018297 Hs.159183 WAA0754 protein 7.63 

70 408897 N50204 Hs.283709 Cpopolysaccharide specific response-7 p 7.62 

443285 AI301918 Hs.334264 ESTs 7.60 
420807 AA280627 Hs.57846 ESTs ■ 7.60 

424650 AW576156 Hs.250824 Homo sapiens cDNA: FU23435 fis, done H ' 7.60 

410718 AI920783 Hs.191435 ESTs 7.60 

75 430848 AW021726 gb:d(27e02y1 Morton Fetal Cochlea Homo 7.60 

434294 AJ271379 Hs.76194 ribosomal protein S5 7.60 

445808 AV655234 Hs.29B083 ESTs, Moderately similar to PC4259 fern 7.56 

438604 AA811896 Hs.44604 ESTs 7.54 

458997 AW937420 Hs.69662 ESTs 7.54 

80 400289 X07820 Hs.2258 njabix metalloproteinase 10 (stromelysin 7.54 

409187 AF154B30 Hs.50966 ramamoyl-phosphate synthetase 1. mitoch 7.52 

445640 AW969626 Hs.31704 ESTs, Weakly simaar to K1AA0227 [fisapi 7.49 

404996 7.48 
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420759 T11832 Hs.127797 Homo sapiens cDNAFU 11 381 fts. clone HE 7.48 

433859 AW896758 Hs.273789 ESTs 7.44 

423952 AW877787 Hs.13B102 KIM0853 protein 7.44 

431193 AW749505 Hs.296770 KIAA1 71 9 protein 7.43 

5 413530 AA130158 Hs.19977 ESTs, Moderately similar to ALU8.HUMAN A 7.40 

417479 AI057052 Hs.133554 ESTs, Weakly similar to Z195JHUMAN ZINC 7.40 

424613 AL079850 Hs.151236 highly charged protein 7.37 

417720 AA205625 Hs.208067 ESTs 7.35 

449347 AV649748 Hs.295901 KIAA0493 protein 7.34 

10 449444 AW818436 Hs.23590 solute carrier family 16 (monocarboxyRc 7.34 

447499 AW262580 Hs.147674 prolocadherin beta 16 7.32 

426890 AA393167 Hs.41294 ESTs 7.31 

450568 AL050078 Hs.25159 Homo sapiens cDNA FU 10784 fis, done NT 7.28 

445019 A1205540 Hs.281295 ESTs 7.28 

15 419474 AW968619 Hs.155849 ESTs 7.24 

417015 M83772 Hs.80876 flavin containing monooxygenase 3 7.24 

411765 H43346 gb:yp09a04.r1 Soares breast 3NbHBst Homo 7.24 

448816 AB033052 Hs.22151 KIAA1 226 protein 7.18 

416143 A1955650 Hs.79033 gtutaminyl-peptide cyclotransferase (glu 7.18 

20 451815 AW974911 Hs.184793 Homo sapiens CDNAFU21 880 fis. done H 7.18 

420777 AA280223 Hs.130865 ESTs 7.16 

414463 T69078 Hs.76177 alpha-1-microgIobuIin/biltunin precursor 7.14 

409269 AA576953 Hs.22972 hypothetical protein FU13352 7.14 

443614 AV655386 Hs.7645 fibrinogen, B beta polypeptide 7.14 

25 448706 AW291095 Hs.21814 interteukm 20 receptor, alpha 7.13 

441124 T97717 Hs.119563 ESTs 7.12 

414680 AA743331 Hs.272572 hemoglobin, alpha 2 7.10 

446432 AI377320 Hs.150058 ESTs 7.10 

439295 AW206091 Hs.253536 ESTs 7.08 

30 436902 AW247145 Hs.192729 ESTs 7.08 

428679 AA431765 gbzw80c03^1 SoaresJeslis^NHT Homo sap 7.08 

414865 AA157155 Hs.274414 hypothetical protein FU 14457 7.08 

421373 AA808229 Hs.167771 ESTs 7.06 

432435 BE218886 Hs.282070 ESTs 7.05 

35 427933 AW974643 Hs.190571 ESTs 7.04 

436330 NM_004413 Hs.109 (fipeptidase 1 (renal) 7.04 

433B00 AI034361 Hs.135150 lung type-l cell membrane-associated gly 7.01 

418763 AK000219 Hs.88367 hypothetical protein FU20212 &98 

446322 N23033 Hs.155814 ESTs 6.98 

40 442577 AA292998 Hs.163900 ESTs 6.96 

429486 AF155827 Hs.203963 hypothetical protein FU 10339 6.94 

412280 AW205116 Hs.272814 hypothetical protein DKFZp434E1 723 6.92 

436679 AI127483 Hs.120451 ESTs, Weakly similar to unnamed protein 6.90 

429125 AA446854 Hs.271004 ESTs, WeakJy similar to 138022 hypolheti 6.90 

45 453204 R10799 Hs.191990 ESTs 6.90 

431576 M76665 Hs.275215 hydroxysteroid (11-beta) dehydrogenase 1 6.88 

427878 C05766 Hs.1B1022 CGl-07 protein 6.88 

454438 AA224053 Hs.172405 cell division cycle 27 6.86 

424402 M63108 Hs.1769 luteinizing homKmefcrwriogonadotropin r 6.86 

50 438394 BE379623 Hs.27693 peptidytprolyl isomerase (cyctophiBnVI 6.84 

414271 AK000275 Hs.75871 . protein Wnase C binding protein 1 6.80 

417168 AL1331 17 Hs.81376 Homo sapiens mRNA; cDNA DKFZp586L1121 (f 6.80 

419529 AB020695 Hs.91662 KIAA0888 protein 6.80 

451686 AA059246 Hs.110293 ESTs 6.80 

55 430B29 AW451999 Hs.194024 ESTs 6.78 

446501 AI302616 Hs.150819 ESTs 6.78 

442973 BE567665 Hs.288550 Homo sapiens cDNA: RJ23156 fis, clone L 6.78 

457030 AI301740 Hs.173381 diriydropyrimidinase-fike 2 6.76 

437773 U24186 Hs^83018 replication protein A complex 34 kd subu 6.73 

60 416018 AW138239 Hs.78977 proprotein convertase subtiEsin/kexin t 6.72 

425478 AB007953 Hs^68840 ESTs 6.70 

411643 AI924519 Hs.1 92570 hypothetical protein FU22028 6.70 

418555 AI417215 Hs.87159 hypothetica! protein RJ 12577 6.67 

453102 NMJ007197 Hs.31664 frtzzted (Drosophlla) homolog 10 6.62 

65 433615 AA732982 Hs.269607 ESTs, Weakly similar to ALU1.HUMAN ALUS 6.62 

450638 AK001826 Hs.25245 hypothetica! protein FU11269 6.60 

450480 X82125 Hs.25040 zinc finger protein 239 6.58 

445191 AF0486B6 Hs.12393 dTDP-Dfllucose dehydratase 6.56 

„ 414575 H11257 Hs.22968 Homo sapiens clone IMAGE:451 939, mRNAse 6.54 

70 432639 AW973785 gb:EST385886 MAGE resequences, MAGM Homo 6.54 

410116 AW630671 Hs.58636 squamous cefl carcinoma antigen recogrtiz 6.54 

449894 AK001578 Hs.24129 CLLL7 protein 6.53 

442914 AW188551 Hs.99519 hypothetical protein FU 14007 6.53 

424745 AA214618 Hs.152759 activator of S phase kinase 6,52 

75 441801 AW242799 Hs.86366 ESTs 6.52 

435542 AA687376 Hs^69533 ESTs 6.51 

427072 H38046 Hsl303193 ESTs 6.50 

418051 AW192535 Hs.19479 ESTs 6.46 

436217 T53925 Hs.1 07 fibrinogen-lfte 1 6.46 

80 439809 R41396 Hs.101774 hypothetical protein RJ23045 6.46 

430704 AW813091 Hs,335799 ESTs 6.44 

410227 AB009284 Hs.61152 exostoses (muttiple)-nke 2 6.43 

417067 AJ001417 Hs.81086 solute carrier family 22 (extraneuronal 6.41 
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428392 H10233 Hs.2265 secretory granule, neuroendocrine protei 
452198 AI097560 Hs.61210 ESTs.WeaMy similar to 13B022 hypotheti 
438202 AW169287 Hs.22588 ESTs 

45831 1 AF069478 gb:AF069478 Homo sapiens astrocytoma lib 

451389 N73222 Hs.279009 matrix Ga protein 
427899 AA829286 Hs.332053 serum amyloid A1 
448693 AW004854 Hs.228320 hypothetical protein FU23537 
425492 AL021918 Hs.158174 ancfinger protein 184 (KruppeWfte) 
435532 AW291488 Hs.1 17305 Homo sapiens, clone IMAGE:3682908, mRNA 
433908 AW298141 Hs.157975 ESTs 
430114 AA847744 Hs.99640 ESTs 
434032 AW009951 Hs.206892 ESTs 
444656 A1277924 Hs.145199 ESTs 
433607 AA602004 Hs.23260 ESTs 
440659 AF134160 Hs.7327 ctaudinl 
435663 AI023707 Hs.134273 ESTs 
409916 BE313625 Hs^7435 
436547 AJ297351 
447500 AI381900 
407237 AA169872 Hs.6216 
417715 AW969587 Hs.86366 
423276 AC003034 Hs.126261 
438138 R98299 Hs.177502 ESTs 
424590 AW966399 Hs.46821 hypothetical protein FU20085 
416857 AA188775 Hs.292453 ESTs 

427667 AK001279 Hs.180171 Homo sapiens cDNA FU10417 fis, clone NT 
429598 AAB11257 Hs.269710 ESTs 

426921 AA037145 Hs.172865 cleavage simulation factor, J pre-RNA. 
438940 AF075045 Hs.271609 ESTs 
NA 
ESTs 

CDC7 (cell division cycle 7, S. cerevisi 
syntrophin, beta 1 (dystrophin-assoclate 
427513 AI476318 Hs.192460 ESTs 
448934 AI598134 Hs.225592 ESTs, Highly similar to T51 146 ring-box 
410389 AW954049 Hs.8177 ESTs. WeaWy similar to PIHUB6 salivary 
hypothetical protein FU20275 
ESTs, WeaWy similar to ZN43_HUMAN 2NC 
ESTs 

H2B histone famiry, member Q 



solute carrier family 1 1 (proton-coupled 
Hs.30824 leucine zipper transcription factor-like 
Hs.159212 ESTs 

Homo sapiens hepatocellular carcinoma-as 
ESTs 

Homo sapiens Chromosome 16 BAC clone CIT 



400195 NA 

430473 AW130690 Hs.59962 

452291 AF015592 Hs.2B853 

420096 AA77S910 Hs.95011 



430345 AK000282 HsJ39681 
424856 AA347746 Hs.9521 
409048 H59990 Hs.37699 
427674 NH.003528 Hs.2178 
452689 F33868 Hs^84176 transferrin 
453804 AA300204 Hs.35275 KIAA0B52 protein 

442875 BE623003 Hs.23625 HornosapierBctoneTOCCTA00142rnRNAsequ 
408243 Y00787 Hs.624 mterieuWnB 
420721 AA927802 Hs.159471 ZAP3 protein 

429393 AA383024 Hs. 20 1603 Homo sapiens mRNA; cDNA DKFZp434D0917 (f 
435420 AI928513 Hs.59203 ESTs 

428046 AW812795 Hs.155381 ESTs, Moderately similar to 138022 hypot 
407746 AK001962 Hs^8114 hypothefical protein FU 11 100 
442116 AW84570 Hs.128813 ESTs 
423568 NM 005256 Hs.1 298 18 growth arrest-specific 2 
422011 U30246 Hs.110736 solute carrier famiry 12 (sodium/potassi 
441794 AW197794 Hs*253338 ESTs 
434739 AA804487 Hs.144130 ESTs 
449802 AW901804 Hs33984 hypothetical protein FU20147 
420218 AW958037 Hs.286 ribosomal protein L4 
425707 AF115402 Hs.11713 E74-Cke factor 5 (ets domain transcript 
445546 AW468821 Hs.156054 ESTs 
439096 AAB30165 Hs.269680 ESTs 
452606 N45202 Hs.90012 hypothefical protein FU23441 
427701 AA411101 Hs.243886 nuclear autoantigenic sperm protein (his 
Hs.21411 ESTs 
Hs3210 renin 

Hs.1 96379 ESTs, WeaWy similar to putative p1 50 [H 
Hs.104650 hypothefical protein FU10292 
Hs.1 16768 ESTs 
wgwu tvt .,„ Hs.184411 albumin 
418668 AW407987 Hs.173518 M-phase phosphoprotein homotog 
429984 AL050102 Hs.227209 hypothetical protein FU21617 
408867 AA437199 Hs.656 cell (fivisicn cycle 25C 
409913 BE243842 Hs.283077 centrosomal P4.1-associaied protein; unc 
450380 AI863675 Hs.114017 ESTs 
413026 AAB09485 Hs.1 24219 hypothefical protein FU1 2934 
454653 AW812227 gb:RC2-ST0173-201099^11-g09ST0173Homo 
457876 M821940 Hs.264622 ESTs, Moderately similar to ALU8_HUMAN A 
437222 AL117588 Hs.1 2778 ESTs 

455530 AV655701 Hs.75183 cytochrome P450. subfamily HE (ethanol- 
426269 H15302 Hs.168950 Homo sapiens mRNA; cONA DKFZp566A1046 (f 
409045 AA635062 Hs.50094 Homo sapiens mRNA; cDNA DKFZp434O051 5 (f 
441645 Al 222279 Hs^01555 ESTs, WeaWy similar to T23406 hypotheti 
401352 

419088 A1538323 Hs.52620 integrin,beta8 
431379 AA504264 Hs.1 82937 pepfidylprolyl Isomerase A (cydophifti 



417246 AJ760098 
433190 M26901 
418744 AI887288 
421477 AI904743 
434342 A1791138 
T62745 



6.40 
6.40 
6.38 
6.36 
6.36 
6.35 
6.34 
6.34 
6.32 
6.32 
6.32 
6.31 
6.30 
6.26 
6.25 
6.24 
6.24 
6.24 
6.24 
6.22 
6.22 
6.20 
6.20 
6.20 
6.20 
6.18 
6.18 
6.18 
6.18 
. 6.15 
6.12 
6.10 
6.10 
6.10 
6.10 
6.0B 
6.08 
6.08 
6.08 
6.08 
6.06 
6.06 
6.05 
6,04 
6.04 
6.04 
6.04 
6.04 
6.02 
6.00 
6.00 
5.99 
5.99 
5.S8 
5.96 
5.98 
5.94 
5.94 
5.94 
S.94 
5.94 
5.94 
5.92 
5.92 
5.92 
5.92 
5.92 
5.90 
5.90 
5.90 
5.88 
• 5.88 
5.88 
5.87 
5.86 
5.86 
5.86 
5.84 
5.84 
5.84 
5.84 
5.84 
5.83 
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439580 AF086401 
424345 AK001380 
419220 AA811938 
439303 W0C605 
415954 AA171850 
418849 AW474547 
429945 NNL005729 
439527 AW298119 
435380 AA679001 
424086 AI351010 
425898 AA365649 
428460 AM2B865 
416623 N74925 
413982 BE503035 
453240 A1969564 
410505 AW752139 
447072 D61594 
433312 AJ241331' 
448966 AW372914 
433384 AI021992 
415385 R17798 
441894 AA134329 
414696 AF002020 
448666 NMJH4953 
412246 A1160873 
426518 Z43039 
418269 AA806113 
443316 AI478463 
422805 AA436989 
442252 AI733395 
414372 AA1 43654 
435040 A1932350 
438777 AA825487 
433849 BE465884 
438639 AI278360 
411274 NNL002776 
435008 AF150262 
434194 AF119847 
452881 AW135220 
426010 AA136563 
424492 AI133482 
418971 AA360392 
453716 AA037675 
406972 M32053 
417543 AA203620 
419423 D26488 
434674 AA831879 
442980 AA857025 
418882 NM.004996 
404227 MA 
412766 BE544475 
441708 A1469911 
408432 AW195262 
437440 AA846804 
410486 AW235094 
456435 AI880384 
437378 AI198823 
436907 AA737171 
407300 AA102616 
413582 AW295647 
441795 N58115 
452449 AW068658 
439699 AF086534 
431941 AK000106 
441217 AI9221S3 
432383 AK000144 
453891 AB037751 
408690 AW864542 
433759 AA680003 
446142 AI754693 
408562 AM36323 
433929 AI375499 
421155 H87879 
424853 BE549737 
453931 AL121278 
409091 AW970386 
416057 A1927382 
438647 AA813118 
415091 AL044872 
445038 AI635444 
408622 AA056060 
403432 

435820 AA7005B0 



Hs.293847 
Hs.145479 
Hs.291759 
Hs.102784 
Hs.42251 
Hs.53565 
Hs.226483 
Hs.202536 
Hs.192221 
Hs.102267 
Hs.269478 
Hs.98563 
Hs.38761 
Hs.279193 
Hs.166254 
Hs.314323 
Hs.17279 
Hs.131765 
Hs.86149 
Hs.124244 
Hs.7535 
Hs.24170 
Hs.76918 
Hs.323346 
Hs.69233 
Hs.170198 
Hs.189025 
Hs.18443 
Hs.121017 
Hs.129124 

Hs.152825 
Hs.142179 
Hs^8072B 
Hs.31409 
Hs.69423 
Hs.162898 
Hs.283940 
Hs.241921 
Hs.1975 

Hs.87113 
Hs.152675 

Hs.110153 
Hs.90315 
Hs.136985 
Hs.8878 
Hs.89433 

Hs.54347 
Hs.26498 

Hs.123694 
Hs.69233 
Hs^70747 
Hs.160473 
Hs.131809 

Hs.71331 
Hs.21137 
Hs.20943 
Hs.187561 
Hs272227 
HSJ213246 
Hs.274449 
K&.36353 



Hs.109363 
Hs.145958 
Hs.31141 
Hs.27379 
Hs.102267 
Hs.132967 
Hs.25144 
Hs^69423 
Hs .29857 
Hs.163230 
Hs.77910 
Hs.143917 
Hs.202577 



ESTs, Moderately similar to S65657 alpha 
Homo sapiens cDNA FU10518 fis, done NT 
ESTs 
ESTs 
ESTs 

Homo sapiens PIG-M mRNA for mannosyltran 
diaphanous (Drosophila. homolog) 2 
ESTs 
ESTs 

tysyl oxidase 

ESTs. Weakly similar to PC4259 ferritin 
ESTs 

Homo sapiens cDNA: RJ21564 fis, done C 
ESTs 

hypothetical protein DKFZp566l 1 33 
ESTs 

tyrosyiprolein sutfotransferBse 1 
ESTs. Moderately similar b 138937 DNA/R 
phosphoinositoi 3-phosphate-binding prat 
ESTs 

COBW-lika protein 

Homo sapiens, done IMAGE:3685398, mRNA, 
Niemann-Pick disease, type CI 
WAA1008 protein 
zinc finger protein 
KlAA0009gene product 
ESTs 

aldehyde dehydrogenase 8 family, member 
H2A histone family, member A 
ESTs 

gb:zo65a02.r1 Stratagene pancreas (93720 
ESTs 
ESTs 
ESTs 
ESTs 

kallikrein 10 
ESTs 

Homo sapiens PR01 550 mRNA, partial cds 
ESTs 

hypothetical protein FU21007 
gb:HA2093 Human fetal liver cDNA foray 
ESTs 
ESTs 

gb:Human H19 RNA gene, complete cds. 
ESTs 

WAA0007 protein 
ESTs 

kinesin-iikB 1 

ATP-bircfing cassette, sub-family C (CFTR 
NA 
ESTs 

hypothetical protein FU21657 
gb3cn67b05jc1 NC1_CGAP_CML1 Homo sapiens 
ESTs 

zinc finger protein 

ESTs. Weakly similar to ALU2JWMAN ALU S 
ESTs 
ESTs 

gtezn43e07.s1 Stratagene Hela ceD s3 93 
hypothetical protein MGC5350 
AD024 protein 
ESTs 

ESTs, Moderately similar to ALU1.HUMAN A 
Homo sapiens cONA FU 20099 fis, done CO 
ESTs 

Homo sapiens cDNA FU20137 fis, done CO 
Homo sapiens mRNA full length Insert cDN 
gb:PM43N0016M 2050M»3-h02 SN0016 Homo 
Homo sapiens cDNA: FU23603 lis, done L 
ESTs 

Homo sapiens mRNA for KIAA1 568 protein, 
ESTs 

tysyl oxidase 

Human EST done 122887 manner transposo 
ESTs 
ESTs 
ESTs 
ESTs 

3*ydroxy^methytglutaryt^nzyme A sy 
dJ467N11.1 protein 

Homo sapiens cDNA FU12166 fis. done MA 



Hs.189000 ESTs 



5.82 

5.82 

5.82 

5.80 

5.80 

5.80 

5.80 

5.78 

5.78 

5.76 

5.76 

5.74 

5.74 

5.74 

5.74 

5.72 

5.72 

5.72 

5.71 

5.70 

5.70 

5.70 

5.68 

5.68 

5.68 

5.66 

5.64 

5.64 

5.62 

5.60 

5.60 

5.59 

5.5B 

5.58 

5.58 

5.55 

5.55 

5.54 

5.54 

554 

5.54 

5.52 

5.52 

5.51 

5.51 

5.51 

5.50 

5.50 

5.50 

5.49 

5.49 

5.49 

5.48 

5.48 

5.46 

6.44 

5.44 

5.44 

5.44 

5.42 

5.42 

5.42 

5.40 

5.40 

5.40 

5.40 

5.40 

5.40 

539 

5.38 

5.36 

5.36 

5.34 

5.34 

5.34 

5.33 

5.33 

5.32 

5.32 

5.30 

5.30 

5.29 

5.28 
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401714 


NA 




NA 


5.28 


449508 


AK001566 


Hs.23618 


hypothetical protein FU 10704 


5.28 


413151 


H47969 


Hs.141971 


ESTs, Weaklv similar to ALU1 HUMAN ALU S 

IfCOWJI 941111101 Iv ALU • JlUNWl nLU kj 


5.28 


414853 


U31116 


Hs.77501 


ooi uuyiycdji, ucui ihomj uy5uupnHr35snc 


i; or 
o./o 


417372 


T99755 


Hs.334728 


ESTs 


5.28 


443613 


A1079356 




nb!O73Qh09 <i1 Snnrp*; NJhHMPn C1 Hnmn «ani 
yu.uijauu j.i> i oudJtK>_HJinrviru_o i nurno sapi 


0.£0 


412610 


X90908 


Hs.74126 


faftv aHH hinHinn nrntoin fi ilpal Inaz 


*\ 97 


408943 


NMJW7070 Hs.49105 


FKBP-assoriated nrotein 


5.26 


415139 


AW975942 


Hs.48524 


ESTs 




447982 


H22953 


Hs.137551 


ESTs 


5.26 


430789 


AA632577 


Hs.310235 


ESTs Weaklv similar to I78B8S serine/Ih 

L ui»i *i&anij oniuiai nj \i uuuj acidic* in 




453921 


AI824009 


Hs.44577 


CO IS 


0./4 


409582 


R27430 


Hs.271565 


CO IS 


5.24 


420911 


U77413 


Hs.100293 


winKea w-aceiyigaJCOsarTnne ^utCNACj u 


5.23 


422956 


BE545072 


Hs.122579 


rrypoinsucai proiein ru tiwo i 


5.23 


418661 


NIVL001949 Hs.1189 


tur transcription i actor J 


5.22 


446271 


D82484 


Hs ,330994 


cots 


5.22 




AW997484 


Hs.5003 


klaau^do protein 


.5.21 


434551 


BE387162 


Hs. 280858 


co 1 s, nigniy similar to aooodi una exas 


5.21 


415245 


N59850 


Hs.27252 


PCTe 
CO IS 


5.20 


436016 


AA806465 


Hs.121536 


Human DNA sequence from done RP11-472E5 


5.20 


431242 


AA987742 


Hs.251278 


KIAA19M nrnlpin 
i\ir\r\ i£\j i protein 


C OA 

a. ill 


439818 


AL350137 


Hs.19934 


Homo sapiens mRNA full length insert cDN 


5.20 


424281 


AA766243 




yu.ud i ou 1 1 .s i PiL/i_vA3Ar_vauD i nomo sapiens 


o./u 


449138 


AW294215 


Hs.1 95631 


CO IS 


C Oft 

5.20 


449416 


AI651016 


Hs.246311 


PCT« 
CO IS 


C OA 


430092 


AI821399 


Hs.16514 


ESTs 


C Oft 


436574 


AW293527 


Hs.1 26455 


ESTs 


«; ift 

0.10 


433377 


AI752713 


Hs.43845 


PCTe 
CO IS 


5.18 


440987 


AA911705 


Hs.1 30229 


ESTs 


<; in 


426116 


AA86B729 


i * 4 A A r-n a 

Hs.144694 . 


ESTs 


C 1ft 


441928 


AI370188 


Hs.211454 


ESTs 


C 17 
0.1/ 


432657 


AA831815 


Hs.270940 


FRTc Wp^VIu clmilar (a I7fiftft<t corino/lh 

cols, vvydwy similar 10 i/ooaD senne/in 


K 17 

o.l r 


438011 


BE466173 


Hs.1 45696 


splicing lacior iiA/i.oj 


5.16 


437257 


A1283085 


Hs.290931 


co i s t weaiuy similar 10 t rJ/_ T CAO I ni rU I 


0.10 


423926 


X03833 


Hs.1722 


inlerieukin 1, alpha 


5.16 


433393 


AF038564 


Hs.98074 


iiuiy \inou5e nomwug/ c^ uuiquiun prcxe 


0.10 


415757 


AAB30854 


Hs.1 87810 


LolS 


5.14 




U43374 


Hs.95631 


Human norma) keratinocyte mRNA 


5.14 


420493 


AK35113 


Hs.270366 


CCTe WoolHu Pimlllr In C7QQQC rnnnnSk 

co i s, weaKry sunuar u> ir oooa senne/tn 


5.12 


425739 


T19016 


Hs.1 59410 


molybdopterin synthase suffuryiase 


5.12 


440652 


A1216751 


Hs.143977 


ESTs 


C 10 


419706 


C04649 


Hs.77899 


tropomyosin 1 (alpha) 


5.12 


427728 


AJ245600 


Hs.180545 


Homo sapiens mRNA for hypothetical prote 


5.12 


416113 


AA173525 


Hs.1 18758 


co i s, weaKry similar to kij- [H^apiens] 


5.12 


446223 


BE300091 


Hs.119699 


nypouteuca proiein ru izaos 


C 41 
0.1 1 


407624 


AW157431 


Hs.248941 


ESTs 


C 11 

a.ll 


447197 


R36075 




go.ynoouu i.si ooares piacenia Noznr nomo 


C 41 
0.11 


452465 


AA610211 


Hs.34244 


PCTc 

cots 


0.10 


442833 


AA326153 


Hs.88201 


co is, wearay simuar io n v^nain a, urysi 


5,10 




AI609595 


Hs.208038 


ESTs 


5.10 


408170 


AW204516 


Hs.31835 


ESTs 


5.08 


424238 


AA337401 


Hs.137635 


ESTs 


5.07 


421072 


AI215069 


Hs.89113 


ESTs 


5.06 


424717 


H03754 


Hs.152213 


wingless-type MMTV integrafJon site fami 


5.06 


423654 


AI674253 


Hs.35828 


ESTs 


5.06 


436862 


AI821940 


Hs.264622 


ESTs, Moderately similar toALU8.HUMAN A 


5.06 


436554 


AI985810 


Hs.301173 


ESTs 


5.05 


433264 


D85782 


Hs.3229 


cysteine dioxygenase, type 1 


5.04 


452387 


AI680772 


Hs.306094 


trinucleotide repeat containing 12 


5.04 


412666 


AL080116 


Hs.74420 


origin recognition complex, subunit 3 (y 


5.03 


430287 


AW182459 


Hs.125759 


ESTs, Weakly similar to LEUS^UMAN UEUKE 


5.03 


413293 


AL047483 


Hs.302498 


G IP-binding protein homologous to Saccha 


5.00 


418217 


AI910547 


Hs.13442 


ESTs 


5,00 


401480 


NA 




NA 


5.00 


456179 


H75490 


Hs.271930 


ESTs 


5.00 


TABLETS 









Pkey: Unique Eos probeset tdenBfier number 

CAT number Gene cluster number 
Accession: Genbank accession numbers 



75 



80 



Pkey CAT number Accession 

408432 1058667J AW1 95262 R27868 AW811262 

408690 107490 J AW864542 AA056567 AW882724 

411765 125700.1 H43346 AA248302AA095182 

414372 143909J AA143654AW753140 AA213770 AW970865AA569075AA492132 

424281 237742.1 AA766243 AA338252AA338213 
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424492 


240008 1 


Aim>IOO At0ft7fi1Q AA141fi?K 


428679 


294049J 


AA431765AA432015 


430848 


324621 1 


AW021726 AA487752 AA488085 


432340 


345248 1 


AA534222 AA632632 T81234 


432363 


345469J 


AA534489 AW970240 AW970323 


432639 


351744.1 


AW973785H60163AA557608 


434609 


38950.1 


R76593AF147390 R76594 


439518 


47334J 


W76326AF086341 W72300 


443613 


575391J 


AI079356 W23287 


447197 


71 1623 J 


R36075AI366546 R36167 


447974 


745643J 


R76885AI453674 R77049 


452712 


928309 1 


AW838616 AWB38660 BE144343 AI914520 AW888910 BE184854 BE184784 


454653 


1228081 1 


AW812227 AW812294 AW812092 


458311 


543550.1 


AF069478 AF059479 AF069480 



TABLE 7C 



Pkey: Unique number corresponding to an Eos probes et 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham L el at." refers to the publication entitled "The ONA 

sequence of human chromosome 22/ Dunham I. et a)., Nature {1999} 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 

NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


400534 


6981826 


Minus 


278637-279292 


401352 


9931258 


Minus 


26064-26208 


401480 


7321503 


Plus 


166120-166347.166451-166557.169651-169B32 


401714 


6715702 


Plus 


96484-96681 


401742 


2911728 


Pius 


64003^4147 


403432 


9719611 


Minus 


68204-68392 


403776 


7770611 


Minus 


1414-1513,1624-1756 


404227 


7838233 


Minus 


93110-93259 


404567 


7249169 


Minus 


101320-101501 


404996 


6007890 


Plus 


37999^38145,38652-38998.39727-39872,40557-40674,42351-42450 


406350 


9256107 


Minus' 


7513-7673 



Table 8A shows 538 genes significantly down-regulated In colon cancer compared to normal colon. These were selected as for Table 7A and the ratio was equal to or less than than 
0.33. 

TABLE 8A: 538 GENES SIGNIFICANTLY DOWN-REGULATED IN COLON CANCER COMPARED TO NORMAL COLON 



Pkey: Unique Eos pro beset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unlgene Title: Unigene gene title 

R1: Ratio of tumor to norma! colon 



Pkey 


ExAccn 


UnigenelD 


Unigene Title 


R1 


421996 


AW583807 


Hs.1460 


glucagon 


0.0233 


429970 


AKD0QQ72 


Hs.227059 


chloride channel, calcium activated, tarn 


0.0307 


457407 


AA505035 


Hs.195651 


ESTs 


0.0416 


423690 


AA329648 


Hs.23804 


ESTs. WeaWy simflar to PNQ099 son3 prot 


0.0564 


426651 


AU076646 


Hs.171683 


nuclear receptor subfamSy 1, group H, m 


0.0567 


425920 


AL049977. 


Hs. 162209 


daudin 8 


0.0601 


431436 


AA505035 


Hs.195651 


ESTs 


0.0607 


433084 


M18079 


Hs^82265 


fatty add binding protein 2, intestinal 


0.0629 


442009 


AI733281 


Hs.128320 


ESTs 


0.0634 


416889 


AW250318 


. Hs.80395 


mat. T-cefl differentiation protein 


. 0.0707 


429050 


X81333 


Hs.194777 


meprinA,be!a 


0.0714 


427019 


AA001732 


Hs.173233 


hypothetical protein FU10970 


0.0735 


446947 


AF146747 


Hs.232165 


polycythemia rubra vera 1; cell surface 


0.0739 


429657 


D13626 


Hs.2465 


K1AA0001 gene product; putative G-protei 


0.0769 


443506 


H10661 


Hs.192124 


ESTs, Weakly similar to I38022 hypotheti 


0.0838 


415314 


N88802 


Hs.5422 


glycoprotein M66 


0.0853 


451181 


A1796330 


Hs.207461 


ESTs 


0.0873 


425001 


• AF098951 


Ks.194720 


ATP-binding cassette, sub-family G (WHIT 


0.0888 


426635 


BE3951Q9 


Hs.129327 


hypothetical protein MGC13057 


0.0900 


429350 


AI754634 


Hs.131987 


ESTs 


0.0927 


432251 


AW972983 


Hs.232165 


polycythemia rubra vera 1; cell surface 


0.0931 
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411529 AA430348 Hs.317596 

441066 AW205427 Hs.190726 

431252 NM_00547B Hs.251380 

437099 N77793 Hs.48659 

433546 AJ076877 Hs.125461 

415154 D63175 

409921 AW600239 

432440 X63597 Hs.2996 

43046B NM_004673 Hs.241519 

427167 A1239607 Hs.99196 

441212 AW242447 Hs.146182 

423605 AF047826 Hs.1 29887 

411381 AW841862 Hs^06831 

412639 AW961284 Hs.295235 

453399 Z70295 Hs.32966 



403548 

421913 AI934365 Hs.1 09439 
457982 AW856093 Hs.183617 
448835 BE277929 Hs.1 1081 
431292 AA370141 Hs.2281 
441605 AA285136. Hs.301914 
407639 AW205369 Hs.312830 
421741 AK001879 ' Hs.107527 
454790 AWB20852 
451742 T77609 Hs.1 17970 
425849 AJ000512 Hs.296323 
411880 AW872477 
416585 X54162 HsJ9386 
435869 AF255910 Hs.54650 
407744 AB020629 Hs.38095 
404767 

407266 AJ235664 

427359 AW020782 HsJ9881 

452768 AW069459 Hs.61539 

418692 AK000268 Hs.87383 

414831 M31158 Hs.77439 

407551 . Y10516 

402076 

453500 A1478427 Hs.43125 
442080 AW444761 Hs.44565 
431706 AI816066 Hs.296341 
429545 A1824164 Hs.77667 
418390 AF133820 Hs.84655 
435056 AW023337 Hs.5422 
426034 AI276989 Hs.56123 
429609 AF002246 Hsi10863 
408221 AA912183 Hs.47447 
425220 AW975317 Hs.162987 
445200 AA084460 Hs.12409 
443238 T78886 Hs^84450 
456064 AA256213 Hs.72010 
428133 AW167727 Hs.11873 
447261 NMJ)06691 Hs.17917 
437734 AA693951 Hs. 180284 
414290 AI568801 Hs.71721 
418935 T28499 Hs.89485 
411939 A13655B5 Hs.146246 
442496 R55073 Hs.124130 
450693 AW450461 Hs.203965 
420736 A1263022 Hs.82204 
405385 
404638 

427333 AF067797 Hs.176658 
404246 

433785 BE044593 Hs.112704 

412056 T28160 Hs.778 

406980 S69265 

421666 AL035250 Hs.1408 

452854 AA437061 Hs. 14060 

400514 

454186 BE141030 
410765 AI694972 Hs.66180 
413724 AA131466 Hs.23767 
412474 AI791451 
436008 AI078428 Hs.58785 
423424 AF150241 Hs.128433 
431728 NMJW7351 Hs^6B107 
419746 AW867943 Hs.127216 
410677 N^L003278 Hs£5424 
415672 N53097 Hs.1 93579 
419050 NM_000036 Hs.89570 
417342 W40277 Hs.81994 
413714 A1560944 Hs.71428 



Homo sapiens cDNA RJ 12927 fis. done NT 
ESTs, Weakly similar to ALU1_HUMAN ALU S 
insulin-like 5 

ESTs, Highly similar to S14458 (aminin a 
hypothetical protein FU11539 
gb:HUM501B09B Clontech human placenta po 
gb:EST00009 pGEM-T library Homo sapiens 
sucrase-isomaHase 
angtopoietin-like 1 
hypothetical protein MGC11324 
cytosolic betaglucosidase 
cadherin 19, type 2 

Homo sapiens cDNA: FU22549 fis, done H 
ESTs 

guanytate cyclase activator 2B (uroguany 

osteoglycin (osteoinductive factor, mime 
ESTs 

UBX domain-containing 2 
chromogranin B (secretogranin 1) 
neuronal specific transcription factor D 
ESTs 

hypothetical protein FU 11017 
gb:RC2-CT0301-120200-011-f12 ST0301 Homo 
ankyrin 2, neuronal 
serum/glucocorticoid regulated kinase 
gb±m30f03jc1 NCLCGAP_Thy4 Homo sapiens 
teiomodin 1 (smooth muscle} 
junctional adhesion molecule 2 
ATP-binding cassette, sub-family A (ABC1 

gbiHomo sapiens mRNA for immunoglobulin 
Homo sapiens cDMA: FU23006 lis, clone L 
ESTs 

hypothetical protein 

protein kinase, cAMP-de pendent, regulato 
gb:Ksapiens mRNA for C058 T3 protein. 

esophageal cancer related gene 4 protein 
ESTs 

adenytyl cvdase-associated protein 2 
lymphocyte antigen 6 complex, locus 6 
tilin tmmunogtobulin domain protein (myo 
glycoprotein M6B 

Homo sapiens cDNA FU13443 fis. clone PL 
cell adhesion molecule wiih homology to 
ESTs 
ESTs 



ESTs 
ESTs 
ESTs 

extracellular link domain-containing 1 

ESTs 

ESTs 

carbonic anhydraselV 

ESTs 

ESTs 

ESTs 

ESTs 



aquaportnB 
ESTs 

guanylate cyclase activator 1B (retina) 
(NONE) 

endothefin 3 . 
prokineScm 1 precursor 

gb:MRf>rfTOQ67-201099-002-h11 HT0067 Homo 
nudeosome assembly protein 1-Gke 2 
hypothetical protetn FU 12666 
gb:ni50c09.y5 NCt_CGAP_Ov2 Homo sapiens 
ESTs 

prostaglandin D2 synthase, hematopoietic 
mulBmerin 

hypothetical protein FU13465 
tetranectin (plasrninogen-binding protein 
ESTs 

adenosine monophosphate deaminase 1 (tso 
glycophorin C (Gertxch blood group) 
ESTs 



0.0951 

0.0957 

0.0385 

0.0987 

0.1007 

0.1032 

0.1067 

0.1107 

0.1114 

0.1147 

0.1167 

0.1190 

0.1211 

0.1239 

0.1240 

0.1248 

0,1274 

0,1277 

0.1277 

0.1291 

0.1309 

0.1315 

0.1325 

0.1328 

0.1335 

0.1379 

0.1393 

0.1395 

0.1456 

0.1459 

0.1460 

0.1462 

0.1463 

0.1466 

0.1471 

0.1471 

0.1486 

0.1487 

0.1500 

0.1500 

0.1513 

0.1523 

0.1529 

0.1532 

0.1538 

0.1542 

0.1552 

0.1558 

0,1558 

0.1563 

0.15B2 

0.1605 

0.1615 

0.1637 

0.1638 

0.1656 

0.1660 

0.1676 

0.169B 

0.171B 

0.1745 

0.1751 

0.1757 

0.1763 

0,1767 

0.1769 

0,1781 

0.1784 

0.1795 

0.1805 

0.1808 

0.1812 

0.1812 

0.1812 

0.1820 

0.1828 

0.1832 

0.1835 

0.1838 

0.1838 

0.1838 

0,1842 

0.1845 
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' 427061 AB032971 Hs.173392 KIAA1 145 protein 0.1847 

405282 0.1848 

400163 0.1855 

412295 AW088826 Hs.11717€ pory(A)-binding protein, nuclear 1 0.1863 

5 447414 D82343 Hs.18551 neurobtestoma (nerve tissue) protein 0.1876 

407891 AA486620 Hs.41135 endomucin-2 0.1895 

437140 AA312799 Hs.283669 activator of CREM In testis 0.1901 

431544 AKO0077O Hs.299329 Homo sapiens cONA FU 20763 fis, done CO 0.1904 

436659 AJ217900 Hs.144464 ESTs 0.1905 

10 447164 AF026941 Hs.17518 Homo sapiens dg5mRN^ partial sequence 0.1926 

453698 AA037615 Hs.42746 ESTs 0.1928 

423743 AB023148 Hs.173373 WAA0931 protein 0.1941 

428412 AA428240 Hs.126083 ESTs 0.1942 

420058 AK001423 Hs.94694 Homo sapiens cDNA FU10561 fis, clone NT 0.1944 

15 434683 AW29B724 Hs.202639 ESTs 0.1957 

421865 AA609911 Hs.109012 MAX dimerization protein 0.1957 

452786 R61362 Hs.106642 ESTs, Weakly sinflar to T09052 hypotheti 0.1969 

407601 AC002300 Hs.37129 sodium channel, nonvoUage-flated 1, beta 0.1981 

419758 U31973 Hs.93173 phosphodiesterase 6a cGMP-spedfic, con 0.2004 

20 437740 AA810265 Hs.122915 ESTs 0.2016 

405610 0.2017 

437145 AF007216 Hs.5462 sdute carrier family 4, sodium bicarbon 0.2025 

416961 BE391476 Hs.80617 ribosomal protein S16 0.2041 

. 401465 0-2045 

25 437425 AW183714 Hs.20981 hypoMcal protein DKFZp547M236 0.2049 

416231 H30333 Hs.165062 ESTs 0.2049 

401753 0.2050 

433430 A1863735 Hs.185755 ESTs 0.2051 

432150 AK000224 Hs.272789 hypothetical protein FU20217 0.2052 

30 411644 H92064 Hs.278626 Arg/AW-interacting protein ArgBP2 0.2059 

403957 0.2Q63 

435900 AI243036 Hs.16094 ESTs 0.2070 

424208 AW5B3123 Hs.143113 pancreatic lipase-related protein 2 0.2075 

445500 AW451938 Hs.257512 ESTs 0.2075 

35 419956 AL137939 Hs.4O096 ESTs 0.2090 

418026 BE379727 Hs.83213 fatty acid binding protein 4. adipocyte 0.2093 

423655 AA722425 Hs.182765 ESTs, Moderately similar to 1 207289A rev 0.2118 

4013B1 0.2120 

- ■ 426452 AW614271 Hs.121647 ESTs,rfighr/similartoAC0060148sirnil 0.2122 

40 433476 AA594394 Hs.152616 ESTs 0.2125 

423405 NM_014151 Hs.128155 HSPC053 protein 0.2130 

442826 AI018777 Hs.131241 ESTs 0.2132 

427060 AW378993 Hs.90286 ESTs 0.2137 

437354 AA749215 Hs.291B86 ESTs 0.2137 

45 447734 AI421412 Hs.163659 ESTs 0.2144 

424585 AA464840 Hs.131987 ESTs 0.2146 

458016 AW188099 Hs.131813 ESTs 0.2151 

423893 AL031709 Hs.134846 Human DNA sequence from done 316G12 on 0.2151 

401521 0.2157 

50 430130 AL137311 Hs.234074 Homo sapiens mRNA;cDNADKFZp761G021 21 ( 0.2165 

401024 0.2171 

414802 AI793107 Hs.27018 Ris 0.2179 

441083 BE562611 gb:601336446F1 N1HJWGC.44 Homo sapiens c 0.2185 

417355 D13168 Hs.82002 endothelin receptor type B 0.2186 

55 422440 NM.004812 Hs.116724 a!do-keto reductase family 1, member B10 0.2188 

442930 AW881975 Hs.213923 ESTs 03193 

431089 BE041395 Hs.283676 ESTs, Weakly similar to unknown protein 0.2209 

444567 AV654020 Hs.184261 ESTs, Weakly similar to T26686 hypotheti (12212 

405654 0.2217 

60 415471 F09747 Hs.268707 ESTs 0.2222 

449243 AW295031 Hs.198671 ESTs 0.2229 

436088 AA704687 Hs.191294 ESTs 0.2232 

434098 AA625499 gb:afS9g08.r1 Soares_NhHMPu_S1 Homo sapi 0.2242 

427552 NM.005771 Hs.179608 refinol dehydrogenase homolog 0.2243 

65 416439 AA180363 Hs.118769 ESTs 0.2244 

459390 BE385725 gb:601276347F1 NIH_MGC_20 Homo sapiens c 0.2254 

459395 Z30300 Hs.281935 ESTs 0.2257 

439039 AI656707 Hs.48713 ESTs 0.2268 

433575 AA600175 Hs.39720 ESTs 0.2268 

70 416035 H42314 gb:yo09e02^1 Soares adult brain N2b5HB5 0.2273 

428415 AA337211 Hs. 184222 Down syndrome critical region gene 1 0.2283 

441899 A1372588 Hs.8022 TU3A protein 0.2283 

437191 NWLO06846 Hs.331555 serine protease inhibitor. Kazal type. 5 0.2290 

434839 A1743069 Hs.134736 ESTs 0.2294 

75 435731 AA699581 Hs.186811 ESTs 0.2299 

400865 ' 0.2304 

446294 AI284935 gb:qk55g09.x1 NCLCGAP^Cofl Homo sapiens 0.2305 

414193 BE260069 gb:601150964F1 NIH_MGCJ9 Homo sapiens c 0.2309 

411514 AW850178 gb:lL3-CT0219-271099422-H12 CT0219 Homo 0.2315 

80 453098 Z25935 Hs.86379 ESTs 0.2315 

430378 229572 Hs.2556 tumor necrosis fador receptor superfami 0.2319 

432374 W68B15 Hs.301885 Hcmiosa|)ienscONAFU11346fis ? donePL 0.2320 

443482 AW188093 Hs.250385 ESTs 0.2326 
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432134 
421539 
448520 
408001 
409331 
431094 
429575 
404958 
439731 
452742 
417511 
404927 
430297 
447482 
418332 
454145 
422472 
404070 
421232 
414539 
412622 
454430 
416694 
426724 
405073 
401236 
414203 
401776 
404696 
426666 
427078 
424682 
440383 
419118 
443515 
424648 
404605 
446066 
408345 
418358 
416950 
423555 
449833 
459275 
406897 
422743 
459688 
450880 
457330 
451979 
440274 
430097 
410626 
402695 



AI816782 
AA2S2747 
AB002367 
AA046458 
M36634 
AW972276 
AA706003 

A1953135 
AW589945 
AL049176 

AW243166 
AB033059 
R34976 
AA046872 



Hs.122583 hypothetical protein FU21 934 

Hs.97296 ESTs 

Hs.21 355 doubiecortin and CaM kinase-Gke 1 

Hs.95296 ESTs 

Hs.53973 vasoactive intestinal peptide 

Hs.116195 ESTs 

Hs.99387 ESTs 

Hs.45140 hypothetical protein FU14084 

Hs.97876 hypothetical protein DKFZp564K0322 

Hs.82223 chordin-like 

Hs.129806 ESTs 

Hs.18705 WAA1233 protein 

Hs.78293 ESTs 

Hs.62798 ESTs 

Hs.279939 mitochondriat carrier homolog 1 



AA989220 

BE379046 

AW654708 

A1082777 

AW161284 

AA383623 

H24185 
BE262170 



Hs.292100 ESTs 

gb:601236646F1 NIH_MGC_44 Homo sapiens c 

Hs.171959 ESTs 

Hs.61384 sema domain, seven thrombospondin repeal 

Hs.79564 neuronal PAS domain protein 1 

Hs.293616 ESTs 

Hs.92918 hypothetical protein 

Hs.78629 ATPase. NaWK+ transporting, beta 1 poly 



AW500131 

A1676062 

AW604804 

AA884208 

AA234223 

AV657547 

AA344576 

AI343931 

R93851 

L02840 

AL049798 

AW958201 

R82252 

AI808913 

M57417 

BE304678 

U72671 

AK002183 

AB013818 

F06972 

R24595 

A1523245 

BE407727 



453888 
401371 
456145 
408134 
422591 
452359 
447569 
405880 
420321 
454415 
437032 
448025 
444304 



425381 
457413 
452078 
450785 
401974 
411319 
417761 
426132 
455771 
414349 
402182 
402610 
444814 
450017 



AW014995 
AW450670 

BE299427 
AK0001B4 
L07648 
BE167229 
A1393202 

D76761 
AK000846 
AW867372 
BE502965 
AW628433 
A1333771 
D84371 
M743462 
AA022620 
AA852713 

BE537094 
R13727 
AA370501 
BE084820 
BE512968 



Hs.171763 C022 antigen 

Hs.1 11902 ESTs 

Hs.151717 K1AA0437 protein 

Hs.30484 ESTs 

Hs.139204 ESTs 

Hs.286014 Homo sapiens, clone IMAGE:3867243, mRNA 
gb:EST50478 Gall bladder I Homo sapiens 

Hs.149383 ESTs 

Hs.63063 ESTs 

Hs.84244 potassium voltage-gated channel. ShatHe 

Hs.80552 dermatopontin 

Hs.178589 hepatocellular carcinoma antigen gene 52 

Hs.106106 protein kinase (cAMP-dependent catatyti 

Hs.339352 Homo sapiens brother of CD0 (BOQ mRNA. 

gb:Homo sapiens mucin (mucin) mRNA, part 

Hs.119598 ribosorna! protein L3 

Hs.151250 intercellular adhesion molecule 5, teien 

Hs.285885 Homo sapiens CDNAFU11321 fis.donePL 

Hs.247220 peroxisome biogenesis factor 1 0 

Hs-27372 BMX non-receptor tyrosine kinase 

Ks.7122 scrapie responsive protein 1 

Hs.127638 ESTs 

gfc601 299771F1 NIH_MGC_21 Homo sapiens c 

Hs.281080 ESTs 

Hs^52819 ESTs 

Hs^1446 KIAA1716 protein 

Hs.42945 acid sprimgomyeflnasfrBke phosphodiestB 

Hs.118630 MAX-interacfing protein 1 

Hs.29206 hypothetical protein MGC14376 

Hs.147554 hypothetical protein FU23392 

Hs.96657 hyothetical protein 

Hs.58679 solute carrier family 7, (canonic amino 

Hs .302063 immunoglobulin heavy constant mu 

Hs.170426 ESTs 

Hs.271296 ESTs, Weakly simaar to 154374 gene NF2 

HsJ2204 ESTs 

Hs.1898 paraoxonase 1 

Hs.165337 ESTs 

Hs£2170 ESTs 

Hs.25459 Homo sapiens, atpha-1 (vl) collagen 

gb:601063333F1 NIHJAGCJO Homo sapiens c 

Hs.21435 ESTs 

gb:EST82261 Prostate gland I Homo sapien 

Hs. 186711 hypotheBcal protein FU20070 

gb:601172295F1 NIH_MGCJ5 Homo sapiens c 



BE010749 
W56434 



Hs.255097 
Hs.201608 



ESTs 
ESTs 



0.2329 

0.2330 

0.2344 

0.2347 

0.2351 

0.2354 

0.2358 

0.2361 

0.2364 

0.2380 

0.2381 

0.2387 

0.2412 

0.2415 

0.2416 

0.2421 

0.2424 

0.2427 

0.2427 

0.2432 

0.2433 

0.2437 

0.2443 

0.2444 

0.2445 

0.2445 

0.2451 

0.2452 

0.2462 

0.2471 

0.2474 

0.2478 

0.2481 

0.2494 

0.2495 

0.2499 

0.2500 

0.2505 

0.2505 

0.2508 

0.2510 

0.2513 

0.2515 

0.2519 

0.2523 

0.2526 

0.2532 

0.2536 

0.2536 

0.2549 

0.2553 

0.2558 

0.2564 

0.2565 

0.2569 

0.2569 

0.2574 

0.2579 

0.2580 

0.2582 

0.2584 

0.2585 

0.2588 

0.2595 

0.2602 

O2604 

0.2605 

0.2605 

0.2608 

0.2611 

0.2618 

0.2624 

0.2628 

0.2639 

0.2646 

0.2648 

0.2653 

0.2653 

0.2650 

0.2660 

0.2661 

0.2563 

0.2663 
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408684 R61377 Hs.12727 hypothetical protein FU21 610 0.2667 

444209 AI753134 Hs.146494 ESTs 0.2668 

415022 X59960 Hs.77813 sphingomyelin phosphodiesterase 1, acid 0.2677 

_ 416184 R484B1 Hs.269177 ESTs, Weakly sirrrilar to ALU6JWMAN ALU S 0.2681 

5 422909 AA533356 gb:nj67f 10*1 NO CGAP_Pr10 Homo sapiens 0.2681 

412047 AA934589 Hs.49696 ESTs 0.2693 

426356 BE536836 Hs.98682 hypothetical protein FKS632 0.2703 

442238 AW135374 Hs.270949 ESTs, Moderately similar b F41925 hypot 0.2709 

1/x 402425 0.2710 

10 450545 AW135582 Hs.201767 ESTs 0.2710 

417118 U38654 Hs.50477 RAB27A. member RAS oncogene family 0.2725 

419850 F06844 gb:HSC1ME091 normalized infant brain cDN 0.2727 

428020 L19058 Hs.1815B1 glutamate receptor, lonotropic, kainate 0.2730 

%£ . 441493 AW070446 Hs.127037 ESTs 0.2733 

15 413541 BE147036 gb:QV4-HT0222491 19W)24-e10 HT0222 Homo 0.2733 

428470 AC002301 Hs.184507 Homo sapiens Chromosome 1 6 BAG clone CTT 0.2734 

455597 BE008545 Hs.156110 immunoglobuBn kappa constant 0.2740 

447809 AW207605 Hs.164230 ESTs, Highly similar to JC7266 3 , ,5 , -cyc 0.2740 

_ . 444195 AB002351 Hs.10587 K1AA0353 protein 0.2743 

20 415160 T82802 gb:yd38a04.r1 Soares fetal fiver spleen 0,2747 

421823 N40850 Hs.28625 ESTs 0.2755 

434464 BE063921 Hs.295971 ESTs 0.2755 

414376 BE393856 Hs.66915 ESTs, Weakly similar to 16 JKd protein [ 0.2756 

430073 U86136 Hs.232070 telomerase-assotiated protein 1 0.2762 

25 432018 AA524447 Hs.152377 ESTs 0.2763 

422954 AW998605 gb J»M(«N0065-1 00300-00 1-b10BN0065 Homo 0.2768 

416397 H53035 Hs.337620 Homo sapiens AFG3L1 isoform 1 mRNA, part 0.2775 

442420 AKJ24834 Hs.131729 ESTs 0.2775 

410950 AWB11633 gb:RC2.ST01584)91099-011-<J05ST0158Homo 0.277B 

30 427114 AI219896 Hs.97592 ESTs 0.277B 

448466 A1522109 Hs.171066 ESTs " 0.2778 

434445 A1349306 Hs.11782 ESTs 0.2784 

457115 AA420712 gb:nc63c07.s1 NCLCGAP_Pr1 Homo sapiens 0.2785 

459511 A1142379 gb:qg64c01.r1 Soares JestisJIHT Homo sap 0.2786 

35 421321 NM_005309 Hs.103502 glutamic-pyruvate transaminase (alanine 0.2794 

433633 AI880516 Hs.84630 ESTs, Wealdy similar to 2004399A chromes 0.2799 

440236 AW996722 Hs.125297 ESTs 0.2799 

405691 0.2804 

. _ 405334 0.2804 

40 403047 0.2809 

412506 AW957159 gb:EST369229 MAGE resequences, MAGD Homo 0.2809 

441042 AA077736 gb:7B48A07 Chromosome 7 Fetal Brain cDNA 0.2815 

434660 AA764768 Hs.121158 hypothetical protein DKFZp434J01 13 0.2816 

444453 AW379394 Hs.145126 ESTs 0.2817 

45 457736 AK000390 Hs.4205 hypothetical protein FU20124 0.2820 

454012 M76424 Hs37014 carbonic anhydrase VII 0.2821 

427448 BE246449 Hs.2157 Wiskott-AWrtch syndrome (eczema-thrombo 0.2822 

419564 U08989 Hs.91139 solute carrier family 1 (neuronat/epithe 0.2827 

_ A 435021 AA922192 Hs.54709 ESTs 0.2828 

50 413344 U46024 Hs.75302 myotubularmyopamy 1 0.2837 

447787 BE620108 gb:601 48301 5F1 NlrtMGCJ9 Homo sapiens c 0.2840 

457290 AA465293 Hs.105069 ESTs 0.2841 

458244 AI929453 Hs.122489 Homo sapiens cDNA FU 13289 fc, done OV 0.2841 

__ 437483 AL390174 gb:Homo sapiens mRNA; cDNA DKFZp547J184 0.2842 

55 407938 AA905097 Hs.85050 phcspholamban 0.2845 

417332 AW972717 Hs.288462 hypothetical protein FU2 1511 0.2846 

428212 AW444451 Hs.134812 ESTs 0.2853 

424433 H04607 Hs.9218 ESTs 02857 

rf . 425195 AA352026 Hs.94319 VPS10 domain receptor protein 02857 
60 404769 02863 

411620 AW854536 gb:RC3-CTO255-20010O-O24-a08 CT0255 Homo 0.2868 

428746 AW503820 Hs.192861 Spi-B transcription factor (SpM/PU.1 r 0.2870 

431822 AA516049 gbmg65d01.s1 NCl_CGAP_Up2 Homo sapiens 0.2872 

- 441290 W27501 Hs. 89605 cholinergic receptor, nicotinic, alpha p 0.2874 

65 422033 AW245805 Hs.11O903 daudin 5 (transmembrane protein deleted 02877 

421935 AA131632 Hs.109672 CMP^euAC:(be1aH4-acer^galactosarninide 02878 

447955 BE544271 Hs.288390 hypothefcal protein FU2Z795 O2880 
405364 0.2881 

422165 AL041199 Hs.1481 histiojne decarboxylase 0.2882 

70 431087 H12723 Hs.290791 ESTs 0.2882 

450610 AA010370 Hs.60386 nuclear RNA export factor 3 02882 
445627 AW818475 Hs.7363 ESTs • 0.2883 

436144 AWB81250 Hs.148367 ESTs 0.2886 

445152 A1214667 Hs.283597 ESTs 0.2891 

75 430304 AL122071 Hs.238927 Homo sapiens mRNA; cDNA DKFZp434H1 235 (f 02891 

455614 A1693369 Hs^02274 ESTs 02899 

419683 AA248897 Hs.48784 ESTs O2900 

411886 AL046810 Hs^0021 vesicltWBSOdated membrane protein 1 (s 0.2904 

0rt 430770 AA765694 Hs.123296 ESTs 0313 

50 444459 A1680624 Hs.148676 ESTs 02913 

444918 A1202262 Hs^83362 ' ESTs 02915 
410845 AW807182 gb:MR4-ST0062-1 8020(W)01-b04 ST0062 Homo 02915 

435598 AA689470 Hs.163026 ESTs 02921 
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413056 


BE063031 




443998 


AI620661 


Hs.296276 


424412 


H15512 


Hs.10043 


421204 


AW081587 


Hs.165051 


420931 


AF044197 


Hs.100431 


440507 


H06994 




445555 


AW974013 


Hs260809 


438570 


AW888554 


Hs.84298 


447195 


T73745 


Hs279870 


423267 


AL137416 


Hs.126177 


421920 


BE551245 


H&1438 


412177 


223091 


Hs.73734 


428042 


AA419529 


Hs.76391 


433745 


AF075320 


Hs28980 


417935 


R53697 


Hs.170044 


420674 


NM.000055 


Hs.1327 


413537 


BE146866 




445194 


A1215667 


Hs.175044 


454135 


AW135965 


Hs246783 


403418 






457605 


AV657778 


Hs.3314 


408896 


AI610447 


Hs.4B77B 


448542 


BE256176 


Hs.278712 


417945 


R29072 




412518 


BE047637 


Hs.173739 


424566 


M16801 


Hs.1790 


430778 


D90337 


Hs247916 


451531 


AA018311 


Hs.1 14762 


444926 


A1202492 


Hs212933 


407366 


AF026942 




459456 


AA486036 


Hs.190124 


417111 


AW016321 


Hs.82306 


452975 


M85521 


Hs.244482 


451959 


M056203 


Hs27337 


410482 


AW772187 


Hs.191859 


417700 


M36542 


Hs.110t 



404414 

432247 AA531287 Hs.105805 

453471 AL037887 Hs.208179 

417481 AA203281 Hs2179B 

432306 Y18207 Hs.303090 

448744 AL135424 Hs.9469 

429223 BE264152 Hs221994 

404501 AW247252 Hs.75514 

406829 AW41912B Hs.84298 

438839 AW297945 Ks.128490 

431848 A1378857 

456373 BE247706 

458789 AL157468 

443294 AI733625 

447023 AA356764 

458563 A1479646 

414567 BE281057 

445123 A1762911 

412682 AW983772 

, 434361 AFT29755 

414026 BE241713 

432149 AW614326 Hs.157022 

408350 AW183350 Hs250127 
401042 

422586 AA312704 

438692 AB007950 

447452 BE616258 

444414 AW293214 Hs.8752 

422373 AK001843 Hs.115700 

430410 AF099144 

419299 AI3110B5 
400672 

444010 AW976457 Hs282887 

451699 AL118571 

432471 BE244667 
405277 

456765 AW979Q0 
452090 AA022684 
426497 AA379913 



Hs.126758 

Hs.89751 

Hs.325825 

Hs.133053 

Hs.17109 

Hs.157081 

Hs.184519 

Hs.145369 

Hs.117772 



Hs.59457 
Hs.6360 
Hs.102480 



Ks.250700 
Hs.62406 



Hs.121557 
Hs296155 

Hs^3067 
Hs.124673 



406592 

423621 BE002904 

417919 AI928203 Ks.86379 

414484 BE314385 

457439 AW410408 Hs271167 

426449 AL134009 Hs.169936 

419942 U25138 Hs.93841 

458544 AI631036 Hs.196843 



gb:MR0-BT0265-23119W)02-e09 BT0265 Homo 
ESTs 

hypothetical protein FU13074 
ESTs 

small inducible cytokine B subfamily (Cy 
gb:y181b07.r1 Soares infant brain 1NIB H 
ESTs 

CD74 antigen (invariant polypeptide of m 
ESTs, Weakly stmflar to A46010 X-iinked 
Homo sapiens mRNA; cDNA DKFZp4340192 (fr 
gamma-aminobutyric acid (GABA) receptor, 
glycoprotein V (ptatetet) 
myxovirus (influenza) resistance 1, homo 
hypothetical protein FU14540 
ESTs 

buty rytchoGneste rase 

gb:QV4-HT0222-21 1099-014-fQ6 HT0222 Homo 

JESTs 

ESTs 

selenoprotein P, plasma, 1 
niban protein 

eukaryotic translation initiation factor 
gb:F1-t 01 D 22 week old human fetal liver 
hypothetical protein FU 10297 
nuclear receptor subfamily 3, group C, m 
natriuretic peptide precursor C 
ESTs 

ESTs, Weakly similar to CLD4JWMAN CLAUD 
gb:Homo sapiens cig33 mRNA, partial sequ 
ESTs 

destrin (actin depolymerizing factor) 

Homo sapiens, clone IMAGE:3611719 ( mRNA, 

hypothetical protein FU 20623 

ESTs 

POU domain, class 2, transcription facto 

ESTs 
ESTs 
ESTs 

protein phosphatase 1, regulatory (inhfo 
pteckstriri homology domain-containing, f 
ESTs 

nucieostde phosphorytese 

C074 antigen (invariant polypeptide of m 

ESTs 

ESTs, Highly similar to AF 175283 1 zinc 
membrane-spanning 4-domains. subfamily A 
Homo sapiens cONA FU20848 fis. clone AD 
ESTs 

integral membrane protein 2A 
hypothetical protein MGC4170 
hypothetical protein FU12949 
ESTs 

gb:RC3-HN00024S040r>0124i09 HN0002 Homo 
ESTs 

gb:TCAAP1E0472 Pediatric acute myetogeno 
ESTs, Weakly similar to T34549 probable 
ESTs 

hypothetical protein FU22127 

K1AA0481 gene product 

Homo sapiens, clone IMAGE:386S590, mRNA, 

transrnernbrane protein 4 

Homo sapiens cDNA: FU23515 fe, clone L 

tryptase beta 1 

hypothetical protein FU 22573 
ESTs 

ESTs, Weakly similar to DP1.HUMAN PaYPO 
CGMOO protein 

ESTs 

Homo sapiens cDNA FU1 1477 fis, clone HE 
gb:EST92807 Skin tumor I Homo sapiens cO 

gb;QV4-BN0090-070400-1 6^7 BN0090 Homo 
ESTs 

gb:601154649F1 N1H.MGCJ9 Homo sapiens c 
L-plpecofic acid oxidase 

Homo sapiens mRNA; cDNA DKFZp586N1 91 8 (f 
potassium large conductance catelunvacti 
ESTs 



0.2922 

0.2924 

02925 

0.2928 

0.2938 

0.2943 

0.2945 

0.2948 

0.2950 

0.2956 

0.2956 

0.2959 

0.2959 

0.2969 

02970 

02973 

0.2973 

0.2974 

02976 

02986 

0.2989 

02993 

0.2994 

0.2994 

0.2996 

0.2997 

0.3000 

0.3003 

0.3003 

0.3012 

0.3012 

0.3012 

0.3012 

0.3012 

0.3013 

0.3018 

0.3019 

0.3023 

0.3028 

0.3029 

0.3032 

0.3033 

0.3034 

0.3037 

0.3039 

0.3039 

0.3042 

0.3045 

0.3048 

0.3050 

0.3052 

0.3055 

0.3057 

0.3064 

0.3065 

0.3071 

0.3072 

0.3073 

0.3074 

0.3077 

0.3077 

0.3077 

0.3083 

0,3085 

0.3088 

0.3090 

0.3091 

0.3094 



0.3096 
0.3105 
0.3106 
0.3106 
0.3106 
0.3106 
0.3106 
0.3107 
(13110 
0.3110 
0.3116 
0.3116 
0.3119 
0.3119 
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447778 


BE620592 


Hs.71190 


449097 


BE271708 


Hs.95110 


429338 


AW170591 


Hs.13967 


451385 


AA017656 




446404 


AA019961 


Hs.26216 


446616 


R65964 


Hs.241559 


409404 


BE220053 


Hs.129056 


417318 


AW953937 


Hs,12891 


443980 


AI4S9140 


Hs.299087 


459138 


AJ903291 




414807 


AI738616 


Hs.77348 


434704 


AW135276 


Hs.192311 


414214 


D49956 


Hs.75819 


446378 


AI905699 


Hs.239760 


459233 


A1939966 




428193 


NMJJ04235 Hs.7934 


426515 




Ue Vi1 AAA 

nS.ZJ 1444 


426597 




Lie i Accra 
nS.14oWJl 


459729 




ns.iiayo4o 


405071 






407457 


A ViATfiA 




409922 




HS.1O07J2 


438219 


Aiyiblol 


Hs .257194 


412944 




MS.ia/143 


431103 




Hs.44 


426862 


A KV7CA1A 

nfltif 34/4 


HS.1ZZ71Q 


444391 


AL1 ,57597 


Hs.11114 


432168 


AftUUUota 


Hs.2 72805 


411084 




Hs.125472 


425367 


Q0714QQ 


Hs.1 55975 


448812 


uirvnc 


Hs.22140 


411288 


AWoJDOl 1 




422884 


AWB60975 


Hs.13256 


405535 






458663 


AV658444 


Hs.280776 


455353 


W26786 




414540 


BE379050 


Hs.306959 


428568 


AC004755 


Hs.184922 


428106 


BE620016 


Hs.182470 


411856 


H67899 


Hs.4190 


445682 


AW378397 




437568 


AJ954795 


Hs.156135 


448943 


AI608810 


Hs.193288 


431999 


AL133573 


Hs.272312 


419279 


AA235900 


Hs.87500 


405913 






425383 


D83407 


Hs.156007 


424729 


AF063012 


Hs.152531 


440020 


AJ480204 


Hs.177131 


429082 


AL135682 


Hs.22452 


433663 


AF083131 


Hs.229535 


400641 






406140 






415280 


R56473 


Hs.268715 


447635 


A1669669 


Hs.195362 


401887 






400767 






457713 


H47495 


Hs.13810 


448758 


AB018311 


Hs.21917 


444750 


AW242684 


Hs.243623 


411466 


AW847669 




432749 


NM»014438 Hs.278909 


408112 


AW451982 


Hs.248613 


433234 


AB040928 


Hs.65366 


422831 


R02504 


Hs.332943 


403215 






451668 


R85962 


Hs.221926 


446901 


A1347274 




430553 


AW392821 




445848 


AA774824 


Hs.13377 


441143 


AI027604 


Hs.159650 


405138 






412888 


M86151 




409662 


AW452320 


Hs.279726 


425438 


T62216 


Hs.270840 


416426 


AA1B0256 


Hs.210473 


423512 


AW844694 


Hs.306752 


436777 


AA731199 


Hs.293130 


431651 


BE250915 


Hs^66914 


454117 


BE410100 


Hs.40368 


426048 


AI768853 


Hs.134478 


451096 


BE383234 


Hs.25925 


426942 


AA393551 


Hs.97450 



ESTs, WeaWy similar to'S 16506 hypotheli 
ESTs, Weakly similar to A55943 1 -phospha 
ESTs, Weakly similar to PSM_HUMAN PROSTA 
gb:ze39h01 x\ Soares retina N2b4HR Homo 
LOC50627 

ESTs, Weakly similar to ALU8_HUMAN ALU S 

ESTs 

ESTs 

ESTs 

gb:RC-BT029-080199-047 BT029 Homo sapien 
hydroxyprostaglanom dehydrogenase 1S{N 
ESTs 

glycoprotein MBA 
citrate synthase 

gb:MR(Wrr0015-160799-0024j06 CT0015 Homo 

Kruppet-Oke factor 4 (girt) 

Homo sapiens. Similar to hypothetical or 

ESTs 

EST, WeaWy simiiar to ALU4.HUMAN ALU SU 

gb:Homo sapiens mRNA for partial putativ 
WAA1575p ■ 
ESTs 
ESTs 

pleiotrophin (heparin binding growth fac 
ESTs 

hypothetical protein dJ1 181 N3.1 
hypothetical protein FU20556 
ESTs, Moderately similar to WAA0877 pro 
protein tyrosine phosphatase, receptor t 
BM88 antigen 

gb:QVO-LT0015-180200-127-d02 LT0015 Homo 
ESTs 

tankyrase, TRFI-interacGng ankymwela 
gb:15d7 Human retina cONA randomly prime 
Homo sapiens, clone MGC:10782, mRNA, com 
Homo sapiens chromosome 19, fosrnid 37502 
PTD010 protein 

Homo sapiens cDNA: FU 23269 lis, clone C 
gb:RC34fT0220-031299-012-g06 HT0220 Homo 
ESTs 
ESTs 

Homo sapiens mRNA; cDNA DKFZp434J2235 (f 
ESTs 

Down syndrome critical region gene 1-fik 
heart and neural crest derivatives expre 
ESTs 

Homo sapiens mRNA for KIAA1737 protein, ' 
CATX-15 protein 



ESTs 
ESTs 



hypothefical protein MGC15504 

WAA0768 protein 

ESTs 

gb:tL3<rr0213-28010f>056-G10 CT0213 Homo 

intedeukin 1, eta 

ESTs 

WAA1495 protein 
ESTs 

ESTs, Weakly slmHar to 138022 hypotheli 
gb:tcC5d0lx1 NCI_CGAP_Co16 Homo sapiens 
gb:CM^ST0275-C21299-Q53-h09 ST0275 Homo 
Homo sapiens done 23649 and 23755 unkno 
ESTs ' 

gb:EST02679 Hlrjpocampus, Stratagene (cat 

ESTs . 

ESTs 

Homo sapiens cDNA FU14872 fc, done PL 
Homo sapiens cDNA: FU21391 (is, clone C 
ESTs 

hypothetical protein FU 10355 
adaptor-related protein complex 1, sigma 
ESTs 

Homo sapiens, clone MGC: 15393. mRNA, com 
ESTs 



0.3121 
0.3125 
0.3125 
0.3125 
0.3130 
0.3132 
0.3135 
0.3139 
0.3140 
0.3142 
0.3143 
0.3143 
0.3145 
0.3145 
0.3146 
0.3148 
0.3150 
0.3153 
0.3157 
0.3160 
0.3162 
0.3172 
0.3173 
0.3175 
0.3178 
0.3178 
0.3179 
0.3181 
0.3183 
0.3185 
0.3188 
0.3189 
0.3190 
0.3195 
0.3195 
0.3195 
0.3195 
0.3195 
0.3198 
0.3202 
0.3205 
0.3205 
0.3205 
0.3207 
0.3208 
0.3209 
0.3212 
0.3212 
03213 
0.3215 
0.3215 
0.3216 
0.3216 
0.3217 
0.3217 
0.3217 
0.3221 
0.3221 
0.3222 
0.3223 
0.3226 
0.3231 
0.3231 
0.3231 
0.3234 
0.3236 
0.3236 
0.3242 
0.3254 
0.3257 
0.3257 
0.3262 
0.3262 
0.3262 
0.3263 
0.3263 
0.3264 
0.3267 
03267 
0.3268 
0.3269 
0.3270 
0.3271 
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454947 AW846590 gb:QVO-CT0180-011099-025^07CT0180Homo 0.3275 

413814 BE169692 gb:PM1-HT0527-29020O-0O6-a05 HT0527 Homo 0.3275 

422818 AA404290 Hs.97848 ESTs 0.3277 

423634 AW959908 Hs.1690 heparin-blntfing growth factor landing pr 0.3278 

414002 NM_006732 Hs.75678 FBJ murine osteosarcoma virai oncogene h 0.3278 

452164 AI853171 gb:tz44bOZx1 NCl_CGAP.Bm52 Homo sapien 0.3279 

458477 NNL000314 Hs.10712 phosphatase and tensin homotog (mutated 0.3279 

433197 AB040889 Hs. 28 1022 KIAA1456 protein 0.3280 

405701 0.3282 

437782 AI370876 Hs.79090 exporfci 1 (CRM1, yeast, homotog) 0.3284 

459001 AI761313 Hs.204605 ESTs 0.3286 

422783 AA598956 Hs.120439 eUianolarmne kinase 0.3289 

417036 AF039918 Hs.80975 ectonucleoskte triphosphate dipnosphohyd 0.3290 

456041 BE270795 Hs.268864 ESTs 0.3295 

423310 AA325225 Hs.124023 Homo sapiens cDNA FU14218 fis, clone NT 0.3296 

427530 AA405093 Hs.126519 ESTs 0.3296 

420172 AA601122 Hs.95655 secreted and transmembrane 1 0.3297 

445610 AI831648 Hs.143993 ESTs 0.3297 

411328 AW837063 gb:QV1-U0037.1 50200-069-O.08 LT0037 Homo 0.3300 



Table BB 

Pkey: Unique Eos probeset identifier number 

CAT number: Gene cluster number 
Accession: Genbank accession numbers 



nrey 


UA I number 


Accession 


409921 


1 IO_l 


AWfinrvjvs AWfinfVJw AiA/cn^'Wj 

AWOUUIJ3 AWDUUZDO AWoUDoOY 


410626 


1919K71 1 


oc*tur / £.( 


410845 


150-JQQ1 1 
Ic^GOO l_l 


AWflfV7lfl9 MftiOn7'3 , MJ A\Af0f\7rtC1 A\htQr\7iQ1 AtAfQft7400 h\MO(V1t\C4 AIUJOATIOI? Mimninm «nmAi>nn * urnn-ri-rn miAAtAAn iuma^ah* 

ttwou/ 10* awou/ozo AWOU/utsJ AWou/ioo AwoU/ AWoU/uoo AWoU/ubl Awou/zoo AW807U97 AW807270 AW807372 AW807280 AW807283 


410950 


1227728 1 


AVVO I ID JO A Wo 1 1 D3Z AWO 1 lOSO 


411288 


13^77flQ~1 


Ata/R?GC11 AUUmcC17 A1ATMCC4Q 
AVVOoOO 1 1 AWOOOD 1 / AW OOOO 1 O 


411319 


I Z00030_ 1 


UCDO/U34 AWOODO<U 


411328 


1 9*30007 1 


A\A/007flC3 AUUOICORO AU\ra"3COC7 
A WOO/ UDO AW3O00DZ AW 30330/ 


411466 


1 l_ 1 


AWPX7RM A\/U(M7RC7 DClJtCTOQ 
AWO4/003 AWOT/DO/ Dtl 40/99 


411514 


1248638 1 


AW850178AW850233AW850445AW850446 


411620 


1252014J 


AW854536 AW854417 AW854495 AW854355 


411880 


12631 10 J 


AW872477BB08B101T05990 


412474 


129869J 


AI791451 A1791288 BE019234 BE296601 AA111939 


412506 


1301 336J 


AW957159 H09937T75143 


412682 


1321572.1 


AW983772 AW983730 AW983769 AW983836 AW983835 AW983837 


412888 


1334784.1 


M86151 BE061884 BE061883 BE061898 BE061882 BE061887 BE061891 BE061890 BE061896 BE061893 BE061895 BE061894 BE061885 BE007474 






BE007481 BE007553 


413056 


1347545 1 


BE063031 BE063002 BE063008 BE063024 BE063040 BE063006 BE063072 


413537 


1375441 1 


BE146866 BE146665 BE146867 


413541 


1375499J 


BE147036 BE146951 BE146958 BE146966 BE146976 BE146955 


413814 


1391574 1 


BE169692BE169421 


414026 


1411109J 


BE241713BE241912 


414193 


1424706.-2 


BE260069 


414349 


1437515.-1 


BE512968 


414484 


1452830.-1 


BE314385 


414539 


1460320J 


BE379045BE395459 


415154 


1525577.1 


D63175D78984 D63269 


415160 


1525766 J 


T82802 D78670R08505 • - 


416035 


1567254 J 


H42314 H43080 H45217H15384 


417945 


1711126.1 


R29072 R29717 R29899 R29709 R29751 R29609 R29060 R29718 R29057 R29591 R29683 R29575 R28913 R28910 


419850 


188485J 


F06844 F05845 Z454B8 AW748501 AW748591 AW752021 AW748545 AW853362 AW853363 AW853427 AA251253 


422909 


222856 1 


AA5O3356AW468427 R67736M779031M614088A1823404AA318W1 AA720986 


422954 


223239.1 


AW998605 AW993131 BE514709 AA319445 


423521 


230314.1 


BE002904 H64880 AA328679 


424648 


241947.1 


AA344576 AA732430 AA344501 


426132 


261431J 


AA370501 AW962784AA370727 


426497 


268121.1 


AA379913 AA379981 AW963523 


430553 


319858.1 


AW392821 AW392809 AW843258 AW843049 AW603156 BE165656 AW821728 


431822 


3380B2J 


AA516049AW004922 


434098. 


380006.1 


AA625499 AAS25269 AA625184 


437483 


43756.1 


AL390174AW898817 


440507 


495677.1 


H0S994BE147898 


441042 


50823 1 


AAQ77735 AA078505 BE562497 Z17859 


441083 


50904.1 


BE562611 AA436054 


445682 


647580.1 


AW378397 AW378390 AW378358 AI247957 


446294 


670076.1 


A1284935 AW409822 BE408182 


446901 


697809.1 


AI347274AW844024 


447787 


73719.1 


BE620108 BE312062 AW896316 BE262546 


451385 


86787.1 


AA017656 AA017374 AA019761 


452164 


902091.1 


AI863171BE047919 


454186 


1049791.1 


BE141030 BE141474 BE141467 BE141753 BE141024 BE141761 AW177583 AW177579 AW177582 AW177585 AW177587 AWB07582 AW177581 



BE141477 BE141520 BE141456 BE141492 BE141028 BE141775 BE141489 BE141751 AW177599 BE141750AW177597BE141512BE141460 
BE141749AW177598 
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454790 1234752J AW820852 AW820773 AW82108B 

454947 1 245953J AW846590 AW846615 AW846584 AW845592 AW846621 AW84661 0 

455353 1284289J W26786AW998612AW902272 

457115 286601.1 AA420712 AA469165 AA420737 

459138 918860J AI903291 AI903455AI903367AI903403 AI903447A1903405AI903364 AI903229 AI903240 A1903346 

459233 944881.1 AI939966 A1939938 A1939951 AI939981 AI939976 A1939959- 



Table 8C 



Pkey: Unique number corresponding to an Eos probeset 

Reft Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham L et al" refers to the publicafion entifled The DNA 

sequence of human chromosome 22." Dunham L et a)., Nature (1999) 402:489-495. 
Strand: indicates DNA strand from which exons were predicted. 

NLposHton: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


400514 


9796594 


. Minus 


78844-79025,8085040991,8975449941.93750-93891 


400641 


8117693 


Plus 


47864992 


400672 


81 16724 


Minus 


148067-148503 


400767 


8131627 


Minus 


80531-80629,821 69-82278 


400855 


1945037 


Minus 


44482-45526 


401024 


8117489 


Plus 


60551-60802 


401042 


6117611 


Pius 


151364-151606 


401371 


9650602 


Plus 


80901-81283 


401381 


8570226 


Minus 


118629-119146,119392-119657 


401465 


6682292 


Plus 


25676-25600 


401521 


7705251 


Plus 


9127-9234 


401753 


9838183 


Minus 


155287-155529,159719-159997 


401776 


9966323 


Plus 


115535-115743,117746-117839,120290-120455 


401887 


7229981 


Pius 


93973-94120 


401974 


3126777 


Pius 


8533045683 


402076 


8117410 


Pius 


128316-128627 


402182 


8575917 


Minus 


98298-98439 


402425 


9796347 


Minus 


50224-50395 


402610 


9926549 


Minus 


22955-23124 


402695 


8569871 


Minus 


159927-160055 


403047 


3540153 


Minus 


59793-59968 


403215 


7630945 


Minus 


177270-177971 


403418 


6B62692 


Minus 


176202-176395 


403548 


8081591 


Minus 


38760-39352 


403957 


8076835 


Minus 


8164941754 


404070 


2996642 


Plus 


7210-7414,10043-10195 


404246 


7406725 


Plus 


82477-82628,82721-82817,8291043071,8314943387 


404414 


7382165 


Phis 


143127-143398 


404605 


9212566 


Plus 


125032-125291 


404638 


9795751 


Minus 


99433-99528.100035-100161 


404696 


9800109 


Minus 


60037-60144,6267543081 


404767 


7882827 


Minus 


23244-23759 


404769 


8099713 


Minus 


175801-176823 


404927 


7342002 


Rus 


6869049563 


404958 


7407941 


Minus 


2731-4531 


405071 


7708797 


Minus 


11115-11552 


405073 


7769921 


Plus 


3141*31774 


405138 


8576241 


Plus 


90303-90516 


405277 


3980473 


Plus 


23471-23572 


405282 


3810573 


Minus 


10482-10669 


405334 


3135285 


Rus 


139386-139856 


405354 


2281075 


Minus 


48325-48491,49136-49252 


405385 


6552772 


Rus 


48332-48454 


405535 


9795658 


Rus 


63384-63545 


405610 


5757553 


Minus 


71907-72080 


405654 


4895155 


Minus 


53624-53759 


405691 


4508112 


Rus 


171350-171739 


405701 


4263751 


Plus 


93243-93364 


405880 


6758747 


Minus 


55673-56287 


405913 


7712139 


Minus 


7484-7678 


406140 


9168231 


Minus 


49887-50219 


406592 


4567182 


Rus 


352560452963 



Table 9A fists about 1 ,234 genes up-regulated in colon cancer compared to norma! adult tissues and to non-malignant colon tissues that are likely to encode proteins amenable to 
modulation by small molecules, peptides, or antibodies. These were selected from the starting collection of 59680 probesets on the Affymetrix/Eos-Hu03 GeneChip® array as follows: 
the ratio of "average" colon to "average" normal adult tissues was greater than or equal to 2.5, foe "average" colon level was set to the 90th percentile value amongst colon primary 
cancer specimens and colon Ever derived metatases, the "average" normal adult tissue level was set to the 70th percenfile value amongst non-malignant tissues, the "average" colon 
value was greater than or equal to 50 units, and the predicted protein contained a structural domain that is Indicative of have an oncogenic funcfion or of transducing an intracellular 
signal, or of being modulatable by small molecules, peptides, or anttoodies (e.g. pkinase, oeath-domain, 7tm, phosphatase, or ton .transputer). In order to remove gene-specific 
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background levels of non-specific hybridization, the 15th percentile value amongst the over non-malignant tissues was subtracted from both the numerator and the denominator before 
the ratio was evaluated. 

TABLE 9A: 1 ,234 genes up-regulated In colon cancer compared to normal adult tissues and to non-malignant colon tissues 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Tifle; Unigene gene title 

ffl: 90* percentile of tumor samples divided by the 70* percentile of normal body tissue samples, where the 1 5* percentile of normal body tissues was subtracted from the 

numerator and denominator 



Pkey ExAccn UnigenelD Unigene Title R1 

436749 AA584890 Hs.5302 NM_006149:Homo sapiens lectin, gatectosl 29.34 

406690 M29540 Hs.220529 (locusTmk)NM_0(M363:Homo sapiens carcin 25.56 

406667 M12523 20.28 

414386 X00442 Hs.75990 NNLTO5143^{)iTiosapfenshaptogtobin(HP), 18.84 

426934 AF039401 Hs.194659 NM_001285:Homo sapiens chloride channel. 17.38 

416768 AA363733 Hs.1032 NVI_006507:Horno sapiens regenerating isle 16.99 

446787 U67167 Hs.315 NM 002457:Homo sapiens mucin 2, intestin 16.61 

431912 AI660552. Hs.356183 Hs.356183:ESTs, Weakly similar to S3B4.H 16.42 

437935 AW939591 Hs.5940 NM_033049:Homo sapiens mucin 13, epithet 15.92 

407242 M18728 (locusIink)Nr4_002483:Homo sapiens carcin 15.84 
423541 AA296922 Hs.129778 NM_014471:Homo sapiens serine protease! 15.59 
441031 AI110684 Hs.7645 NMJW5141 :Homo sapiens fibrinogen, B bet 15.02 
406685 M18728 (locusQnk)NfJL002483:Homo sapiens carcin 14.54 
422578 AF239666 Hs.1545 NM_001804:Homo sapiens caudal type homeo 13.68 
432542 AW083920 Hs.16098 NWJ)20384:Homo sapiens claudin 2 (CLDN2) 13.23 
421341 AJ243212 Hs.374281 NM_007329:Homo sapiens deleted in malign 13.21 
453863 X02544 Hs.572 Hs.572:orosomucoid 1 13.06 
421582 AI910275 Hs.350470 NM_003225:Homo sapiens trefoil factor 1 12.35 
436217 T53925 Hs/107 NM_004467:Homo sapiens fibrinogen-like 1 12.11 
422260 AA315993 Hs.105484 NfvL032044:Homo sapiens regenerating gene 11.99 
418888 AU076801 Hs.89436 NM_004063:Homo sapiens cadherinl 7, Uc 11.87 

407243 AA058357 Hs.74466 (locusnnlONIUL.006890:Honio sapiens carcin 11.81 
424212 NMJKJ5814 Hs.143131 NMJ»5814:Homo sapiens glycoprotein A33 11.27 
414463 T69078 Hs.76177 NMJ»1633:Homo sapiens a!pha-1-microgtob 11.18 
407007 U22961 Hs.184411 N\L000477:Homo sapiens albumin (ALB), mR 10.82 
413719 BE4395B0 Hs.75498 NMJXM591:Homo sapiens small inducible c 10.73 
450685 L15533 Hs.423 NM_13893&Homo sapiens panerealifcwsso 10.57 
418007 M13509 Hs.B3169 Nl^002421«orru)sapier»smatjixn^taflopro 10.39 
423673 BE003054 Hs.1695 NI^(X)2426^mosapieren^rnetaJlopro 10.10 
423371 AU076819 Hs.1650 NN!J)Q0111:Homo sapiens solute earner fa 9.91 
421964 X73079 Hs.288579 NI^_002644:Homo sapiens polymeric immunog 9.68 
447400 AK000322 Hs.18457 NM_01 7763:Homo sapiens hypothetical prot 9.44 
421100 AW351839 Hs.124660 Hs.124660:ESTs, Moderated similar to 21 9.38 
406741 AA058357 Hs.74466 {!ocusRnk)NM_00689&Homo sapiens carcin 9.34 
427583 M82962 Hs.179704 NM_0Q558B:Homo sapiens meprin A, alpha ( 9.18 7 
422281 M36803 Hs.346935 NMJK)0613:Homo sapiens hemopexin (HPX), 9.06 
406687 M31126 Hs.352054 Hs.352054:pregnancy specific beta-1-gr/c 9.02 
409153 W03754 Hs.50813 NM_017625:Homo sapiens intetectin (ITIN) 8.89 
424687 J0507O Hs.151738 NMJM4994:Homo sapiens matrix metaBopro 8.53 
422664 AA315933 Hs.120879 Hs.120879:Homo sapiens, clone MGG32871 8.23 
452304 AA025386 Hs.61311 Hs.61311:ESTs, WeaWy similar to S10590 8.10 
430569 AF241254 Hs.178098 NM_021804:Homo sapiens angiotensin I con 8.05 
413881 LG0190 Hs.75599 (Iocusfink)NM_000488:Homo sapiens serine 7.96 
406399 7.73 
422424 AI186431 Hs.296638 Hs.296638:prosfate cTiflerentiafion facto 7.71 
428470 AC002301 Hs. 184507 Hs.184507:Homo sapiens, similar to Homot 7.43 
417931 W95642 Hs.82961 Hs.82961:Homo sapiens, clone MG£22589 1 7.40 
435538 AB011540 Ks.4930 Hs.4930:lcw density lipoprotein receptor 7.29 
430272 XD4898 Hs.237658 Hs.237658:apolipoprotem A-!l 7.25 
451917 AW391351 Hs.50820 Hs.50B20:hypotheScal card'tac/skeletal m 7.21 
421907 BE018556 Hs.109358 Hs.109358:ATPase, Class V, type 1 0B 7.19 
452316 AA298484 Hs.61265 NM-138805:Horno sapiens fantity withseque 7.18 
452594 AU076405 Hs.29981 Hs.29981 solute carrier famfiy 26 (sulfa 7.03 
424326 NMJJ14479 Hs.145298 NM_m4479:Hoirasa|toAOAI^,decysi 7.00 
443426 AF098158 Hs.9329 (Iocuslink)NM.012112:Homo sapiens chromo 6.92 
452194 AI694413 Hs.373599 Hs.373599£ST 6.88 
411975 AI91605B Hs.144583 Hs.144583:Homo sapiens, clone IMAGE:3462 6.76 
408243 Y00787 Hs.624 NM_000584:Homo sapiens interleukin 8 (IL 6.59 
422310 AA316622 Hs.98370 (lccuslinkJNM_030522:Homo sapiens cytech 6.55 
431330 X69532 Hs.2777 NM_002215:Horno sapiens inter-alpha (glob 6.53 
420344 BE463721 Hs.97101 NMJ)14373:Homo sapiens putative G protei 6.49 
422330 030783 Hs.115263 NM_001432Homo sapiens eplregufin (EREG) 6.33 
412104 AW205197 Hs.240951 ^c<wsIink)N^4_033120:Homo sapiens naked 6.31 
451035 AU076785 Hs.430 NM_002670:Homo sapiens ptasCn 1 (Itsof 6.30 
428753 AW939252 Hs.192927 NM_017726:Homo sapiens protein phosphata 6.29 
430677 Z26317 Hs.359784 NM JX)1943:Homo sapiens desmogleln 2 (DSG 6.28 
422487 AJ010901 Hs.198267 NM_018406:Homo sapiens mucin 4, tracheob 6.27 
444381 BE387335 Hs.283713 NM_138455:Homo sapiens collagen triple h 6.26 
409632 W74001 Hs.55279 NM_002639:Homo sapiens serine (or cystei 6.23 
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417491 AW376B42 Hs.1085 NM_0049S3:Homo sapiens guanylaie cyclase 

413936 AF 11 3576 Hs.297681 NM_000295:Homo sapiens serine (or cystei 

422627 BE335857 Hs.1 18787 Hs.118787:transf anting growth factor, be 

411825 AK000334 Hs.352415 NM_017767:Homo sapiens solute carrier fa 

5 446921 AB012113 Hs.16530 NM_002988:Homo sapiens small inducible c 

415214 AI445236 Hs.1 25124 NIYL004442:Homo sapiens EphB2 (EPHB2), tr 

414816 Y13709 Hs.77399 NM_001265:Homo sapiens caudal type homeo 

422106 D84239 Hs.1 11732 NM_00389D:Homo sapiens IgG Fc binding pr 

423803 NMJM5709 Hs.132945 {tocusfink)NM_005709:Homo sapiens PDZ-73 

10 452281 T93500 Hs.28792 Hs.28792:Homo sapiens cDNAFL) 11 041 fis, 

447342 AI199268 Hs.19322 Hs.19322:Homo sapiens, Similar to RIKEN 

443957 AA521049 Hs.353013 Hs.353013:chromosome 20 open reading fra 
403220 

408908 BE296227 Hs.250822 (iocusEnk)NM_0031 58:Hcmo sapiens serine 

15 449722 BE280074 Hs.23960 Hs^3960xyclin B1 

425976 C75094 Hs.334514 NM_025257:Homo sapiens chromosome 6 open 

414617 AI339520 Hs.288817 flocusM)NMJ)25130:Homo sapiens hypoth 

408983 NfyL000492 Hs.663 NMJ)00492:Homo sapiens cystic fibrosis t 

423445 NMJH4324 Hs.128749 NMJ>14324:Homo sapiens atohamethylacyt- 

20 421379 Y15221 Hs.1 03982 NM_005409:Homo sapiens small inducible c 

431301 AA502384 Hs.151529 Hs.151529:ESTs 

418318 U47732 Hs.84072 NM_004616:Homo sapiens transmembrane 4 s 

415992 C05837 Hs.145807 Hs.145B07:hypothetical protein FU 13593 

436972 AA284679 Hs.25640 Hs^5640riaudin 3 

25 414987 AA524394 Hs.294022 NM_032865:Homo sapiens hypothetical prot 

431657 AI345227 Hs.1 05448 Hs.105448:protein kinase, lysine deficie 

424273 W40460 Hs.144442 NM_003561:Homo sapiens phosphoBpaseA2, 

413916 N49813 Hs.75615 NMJ»0483:Homo sapiens apolipoprotein C- 

409757 NMJ)01698 Hs.1 231 14 NM_001898:Homo sapiens cystatin SN (CST1 

30 430204 AA618335 Hs.356664 Hs.356664:hypothe0cal protein FU32334 

426227 U67058 Hs.154299 (locuslink)NM_005242:Homo sapiens coagul 

420542 NMJJ00505 Hs.1 321 NM_000505:Homo sapiens coagulation facto 

414809 AI434699 Hs.77356 Hs.77356:transferrin receptor (p90, CD71 

414639 X67055 Hs.76716 NM_00221 7:Homo sapiens pre-alpha (globul 

35 410418 D31382 Hs.63325 NMJ)19894:Homo sapiens transmembrane pro 

414590 NWL000506 Hs.76530 NM_00050kHomo sapiens coagulation facto 

444151 AW972917 Hs.128749 (locusilnk)NM_014324:HDmo sapiens alpha- 

438746 AI885815 Hs.184727 Hs.184727:ESTs, Weakly strriar to T45738 

408704 AA056635 Hs£366 NMJ39053:Homo sapiens epidermal growth 

40 414798 AI286323 Hs57411 Hs.97411:hypothetical protein MGC12335 

436251 BE515065 Hs^96585 pocusrink)N^00£392Hcmo sapiens nucteo 

414753 AF158255 Hs.77225 NMJW6437:Homo sapiens ADP-ribosyltransf 

428970 BE276B91 Hs.194691 ' NM_003979".HomD sapiens refinoic acid ind 

443991 NMJKK250 Hs.10082 NMJX)2250:Homo sapiens potassium interme 

45 432978 AF126743 Hs.279884 NM_013238:Homo sapiens DMAJ dornaovccnta 

425834 NM-001639- Hs.1957 Hs.1957:amyloid P component, serum 

432179 X75208 HsJ2913 NrJL004443:Horno sapiens EphB3 (EPHB3), mR 

408482 NMJW0676 Hs.45743 NM_000676:Homo sapiens adenosine A2b rec 

430135 NM-000035 Hs.234234 NM_000035:Homo sapiens aldolase B, fruct 

50 426174 AA547959 Hs.115838 Hs,115838:ESTs 
403218 

411142 NM-014256 Hs.69009 NMJ>14256:Homo sapiens UDP-GlcNAc:betaGa 

449027 AJ271216 Hs.22880 NM_005700:Homo salens dipspforytoeptida 

433083 AL042759 Hs.191762 Hs.1 91762jhypotheticaJ protein MGC20258 

55 431779 AW971178 Hs.268571 (locuslink)NM_OOt645:Homo sapiens apcftp 

421408 AI688223 Hs.91096 NM_052816:Homo sapiens tripartite motif- 

430603 AA148164 Hs.247280 fe.247280rrtfomosorne 20 open reading fra 

422867 U2137 Hs.1584 Hs.15&4:cartTaqe ofigorneric matrix prot 

422539 AJ009936 Hs.1 18138 NMJJ3301 3*tomo sapiens nuclear receptor 

60 424010 A1X80188 Hs.137556 NM„033100:Homo sapiens ^-protccadherin 

428953 AA306610 Hs.348183 NM_003823:Hcmo sapiens tumor necrosis fa 

457001 J03258 Hs^062 Hs^0S2nritamin D (1,25- dihydroxyvitami 

425983 AK000226 Hs.165619 N^.031265:Homo sapiens mucin and cadheri 

428289 M26301 Hs£253 Hs^253xornp!ernent component 2 

65 418322 AA284166 Hs.84113 NM_0G5192^omo sapiens cydin-dependent 

409889 AW630041 Hs.56937 KM_02t978:Homo sapiens suppression of tu 

447472 AW207347 Hs.211101 Hs.211101£STs 

423164 AK000232 Hs.124B35 NMJ)19062:Homo sapiens hypothetical prot 

429345 R11141 Hs.199695 Hs.199695:hypotheticaI protein MAC3Q 

70 430680 AW138724 Hs.168974 Hs.168974:ESTs 

414998 NM.002543 Hs.77729 NMJX)2543*tomo sapiens oxidised low dens 

417165 RB0137 Hs.302738 Hs^02738:Homo sapiens cONA: FU21425 fi 
403221 

415000 AW025529 Hs.239812 Hs^39812^erologicaIry defined breast c 

75 433437 U20536 Hs,3280 NM_001226:Homo sapiens caspase 6, apcpto 

414052 AW578B49 Hs.283552 Hs.283552*ypothetJcaJ protein BC01 61 53 

406673 M34995 Hs.1 98253 Hs.198253rmajor tostrjcompaMy compl 

418203 X54942 Hs.83758 NMJ01827:Hcmo sapiens COC28 protein Wn 

422714 AB01B335 Hs.119387 NMJ)14598:Homo sapiens K1AA0792 gene pro 

80 410639 BE269047 Hs.65234 (tocusfink)NM_017895:Homo sapiens DEAD/H 

411393 AW797437 Hs,69771 NMJ)01710:Homo sapiens B-fador, properd 

431193 AW749505 Hs.296770 Hs.296770*IAA1719 protein 

428450 NM-014791 Hs.184339 NMJ)14791:Horno sapiens maternal embryord 
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425873 NM.013390 Hs.160417 Hs.160417:transmembraneprolein2 4.56 

422765 AW4O9701 Hs.1578 NM_00116B:Homo sapiens bacutoviral IAP r 4.55 

445109 AF039916 Hs.12330 NM_001247:Homo sapiens ectonudeosWe tr 4.55 

422535 AA311914 Hs.154578 Hs.154578:Homo sapiens mRNAfor FU00256 4.55 

5 422609 Z46023 Hs.118721 NM_000434:Homo sapiens siaiidase 1 (lyso 4.54 

431548 AI634273 Hs.9711 NM-017515:Homo sapiens novel protein (HS 4.53 

429271 AF039850 Hs.198515 NM^O05224:Homo sapiens dead ringer-tike 4.53 

432269 NML002447 Hs.2942 Hs^942racrophage stimulating 1 recepto 4.53 

408194 AA601038 Hs.191797 Hs.191797£STs 4.52 

10 439580 AF086401 Hs.293847 Hs.293847:ESTs 4.50 

443464 BE548446 Hs.321579 N ^02 1095: Homo sapiens solute carrier fa 4.49 

420981 L40904 Hs.100724 NM_005037:Homo sapiens peroxisome proOf 4.48 

432378 AI493046 Hs.146133 Hs.146133:ESTs 4.48 

431958 X63629 Hs.2877 NM_001793:Homo sapiens cadherin 3, type 4.47 

15 415099 AI492170 Hs.77917 NM_006002:Horno sapiens ublqm'tmcarboxy 4.47 

437009 AF127026 Hs.5394 NW_005379*.Homo sapiens myosin 1A (MY01 A) 4.47 

422511 AU076442 Hs.117938 NM00494:Homosapiefiscdlaoen,typeXV 4.46 

436469 AK001455 Ks.5198 Hs.5198:Down syndrome cn'lical region ge 4.46 

_ _ 445417 AK001058 Hs.12680 , Hs.1 268CfcHomo sapiens cDNAFU10196fis, 4.44 

20 428024 Z29067 Hs.2236 Hs.2236:NIMA (never in mitosis gene a)-r 4.44 

415474 NM.014252 Hs.78457 NM_014252:Homo sapiens solute carrier fa 4.43 

441384 AA447849 Hs.288660 Hs.288660:Homo sapiens cONA: FU221 82 fi 4.43 

428479 Y00272 Hs.334562 NM_001786:Homo sapiens cell division eye 4.40 

407944 R34008 Hs.239727 NM.024422:Homo sapiens desmocoDin 2 (DS 4.38 

25 414108 A1267592 Hs.75761 NMJ)03137:Homo sapiens SFRS protein kina 4.37 

447320 AI675419 Hs.1 644 54 Hs.164464:Homo sapiens, clone MG023656 4.36 

410850 AW362867 Hs.302738 Hs.302738:Homo sapiens cDNA: FU21 425 fi 4.36 

439453 BE264974 Hs.6566 Hs.6566:1hyroid hormone receptor interac 1 4.35 

409231 AA446644 Hs.692 NIYL002354:Homo sapiens tumor-associated . 4.33 

30 432575 AA553722 Hs.194346 Hs.1 94346:Spir-2 protein 4.33 

427747 AW411425 Hs.180655 (locuslink)NM_004217:Hcmo sapiens serine 4.33 

439963 AW247529 Hs.6793 Hs.6793:platelet-activatmg factor acety 4.32 

418245 AA088767 Hs.83883 NM_020182:Homo sapiens transmembrane, pr 4.32 

„ 428407 NM_003963 Hs.1B4194 NM_003963:Homo sapiens transmembrane 4 s 4.30 

35 424825 AF207059 Hs.153357 NMJ»1084:Homo sapiens procoilageiMysin 4.30 

429833 NM 012079 Hs.288627 NW_012079:Homo sapiens dtacytglyceral O- 4.30 

411257 AA628967 Hs.115274 Hs.115274:!ndian hedgehog hornoJog (Droso 4.30 

413219 AA878200 Hs.118727 Hs.1 18727 :Homo sapiens cDNA FU33803 fis 4.29 

408847 AW290997 Hs.190153 Hs.1 901 53:Homo sapiens CDNAFU33988 fis 4.29 

40 422163 AF027208 Hs.112360 Hs.112360:prom!n}»vlike1 (mouse) 4.28 

425206 NM_002153 Hs.155109 NK^002153:Hornosaplewhydroxysteroid(1 4.28 

441085 AW136551 Hs.181245 Hs.1 81245*tomo sapiens cDNAFU12532 fis 4.27 

439975 AW328081 Hs.6817 NM_033453:Hcmo sapiens inostne triphesph 4.27 

Ar 414361 AJ086138 Hs^04044 Hs.204044:ESTs 4.26 

45 417115 AW952792 Hs.334612 NM_003094:Homo sapiens small nuclear rfo 4.26 

415927 AL120168 Hs.78919 NM_021083:Homo sapiens KeDWood group 4.24 

409012 AL117435 Hs.49725 Hs.49725:DKFZP434l216 protein 4.22 

420039 NNL.004605 Hs.376147 Hs.3761 47:Homo sapiens cDNA FU39099 fis 4.20 

446051 BE048081 Hs^7054 Hs.37Q54:ephrin-A3 4.19 

50 421506 BE302796 Hs.1 05097 Hs.105097.1hyrrw£ne kinase 1, soluble 4.18 

407811 AW190902 Hs.40098 Hs.40098xysteine knot superfamSy 1, BM 4.18 

418054 NM.002318 Hs*3354 NM_002318:Homo sapiens lysyl oxidase^ 4.18 

409142 AL136877 Hs-50758 Hs£0758:SMC4 structural maintenance of 4.18 

419508 AW997938 Hs.90786 NM_003786:Homo sapiens ATP-Wnding casse 4.17 

55 426761 AI015709 Hs.172089 Hs.172089rro-oncosis receptor Inducing 4.17 

408113 T82427 Hs.194101 Hs.1 94101 iterno sapiens cDNA:FU208S9fi 4.16 

425743 BE396495 Hs.1 59428 NM_138761:Homo sapiens BCtf-essocteted X 4.15 

453751 R36762 Hs.101282 Hs.101282*tomo sapiens mRNA; cDNA DKFZp4 4.15 

435327 BE301871 Hs.4867 Hs.4867:mannosyl (a!pha-1^-}-g1ycoprote 4.14 
60 403219 4.14 

407103 AA424881 Hs.256301 Hs.256301*rypoMcal protein MGC13170 4.14 

411126 NMJXJ1202 Hs.68879 (IocusHnk)NM_.001 202:Homo sapiens bone m 4.14 

424837 BE276113 Hs.333034 NM_003491:Homo sapiens ARD1 homotog. N-a 4.13 

409956 AW103364 Hs.727 NMJ)02192:Homo sapiens fnhibin, beta A ( 4.12 

65 439659 AW970780 Hs.59483 Hs.59483teucine-rich repeat-contairrmg 4.12 

425397 J 04088 Hs.156346 NM>001067:Homo sapiens topoisomerase (DN 4.12 

413753 U17760 Hs.75517 NMJ00228:Homo sapiens laminin, beta 3 ( . 4.11 

428698 AA852773 Hs.334838 Hs^34838:WAA1866 protein 4.10 

427557 NM.002659 Hs.179657 NMJX)2659:Homo sapiens plasminogen ecflv 4.09 

70 441623 AA315805 Hs^48710 Hs.348710:Homo sapiens, done 1MAGE:4242 4.07 

417866 AW067903 Hs.82772 Hs.82772xoflagen, type XI, alpha 1 4.07 

442013 AA506476 Hs^75009 Hs375009:Homo sapiens mRNA; cOKA DKFZp6 - 4.06 

425247 NM_005940 Hs.155324 Hs.1553243iiatrixmetaJk3proteinase 11 (s 4.06 

„ 428385 AF112213 Hs.1 84062 Hs.184052xhn3rnosome 20 open reading fra 4.05 

75 . 412612 NWL000047 Hs.74131 NMJ»0047:Homo sapiens arytsutfatase E ( 4.04 

425280 U31519 Hs.1872 NK/L002591:Homo sapiens phosphoenolpyruva 4.03 

411263 BE297802 Hs.69360 NM_006845:Homo sapiens kinesin-like 6 (m 4.03 

452017 AF 109302 . Hs.27495 Hs^7495:prostate cancer associated prat 4.03 

452721 AJ269529 Hs.301871 Hs^01 871 solute carrier family 37 (gtyc 4.02 

oO 450737 AW007152 Hs.63325 Hs.63325.1rartsmernbrane protease, serine 4.01 

456906 AF1 17646 Hs.1 56637 NM_01 21 16:Homo sapiens Cas-Br-M (murine) 4.01 

412974 R18978 Hs.75105 NM_006579:Homo sapiens emoparrrfl binding 4.01 

426108 AA622037 Hs.166468 NM_004708:Homo sapiens programmed cell d 4.01 
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416065 BE267931 Hs.78996 NM.002592: Homo sapiens proliferating eel 3.99 

403739 3.99 

417576 AA339449 Hs.82285 NMJM081 9:Homo sapiens phosphoribosylgly 3.98 

405484 3.98 

5 409162 H25530 Hs.50868 Hs.50868so!ute carrier famDy 22 {organ 3.98 

430514 AA318501 Hs.241587 NM^021246:HomosapierBlyrnphocyteantige 3.97 

414695 BE439915 Hs.76913 Hs.76913:prote3Scme(prosome, macropain) 3.97 

411165 NM 000169 Hs. 69089 NM.0001 69:Homo sapiens galactosidase, af 3.97 

421975 AW961017 Hs.6459 (locus!ink)NH.024531:Homo sapiens hypoth 3.96 

10 431836 AF178532 Hs.271411 NMJ38992:Homo sapiens beta-site APP-cle 3.95 

412133 U83460 Hs.104557 NM_001859:Homo sapiens sofule carrier ta 3.96 

412870 N22788 Hs.82407 NfVL022059:Hc^sapierwcternokirie{C-X-C 3.95 

413278 BE563085 Hs.833 rte.833:mterferorv5tirroiiated protein, 15 3.95 

400130 Hs.155560 NM_001746:Homo sapiens cataexin (CANX), 3.93 

15 430696 AA531276 Hsi9509 Hs.59509:ESTs, WeaWy similar to similar 3.93 

443802 AW504924 Hs.9805 Hs.9805:expor8n 5 3.93 

407777 AA161071 Hs.71465 Hs.71465:squateneepowdase 3.92 

456629 AW891965 Hs.367942 Hs.367942:Homo sapiens, clone IMAGE4701 3.92 

421943 BE616520 Hs.343912 NM_033504:Homo sapiens CAC-1 (CAC-1),mR 3.91 

20 422293 X94453 Hs.114366 Hs.114366:pyrronrie-^boxyiatesynthe 3.90 

419488 AA316241 Hs.90691 NM_006993:Homo sapiens nucteophosniinmuc 3.69 

425123 AW205274 Hs.154695 NM_0QQ303:Homo sapiens phosphomannomiJtas 3.89 

447343 AA256641 Hs.236894 Hs.236894:ESTs, Highly similar to S02392 3.88 

413254 U40272 Hs.75253 NM_004135:Homo sapiens isocitrate dehydr 3.88 

25 413950 AA249096 Hs.32793 Hs.32793:Homo sapiens cDMAFU31 108 fis, 3.88 

409453 A1885516 Hs.95612 Hs.95612:ESTs 3.87 

452888 AW955454 Hs.30942 NM_O04093:Homo sapiens ephrin-B2 (EFNB2) 3.86 

421910 NM_014588 Hs.109437 NrVL014586:Honiosapierishomwr^lyupregu 3.86 

434263 N34895 Hs79187 Hs.79187:caxsackie virus and adenovirus 3.85 

30 444700 NM_003645 Hs.1 1729 NM_003645:Homo sapiens fatty-acid-Coenzy 3.85 

433662 W07162 Hs.1 50826 NMJ)20387:Homo sapiens RAB25, member RAS 3.84 

418526 BE019020 Hs.85838 NM_004207:Homo sapiens solute carrier fa 3.84 

425998 AU076629 Hs.165950 NM_002011:Homo sapiens fibroblast growth 3.84 

422616 BE300330 Hs.1 18725 NM_012248:Homo sapiens selenophosphate s 3.83 

35 408056 AA312329 Hs.42331 Hs.42331:ephrin-A4 3.83 

407233 X16354 Hs.50964 t Pocuslink)NM_001712:Horno sapiens carcin 3.83 

426514 BE616633 Hs.170195 W.170195:bonetiwrphogenetic protein 7 { 3.82 

451541 BE273383 Hs.26557 NM-0071B3:Homo sapiens plakophffin 3 (PK 3.82 

424441 X14850 Hs.147097 rte.147097:H2Arustonefart%, member X 3.81 

40 426376 U80082 Hs.169600 Hs.169600:KlAA0826 protein 3.81 

409636 AA305729 Hs.18272 (locusTtnk)NM_030674:Homo sapiens solute 3.81 

407786 AA687538 Hs.38972 NM.005727:Hwro63irienstetraspan 1 (TSPA 3.80 

431945 AW000827 Hs.11962 NM_030766;Homo sapiens apoptosis regubt 3.79 

414561 AI064813 Hs.195155 Hs. 1 951 55:solute carter family 38, memb 3.79 

45 405556 3.79 

453082 H18835 Hs^1608 (tocusnnk)NM_017636:Homo sapiens transi 3.79 

400529 3,79 

412869 AA290712 Hs.82407 Hs^2407:chemoidne (GXC moSf) ngand 3.78 

427239 BE270447 Hs^56512 Hs^56512£STs,VveaMy similar to UBCAuA 3.78 

50 429638 AI916662 Hs.211577 (locusIink)NM^004986:Homo sapiens kinect 3.77 

445462 AA378776 Hs^88649 fJccus8nk)NM_024051:Homo sapiens hypoth 3.77 

415003 M11437 Hs.77741 Hs.77741:Wninogen 3.77 

443639 BE269042 Hs.9661 Hs.9661:proteasorne (prosome, macropain) 3.76 

400290 H18836 Hs.31608 (jocusHnk)NM.017636:Homo sapiens transi 3.76 

55 431350 AI192528 Hs.164537 Hs.164537:ESTs 3.76 

430154 AW583058 Hs^34726 NM_001085:Homo sapiens serine (or cystei 3.75 

435099 AC004770 Hs.4756 NrvL0041 1 1:Homo sapiens flap smicture-sp 3.75 

418216 AA662240 Hs.283099 Hs^83099.AF15q14 proleln 3.74 

_ 414907 X90725 Hs.77597 NM_000998:Homo sapiens ribosomai protein 3.74 

60 413063 AL035737 Hs.75184 Hs.751B4xhrDnase3tte 1 (cartilage g 3,73 

420665 AW469240 Hsl371581 HsJ71581£STs 3.73 

452299 AW206330 Hs.355663 Hs355663:ESTs 3.72 

444664 N26362 Hs.1 161 5 NM_016086:Homo sapiens map kinase phosph 3.72 

450334 AF035959 Hi24679 Hs^4B79:phosphaSdlc acid phosphatase t 3.72 

65 444006 BE395085 Hs334762 (IocusQnk)NKL032fl32:HoTno sapiens hypoth 3.72 

449437 AI702038 Hs.100057 Hs.100057*^e/lhreonine kinase 35 3.71 

412939 AW411491 Hs.75069 Hs.75069serine hydroxymelhyitransferase 3.71 

427490 Z95152 Hs.178695 NMJ)02754:Homo sapiens mitogervactivatad 3.71 

427333 AF067797 Hs.176658 NftA_001169:HorTOsaplensaquaporln8(AQP8 3.70 

70 434203 BE262677 Hs.283558 N^_018509:Homo sapiens hypothetjcat prot 3.70 

414806 D14694 Hs.77329 0ocusrink)NM_014754:Homo sapiens phosph 170 

456362 AW973003 Hs.179909 flocusGnk)NMJ)24B31:Horno sapiens nudea 3,69 

409093 BE243834 Hs£0441 NM_015936:Homo sapiens CQ-04 protein (I 3.69 

437016 AU076916 HS.53S8 Hs^398:guanine monphosphate synthetase 3.69 

75 430387 AW372B84 Hs^40770 Hs^40770-Jiudear cap bincfing protein su 3.69 

428023 AL038843 Hs.374530 Hs.374530:Homo sapiens cDNA: FU23602 fi 3.69 

432593 AW301003 Hs.51483 Hs.51483:Homo sapiens, Similar to RIKEN 3.68 

413813 M96956 Hs.75561 NM_003212tao sapiens teratocardnoma-d 3.68 

428376 AF119665 Hs.184011 Hs.1 8401 ^pyrophosphatase (inorganic) 3.67 

80 431890 X17033 • HsJ71988 Nl*_002203*tomo salens integrin, alpha 2 3.67 

446696 AF279265 Hs.298476 NM_Q2291 1 :Homo sapiens sohrte carrier fa 3.67 

419376 R24922 Hs.90078 Hs.90078:nurieoWe^artrarisportersi 3.67 

448140 AF146761 Hs.20450 NlvL020125:Homo sapiens B lymphocyte acfi 3.67 
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452679 Z42387 Hs.83883 (locusRnk)NMJ)20182:Homo sapiens transm 3.66 

432636 AA340864 Hs.278562 NM_001307:Homo sapiens claudin 7 (CLDN7) 3.66 

433020 AI375726 Hs.227152 NM.01 639 1:Homo sapiens hypothetical prat 3.66 

425003 AF119046 Hs.154149 NM_014481:Homo sapiens APEX nuclease (ap 3.66 

5 413095 AA494359 Hs.30715 Hs.3071&potasshjm voltage-gated channel 3.66 

417386 AL037228 Hs.301957 NM_018144:Homo sapiens Sec61 alpha foim 3.65 

409152 AA1765B5 Hs.194346 Hs.194346:Spir-2 protein 3.64 

404826 3.63 

453111 AB014598 Hs.31720 NMJ)14799:Homo sapiens hephaestm (HEPH) 3.63 

10 409964 AW368226 Hs.67928 Hs.67928:ESTs 3.63 

446342 BE298665 Hs.14846 Hs.14846:Homo sapiens mRNA; cDNA DKF2p56 3.63 

452098 AI858183 , BF755039:QVO.CT0583-18100(M28-f07CT058 3.62 

428072 BE258602 Hs.182366 NM_016292:Homo sapiens heat shock protei 3.61 

439223 AW238299 Hs.250618 NM^025217:Homo saptens UL16 binding prot 3.60 

15 408137 AI694131 Hs.29002 Hs.29002:KIAA1706 protein 3.59 

421959 AW751497 Hs.98370 NM_030622:Homo sapiens cytochrome P450, 3.59 

436B56 AI469355 Hs.1 27310 0ocustink)NM_144624:Homo sapiens kinase 3.59 

449667 AB023227 Hs.23860 Hs.23860:KlAA1010 protein 3.59 

„ 406684 X16354 Hs.50964 (locusiink)NM_001 71 2:Homo sapiens caran 3.58 

20 424534 D876B2 Hs.1 50275 Hs.150275:KIM0241 protein 3.58 

426031 AA295251 Hs.166066 (tocustinlQN^006697:Horr»sapfenscispla 3.58 

417526 AA568906 Hs.82240 Hs.82240:syntaxin 3A 3.57 

443044 N2B522 Hs.8935 NM_014298:Homo sapiens qulnolinate phosp 3.57 

424154 AF026004 Hs.141660 N^O^)4366:Horno sapiens chloride channel 3.57 

25 432886 BE159028 Hs.279704 Hs.279704:chroma!inaccessib%cornple 3.56 

413880 AI660842 Hs.1 10915 NM_02l258:Homo sapiens interleukin 22 re 3.55 

421357 AK000609 Hs.1 03808 NM_017896:Homo sapiens chromosome 20 ope 3.55 

436827 H72187 Hs.356668 fl<xnislink)NMJ)05274:Horno sapiens guanin 3.55 

„ 416084 L16991 Hs.79006 NM_01 21 45:Homo sapiens deoxythymidylate 3.55 

30 420162 BE378432 Hs,95577 NM_052984:Homo sapiens cyclin-dependent 3.55 

413476 U25849 Hs.75393 NM_004300:Homo sapiens acid phosphatase 3.55 

412115 AK001763 Hs.73239 Hs.73239;hypothetica! protein FU 10901 3.55 

413588 AA971014 Hs.75432 NM_0008B4:Homo sapiens IMP (inosine mono 3.54 

■ 431512 BE270734 Hs.2795 Hs.2795^actate dehydrogenase A 3.54 

35 435777 AW419202 Hs^86192 NM_032192:Homo sapiens protein phosphata 3.54 

431211 M86B49 Hs323733 Hs.323733:gap junction protein, beta 2, 154 

453258 AW293134 Hs.32597 NM_005977:Homo sapiens ring finger prate 3.53 

414812 X72755 Hs.77367 NM_002416:Homo sapiens monokine induced 3.53 

Af . 423058 M25629 Hs.123107 NM_002257:Homo sapiens katffloein 1, ren 3.53 

40 443180 R15875 Hs^58576 NM_012129:Homo sapiens claudin 12 (CLDN1 153 

425047 U34038 Hs.154299 NM_005242:Homo sapiens coagulation facto 3.53 

449057 AB037784 Hs.22941 Hs.22941:KlAA1 363 protein 152 

444184 T87841 Hs.282990 (locusrtnk)NrA_033550:Homo sapiens chromo 152 

412641 M16660 Hs.74335 Hs.74335:heat shock 90kD protein 1, beta 151 

45 413781 J05272 Hs.850 flocusiiniqNNLOOOmHorno sapiens 151 

409213 U61412 Hs.51133 NM_005975:Homo sapiens PTK6 protein tyro 151 

447495 AW401864 Hs.18720 NM.004208:Homo sapiens programmed cell d 151 

447200 BE543146 Hs.281434 Hs.281434:Homo sapiens cDNA FU31373 Ms 151 

408683 R58665 Hs.46847 NM_016614:Homo sapiens TRAF and TNF rece 1 151 

50 431842 NM_005764 Hs.271473 Hs.271473:ef#iefial protein up-regulatB 151 

4572B4 AF102850 Hs.227933 NM_013338:Homo sapiens AIg5. S. cerevisl 3.51 

411678 AI907114 Hs.7146S NMJX)3129:Homo sapiens squatene epoxides 3.51 

437704 AA766142 Hs.131810 Hs.131810:Homo sapiens cDNAFL)35976 (is 3.51 

_._ 419693 AA133749 Hs.301350 Hs.301350:FXYD (tornain-containtng ion tra 151 

55 407971 AM69117 Hs.62918 Hs.62918:CDC91 ceil division cycle 914 150 

424865 AF011333 Hs.1 53563 NMJ)02349:Homo sapiens rymphocyte antige 150 

432211 BE274530 Hs.273333 Hs.273333:hypothetteal protein FU10986 150 

436014 AF281134 Hs.283741 NM_0201 58:Homo sapiens exosome component 3.50 

_ 436278 BE396290 Hs.5097 Hs.5097synaptogyt1n 2 150 

60 440334 BE276112 Hs.7165 NMJ»3904:Homo sapiens ztnc finger prote 150 

42878B AF082283 Hs.193516 NMJX)3921:Homo sapiens B-ceH CLL/lympho 150 

424909 S78187 Hs.1 53752 (tocus0nk)NM_004358:Homo sapiens cefld 150 

407722 BE252241 Hs.38041 NM_003681:Homo sapiens pyrkkoaJ (pyrido 149 

417129 A1381800 Hs.300684 Hs^006B4xalcitonin gene-reiated pepfid 149 

65 409463 At458165 Hs.17296 NM_023930:Homo sapiens rtypothetical prot 148 

407137 T97307 148 

454390 AB020713 Hs.56966 {tocusM)N^24923:Horno sapiens hypoth 148 

438485 VY57578 Hs.378718 Hs.378718:Homo sapiens cDNA FU33433 fis 3.48 

423750 AF165883 Hs^98229 NM.012394:HomosapierisprefoMn2(PFDN 147 

70 446946 AI878932 Hs.317 NM_0Q3286:Homo sapiens topotsomerase (DN 3.47 

413380 AI904232 Hs.75323 Hs.75323:prohibitin 146 

430237 AI272144 HsJ36522 Hs.236522SKFZP434P 106 protein 146 

436127 W94824 Hs.11565 NM_080748:HonTOsapierscrtfomosome20ope 145 

__ 407770 AW607831 rk38738 NMJ)14343:Homo sapiens claudin 15 (CLON1 145 

75 411950 T2B407 Hs.81564 NM_002619:Homo sapiens platelet factor 4 3.44 

434845 BE267057 Hs325321 Hs.325321:WD repeat domain 18 144 

420319 . AW406289 Hs.96593 NM.01 9034:Homo sapiens rashomotog gene 144 

425209 AL049761 Hs.155140 NMJX)1B95:Homosapienscase!n kinase 2, 144 

0 _ 410174 AA306007 Hs.59461 Hs.59461:DKFZP434C245 protein 143 

80 429023 N&UJ00312 Hs.2351 NM_000312*tomo sapiens protein CpnacO 143 

426459 AF151812 Hs.1 69992 NM_01596&Homo sapiens serologically def 143 

437967 BE277414 Hs.5947 NM_005370:Hcmo sapiens mel transforming 143 

428093 AW594506 Hs.104830 Hs.104830:ESTs 143 
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414862 


BE621310 


Hs.923 


Hs.923:singte-stranded DNA binding prole 


143 


400750 






3.42 


413186 


AU077141 


Hs.374548 


Hs.374548:so!ute carrier family 16 (mono 


3.41 


425263 


NM_001197 


Hs.155419 


NM_00 1 1 97:Hcmo sapiens BCL2-interacting 


3.40 


4538S7 


AL080235 


Hs.35861 


Hs.3586t:Ras-induced senescence 1 


3.40 


428474 


AB023182 


Hs.184523 


Hs.184523sertneAhreonine kinase 38 Gk 


3.39 


410315 


AI638871 


Hs.378965 


Hs.378965:Homo sapiens cONA FU37658 lis 


3.39 


428206 


AB020643 


Hs.183006 


Hs.183006dikely homotog of mouse hepari 


3.39 


450506 


NMJXM460 


Hs.418 


(kxusfink)NM_004460:Homo sapiens fibrob 


3.39 


413179 


N99692 


Hs.75227 


NM_005002:Homo sapiens NADH dehydrogenas 


3.38 


440676 


NM.004987 


Hs.112378 


(tocustink)NMJ)04987:Homo sapiens UM an 


3.38 


400847 






3.37 


431685 


AW296135 


Hs.267659 


NMJ)061 13:Homo sapiens vav 3 oncogene (V 


3.37 


410199 


AW377424 


Hs.205126 


Hs.205126:Homo sapiens cDNA: FU22667 fi 


3.37 


432633 


A1796390 


Hs.210667 


Hs.210667:ESTs 


3.36 


429344 


R94038 


HsJ374664 


NM_005538:Homo sapiens inhibtn, beta C { 


3.36 


424685 


W21223 


Hs.151734 


Hs.1 51 734muclear transport factor 2 


3.36 


456950 


AF111170 


Hs.306165 


Hs. 306 1 65:E STs, Highly similar to unknow 


3.35 


418313 


BE244231 


Hs.84038 


NM_01 5937: Homo sapiens CGW36 protein (L 


3.35 


453454 


AW052006 


Hs.374973 


NM_004697:Homo sapiens PRP4 pre-mRNA pro 


3.35 


400448 








3.35 


424142 


AI678727 


Hs.378970 


Hs.378970:Homo sapiens cDNA FU35102 frs 


3.35 


430720 


U8S768 


Hs.247838 


NM_Q02991:Homo sapiens small inducible c 


135 


416412 


NMJH4742 


Hs.79305 


Ks.79305:KlAA0255 gene product 


3.35 


429824 


AA298363 


Hs.121520 


Hs.1 21520:Homo sapiens cONA FU35792 fts 


3.35 


412948 


BE243313 


Hs.334851 


Hs334851:UM and SH3 protein 1 


3.34 


451129 


BE072881 




BEO72881rRC2-BTO54a-20030M12-eO9 BT054 


134 


425322 


U63630 


Hs.155637 


NM_006904:Homo sapiens protein kinase, D 


3.34 


446291 


BE397753 


Hs.14623 


Hs.14623:interfefon, gamma-inducib!e pro 


3.34 


431731 


BE266322 


Hs.211374 


(locuslink)NMJ 45051 : Homo sapiens hypoth 


3.34 


423198 


M81933 


Hs.1634 


Hs.1634:cel! divisbn cycle 25A 


3.34 


448093 


AW977382 


Hs.15898 


Hs.15898:2,4-dienoyl CcA reductase 2, pe 


3.34 


414045 


NMJJ02951 


Hs.75722 


NM_002951:Homo sapiens rtbophorin II (RP 


3.34 


421190 


U95031 


Hs.102482 


Hs.102482:mucin 5, subtype B, tracheobro 


3.34 


419607 


R52557 


Hs.91579 


NMJJ33416:Homo sapiens similar to HYPOTH 


3.33 


435975 


AL118990 


Hs.373554 


(ixusltnk)NM_1 30786: Homo sapiens alpha- 


3.33 


418416 


U11700 


Ks.84999 


NM_000053:Homo sapiens ATPase, Cu++ tran 


3.33 


433570 


A1580053 


Hs.109007 


Hs.1 09007:Homo sapiens, Similar to LOC1 6 


3.33 


441128 


AA570256 


Hs.348504 


Hs.348504:hypothetical protein BC014072 


3.33 


432320 


AW411066 


Hs.274351 


NM_Q16032:Homo sapiens zinc finger, DHHC 


3.33 


444019 


BE173977 


Hs.1 0098 


NM_01 908 2: Homo sapiens putative nucteoia 


3.32 


432680 


T47364 


Hs.278613 


(!ocusSnk)MM 005532:Homo sapiens Interf 


3.32 


410219 


T98226 


Hs.171952 


Hs.171952:ocdudin 


3.32 


410663 


AA194952 


Hs.36093 


Hs.36093:Homo sapiens cDNA FU12885 0s, 


3.32 


402829 






3.32 


445921 


AW015211 


Hs.153799 


Hs.1 537 99:Homo sapiens cDNA FU38333 fe 


332 


414198 


AW505308 


Hs.75812 


NM_004563:Homo sapiens phosphoenolpyruva 




443425 


AI056776 


Hs.133397 


Hs.133397:ESTs 


3.32 


436485 


X59135 


Hs.156110 


Hs.1561 10:immunog!obulin kappa constant 


3.31 


410268 


AA316181 


Hs.61635 


NM 012449*HotTtQ Santera an transrnpmhranp 


3.30 


425159 


NMJXM341 


Hs.154668 


NMJXJ4341 :Homo sapiens carbamoyi-phospha 


3.30 


420614 


AL110291 


Ks.99364 


Hs. 99 364 :ab hydrolase domain containing 1 


3.30 


421814 


L12350 


Hs. 108523 


NM_003247:Homo sapiens thrombos port din 2 


3.30 


432215 


AU076609 


Hs.2934 


KM_001033:Homo sapiens ribonucleotide re 


3.30 


409402 


AF208234 


Hs.695 


Hs.695:cystaGn B (steftn B) 


3.30 


421038 


AL080192 


Hs.101282 


Hs.101282:Homo sapiens mRNA; cONA DKFZp4 


3^29 


424408 


AT754813 


Hs.146428 


Hs.146428xoIlagen, type V, alpha 1 
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448775 


AB025237 


Hs.388 


NM_002452;Homo sapiens nudrx (nucleoside 
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442821 


BE391929 


Hs.8752 


Hs frsnsnmnfarBno protein 4 


3.29 


459306 


AW578452 




AW578452:RC1^T0252^3010O-O234)07 CT025 


£28 


400846 






Iffl 


422256 


M64673 


Hs.1499 


NM_005526:Homo sapiens heat shock transc 
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408089 


H59799 


Hs.42644 


Hs.42644ihbredoxnvlike 2 
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432078 


BE314877 


Hs.24553 


(focus I! r\k)NMJ)223S9: Homo sapiens hypoth 


3.27 


435575 


AF213457 


Hs.44234 


NM_018965:Homo sapiens triggering recept 
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456534 


X91195 


Hs.100623 


NM_1 38689: Homo sapiens protein phosphata 
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447335 


BE617695 


Hs286192 


NM.0321 92: Homo sapiens protein phosphata 


3l27 


414368 


W70171 


Hs.75939 


NM_01 2474: Homo sapiens uridine monophosp 


127 


422599 


BE387202 


Hs.1 18638 


Hs.1 18638uion-metastafic cells 1, protd 


3.26 


437897 


AA770561 


Hs.146170 


Hs.14617fthypo*eticaI protein FU22969 


3.26 


431183 


NMJJ06855 Hs.250696 


NWL006855:Homo sapiens KDEL (Lys-Asp-Gu 


126 


457635 


AV660976 


Hs.3569 


Hs.3569xhromosome 20 open reading frame - 


3.26 


432391 


AI732374 


H5.33S827 


Hs.339827:ESTs. WeaHy similar to protea 


3.25 


417640 


D30857 


Hs^2353 


NM_006404:Homo sapiens protein C recepto 


125 


440086 


NM.005402 Hs.6906 


NMJ)05402:Homo sapiens v-ral simian leuk 


125 


401179 






125 


411125 


AA151647 


Hs.68877 


Hs.68877:cytochrcme b-245, alpha porypep 


125 


453323 


AF034102 


HSJ2951 


NM_001532:Homo sapiens solute carrier fa 


125 


407236 


W79485 


Hs.173980 


Hs.173980muclear matrix protein NMP200 


125 


447250 


AI876909 


Hs.17883 


NM w 002707^omo sapiens protein phosphata 


125 


452875 


BE275760 


Hs.30928 


N W_0061 1 4:Homo sapiens translocase of ou 


3.24 


428390 
425811 


A1640377 


Hs.350077 


NM_000982:Homo sapiens ribosoma! protein 


124 


AU039104 


Hs.159557 


NM-.002266:Homo sapiens karyopherin alpha 
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446356 AI816736 Hs.14896 Hs.14896:zinc finger, DHHC domain conlai 

419170 BE002798 Hs-287850 NM_002219:Homo sapiens integral membrane 

426858 NMJXM182 Hs.172791 NM_004182:Homo sapiens ubiquilously-expr 

418558 AW082266 Hs.86131 Hs.86131:Fas fTNFRSF6)-assodaied viade 

444706 AK000398 Hs.1 1747 (locuslink)NM^01779B:Homo sapiens chromo 

444734 NM_001360 Hs.11806 NMJK)1360:Horno sapiens 7-dehydrocholeste 

424482 BE268621 Hs.149155 (locusEnk)NM_003374:Homo sapiens voitag 

438203 BE540090 Hs.7345 Hs.7345:MAD1 mitotic arrest deficient 

409686 AKOOO002 Hs.55879 (Iocuslink)NM_033450:Homosa|»ensmultid 

418681 AA2877B6 Hs.23449 Hs.23449:insulin receptor tyrosine kinas 

419705 AW368634 Hs.154331 Hs.1 54331 :ESTs 

420186 NM_015925 Hs.95697 Hs.95697:Dver-spedfe bHLH-2p transcr 

413835 AI272727 Hs.249163 NMJ)24306:Homo sapiens fatty acid hydrox 

448153 Y10805 Hs.20521 NM_001536:Homo sapiens HMT1 hnRNP methyl 

425274 BE281191 Hs.155462 Hs^55462:^6minichrorTOSornemaintenanc 

435472 AW972330 Hs.283022 NM_018643:Homo sapiens triggering recept 

451932 AA360954 Hs.27268 Hs.27268:Homo sapiens cDNA: FU21933 fis 

420085 AI741909 Hs.44680 Hs.44680:hypothetical prolan FU20979 

412006 AW451618 Hs.290216 Hs^9Q216:ESTs 

424954 NMJW0546 Hs.1846 NM_000546:Homo sapiens tumor protein p53 

437741 BE561610 Hs.5809 N^_020470:Homo sapiens putative transmem 

414602 AW630088 Hs.76550 NM_052B86:Homo sapiens mal, T-cell diffe 

400263 Hs.75309 NMJJ01 961 :Homo sapiens eukaryotictransl 

434457 AF141332 Hs.200333 NM_018690:HomosapiensapoiipoproteinB4 

452203 X57522 Hs.352018 NM_000593:Homo sapiens transporter 1, AT 

413431 AW246428 Hs.75355 N^003348:Honiosapierain3iquitinHMniuga 

437379 AL359575 Hs.23765 Hs^3765:membranemetaIlo-endopeptidase- 

408716 AI567839 Hs.151714 (locuslink)NM.033405:Homo sapiens peroxi 

433627 AF078866 Hs.284296 NM.033161 :Homo sapiens surfeit 4 (SURF4) 

430393 BE185030 Hs.241305 flocusiirik)NMJ)06470:Homo sapiens tripar 

417286 M122237 Hs.81874 N^002413:Homosapiensrrttcrosornalglutat 

434224 AA380731 Hs.84 NM_000206:Homo sapiens interleukin 2 rec 

428028 U52112 Hs.182018 Hs.1 8201 8:interfeukin-1 receptor-associa 

445580 AF167572 Hs.12912 NM.0D61 09:Homo sapiens SKB1 homo!og{S. 

420531 AI652069 Hs.98614 NNL004587:Homo sapiens ribosome binding 

417389 BE260964 Hs.82045 Hs.82045:rnidkine(neunTegrowtt)-promoti 

412276 BE262621 Hs.73798 Hs.73798:macrophage migration inhibitory 

.452700 A1859390 Hs.288940 NM_021 259: Homo sapiens transmembrane pro 

433604 NM.013442 Ks.3439 Hs-3439stomatin (EPB72>-Bke 2 

414883 AA926960 Hs.348669 Hs348669:COC28 protein kmase 1 

421743 T35958 Hs.107614 Hs.107614:DKF2P564l1 171 protein 

447698 AI420156 Hs.326733 NM_052858:Homo sapiens simitar to RiKEN 

424089 AL036662 Hs.144949 Hs.144949:ESTs 

414788 X78342 Hs.77313 Hs.7731 3:cydin-dependent kinase (CDC2-I 

442315 M173992 Hs.7956 Hs.7956:ESTs 

449944 AF290512 Hs.58215 (locusnnk)NM_033046:Homo sapiens rhotek 

425244 AK002127 Hs.155313 NM_022105:Homo sapiens death associated 

428484 AF104032 HS.1B4601 (kxxisIink)NNL003466:Homo sapiens solute 

418703 NWL014448 Hs.87435 Hs.87435:Rho guanine exchange factor (GE 

436415 BE265254 Hs^43258 NM_006191:Homo sapiens pronferation-ass 

447151 AI022813 Hs.92679 (tocuslink)NIWL145754:Homo sapiens kinesl 

418862 BE550964 Hs.89399 NMJK)5176:Hcmo sapiens ATP synthase, H* 

410836 M088177 Hs.172870 Hs.1 72870:KIAA1 91 3 protein 

423599 AI805664 Hs^1731 pocus!ink)NM_012094:Homo sapiens peroxi 

435886 6E265839 Hs.1 2126 NM_0184B7^omo sapiens hepatocellular ca 

458778 AW451034 Hs^26525 NMJ)01669:Homo sapiens arytsulfatese D ( 

420190 A1816209 Hs.95867 Oocuslhk)NM_024112:Homo sapiens chromo 

428371 AB012193 Hs.183874 NMj003589:Homo sapiens cuIGn 4A (CUL4A) 

450690 AA296696 Hs^33418 (lcx^link)NM_014164:Homo sapiens FXYD d 

413900 AW409747 Hs.75612 NM.00681 9:Homo sapiens stress-induced-ph 

405698 X03068 Hs.73931 Hs.73931^natorKstocompafibiGtycompte 

407797 AK000524 Hs.39850 Hs.39850:ur1dlneldnasfrfike1 

447321 AW271217 Hs.281434 Hs.281434:Homo sapiens cDNA FU31 373 fis 

426841 AI052358 Hs.131741 Hs.131741:ESTs 

418650 BE386750 Hsi6978 Hs.86978:protyiendopeptklase 

420676 AI434780 Hs.4248 Hs.424&Homo sapiens PP3781 mRNA, comple 

438444 AI064707 Hs^01226 Hs.301 226: Homo sapiens, clone IMAGE:3456 

439778 AL109729 Hs.99364 Hs.99354^bhydrolase domain containing 1 

412326 R07566 Hs.73817 NM_Q02983:Homo sapiens small inducible c 

447656 NNL003726 Hs.1 9126 NMJ)03726:Homo sapiens src family associ 

428109 AW732918 Hs.182490 Hs.1B2490:!eucine-rich PPR-mofif contain 

421779 AI879159 Hs.1 0821 9 NMJXM626.-Homo sapiens wingless-type MMT 

400262 Hs.75309 NM.001 961 :Homo sapiens eukaryofictransl 

418803 U50079 Hs.88556 . NMJ504964:Hcmo sapiens tristone deacetyia 

449230 BE613348 Hs.356392 Hs.356392:ESTs, Highly similar to S-phas 

421532 AW138207 Hs.146170 NM_022842:Homo sapiens hypothetical prat 

432026 AA524545 Hs^24630 Hs.224630:Homo sapiens cONAFU33318 fis 

433179 AW3S2945 Hs.162459 Hs.162459:ESTs 

452264 AU077013 Hs.28757 Hs.28757.1ransmembrane 9 superfamiry mem 

418641 BE243136 Hs.86947 NMJJ01 109flomo sapiens a disintegrin and 

421612 AF161254 Hs.106196 (locusDnk)NM_016579:Homo sapiens 806 an 

427349 AA360154 Hs.177415 (locusTink)NM»001997:Homo sapiens Rnkel 

457670 AF119666 Hs.23449 NMJ18B42:Homo sapiens insufm receptor 

i 
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Hs.22265 
Hs.192023 
Hs.201076 
Hs.180062 



Hs.30738 
Hs.15159 



Hs.211594 



438407 AM57122 Hs.129673 

428293 BE250944 Hs.183556 
■ 436823 AW749865 Hs.1 17077 
_ 418181 U37012 Hs.83727 
5 434826 AF155661 

428734 BE303044 

423022 AA320525 

427648 AI376722 

404240 

10 408989 AW361666 Hs.49500 
452835 AK001269 
446506 AI123118 
402260 

429671 BE379335 
15 409267 NWL012453 Hs.52515 
445937 AI452943 Hs.321231 
431243 U46455 Hs-252189 
422611 AA158177 Hs.118722 
427647 W19744 Hs.180059 
20 449644 AW960707 Hs.148324 
448719 AA033627 Hs.21858 
417457 AA378907 Hs.349326 
454128 AL031259 Hs.367900 
424927 AW973666 Hs.153850 
25 428144 BE269243 Hs.182625 
426440 BE382756 
426410 BE298446 
426812 AF105365 
435750 AB029012 
30 421802 BE261458 
421905 AI660247 
430542 A!557486 
427268 X78520 
412525 AA581439 
35 422813 AV656571 
441406 Z45957 
408B06 AW847814 Hs.75608 
435730 AB020635 Hs.4984. 
432871 NM016142 Hs.279617 
40 447783 ARJ54178 Hs.19561 
426268 AF083420 Hs.168913 
450447 AF212223 Hs.25010 
427337 Z46223 Hs.176663 
406363 

45 439841 AF038961 Hs.6710 
431738 AW237726 Hs.288549 
447966 AA340605 Hs.105887 
439246 AM98072 
419493 AF001212 
50 427597 015049 
430281 AI878842 
446620 M126808 
452865 AI924046 
422164 NWL014312 Hs.112377 
55 444301 AKD00136 Hs.10760 
451455 AI937227 
417777 AI823763 
417144 AA382104 
450825 AC005954 
60 414774 X02419 
409430 R2194S 
440659 AF134160 
432268 BE311856 
438930 AW843633 Hs.343261 
65 412599 AU076782 Hs.248267 
426788 U66615 Hs.172280 
425966 NM.001761 Hs.1973 
448847 A1587180 Ks.11O906 
431236 AV656840 
70 414702 L22005 
430024 A18Q8780 
424394 BE277024 
442993 BE018682 
„ 437712 X04588 
75 410293 AK000047 

454358 AW792876 Hs.288936 
411531 AB014511 Hs.70604 
447032 AKD00310 
414249 AI797994 
80 448440 AA173467 

423184 NIO04428 Hs.1624 
419452 U33635 Hs.90572 
417878 U90916 Hs.82845 



Hs.169902 

Hs.305890 

Hs.172613 

Hs.4990 

Hs.108408 

Hs.32699 

Hs.119122 

Hs.174139 

Hs.152328 

Hs.121068 

Hs.7837 



Hs,351474 

Hs.90744 

Hs.179770 

Hs.237924 

Hs.179902 

Hs.119567 



Hs.8821 . 

Hs.7055 

Hs.81337 

Hs.25527 

Hs.77274 

Hs.346735 

Hs.7327 

Hs.274230 



Hs.285115 

Hs.76932 

Hjl227730 

Hs.146381 

Hs.166196 

Hs.85844 

Hs.61950 



Hs.17138 
Hs.279929 
Hs.62402 



Hs.129673:eukaTyotic translation initial 
Hs.183556:so!ute carrier family 1 (neutr 
Hs.1 17077:zinc finger protein 264 
NM_013291:Homo sapiens cteavage and poly 
Hs.22265:pyruvate dehydrogenase phosphat 
NM_003757:Homo sapiens eukaryofic transl 
Hs.201076:ESTs 

Hs.180062:proteasome (prosome, macropan 

Hs.495QQ:KIM0746 protein 
NM_018087:Homo sapiens hypothetical prot 
(locuslink)NM_016326:Homo sapiens chemok 

Hs.211594:proteasome (prosome, macropain 
NM.012453:Homo sapiens transducin (beta) 
(tocusIink)NM_003779:Homo sapiens UDP-Ga 
NM 002999:Homo sapiens syndecan 4 (amphi 
(tocusTtnk)NM_004480:Homo sapiens fucosy 
Hs.180059:Homo sapiens cDMA RJ31350fis 
Hs.148324:ESTs 

Hs.21858:serine (or cysteine) proteinase 
Hs.349326:Homo sapiens cDNA FU30677 fts 
Hs.367900:programmed cell death 2 
Hs.153850:liypofhetical protein C321 D2.4 
Hs.1 82625 :VAMP (vesicle-associated membr 
NM 00651 6:Homo sapiens solute carrier fa 
N&L138578:Homo sapiens BCL2-Eke 1 (BCL2 
NfOQ6598:Homo sapiens solute carrier fa 
Hs.4990:KIM1089 protein 
(focustink)NM_016022:Homo sapiens CGI-78 
Hs.32699:Homo sapiens. Similar to RIKEN 
Hs.1191223ibosomal protein L13a 
NM_001829:Homo sapiens chloride channel 
Hs.152328:ESTs 

(locuslmk)NM_003270:Homo sapiens transm 
Hs.7837:phosphoprotein regulated by mito 
Hs.756Q8.1ight juncfion protein 2 (zona 
Hs.4984:KIAA0828 protein 
Hs.Z79617-Jiydroxysleroid (17-beta) dehyd 
NM_005001:Homo sapiens NADH dehydrogenas 
NMJ)03576:Homo sapiens serine/threonine 
NMJ)1869S:Homo sapiens hypothetical prot 
NM_000569:Homo sapiens Fc fragment of Ig 

NMJX)4870:Homo sapiens mannose-P-doficho 
NM_032828:Homo sapiens ubiquitin UBF-8 
(locusTmkJNMJ 45252:Homo sapiens simiJa 
Hs.351474:Homo sapiens cDNA FU30002fis 
Hs.90744:proteasome (prosome, macropain) 
NMJM284£Homo sapiens protein tyrosine 
NMJ16016:Homo sapiens CGl-69 protein (L 
flocusfink)NM_022109:Homo sapiens COw92 
Hs.119567:ESTs, Weakly similar to ALU 1_H 
Hs.112377:cortical thymocyte receptor (X 
NM»017680:Homo sapiens asporin (LRRdas 
NMJ>21175:Homo sapiens hepckfin antimicr 
Hs.7055:Homo sapiens cDNA FU33420 fe, 
Hs.81337:ledin, galactoside-binding, so 
(tocusBnk)NM_014428:Homo sapiens fight 
NM_002658:Homo sapiens plasminogen acfiv 
Hs.345735:Homo sapiens, done IMAGE3881 
NM_0211 01 :Homo sapiens claudin 1 (CLDN1) 
Hs^74230^iJhosphoadenosine 5 , -phospho 
Hs.343261*istocompatibiiay (minor) 13 
(tocusRnk)NM_021 126:Homo sapiens mercap 
NM_003074:Homo sapiens SWl/SNF related, 
NMJX)1761:Homo sapiens cydin F (CCNF), 
Hs.110906AypotheSca! protein BCOO4501 
NMJ»1560.Homo sapiens interteuHn 13 re 
NM_004359:Homo sapiens cell division eye 
NMJK)021 CMomo sapiens integral, alpha 6 
Hs.146381 binding motif protein, X c 
Hs.166196ATPase, Class 1, type 8B, memb 
HsX5B44:neurotrophic tyrosine kinase, r 
NM_018992:Homo sapiens hypothetical prot 
NM_031420:Homo sapiens mitochondrial rib 
HsJ0604:ATPase. Class II, type 9A 
(tocnsHnk)NIVL017755:Homo sapiens hypoth 
(locusfink)NMJ>17510:Homo sapiens gp25L2 
Hs.62402^)21/Cdc42fflac1-acfivated kinase 
NM_004428:Homo sapiens ephrin-A1 (EFNA1) 
Hs.90572:PTK7 protein tyrosine kinase 7 
Hs.B2845:Homo sapiens cDNA: FU21930 fis 
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431884 AA521246 Hs.210792 
425261 BE385099 Hs.355814 
445229 BE276013 Hs.343828 
412146 M92444 HsJ3722 
437763 AA469369 Hs.5831 
406865 AIQ25931 Hs.181357 
425725 NMJJ12243 Hs.159322 
417259 AW903B38 Hs£1800 
453902 BE502341 Hs.3402 
432396 AW295956 Hs.11900 
411358 R47479 Hs.94761 
453518 AW503205 Hs.27268 
448913 AA194422 Hs.22554 
440943 AW082298 Hs.146161 
414013 AA766605 Hs.47099 
452124 AA454220 Hs.61170 
416391 AI878927 Hs.79284 
419092 J055B1 Hs.89603 
426375 AK000597 Hs.169549 
437296 AA350994 Hs.20281 
407736 N41744 Hs.349326 
443303 U67319 Hs.9216 
424756 AW504657 Hs.152931 
430354 AA954810 Hs.239784 
417079 U65590 Hs.81134 
425221 AV649864 Hs.155188 
414186 U33446 Hs.75799 
432065 AA401039 Hs.2903 
452012 AA307703 Hs.279766 
412429 AV650262 Hs.75765 
452714 AW770994 Hs.30340 
429922 Z97630 Hs.226117 
'434931 AW968941 Hs.166254 
416293 BE244454 Hs.79162 
428781 AF164799 Hs.193384 
445350 AF052112 Hs.12540 
422396 W21872 Hs.7907 
429597 NM__003816 Hs.2442 
421179 U72664 Hs.1 48495 
417691 AU076610 Hs.82399 
427715 BE24S274 Hs.180428 
430589 AJ002744 Hs.246315 
409220 BE243323 Hs.51233 
443883 AA114212, Hs.9930 
445720 AL040482 Hs.286173 
429583 NMJXI6412 Hs.209119 
427581 NMJJ14788 Hs.179703 
419193 D29643 I&34769 
419152 L12711 Hs.89543 
444824 AA843575 Hs.1 2056 
431629 AU077025 Hs.265827 
425118 AU076611 Hs.154672 
422010 AA302049 Hs.31181 
436075 BE090176 Hs. 17 9902 
412338 AA151527 Hs.69485 
413073 ALP38165 Hs.75187 
412088 AI689496 Hs.108932 
447140 AF070537 Hs,17481 
426746 J03626 HsJ2057 
424291 AL120051 Hs.144700 
417944 AU077196 Hs.82985 
428343 AL043021 Hs.12705 
435640 AF220053 Rs.54960 
45160B AA384525 Hs^6745 
434608 AA805443 Hs. 179909 
437186 AA338305 Hs.377816 
429574 BE268321 Hs308912 
438549 BE366801 Hs.21858 
440246 W52010 Hs.191379 
426924 BE222542 Hs.128782 
444193 Y17801 Hs.10574 
422030 X51416 Hs.1 10849 
415938 BE383507 Hs.7B921 
450167 AA446404 Hs.24563 
408815 AW957974 Hs.25485 
414820 AA371931 Hs.77422 
410013 AF067173 Hs.57904 
444823 BE262989 Hs.12045 
422197 AW974265 Hs.111632 
432710 AA609685 Hs.27B672 
405203 

432465 D56165 Hs.275163 
412926 A1B79076 Hs.75081 



Hs.210792:Homo sapiens cDNA FU36691 fis 
Hs.355814:Homo sapiens done IMAGE:29333 
Hs.343828:Homo sapiens mRNA; cDMA DKFZp7 
Hs.73722:APEX nuclease (multifunctional 
Hs.5831 .tissue inhibitor of metafloprote 
Hs.181357:laminin receptor 1 (67kD, ribo 
0ocusfink)NMJ)12243:Homo sapiens solute 
Hs.81800xhondroifin sulfate proteogtyca 
NMJ 391 77:Homo sapiens chromosome 17 ope 
(locusrmk)NMJ)32527:Homo sapiens hypoth 
Hs.94761:KlAA1691 protein 
Hs.2726B:Homo sapiens cDNA: FU21933 fis 
NMJMM999:Homo sapiens myosin VI (MY06), 
NMJ)32331:Homo sapiens hypothetical prat 
NMJ)24642:Homo sapiens hypothetical prot 
Hs.61170.ESTs 

NM_002402:Homo sapiens mesoderm specific 
NMJ)02456:Homo sapiens mucin 1, transmem 
NM 017893:Homo sapiens sema domain, imrmj 
Hs.20281:MAPK phosphatase-7 
Hs.349326:Homo sapiens cDNA FU30677 fis 
NMJ)33340:Homo sapiens caspase 7, apoplo 
0ocusBnk)NMJ)O2296:Homo sapiens lamin 
Hs.239784scribble 

(tocusfiru\)NMJ)00577:Homo sapiens interl 
NM_005642:Homo sapiens TAR RN A polymera 
Hs.75799:pralease, serine, 8 (prostasin) 
Hs.2903:protein phosphatase 4 (formerly 
(locusfink)NM_012310:Homo sapiens kinesi 
NM 002089-itomo sapiens GR02 oncogene (GR 
Hs.3034O.hypothetical protein KIAA1165 
NMJ)05318:Homo sapiens HI histone famity 
Hs.166254:iikeiy ortholog of rat vacuole 
Hs J9162:strtjcture specific recognition 
Hs.193384:putatative 28 kDa protein 
NM 005330:Homo sapiens lysophosphoGpase 
(locus!rnk)NMJ4SQ59:HoTrto sapiens L-fueo 
Hs.2442^ disintegrin and rrtetaDoproteln 
NM_00281O:Homo sapiens proteasome (proso 
NM_007357:Homo sapiens component of dig 
Hs.180428:WAA1181 protein 
NMJI17423:Homo sapiens UOP-N-acetyWph 
(focusGnk)NM_003842:Homo sapiens tumor 
Hs.9930:serine (or cysteine) proteinase 
Hs^86173:WAA1595 protein 
NM_006412:Homo sapiens 1-acy!g!yceroi-3- 
NM_014788Jtomo sapiens tripartite motif- 
NM_005216:Homo sapiens dcfohyWiphosph 
(locus6nk)NM.001064:Homo sapiens transk 
NM_001671:Homo sapiens asiaJoglycoprotei 
NMJ)22873:Hcmo sapiens interferon, alpha 
Hs,154672:methytene tetrahydrofolate deh 
Hs.31181:HomosaplenscONA:FU23230fis 
NM w 080546:Homo sapiens COw92 antigen (CO 
(tocus(rnk)NMJ)24661:Homo sapiens hypoth 
NM_014765:Homo sapiens transtocase of ou 
Hs.108932:ESTs 

NMJ38391:Homo sapiens hypothetical prot 
NMJXJ0373:Homo sapiens uridine monophosp 
NMJXM429:Homo sapiens ephrin-BI (EFNB1) 
NM_000393:Homo sapiens collagen, type V, 
(tocusltnk)NM_145294:Homo sapiens sMa 
NM_018468:Homo sapiens uncharadertzed h 
NMJ>16499#omo sapiens HSPC244 (MGC:1337 
NMJJ24831:Homo sapiens nuctear receptor 
Hs.377816:Homo sapiens cDNA FU36808 fis 
Hs^089 ^hypothetical protein MGC861 
HsJ21858:serine (or cysteine) proteinase 
Hs.191379:ESTs 

Hs.1 28782:Homo sapiens cONA FU31512 fis 
Hs.10574sohite carrier farnity 2, {faca 
(locuslink)NM_004451:Homo sapiens estrog 
NMJ)034S8:Honio sapiens A kinase (PRKA) a 
NMJ>13248:Homo sapiens NTF2-fike export 
(bcustink)NMJ)24599:Homo sapiens hypoth 
Hs.77422: proteotipid protein 2 (colonic 
Hs.57904:mago-nash] homolog, prafiferati 
Hs.12045:C2f protein 
Hs.111632:L5m3 protein 

NM>005898:Homo sapiens membrane componen 

NM.002512:Homo sapiens non-metastafic ce 
Hs.75061 macrophage rnyristoytated alanfci 
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455967 L12535 Hs.75551 (locuslink)NM_012425:Homo sapiens Rassu 2.90 

402104 2.90 

414814 D14697 Hs.77393 (locusSnk)NM_002004:Homo sapiens fames 2.90 

_ 442739 NMJW7274 Hs.8679 flocu$Bnk)NM_007274:Homo sapiens cytoso " 190 

5 456157 AW979153 Hs.336881 Hs.336B81:ESTs 2.90 

429505 AW820035 Hs.278679 NMJ>33274:Homo sapiens a disintegrin and 2.89 

430567 NM.003028 Hs.244542 Hs.244542:Homo sapiens cDNA FU3890B 6s 2.89 

437822 AW450485 Hs.4437 N^000991:HomosajfensnT)OSomal protein 189 

<rv 438543 AA810141 Hs.192182 Hs.192182:ESTs 2.89 

10 426158 NMJJ01982 Hs.199067 NM_001981Homo sapiens v-erb-b2 erythrob 189 

441455 AJ271671 Hs.7854 NM 014437:Homo sapiens solute carrier fa 189 

420166 AW732276 Hs.95583 NM~012339:Horno sapiens transmembrane 4 s 189 

415674 BE394784 Ks.78596 NVL00Z797:Homo sapiens proleasome (proso 189 

■ 409591 AA532963 Hs.9100 Hs.9100:hypothefcal gene supported by A 189 

15 418062 AW630656 Hs.83383 N^005406:Horno sapiens peroxircdoxin 4 ( 189 

436540 BE397032 Hs. 14468 NMJ)20230:Homo sapiens peter pan homolog 189 

426675 ' AW084791 Hs.133122 Hs.13312lhypothetical protein FU14524 189 

417018 M16038 Hs.80887 Hs.80887:v-yes-1 Yamaguchi sarcoma viral 189 

_ 421684 BE281591 Hs.106768 N^01 81 2ft Homo sapiens hypothetical prot 188 

20 429404 NM_005738 Hs.10706 NM_005738:Homo sapiens ADP-nbosytation 188 

411030 BE387193 Hs.67896 {locusTmk)NMJ)07346:Homo sapiens opioid 188 

413822 R0895O Hs.272044 Hs.272044:ESTs. Weakly similar to hypoth 188 

438085 R5251B Hs.7967 Hs.7967:ESTs, Weakly similar to extensin 2.88 

„ 409132 AJ224538 Hs.50732 NM - 005399:Homo sapiens protein kinase, A 18B 

25 440490 AW513684 Hs.7218 Hs.7218:acetyl-Coenzyme A synthetase 2 ( 187 

431498 AK001777 Hs.258551 NM_012100:Homo sapiens aspartyl amlnopep 187 

423570 AW838306 Hs.129819 NM_018344:Homosa|fens hypothetical prot 187 

448569 BE382657 Hs.21486 Hs.21486:signai transducer and activator 187 

451711 AK000461 Hs.26890 NM 01 7829:Homo sapiens cat eye syndrome 187 

30 442643 U827S6 Hs.374973 (locusrtnk)NM_004697:Homosa}MensPRP4p 187 

447887 AA1 14050 Hs.211610 NM_001228:Homo sapiens caspase 8, apopto 2.87 

421178 BE267994 Hs.102419 Hs.1024192inc finger protein 187 

443329 BE262943 Hs.9234 NM_032635:Homo sapiens seven transmembra 2.87 

OJ . 416448 L13210 Hs.79339 NM_005567:Homo sapiens lectin, galactosi 2.87 

35 453145 R63438 Hs.183454 Hs.1 83454: Homo sapiens cDNA FU14883 fts 2.86 

427775 R26944 Hs.180777 Hs,18Q777:Homo sapiens mRNA; cDNA DKFZpS 186 

424732 D80001 Hs.152629 Hs.152629:KIAA0179 protein 186 

426125 X87241 Hs.166994 Hs,166994:FAT tumor suppressor homotog 1 2.86 

450273 AW296454 Hs.24743 Hs^4743:hypothe6cat protein FU20171 186 

40 407082 Z47055 186 

450038 AA005159 Hs.188489 Hs.188489:ESTs 186 

-467274 AW674193 Hs.227152 NM_016391^omo sapiens hypothetical prot 185 

417831 H16423 Hs.82685 Hs.82685:C047 anfigen (Rh-relaied arrtlge 165 

... 417824 AA084798 Hs.82646 NM_006145:Homo sapiens DnaJ(Hsp40) homo 185 

45 42S9B9 AI815206 Hs.100293 Hs.100293:O4inked N^tytglucosamine ( 185 

434916 AF161383 Hs.284207 Hs.284207:hypothefcal protein BC00351 5 185 

412664 AA421404 Hs.346868 NMJ306824:Homo sapiens EBNA1 binding pro 185 

414172 AW954324 Hs75790 (loaisrink)NM_002642:Homo sapiens phosph 185 

409504 AA304961 Hs.699 Hs.699:peptidylprotyt isomerase B (cycb 184 

50 439920 H05430 Hs.288433 NM_01652lHomo sapiens neunotrimin (HNT) 184 

418462 BE001596 Hs.85266 Hs.85266:integrin, beta 4 184 

442199 BE277633 Hs.372542 NM,004879:Homo sapiens etoposkfe-induced 184 

406710 AT708347 Hs.184014 Hs.184014:nbosomal protein L31 184 

433435 BE545277 Hs.340959 NM_005726:Homo sapiens Ts translation el 184 

55 416402 AA164687 Hs.177576 Hs.177576ananrx)sy1(alpha-13-)^lycopro 184 

448730 AB032983 Hs.21894 Hs.21894:KIAA1 157 protein 184 

433027 AF19101B Hs.279923 (locustink)NNL014366:Homo sapiens putati 184 

449090 AK001735 Hs.22983 NM_020121:Homo sapiens UDP-glucose ceram 184 

_ 439737 AT751438 Hs.41271 Hs.41271:Horno sapiens mRNA tufl length i 184 

60 403912 184 

423225 AA852604 Hs.125359 NM_006288:Homo sapiens Thy-1 cell surfac 184 

458376 AB023179 Hs.9059 Hs.9059:K]AA0962 protein 184 

429211 AF052693 Hs.198249 NM_005268:Homo sapiens gap |unc6on prot 184 

^ 452518 AA2B0722 Hs.24758 Hs.24758:Homo sapiens cDNA FU32068 fis, 184 

65 418127 BE243982 Hs.B3532 (tacusIink)NM_002389:Homo sapiens membra 183 

448489 A1523875 R4578lHa61W Adult heart, aontech Horn 183 

426194 T50872 Hs.2001 NM.001061 :Homo sapiens thromboxane A syn 183 

422129 AU076635 Hs.1478 NM.000185:Homo sapiens serine (or cyste! 183 

437651 BE560672 Hs.13543 (k>cusririk)NM^145214:Homo sapiens tripar 183 

70 415173 AW501735 Hs.180059 Hs.180059:HomosapienscDNAFU31360fis 183 

408201 AK00Q568 Hs.43654 NM_0178B2Homo sapiens cerokMipofuscin 183 

444758 AL044878 Hs.1 1899 NMJXM)859:Hcmo sapiens 34iydroxy-3-methy 183 

423323 AI951628 Hs.1 27007 NM_003740:Homo sapiens potassium channel 183 

439720 AI935202 Hs.31181 Hs*31181:Homo sapiens cDNA: FU23230 fis 183 

75 435550 AI224456 Hs.324507 Hs^24507*ypotheBcat protein FU20986 183 

425907 AA365752 Hs.155965 Hs.155965:ESTs 183 

426234 BE314534 Hs.168159 Hs.168159^nc&ona1apoptDsisregulat 182 

427640 AF058293 Hs.180015 NM_001 355:Homo sapiens [WopachrcmB taut 182 

433233 AB040927 Hs.301804 Hs.3018O4:K!AA1494 protein 2.82 

80 415697 AI365603 Hs.279696 Hs.279696:0KFZP566l1024 protein 182 

441321 H17182 Hs.7771 NM_007273:Homo sapiens repressor of estr 1B2 

430040 AW503115 Hs.227823 NM_014287:Homo sapiens pM5 protein (PM5) 182 

449954 AA641636 Hs.37477 Hs.37477:ESTs, Weakly similar to T46220 182 
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Hs.474iGPAA1P anchor attachment protein . 


Z75 


421917 


AB028943 


Hs.109445 


Hs.109445drypeiTii8thyUed in cancer 2 


Z75 


406621 


X57809 


Hs.181125 


IHs.181125:tnminoglobuGn lambda locus 


Z75 


408196 


AL034548 


Hs.43627 


NNL006943:Homo sapiens SRY (sex determin 


Z75 


412600 


L28824 


Hs.74101 


Hs.74101u>pieen tyrosine kinase 


Z75 


452806 


AW014549 


Hs.58373 


Hs.58373f STs 


Z75 


451356 


AA748418 


Hs.33368 


Hs.3336B:hypotheScai protein FU11 175 


Z75 


421643 


BE281170 


Hs.106357 


NMJ)07126:Homo sapiens valosirnxmlamin 


Z74 
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Hs 105S61 
Hs.291904 

441565 AW953575 Hs.303125 

450247 AF123303 Hs.24713 

422691 NML003365 Hs.119251 

440457 BE3B7593 Hs.21321 

422675 BE018517 Hs.1 19140 

428428 AL037544 Hs.18429B 

423598 BE247600 Hs.377968 

428297 AA236291 Hs.183583 

421921 H83363 Hs.355993 
403217 

423671 AW860155 Hs.234101 

418733 AA227714 



400275 
445084 K38914 



Hs.110713 
Hs.125489 



Hs.287832 
Hs.145626 



Hs.374897 
Hs.4888 
Hs.250848 
411872 AW327356 Hs.90918 
403483 

438119 AW963217 Hs.203961 
422009 AI742845 
436995 AH 6001 5 
400509 

429305 AF095727 
445899 AI263736 
453557 AA522464 
446859 A1494299 
424439 AA579635 Hs.1770 
437809 AL137723 Hs.5855 
428466 AF151063 
445176 AI878907 
438000 AI825880 
429359 W00482 
427782 AI956052 
415169 W42913 
400277 

426263 A1908774 
445515 BE38B665 
416976 BE243985 
441238 A1372555 
420511 AF052692 
424965 AW956282 Ks.144609 
421808 AK000157 Hs.108502 
412973 137368 Hs.75104 
410113 AW996564 Hsl250824 
413092 AA126B56 Hs.118665 
447096 BE539199 
450493 M93718 
413745 AW247252 Hs.75514 
450747 AI064821 Hs.129953 
436042 AF2B4422 Hs.119178 
432981 NM_002733 Hs.3136 
431341 AA307211 Hs.251531 
408204 AA454501 Hs.43666 
416770 AW163570 Hs.79768 
447507 H59696 Hs.18747 
424500 AF040704 
414237 BE536554 



Hs.16297 



Hs.184455 

Hs.12379 

Hs.5985 

Hs.2399 

Hs.1 15960 

Hs.78089 ' 

Hs.2280 

Hs.259785 

Hs.179999 

Hs.80680 

Hs322456 

Hs.98485 



Hs.62112 
Hs.166373 



400231 



Hs.149443 
Hs77827Q 
Hs.169476 



431209 NM_001533 HsJCT30 

444118 AA458542 Hs.10326 

42460B X80695 Hs,151134 

418546 AA224827 

440002 AW769844 Hs.111222 

449957 D31365 

432920 U37689 

450306. ALO8008O 

429544 BE299343 

428582 BE336699 

445139 AB037848 

453905 NM.002314 Hs.36566 

418883 BE387036 Hs.1211 

420957 X98743 Hs.100555 

418187 NMJJ04604 Hs.83734 

409533 AW969543 Hs.144609 

433184 AA147979 

455303 AW892049 

452600 AI910842 

415410 AF037332 

426432 AF001601 

435049 AL122067 

450528 NMJH4072 Hs.25063 

433339 AF019226 Hs.8036 

408783 AF192522 Hs.47701 



Hs.24220 

Hs.3128 

Hs.24766 

Hs.2430 

Hs.185055 

Hs.1 2365 



Hs^85005 

Hs.103381 
Hs27B569 
Hs.169857 
Hs.4746 



(locuslink)NM_024712Homo sapiens engulf 
Hs.291904:acces$ory protein 8AP31 
Hs.303125:p534nduced protein P1GPC1 
NM_013386:Homo sapiens hypothetical prot 
NM_003355:Homo sapiens ubiqumokytochr 
(locuslink)NMJ45808:Homo sapiens grand 
NM_001970:Homo sapiens eukaryotic transt 
NM_001799:Komo sapiens cycTttwJependent 
NM~020400:Homo sapiens G protein-coupled 
NM_O30666:Homo sapiens serine (orcysiel 
NmIoi 2456:Homo sapiens translocase of In 

Hs.234101:Homo sapiens, similar to chofi 
Hs.374897:Homo sapiens cDNA FU36874 fis 
NMJH)6513:Homo sapiens seryHRNA synthe 
Ks.25084B:Homo sapiens cDNA FU14761 fis 
Hs.90918:chromosome 11 open reading fram 

Hs.203961 :ESTs, Weakly similar to hypoth 
NMJ)03472Homo sapiens DEK oncogene (DNA 
Hs.125489:KlAA1951 protein 

Hs.287832:myelin protein zero-like 1 
Hs.145626:Homo sapiens, Similar to hypot 
NM_02495S*tamo sapiens hypothetical prot 
NM_005694:Homo sapiens COX17 homolog, cy 
Hs.177(Migase I, DNA, ATP-dependent 
Hs.5855:Homo sapiens mRNA; cDNA DKFZp434 
NM_016486:Homo sapiens hypothefical prot 
NM_001419:Homo sapiens ELAV (embryonic I 
Hs.5985:non-kinase Cdc42 efTector protei 
NM_004995:Homo sapiens matrix metaliopro 
NM 024036:Homo sapiens hypothetical prot 
NM_004231:Homo sapiens ATPase, H+ transp 
NMJM)2950:Homo sapiens ribophorin I (RPN 
Hs.259785:camitine palmitoyltransferase 
Hs.179999:Homo sapiens, done IMAGE:3457 
Hs.80680unajor vault protein 
NM_032039:Homo sapiens hypothetical prot 
NMJ)24Q09-.Homo sapiens gap junction prot 
NM_080652:Homo sapiens similar to RIKEN 
NMJ)17688:Homo sapiens hypothetical prot 
Hs.75104:RNA binding protein S1, serine- 
Hs.250824:Homo sapiens cDNA: FU23435 fi 
Hs.118665£STs 

(locostink)NM_003457:Homo sapiens zinc f 
Hs.166373:ratric oxide synthase 3 (endot 
NM_000270:Homo sapiens nucleoside phosph 
Hs.1 29953£wing sarcoma breakpoint regio 
Oocuslink)NM_020246:Homo sapiens cafion 
Hs.3136:protein kinase, AMP-acfivated, g 
NM_002789:Homo sapiens proteasome (proso 
NM_007079:Homo sapiens protein tyrosine 
NM_014740:Homo sapiens KIAA0111 gene pro 
NM_005837:Homo sapiens POP7 (processing 
(locusSnk)NM_007022:Homo sapiens putati 
Hs.278270:unacfive progesterone receptor 
NM_002046:Homo sapiens gjyceralderiyde-3- 
Hs^730:heterbgeneous nuclear rtbonudeo 
NM_007263:Komo sapiens coatomer protein 
Hs. 1 51 134:oxidase (cytochrome c) assemU 
AA224827;nc32g04.s1 NCLCGAP_Pr2 Homo sa 
Hs.1 1 1222*ypothefca! protein FU22875 
(locuslink)NM_01 6479:Homo sapiens scofin 
NM_006232^omo sapiens polymerase (RNA) 
NMJ)30755:Homo sapiens Ihioredoxin domai 
NM_Q05997:Homo sapiens transcription fac 
Hs.185055:BENE protein 
Hs.12365:synaptatagmin XIII 
NM_016735:Homo sapiens UM domain kinase 
NM_001611:Homo sapiens add phosphatase 
Hs.100555:DEAD/H (Asp-Oi-Ala-Asp/His) b 
NMJ3046O4:Homo sapiens syntaxin 4A (plac 
NM_080652*lomo sapiens similar to RIKEN 
NM_020243:Homo sapiens translocase of ou 
BE066891:PN^BT0338-211299-OT2-e12BT033 
Hs.103381:ESTs. Weakly sirriar to hypoth 
NM_01 4748^omo sapiens K1AA0064 gene pro 
NM_000305Jtomo sapiens paraoxonase 2 (PO 
NMJ)21941:Homo sapiens hypothefical prot 
NM 031268:Homo sapiens PRO0461 protein ( 
NMl004283:Homo sapiens RAB3D. member RAS 
NM_013389:Homo sapiens NPC1 (NiemamvHc 
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451798 


BE297567 


Hs.27047 


Hs.27047:hypotheGcal protein FU 20392 


2.67 


427716 


L38951 


Hs.1 80446 


Hs.180446:karyophenn (importin) beta 1 


2.67 


436319 


H90727 


Hs.5123 


Hs.5123:hypottieticaJ protein BC008246 


2.67 


415116 


AA160363 


Hs.269956 


Hs.269956:ESTs 
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425838 


NM_014071 


Hs.1 59613 


NM_014071:Homo sapiens nuclear receptor 


2.66 


418706 


U73524 


Hs.87465 


NM OORMI'Hnmn enntpne ATP/ftTP-hinHinn n 


2.66 


410165 


BE560228 


Hs.71869 


NM 013258*Homo sapiens apoptosis-associa 


2.66 


410134 


U68140 


Hs.58927 


(tocuslink)NM_002533: Homo sapiens nudea 


266 


430066 


A1929659 


Hs.237825 


Hs.237825 signal recognition particle 72 


2.66 


425910 


AA830797 


Hs.1 84760 


NM_C 05760: Homo sapiens CCAAT-box-binding 


2.66 


427954 


J 03060 


Hs.247551 


NM OO^ARR/Hnmn eanipne mpfaxin 1 fMTXIt 


2.66 


439971 


W32474 


Hs 301746 


Hs 301746'Hnmn sanipns cDNA PLTV79R7 fe 




438449 


AK001333 


Hs.6216 


Hs 671R*rina.l fHen401 hnmnkvi suhfamthr 
ns.ut iu.uiwaj ^iioynvy uujuuiuy, ouuioiiuiy 


7 Rfi 
£.00 


435905 


AIRR&37Q 

AlUUUvH y 


Ur nn7Qfi 
ITS. 1 11// 90 


ftnr>iielrnblMM nOflKn-Unmn cranio ne CADI n 

^tu(Ai5i uiK j ii m_U£u lou.nomo sapiens oak i p 


£.00 


433387 


L76528 


Hs.3260 


NM 000071 'Mnmn eftnipne nrpepniftn 1 /AI7 




447191 


MM 014521 


Hs 17667 


ClooisIinlriNM fl14R91-HrOTosaniene ^kCVrfn 


9 fifi 


444099 


087432 


Hs 10T15 


NM nn^QfiT - Hrtmn canionc crttirto warrior fa 


0 fifi 


417821 


BE245149 




NM 009fl99 , Mnmn eaniane nmfptn tvmcmp 


Z66 


418529 




ns.£OUOSf 


Hs ?VlRtr7'TRW-fi reorf npna 
n5.£OU03f . i IWlUScO Qcrta 


£.00 


426025 


rVlw 1 JCkWU 


ns. i / ooo 


ns. 1 1 ootj.norTio sapiens! Quite uwAut.*ju 1 im 


£.00 


420187 


AK001714 


Hs 95744 


NM 01 Qfl9ft*Hnmn cnniAne hvnnthpfira! neri 


0 fi5 
£.00 


408150 


BE62Q774 


Hs.43112 


Hs 411 17-Hnmn sarupne. mRWA- oJ^WA n^F7n41 


£.00 


444395 


N66148 


Hs. 11125 


/fnnrelrnHWM 01/0/11 ■ Hr»mn canlone clnnal 
^ikAvUomi^iviv^u ihu*t 1 .nuniiu oopiciio oiyilaj 


£.00 


431222 


X56777 


Hs ?7?7Qn 


MM fin71*i^'Hrimn cantpne 7nna fvtliirSrla nl 


9 RH 
£.00 


406790 


AA293303 


Hs 356342 


Hs 3S6^42-ESTs Hiahlv similar to 21 1 ^?fl 


2.65 


440708 




He T%ni 
ns./oo • 


Hs.7381 :voltage-dependent anion channel 


Z65 


416526 


H61082 


rT5. 1*4 f HO 


He 1474^-P<5Tc 


£.00 


413995 


BE 048 146 


Hs.75671 




9 fi 1 ! 

£.00 


424908 


AW513963 


Hs 39143 




9 fifi 
£.00 


442110 


AF1 13008 


Hs.8102 




9 fiR 
£.00 


452882 


AW972990 


Hs.1 96270 


NM 0^07ft0*Hnmrt esivpns fnlafp franerinrfp 


9 fifi 
£.O0 


406862 


AW1 50807 


Hs 3Rfi2R? 


He ^^R^ F^Te Hinhlv elmllar to A31 W 


9 RA 
£.0*1 


451295 


Al 55721? 


ns. 1 f uc 


He 17113-FCTe 


£.0«1 


448428 


AF282874 


Hs 21201 

1 iO»4- 1 **LU 1 


NM 015480-Homn eaapne nprtin 3 (DK^7P r ^ 


9 fid 
£.Ot 


426611 


BE178050 


Hs.1 71271 


MM nniQfl_L*Hnmn canione rabn'm fcarfhonn 

mt»(_UU l 3U*t.nUIMLr 0O(JlCll& V>alCHUl JLrfaUiltflill 


9 R<1 
£.Oh 


426216 


N77630 


Hs 13895 


Re 1 380^'Hnmn eanipne rDNA PI 111 fill fie 


9 fiA 
£.0^ 


407223 


H96850 






9 fi4 
£.0*1 


427725 


U66839 


Hs 180533 


NM nn77*\fi*Hnmr% earupne mlfrtnpruaHit/alpri 


9 64 


420157 




ns. t zo tvo 


Ue lOKfVR'CQTe 


£.04 


428471 


X5734B 


Hs 184510 


Hs 184510-ctratifin 


9fi4 


451544 


AK000429 


Hs 26*170 


NM ni7R14*Hnmn earapne hvnnfhpfii^at rvmf 


964 
£.0*1 


413245 


BE244334 


Hs.75249 






415020 


BE249915 


Hs.293533 


no._-30ooj>nuiiiu sapiens CL/rv/\ ruoi uyj ns 


964 
£-0*1 


437193 


BE259190 


Hs.289721 


Hs.289721 iQTOWtti arrest-specific 5 


Zo4 


416684 


U82987 


Hs.87246 


nm_u i v* 1 1 .nemo sapiens dl4__. oinuing comp 


£.0*1 


410668 


BE379794 


Hs.159651 


i\ivi__u i wjcjtuiiiu sapiens tumor necrosis la 


£.0*1 


436183 


AI146327 


Hs.334802 


flnriietinW\MM 09_I71H-Hnmncfln_>ne hwnnfh 
\iocu§uniyiwi_u_. j +/ icnonio sapiens nypoui 


9 RA 
£.0*1 


441226 


BE553042 


Hs.1 18820 


ns. 1 1 oo A/.nypouicucai pioiein -wwf ooz 


£.04 


432788 


AA521Q91 


Hs.178499 


Ue -17ftAQQ-UOOPAMf\ml_un 

ns. i itwss.riorujw proieui 


1 CA 

£.64 


432746 


AA564512 


Hs.372775 


ns.orZf /o.noTno sapiens, cione imaoc.o5wo 


Z64 


450377 


AB033091 


Hs.355925 


Me ^.WWi*klAA17fi<% nmiotn 


£.04 


434633 


AI189587 


Hs.120915 


ns. i toy 10. to i s 


£.04 


424707 


BE061914 


Hs.10844 


ns. i uow.ieucmeHiCfi aipna-_;-giy coproie 


*3 C/l 
£.04 


497fifVl 


AW630918 


Hs.179774 


Hs.179774'.prot£asome (prosome, macropain 


Z63 


446522 


NMJJ03876 Hs.15196 


i>iivi^_woo I o.nojno sapiens putsuve receptor 


£.OJ 


H003U0 


H95990 


Hs.181244 


ns. i o u44.major n tsuxxjmpauotury compi 


Z63 


410701 


AF198620 


Hs.10283 


KIM nfWin^'UrtmA eanJone DMA hfnrfinn itwrftf 

V* ivi__uut. i uoxiorno sapiens kna uinaing rnuui 


£.00 


*+ lUiOZ 


NM_001983 Hs.59544 


NM_001 983dHomo sapiens excision repair c 


£.00 


406716 


AW148546 


Hs,169476 


He 1fiQd76'nhfwralHphvrtp^t_nhAenha1o «4ph 


9 61 
£.00 


430308 


BE540865 


Hs.238990 


(\wi_uvwD^.norno sapiens cyairKiepenusni 


£-00 


431074 


BE072772 


Hs.8997 


ns.099f.oou i unc-o'r uo it lain proiun i 


£.00 


412867 


AU076861 


Hs.74637 


ns. / ho<?/ .uR>us cniioiK^su gene uansvnpi 


£.00 


440524 


R71264 


Hs.16798 


He 167Qfl-Hnfnn eam'pae mRMA- rDNA nKF7nffi 
ns. id r jo.nmnu sapiens iiinrtn, cudh uwrtjpsQ 


9M 
£-00 


435968 


AW161481 


Hs.1 11677 


\UK\J5U IVSf IWfl^VdUMO. nv4l>0 Sd^MCllS Imcy i 


£.00 


422672 


X12784 


Hs.119129 


nw^juu lOHQ.nuino sapiens coHafjen, type iv 


9 M 
£.00 


447528 


AJ612027 


Hs.76277 


MM 1"VWQ!VHnTnr» eanlpne Vivrvilholrrd nml 
niivi_ looo^o.nuuio sapiens nypouieucai proi 


£.00 


406774 


AW518383 


Hs.177592 


ns. i / 1 o?Ajiousuinai protein, targe, r i 


£.00 


439755 


AW748482 


Hs77873 


Hs 77ft7^"R7 hnmnlnn ^ 
ns.f » o/o.D/ nuinoioy o 


9 6^ 
£.00 


435311 


W86610 


Hs.185736 


Hs 1fl*57^6*PSTs 

no. 1 00 1 Ou.Cu 1 S 


9 ft^ 
£.00 


428699 


AW578252 


Hs.190161 


Hs. 1901 61 :LRS protein 


Z62 


410678 


BE540516 


Hs.378825 


Hs.378825:Homo sapiens cONA FU37850 fis 


Z62 


414839 


X63692 


Hs.77462 


PocusGnk)NM_001379:Homo sapiens DNA (c 


2.62 


443217 


NMJKH545 Hs.9078 


Hs^078:immature colon carcinoma transcr 


Z62 


448749 


AW859679 


Hs.21902 


Hs^1902:homo sapiens clone 25237 mRNA s 


Z62 


450009 


A1399947 


Hs.166486 


Hs.166486:Homo sapiens cDNA FU1 1432 fis 


Z62 


407687 


AK002011 


Hs.37558 


NMJ)18339:Homo sapiens hypotheScal prot 


Z62 


442232 


AJ357813 


Hs.337460 


Hs.337460£STs, MghJy similar to HYEP_H 


Z62 


419625 


U91616 


Hs.182685 


NM_004556:Homo sapiens nuclear factor of 


Z62 


416114 


AI695549 


Hs.183868 


Hs.183868:g1ucuronidase, beta 


. Z62 


439437 


A1207788 


Hs.343628 


Hs^436283ialyilransferase 4B (beta-gal 


Z61 


408452 


AA054683 


Hs.222728 


HsJ222728:Homo sapiens cDNA FU39004 fis . 


Z61 


443142 


AI696513 


Hs.108705 


Hs.108705^rotein phosphatase 2 (formerl 


Z61 


426152 


BE299190 


Hs.167246 


Hs.1 67246^450 (cytochrorne) oxidoreducta 


Z61 



173 



WO 03/042661 



PCT/US02/36810 



419567 AU077005 Hs.92208 N MJ)03815:Homo sapiens a disintegrin and 2.61 

415072 BE253587 Hs.77876 Hs.77876:hypothetical gene MGC19595 2.61 

406670 W79532 Hs.256301 Hs.256301:hypothetical protein MGC13170 261 

403399 2.61 

5 419579 W49529 Hs.296200 NW.02394&Homo sapiens hypothefcat prat 2.61 

437202 AA326110 Hs.374481 te.374481:ESTs. Weakly similar to T34549 2.61 

414020 NfA.002984 Hs.75703 NM_002984:Homo sapiens small Inducible c 2.61 

421295 AW081061 Hs.103180 Hs.10318Q-.DC2 protein 261 

446488 AB037782 Hs.15119 Hs.15119:KIAA1361 protein 261 

10 442504 BE503373 Hs.334335 NM_0224B4:Homo sapiens hypothetical prot 2.60 

448204 A1475124 Hs.170561 Hs.1 70561 :ESTs 2.60 

449175 AJ005892 Hs.23170 (locusIink)NM_012280:Horno sapiens FtsJh 2.60 

411201 T74588 Hs.8509 Hs-BSQAESTs, Weakly similar to C3HU com 2.60 

424805 AF230904 Hs.153260 NKUB1 892Hrjmo sapiens SHWomain kinase 260 

15 425421 111669 Hs.157145 Hs.1 571 45:tetracydinetrartsporter-fike 2.60 

422739 H20106 Hs.119591 (locusHnk)NM_004069:Homo sapiens adapto 260 

450858 C18458 Hs.25597 Hs.25597:elortgationofvery long chain f 2.59 

443195 BE148235 Hs.193063 Hs.1 93063:Homo sapiens CDNAFU1 4201 fls 259 

430504 H52761 Hs.44095 Hs.44095xyclin M3 259 

20 439578 AW263124 Hs.350547 NMJ24665:Homo sapiens midear receptor 259 

416041 AA345547 Hs.53263 (!ocusnnk)NM„024647:Homosapiensnucteo 2.59 

451920 AA224483 Hs.27239 Hs.27239:zlnc finger, DHHC domain contai 2.59 

414163 BE262310 Hs.75782 NM 001521:Homo sapiens general transcrip 259 

422140 BE295918 Hs.112193 (locuslink)NNL025259:Hor^ ^ 259 

25 452817 AA322859 Hs.284275 Hs.284275:p21 {CDKN1A)^ctivated kinase 259 

413353 AW293542 Hs.75309 Hs.75309:eukaryotic translation etangati 2.59 

421700 BE515018 Hs.107014 NM_016641:Homo sapiens membrane interact 2.59 

410801 BE275469 Hs.66493 NM_016430:Homo sapiens Down syndrome cri 2.59 

440511 AF132959 Hs.7236 NM_015953:Homo sapiens eNOS interacting 2.59 

30 407887 AA579668 Hs.41072 (iocuslink)NM_004568:Homo sapiens serine 259 

425356 BE244879 Hs.1 55939 NMJ)Q5541:Homo sapiens inositol pdyprios 2.59 

408102 U46351 Hs.621 Hs.621:tectin, galactoslde-b'nding, solu 2.59 

417952 AI192838 Hs.173135 Hs.173135^uat-specificity tyrosine-(Y)- 159 

433053 BE301909 Hs.279952 NM_015917:Homo sapiens glutathione S-tra 2.59 

35 450935 BE514743 Hs.379039 NM-.005B51:Homo sapiens tumor suppressor . 259 

417891 W79410 Hs.82887 (locusTmk)NM_021959:Homo sapiens protei 2.59 

438364 AKOOOBK) Hs.6191 NM_020441 :Homo sapiens coronin, actin-bi 259 

430976 AA505112 Hs.282990 NM_03355(hHomo sapiens chromosome 20 ope 258 

444838 AV651680 Hs.208558 Hs.20855B:ESTs 258 

40 416435 AM31301 Hs.374897 Hs.374897:Homo sapiens cONARJ36B74fis 258 

415444 BE247295 Hs.78452 Hs.784523oMecanTerfarnily20(phosp 258 

452222 AW806287 Hs.21432 HsJ21432SEXgene 258 
400541 . 258 

444309 U83236 Hs.10803 Hs.1 0803:caicium and integrin binding 1 258 

45 416116 H51847 Hs.99858 Hs.99858uibosomal protein L7a 25B 

418629 BE247550 Hs^6859 (bcusIink)NM„005310:Homo sapiens growth 258 

432996 AF105025 Hs-279901 Hs579901tPTD009 protein 257 

426781 AL048967 Hs.1 72207 pocuslink)NM J)073S3:Homo sapiens non-PO 257 

452636 BE615074 Hs.145279 Hs.145279:SET translocation (myeloid leu 257 

50 406851 AA609784 Hs^52392 Hs.352392^ajor histocompatibility compJ 257 

447674 BE270640 Hs.19192 NM.00 1798: Homo sapiens cydtn-dependent 257 

445647 AV654627 Hs.271808 Hs*271808:Homo sapiens cDNA FU38018 lis 257 

444736 AA533491 Hs.23317 NM_032824:Homo sapiens hypothetical prot 257 
402861 257 

55 450069 AI698139 Hs.202093 Hs.202093:ESTs 257 

414029 BE297731 Hs.75709 NM_002355:Homo sapiens manrrose-6-phospha 257 

427700 AA262294 Hs.1 80383 NM_001946:Homo sapiens dual specificity 257 

449961 AW265634 Hs.133100 Hs.1 331 00:ESTs 256 

449378 AW664026 Hs.59892 Hs.59892ESTs, Weakly similar to alpha 5 256 

60 442599 AF078037 Hs.324051 (locusfink)NM^006663:Homo sapiens RelA-a 256 

448633 AA311426 Hs.21635 NM_001070:Homo sapiens tubuHn, gamma 1 256 

416078 AL034349 Hs.79005 NM_002844:Homo sapiens protein tyrosine 256 

428044 AA093322 Hs.301404 NM_006743:Homo sapiens RNA binding motif 256 

451564 AU076698 Hs.1 32760 (lrxustirik)NMJ)01 467: Homo sapiens glucos 256 

65 457601 AFQ41429 Hs^84265 (locusnnk)NI^145169:Horno sapiens simila 256 

439630 AA313607 Hs.58633 Hs£8633:Homo sapiens cDNA:FU221 45 fis 255 

419587 S62907 Hs.91343 NM_.000807:Homo sapiens garruna-eminobutyri 255 

448279 BE250564 Hs.283655 Hs383655'Jysophosphofipase It 255 

453350 AI917771 Hs.61790 (locusfink)NM_024658:Homo sapiens Import 255 

70 423720 AL044191 Hs.23388 NJA_030817^omo sapiens hypothetical prot 255 

400237 Hs.83347 NMJK)1Q87:Hcmo sapiens angic-associated, 255 

420856 BE513294 Hs.205736 Hs205736:KlAA1 978 protein 255 

421541 NM.003942 Hs.105584 Hs.105584:ribosomal protein S6 kinase, 9 255 

434848 BE256304 Hs.32148 Nrvt_01 B445:Homo sapiens AMI 5 protein {L 255 

75 424488 AK000413 Hs.149227 (tcaisCnk)N^017806:Homo sapiens hypoth 255 

449089 D78850 Hs.250465 Hs.250465:Homo sapiens mRNA; cDNA DKFZp4 255 

430053 AF052155 Hs^27949 NM_030673*tomo*aplensSEC13flce1 (S. . 255 

437469 AW753112 Hs.15514 Hs.1 551 4:hypothetica1 protein MGC3260 255 

_ _ 407755 AI151353 Hs.29742 Hs.29742Homo sapiens cDNA FU32147 fc, 255 

80 446673 NMJH6361 Hs.15871 NM_016361:Homo sapiens LPAP for tysophos 255 

411766 AA399671 HsJ1969 Hs.71969:Homo sapiens mRNA; cDNA DKFZp56 255 

415198 AW009480 Hs.943 HsS43^aturaJ taHer ceD transcript 4 255 

436495 BE258948 Hs.290B74 Hs^90874:Homo sapiens, done MGC:31984 255 
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417765 


X59812 


Hs.82568 


443358 


H65417 


Hs.17757 


452349 


AB028944 


Hs.29189 


427721 


A1582843 


Hs.180455 


407559 


AA313352 


Hs.280858 


413426 


U88837 


Hs.75354 


425465 


L18964 


Hs.1904 


444152 


AI125694 


Hs.149305 


451820 


AW056357 


Hs.199248 


441356 


BE384361 


Hs.182885 


444410 


BE387360 


Hs.33719 


415200 


AL040328 


Hs.78202 


403955 






430361 


AI033965 


Hs.239926 


432401 


NMJJ13330 Hs.274479 


446719 


W39500 


Hs.301872 


439941 


AI392640 


Hs.18272 


436685 


W28661 


Hs.5288 


424522 


AL134847 


Hs.149957 


442904 


AW575008 


Hs.11355 


422605 


H16646 


Hs.1 18666 


442069 


AW664144 


Hs.297007 


447362 


AW176120 


Hs.9051 


416305 


AU076628 


Hs.79187 


422624 


BE616678 


Hs.76152 


447298 


BE617527 


HS.239B18 


412833 


AW960547 


Hs.298262 


404854 






415761 


AA132666 


Hs.78802 


431104 


AW970859 


Hs.313503 


439180 


AI393742 


Hs.199067 


424250 


AF073310 


Hs.143648 


452B78 


AW081128 


Hs.246374 


415742 


BE410243 


Hs,78769 


404140 






407255 


AA012992 


Hs.256301 



422509 AA258513 Hs.1 17865 

434866 AW002565 Hs.355460 

429743 AA804398. Hs.288995 

433047 MB6135 Hs.279946 

418945 BE246762 Hs.89499 

445926 AF054284 Hs.334826 

411353 BE383533 Hs.279784 

448252 BE622791 Hs.12199 

447365 BE383676 Hs.334 

414844 AA296874 Hs.77494 

444025 AA578364 Hs.349093 



416149 


AA311965 


Hs.79058 


418741 


H83265 


Hs.8881 


437952 


D63209 


Hs.5944 


445625 


BE246743 


Hs.353181 


431565 


AF161470 


Hs.260622 


410179 


W27723 


Hs.59498 


431476 


BE612705 


Hs.256697 


406672 


M26041 


Hs.198253 


418180 


BE618087 


Hs.83724 


428248 


AI126772 


Hs.40479 


419935 


AB020980 


Hs.93832 


446143 


BE245342 


Hs.306079 


426691 


NM-006201 


Hs.171834 


408124 


U89337 


Hs.42853 


456266 


L29073 


Hs.198726 


426921 


Z43809 


Hs.194638 


414721 


X90392 


Hs.77091 


422607 


Z45471 


Hs.118684 


421846 


AA017707 


Hs.1432 


414874 


D26351 


Hs.77515 


432956 


AL037895 


Hs^79861 


438393 


AA351815 


Hs.50740 


418360 


AW296974 


Hs.84264 


401061 






426559 


AB001914 


Hs.170414 


412204 


A1125507 


Hs.24937 


448950 


AF288687 


Hs.9275 


409936 


AK001691 


Hs.57655 


414675 


R79015 


Hs.288968 


409983 


D50922 


Hs.57729 


450914 


AI743761 


Hs.142528 


444630 


AI753230 


Hs.323562 


401353 






441680 


AW444598 


Hs.7940 


406860 


AA876469 




449163 


AW161356 


Hs.23119 



NM_000784:Homo sapiens cytochrome P450, 
(iocu'slink)NM_021622Homo sapiens plecks 
Hs.29189-ATPase, Class VI, type 1 1 A 
NM_005053:Homo sapiens RAD23 homolog A ( 
Hs.280858:Homo sapiens cDNA FU32370 fis 
Hs.75354:GCN1 general control of amino-a 
Hs.1 904:protein kinase C, iota 
Hs. 149305 JiypoiheCcal protein MGC2603 
NMJK)0958:Homo sapiens prostaglandin E r 
(k)cusRnk)NM_004556:Horno sapiens nudea 
Hs.33719:Homo sapiens, similar to data s 
NM_003072:Homo sapiens SW1/SNF related, 

Hs.2399263terol-C4-methyt oxidase-fike 
NfA.013330«omo sapiens NME7 (NME7), mRNA 
Hs.301B72:hypothetica1 protein MGC4840 
NM_030674:Homo sapiens solute carrier fa 
Hs.5288:Homo sapiens mRNA; cDNA DKFZp434 
Hs.149957:ribosomal protein S6 kinase, 9 
Hs.11355ihymopoietin 
Hs.1 1 8666:hypoiiietica! protein PP591 
Hs.297007:Homo sapiens cONA FU32174 fis 
NMJ)24099:Homo sapiens hypothetical prot 
NrVL001338:Homo sapiens coxsadde virus a 
NMl006854:Homo sapiens KDEL (Lys-Asp-Qu 
NM_006219;Homo sapiens phosphoinositide- 
Hs.298262:ribosomal protein S19 

{locusfink)NM_002093:Homo sapiens gtycog 
Hs.313503:ESTs 

Hs.199067:v-erb-b2 erythroblastic leukem 
NM_003749:Homo sapiens insulin receptor 
Hs.246374:Homo sapiens cONA FU31250 fis 
NM_003249:Homo sapiens thimet oligopepti 

Hs.256301 :hypothefica1 protein MGC13170 
Hs.1 17865sohite carrier famBy 17 (anio 
Hs.355460:Homo sapiens cDNA: FU21763 fi 
(locuslink)NMJ17961:Homo sapiens hypoth 
NM_004990:Homo sapiens melhionine-tRNA s 
Hs.89499: arachidon ate 5-fipoxygenase 
NMJ)12433:Homo sapiens spBcing factor 3 
Hs,279784:prolac6n regulatory element b 
NM_030577:Homo sapiens hypothetical prot 
(locusSnk)N^005435:Homo sapiens Rho gu 
NMJJ8091 6:Homo sapiens deoxyguanosine ki 
NH.01 5945:Homo sapiens ovarian cancer ov 
NM_003168:Homo sapiens suppressor of Ty 
Hs.8881:Homo sapiens cONAFU32163 fis, 
NM_014585:Homo sapiens solute carrier fa 
(iccuslink)NM_025092:Homo sapiens hypoth 
Hs.260622i>uiyrale-induced transcript 1 
(tccusfink)NNL003718:Horno sapiens cell d 
tlocusGnk)NM_00534O:Homo sapiens hisfid 
(!ocusEnk)NM„00212ZHomo sapiens major 
Hs.83724:hypothefica! protein M6C5466 
Hs.40479:Homo sapiens cDNA FU 25802 fis, 
Hs.93832: putative membrane protein 
NW_013336:Homo sapiens protein transport 
0ocuslink)NM_006201:Homo sapiens PCTAIR 
NM_004381:Homo sapiens cAMP responsive e 
NM_003651:Homo sapiens cold shock domain 
Hs.194538^c4ymerase (RNA) II (DNA (firec 
NM_006730:Homo sapiens deoxyribonudease 
NM_006923:Horno sapiens stromal celWeri 
NMJM2743:Homo sapiens protein kinase C 
NM_002224:Homo sapiens rnosftoi 1,4,5-tr 
Nr4J15959:Homo sapiens CGJ-31 protein (L 
Hs.5074(hHomo sapiens mRNA; cDNA DKFZp76 
Nr006401:Horno sapiens acitfic (Isucine-r 

Hs.170414roaired basic amino acid deavi 
Hs£4937:transfbrmer-2 alpha (htra-2 alp 
NMJ)20410:Homo sapiens 0(3-152 protein ( 
(lccusrink)NrVLOia234:Homo sapiens duduii 
Hs.288963:RAB22A, member RAS oncogene fa 
{tocusIink}NM_012289:Homo sapiens Kelch- 
Hs.14252B:ESTs 

(locusfink)NM_0321 21 :Homo sapiens hypoth 

(iocusDnk)r4M_021159:Homo sapiens RAP1, 
AA876469a>e48b04.s1 NCI_CGAP_Pr25 Homo s 
NM..003492:Homo sapiens crrarnosome X open 
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432975 AA331517 Hs.286055 

430500 AW950957 Hs.274348 

407584 W25945 Hs.8173 

TABLE 9B 



Hs.286055:chirnerin (chimaerin) 2 

NM 004639:HomosapensHLA-B associated 

Hsil73:hypothefical protein FU 10803 



2.50 
2.50 
2.50 



Pkey: Unique Eos probeset identifier number 
CAT number: Gene duster number 
Accession: Genbank accession numbers 



CAT Number Accession 

0J> M18728 

161393 1 BG028348 BF772844 H83066 AW817969 H90985 BF755039 AIB58183 

1495511 1 BE072881 AI762181 BE072946 

223120 4 AW578452 

2189115 1 R45782R45781 

12789 14 AA229762AA230035 

242836 1 T59708 AA224827 T59843 BE156903 

1 152492 1 BE066B91 BE066895 AW892049 BE066897 BE903884 

0_0 AA876469 

TABLE 9C 

Pkey. Unique number corresponding to an Eos probeset _ . ,. , . LP - cn 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham L et a!.' refers to the publication entitled The DNA 

sequence of human chromosome 22." Dunham L et al., Nature (1999) 402:489495. 
Strand; Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 

406685 

452098 

451129 

459306 

448489 

416869 

418546 

455303 



Pkey 


Ref 


Strand 


NLposition 


406399 


9256288 


Minus 


63448-63554 


403220 


7630969 


Plus 


64338-64517 


403218 


7630959 


Plus 


58039-58149 


403221 


7630969 


Plus 


66294-66438.6693&67124 


403219 


7630969 


Plus 


6185*61995 


403739 


7630882 


Plus 


4456344766,4820948483,52255-52495 


405484 


5922025 


Plus 


199214-199579,199672-199920,200262-20049 


405556 


1552511 


Plus 


163497-163623,164715-164968.165369-16550 


400529 


9796988 


Plus 


138232-138423 


404826 


6572184 


Plus 


4772648046 


400750 


8119067 


Phis 


198991-199168,199316-199548 


400847 


9188605 


Bus 


4464344835 


400448 


9887687 


Minus 


177372-177674 


402829 


8918414 


Plus 


101532-101852,102006-102263 


400846 


9188605 


Pius 


39310-39474 


401179 


9438647 


Phis 


113477-113893 


404240 


5002624 
3399665 


Minus 


116132-116407,116653-116922 


402260 


Minus 


113765.113910,115653-115765,116808-11694 


406363 


9256114 


Plus 


14403-14602,17000.17147,17241-17368 


405203 


7230116 


Plus 


125295.125463 


402104 


8119072 


Plus 


122409-122600 


403912 


7710730 


Minus 


72000-72290,72431-72700,72929-73199 


400845 


9188605 


Phis 


34428-34612 


403217 


7630969 


Plus 


54089^4163.55427-55623 


403483 


9966188 


Mows 


144546-144854 


400509 


9796539 


Minus 


157909-158430 


403399 


6684178 


Plus 


61841-62145,62367-62756 


400541 


7574902 


Plus 


126235-126380,126478-126597 


402861 


2814366 


Minus 


14933-15231,15387-15627 


403955 


7770475 


Minus 


54527-54740 


404854 


7143420 


Phis 


14260-14537 


404140 


9843520 


Plus 


37761-38147 


401061 


3242744 


Minus 


99468.99549,100707-100848.100918-101 107, 


401353 


9931296 


Minus 


50831-51352 



Table 10A lists about 1,103 genes up-regulated In colon cancer compared to normal adult fissues excluding norwnaJignanl colon fissues (whole colon and colon eprtheDum). These 
were selected from the starting collection of 59680 probesets on the Anymetrbc/Eos-Hu03 GeneChip® array as follows: the rafio of "average" colon to"averagenormaladult tesues 
was greater than or equal to 15, the •average' colon level was set to the 90th percentile value amongst colon primary cancer specimens and colon Ever denvediretatasesjne 
"average" normal adult tissue level was set to the 85th percenffle value amongst non-rnalignant tissues minus the colonic derived samples, the 'average" colon value was greater than 
or equal to 50 units. In order to remove gene-specific background levels of ram-specific hybridization, the 15th percentile value amongst the over non-malignant fissues was 
subtracted from both the numerator and the denominator before the ratio was evaluated. 

TABLE 1 0A: 1 ,103 genes up-regulated in colon cancer compared to normal adult tissues excluding ram-malignant colon tissues (whole colon and colon epithelium} 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnlgenelD: Unigene number 

Unlgene Title: Unigene gene rifle 

Rl: Ralioof tumorto normal adult tissues 
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Pkey ExAccn UnigenelD UnigeneTrUe R1 

436749 AAS84890 Hs.5302 NM_006149:Homo sapiens lectin, galactosi 15.54 

428934 AF039401 Hs.194SS9 NM_001285:Homo sapiens chloride channel, 14.52 

5 446787 U67167 Hs.315 NM_002457:Homo sapiens mucin 2, intestin 14.04 

431912 AI66D552 Hs.356183 Hs.356183:ESTs,WeaklysintfartoS3B4._H 14.02 

423541 AA295922 Hs.129778 NMJ)14471:Homo sapiens serine protease! 13.72 

405690 M29540 Hs.220529 {tocustink}NM_004363:Homo sapiens carcin 13.44 

418406 X73501 Hs.84905 Hs.84905:cytokeraSn 20 12.70 

10 406667 M12523 12.42 

416768 AA363733 Hs.1032 NM.006507:Homo sapiens regenerating Isle 11.9B 

437935 AW939591 Hjl5940 NWl033049:Hcmo sapiens mucin 13, epithet 11.58 

422578 AF239666 Hs.1545 NM_001804:Homo sapiens caudal type homeo 11.50 

418888 AU076801 Hs.89436 NMJ)M063:Homo sapiens cadherin 17, U c 10.16 

15 418007 M13509 Hs.83169 NM_002421:Homo sapiens matrix metaHopro 10.11 

422260 AA315993 Hs.105484 NMJ>32044:Homo sapiens regenerating gene .10.01 

421582 AI910275 Hjl35Q470 NM_003225:Homo sapiens trefofl factor 1 9.77 

441031 AI110684 Hs.7645 ' Nr005141:Homo salens fibrinogen, B bet 9.69 

424212 NMJ)05B14 Hs.143131 NM_005814:Homo sapiens glycoprotein A33 9.48 

20 453863 X02544 Hs.572 Hs.572Brosomucoid 1 9.20 

407243 AA058357 Hs.74466 (locustink)NM.006890:Homo sapiens carcin 9.18 
436217 T53925 Hs.107 NMJXM467:Homo sapiens fibrinogen-like 1 9.04 
423371 AU076819 Hs.1650 NM_000111:Homo sapiens solute carrier fa 8.69 
430178 AW449612 Hs.152475 Hs,152475:ESTs 8.51 

25 423673 BE003054 Hs.1695 Nf4JX)2426:Homo sapiens matrix metallopro 8.43 

447400 AK000322 Hs.18457 NMJ)17763:Homo sapiens hypothetical pro! 8.17 

409683 U33317 Hs.711 NM_001926:Homo sapiens defensin, aipha 6 8.12 - 

431777 AA570296 Hs.307047 NM_032579:Homo sapiens colon and small! 8.08 

450685 L15533 Hs.423 NM_13893B:Homo sapiens pancreatitis-asso 8.06 

30 427583 M82962 Hs.179704 NM_005588:Homo sapiens meprin A, afpha ( 7.95 

436624 T64297 Hs.351719 NM_001443:Homo sapiens fatty acid bindin 7.74 

410407 X66839 Hs.63287 NrA.001216:Homo sapiens carbonic anhydras 7.46 

413719 BE439580 Hs.75498 NM_004591:Homo sapiens small inducible c 7.41 

407007 U22961 Hs.184411 NM_000477:Homo sapiens albumin (ALB), mR 7.40 

35 412374 X01388 Hs.73849 NMJK»040:Homo sapiens apofipoprotein C- 7.34 

407244 M10014 7.31 
419741 NMJ»7019 Hs.93002 Hs.93002:ubMBfVConIugaljng enzyme E2 7.31 
406741 AA058357 Hs.74466 {tocusBnk)NM_006890:Homo sapiens carcin 7.26 
414386 X00442 Hs.75990 KM_005143:Homo sapiens haptoglobin (HP), 7.21 

40 404519 7.18 

413585 AI133452 Hs.75431 ' NM_000509:Homo sapiens fibrinogen, gamma 7.13 

422281 M36803 Hs.346935 NM_000613:Homo sapiens hemopexin (HPX), 7.10 

414463 T69078 Hs.76177 NM„001633:Homo sapiens alpha-lHtJicroglob 7.02 

430828 AI763257 Hs.86327 Hs.86327:homeo box B9 6.83 

45 433927 AI557019 Hs.116467 N(^_032391:Homo sapiens small nuclear pro 6.81 

406687 M31126 Hs.352054 Hs.352054:pregnancyspeciBcbeta-1-gfyc 6.78 

423538 AW603823 Hs.146268 Hs.146268:ESTs. Weakly similar to C71400 6.53 

434206 AW136973' Hs.362915 Hs362915:Homo sapiens cDNAFU34876ns 6.37 

409041 ABQ33025 Hs.50081 Hs.50081 :WAA1 199 protein 6.33 

50 432542 AW083920 Hs.16098 NM_020384:Homo sapiens ciaudin 2 (CLDN2) 6.19 

422664 AA315933 Hs.120879 Hs.120879:Homo sapiens, done MGC:32871 6.19 

436330 NrA.004413 Hs.109 NM.004413:Homo sapiens dipepCdase 1 (re 6.01 

421964 X73079 Hs^88579 NlYL002644:Homo sapiens polymeric immunog 6.00 

430272 X04898 Hs.23765B Hs.237658:apolipoprotein A-« 5.97 

55 413881 LD0190 Hs.75599 (!ocusrmk)NM_0CO488:Homo sapiens serine 5.94 

420923 AF097021 Hs773321 NM_005418:Homo sapiens dIRerenfjafly ex 5.94 

428470 AC002301 Hs.1 84507 Hs.1 84507:Homo sapiens, similar to Homol 5.90 

420802 U22376 Hs.1334 NMJ)05375:Homo sapiens v-myb myeloblasto 5.89 

452304 AA025386 Hs.61311 Hs.61311:ESTs. Weakly similar to S10590 5.89 

60 4317Z7 AW293464 Hs.162031 Hs.1 62031 :ESTs 5*5 

421341 AJ243212 Hs.374281 NMJKJ7329:Homo sapiens deleted in maiign 5.84 

432023 AW273128 Hs.30Q268 Hs^00268:EST 5.75 

447033 AI357412 Hs.157601 Hs.1 57601 :ESTs 5.69 

411734 AW374954 Hs.71779 Hs.71779:ESTs, Weakly similar toS24CJR 5.69 

65 • 406685 M18728- fla»^)NMJ)Q2483:HQmo sapiens carcin 5.55 

428753 AW939252 Hs.192927 NNU)17726:Homo sapiens protein phosphate 5.48 

443247 BE614387 Hs.333893 Hs.333893:ceH division cycle associated 5.45 

409153 W03754 Hs.50813 NM_017625^omo sapiens tntelectin (iTLN) 5.44 

449388 H53191 Hs.36723 Hs.36723:ESTs, Weakly sim2ar to C0565.5 5.38 

70 428046 AW812795 Hs.337534 Hs.337534:Homo sapiens cDNA FU25241 fis 5.38 

433013 A1697890 Hs.1 27337 (kxsislmk)N^004655:HonTosapiereaxin2 5.38 

419079 AW014836 Hs.18844 Hs.18844:ESTs 5.37 

428355 BE25S452 Hs.2257 NM_000638:Homo sapiens vitronectin {seru 5.35 

422956 BE545072 Hs.1 22579 (locusBnk)NM_01 8098:Homo sapiens epithe 5.34 

75 424326 NM.014479 Hs.145296 NM_014479:Homo sapiens ADAM-fike, decysi 5.30 

450543 AI394037 Hs.170295 Hs.170296:Homo sapiens cDNA:FLI22090fi 5.30 

428187 AI687303 HsJ285529 HsJ^29:G protein-coupted receptor 49 5.30 

435538 AB011540 Hs.4930 Hs.4930dow density lipoprotein receptor 5.28 

411825 AK000334 Hs.352415 NM_017767:Homo sapiens solute carrier fa 5.28 

80 427722 AK000123 Hs.180479 NM_017671:Homo sapiens chromosome 20 ope 5.26 

430569 AF241254 Hs.178098 NMJJ21 804: Homo sapiens angiotensin I con 5.26 

414816 Y13709 Hs.77399 NMJK)1265:Homo sapiens caudal type homeo 5J21 

430677 226317 Hs.359784 NM_001943:Homo sapiens desmoglein 2 (DSG 5.16 
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447208 BE315291 Hs.237971 NM_024096:Homo sapiens hypothetical prot 5.14 

430207 AW079559 Hs.152258 Hs.152258:ESTs 5.12 

417491 AW376842 Hs.1085 NM_004953:Homo sapiens guanytale cyclase 5.12 

_ 421379 Y15221 Hs.103982 NM_005409:Homo sapiens small inducible c 5.07 

5 447342 A1199288 Hs.19322 Hs.19322:Homo sapiens, Similar to RIKEN 5.06 

452194 AI694413 Hs.373599 Hs.373599:EST 5.01 

421907 BE018556 Hs.109358 Hs.1 09358 ATPase, Class V. type 1 0B 4.99 

406399 4.98 

A 403220 4.94 

U 408380 AF123050 Hs.44532 NMJ306398:Homo sapiens ubiquitin D (UBD) 4.92 

415214 AM45236 Hs.125124 NM_004442:Homff saptens EphB2 (EPHB2), tr 4.92 

431330 X69532 Hs-2777 N^0(J2215:Hornosapiensinter-aJpha(glob 4.85 

420344 BE463721 Hs.97101 NM_014373:HomosapteiKputafiveGprotei 4.84 

_. 452594 AU076405 Hs.29981 Hs.29981:sotute carter family 26 (sulfa 4.81 

5 441377 BE218239 Hs.202656 HsJ202656:ESTs 4.81 

444666 BE293347 Hs.11638 (tocus!ink)NNt0 16234: Homo sapiens fatty- 4.80 

415701 NM.003878 Hs.78619 (tocuslink)NM_003878:Homo sapiens gamma- 4.80 

419354 MB2839 Hs.1252 NM_00O042:Homo sapiens apoBpoprolein H 4.60 

455630 AV655701 Hs.751B3 NM_000773:Homo sapiens cytochrome P450, 4.78 

422310 AA316622 Hs.98370 (tocustink)NM_030622:Homo sapiens cytoch 4.78 

423337 NM_004S55 Hs.127337 NI^_004655:Homo sapiens axin 2 (conductin 4.75 

422330 D30783 Hs.1 15263 NM 001432:Homo sapiens epiregufin (EREG) 4.73 

408908 BE296227 Hs.250B22 (bcus0nk)NM_003158:Homo sapiens serine 4.70 

._ 423936 U77629 Hs.135639 NM_00517&Homo sapiens achaete-scute com 4.70 

'5 404661 4.68 

408704 AA056635 Hs.5366 NMJ39053:Homo sapiens epidermal growth 4.67 

420005 AW271106 Hs.133294 Hs.133294:ESTs 4.66 

451035 AU076785 Hs.430 NM_002670:Homo sapiens ptastin 1 (I tsof 4.61 

427506 AK000134 Hs.179100 NM_017678:Homo sapiens hypothetical prat 4.60 

K) 423445 NM.014324 Hs.128749 NM_014324:Homo sapiens alpluHnethylacyl- 4.59 

453884 AA355925 Hs.36232 NMJ)21067:Homo sapiens KIAA0186 gene pro 4.55 

431301 AA502384 Hs.151529 Hs.151529:ESTs 4.54 

408983 NM.000492 Hs.663 NM_000492:Homo sapiens cystic fibrosis t 4.54 

449032 AA045573 Hs.22900 NM_0Q4289:Homo sapiens nuclear factor (e 4.54 

>J 434540 NM_016045 Hs.3945 NM_016045:Homo sapiens chromosome 20 ope 4.54 

407242 M18728 (tocusEnk)NMJ>02483:Homo sapiens carcin 4.53 . 

458748 AI381530 Hs.371132 Hs.371132:ESTs 4.53 

408298 AI745325 Hs.271923 Hs.271923:Homo sapiens cDNA: FU22785 fi 4.51 

424273 W40460 Hs.144442 Nl^^eiirtomosapierephcjsphorpase/^ 4.50 

fO 411975 AI916058 Hs.144583 Hs.144583:Homo sapiens, done IMAG&3462 4.49 

425371 049441 Hs.155981 NM-005823^(^)sapiensnres<jaienn{MSltl) 4.49 

451917 AW391351 Hs.50820 Hs:50820:hyrjothefca! cardlacfekeietal m - 4.46 

432867 AW016936 Hs.233364 Hs,233364:ESTs 4.44 

419559 Y07828 Hs.91096 NM_00702B:Homo sapiens tripartite motif- 4.44 

O 430294 Al 538225 Hs.32976 (tocusItnk)NM 004485: Homo sapiens guanin 4.42 

411248 AA551538 Hs.69321 Hs.69321MAA1359 protein 4.39 

402496 4.38 

430937 X53463 Hs.2704 NM_002083:Homo sapiens glutathione perox 4.37 

„ 434414 AI798376 AF134163:Homo sapiens Human endogenous r 4.35 

>U 443426 AF098158 Hs.9329 (tocusnnk)NM_012112:Homo sapiens chromo 4.35 

422539 AJ009936 Hs.118138 NM_033013.Homo sapiens nuclear receptor • 4.33 

436972 AA284679 Hs.25640 Hs.25640:claudin 3 4.33 

450531 AW301032 Hs^03800 Hs.203800:ESTs 4.33 

403055 4.31 

>3 414809 . AI434699 Hs.77356 Hs.77356iransfenin receptor (p90, CD71 4.31 

400965 4.30 

430204 AA618335 HsJ56664 Hs.356664:hypothefical protein FU32334 4.29 

432978 AF126743 Hs.279884 NM_013238:Homo sapiens DNAJ domain-conta 4.29 

cn 417931 W95642 Hs^2961 Hs.82961:Homo sapiens, done MGC22588 1 4.28 

JU 430832 AI073913 Hs.100686 Hs.100686:anteftor gradient protein 3 4.28 

408482 NW_000676 Hs.45743 NM_000676:Homo sapiens adenosine A2b rec 4.28 

422487 AJ010901 Hs.198267 NM_018406:Homo sapiens mucin 4, tracheob * 4.27 

414617 AI339520 Hs.288817 (laaisankJN^025130:Homo sapiens hypoth 4.27 

cc 452940 AA029722 Hs.2173 NM_Q02033:Homo sapiens fucosyitransferas 4.27 

D5 439211 AI890347 Hs.271923 . Hs^71923:Homo sapiens cDNArRJ22785fi 4.27 

459299 BE094291 Hs.155651 NMJ)21784:Homo sapiens hepatocyte nudea 4.25 

449720 AA311152 Hs.288708 (locuslink)NM_025113:Homo sapiens hypoth 4.24 
411142 NM.014256 Hs.69009 NM_014256:Homo sapiens UDP-GcNAcbetaGa 4.24 

_ A 421777 BE562088 Hs.1 081 96 NM_016095:Horno sapiens HSPC037 protein ( 4.21 

7U 419395 BE268326 Hs.90280 Hs.90280:&^obnidazole-4Harboxamide 4.20 

443211 AI128388 Hs.143655 Hs.143655:ESTs 4.20 
403218 4.20 

430603 AA148164 Hs.247280 Hs.247280xhrornosome 20 open reading &a 4.19 
409757 NM.001898 Hs.123114 NM_001698:Homo sapiens cystatin SN (CST1 4.19 

75 426227 U67058 Hs.154299 (iocustink)NWL005242:Horno sapiens coagul 4.19 

421408 A! 686223 Hs.91096 NM 052816:Homo sapiens tripartite motif- 4.18 

421100 AW351839 Hs.124660 Hs.124660:ESTs,Moderaterysfanaarto21 4.18 
440869 NM_014297 .Hs.7486 NM_014297:Homo sapiens protein expressed 4.17 

on 414075 U11862 Hs.75741 Nl^(W1091:Hc^sapJe.(isaniitoride binding 4.17 

oU 444151 AW972917 Hs.128749 (locusCnk)NH_014324:Homo sapiens alpha- 4.16 
440409 AW294316 Hs.125608 Hs.125608:ESTs ' 4.16 

445564 AB028957 Hs.12896 Hs.12896MAA1034 protein 4.16 

424687 J05070 Hs.151738 NMJX)4994:Homo sapiens matrix metaHopro 4.12 
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401866 4.11 

431611 U58766 Hs^64428 Hs.264428:tissue specific transpiantatio 4.10 

430187 AI799909 Hs.158989 Hs.158989:Homo sapiens cDNAFU37936fis 4.10 

_ 414590 NM_O00506 Hs.76530 NMJ»0506:Homo sapiens coagulation facto 4.08 

5 449281 AI808699 Hs.162717 NM_032756:Homo sapiens hypothetica) prat 4.08 

449722 BE280074 Hs.23960 Hs.23960xycfin B1 4.08 

418318 U47732 Hs.84072 NNl.004616:HwnosapieiistransnienTbrane4s 4.05 

435066 BE261750 Hs.4747 NMJ)01363*fomo sapiens dyskeratosis cong 4.05 

t _ 414753 AF 158255 Hs.77225 NM_006437:Homo sapiens ADP-ribosytlransf 4.04 

10 403221 4.04 

409889 AW630041 Hs.56937 NM.021978:Hcmo sapiens suppression of tu 4.03 

449027 AJ271216 Hs.22880 NM_005700:Homo sapiens dipeptidylpeptida 4.03 

431657 A1345227 Hs.1 05448 Hs.105448:protein kinase, lysine deficie 4.01 

. _ 439759 AL359055 Hs.67709 Hs.67709:Homo sapiens mRNA fut) length i 4.00 

15 441362 BE614410 Hs.23044 NM_080668:Homo sapiens simflar to RIKEN 3.99 

417900 BE250127 Hs.82906 HS.8290&CDC20 cell division cycle 20 ho 3.99 

428987 NM_004751 Hs.194710 NNL004751 :Homo sapiens glucosaminyl (N-a 3.99 

4S6977 AK000252 Hs.169758 WM_017723:Homo sapiens hypothetical prat 3.99 

„ 445919 T53519 Hs.334692 fe.334692:hypoihetical protein MGC14141 3.98 

20 423164 AK000232 Hs.1 24835 NM.01 9062^omo sapiens hypothetical prot 3.98 

422627 BE336857 Hs.118787 Hs.118787:transfonning growth factor, be 3.97 

422363 T55979 Hs.115474 NlvL002915:Homo sapiens replication facto 3.97 

433437 U20536 Hs.3280 NM_001226:Homo sapiens caspase 6. apopto 3.97 

- 415992 C05837 Hs.145807 Hs.145807diypothetical protein FU13593 3.96 

25 425834 NM 001639 Hs.1957 Hs.1957:amytoid P component, serum 3.96 

415000 AW025529 Hs.239812 Hs.239812:serologically deftned breast c 3.95 

432407 AA221036 AF134164:Homo sapiens Human endogenous r 3.95 

408243 -Y00787 Hs.624 NMJ)005B4:Homo sapiens interteukin 6 (iL 3.94 

„ 408494 AA554714 Hs.187578 Hs.187578:Homo sapiens cDNA FU11639 fo 3.94 

30 412610 X90908 Hs.74126 NM_001445:Horno sapiens fatty acid Kndin 3.94 

433323 AA805132 Hs.159142 Hs.159142:tunatic fringe homolog (Drosop 3.94 

422515 AW500470 Hs.117950 Hs.117950:phospr«jribcsylaminoimid3zoiec 3.92 

"436543 NfA.002212 Hs.5215 Hs.5215:integrin beta 4 binding protein 3.91 

__. 418113 AI272141 Hs.83484 Hs.83484:SRY (sex determining region Y)- 3.91 

35 433083 AU042759 Hs.191762 Hs.191762Jiypofiwtical protein M6C20258 3.90 

431939 AW008061 Hs^31994 Hs.231994:Homo sapiens, done IMAGE4341 3.90 

453439 AI572438 Hs.32976 NM_.004485:Homo sapiens guanine nucleoid 3.89 

441888 AI733306 Hs.1 28071 NM_022901:Homo sapiens hypothetical prot 3.89 

Ar . 432150 AK000224 Hs.272789 NM_017716:Homo sapiens membrane-spanning 3.89 

40 425234 AW152225 Hs.165909 Hs.165909:ESTs, WeaWy similar to hypoth 3.89 

423803 NMJ305709 Hs.1 32945 (locu«)NlvL00570^Hc^sai«ensPDZ-73 3,87 

410418 D31382 Ks.63325 NM_019894:Homo sapiens transmembrane pro 185 

436251 BE515065 Hs.296585 (locusTmk)NM_C06392:Homo sapiens nudeo 185 

. _ 422424 AI186431 Hs^96638 Hs.295638prostate differentiation facto 184 

45 432269 NM.002447 Hs3942 Hs.2942:macrophage stimutating 1 recepto 184 
424905 NMJJ02497 Hs.153704 NM_002497:Homo sapiens NIMA (never in mi 184 

416209 AA236776 Ks.79078 NMJ)02358:Homo sapiens MAD2 mitotic arre 183 

430680 AW13B724 Hs.168974 Hs.168974:ESTs 183 

434370 AF130988 Hs.58346 NM_022336:Homo sapiens ectodysplasin 1, 182 
50 436481 AA379597 Ks.5199 NM_014176:Homo sapiens HSPC150 protein s 182 
453700 AB009426 Hs.550 NMJ)01644:Komo sapiens apolipoprotein B 181 

410619 BE512730 Hs.65114 Hs.65114*eraGn 18 181 
409420 Z15003 Hs.54451 NM_005562:Homo sapiens laminin, gamma 2 179 
__ 422535 AA311914 Hs.154578 Hs.1 54578:Homo sapiens mRNA for FU00256 179 
55 432179 X75208 Hs.2913 NM_004443JHomo sapiens EphB3 (EPHB3), mR 178 
453967 AW009077 Hs^32947 Hs332947£STs 178 
426106 AI678765 Hs.21812 Hs.21812£STs 178 
434170 AA626509 Hs.1 59542 pocusBnkJNW_001430:Homo sapiens gtucos 178 
418322 AA284166 Hs.84113 N^00519ZHomosapiBrscydirHJependent 178 
60 444381 BE387335 Hs.283713 NMJ38455:Homo sapiens collagen triple h 174 
419229 AI827237 Hs.362919 Hs.362919:ESTs 174 
437156 AI916600 Hs.121194 Hs.121194^omosapienscONA:FU21569fi 174 
452833 BE559661 Hs.30736 (locusHnk}NMJ>1 520 1:Homo sapiens block 173 
,_ 426831 BE296216 Hs.172673 NM_000687:rtomosapier6S^enc«yIriorrK^ 3.73 
65 426970 BE276891 Hs.1 94691 NM_003979iHomo sapiens refnoic add ind 172 
443957 AA521049 Hs.353013 Hs253013droTnoscme 20 open reading fra 171 
408832 AW085690 Hs.63428 Hs£3428:Homo sapiens cDNA FU34457 ns, 171 
440300 N39760 Hs.8859 NMJ38793:Homo sapiens apyrase (SHAPY). 171 
425976 C75094 Hs.334514 NM_025257:Homo sapiens chromosome 6 open 171 
70 432575 AA553722 Hs.194346 Hs,194346:Spir-2 protein 3.71 
412104 AW205197 HsJ24Q951 0ccusJir*)NM_03312(hHomo sapiens naked 171 
417001 AU076648 Hs.80741 NM_0002B2Homo sapiens propiorryl Coenzym . 169 
421225 AA463798 Hs.102696 Hs.1 02696 AICT-1 protein 3.69 
445109 AF039916 Hs.1 2330 NMJW1247:Homo sapiens ectonudeoside tr 169 
75 428330 L22524 H&2256 NMJX)2423:Homo sapiens matrix metailopro 167 
447472 AW207347 Hs.211101 Hs.211101:ESTs 167 
423349 AFO10258 Hs.127428 NM_002142:Homo sapiens homeo box A9(HOX 167 
422026 U80736 Hs.1 10826 Hs.1 1 0826:Wnucteo1ide repeat corrtainin 166 
0 _ 419574 AK001989 H&91165 Hs.911650iypothetical protein FU1 11 27 3.66 
oO 417720 AA205625 Hsl208067 Hs.208057:ESTs 166 
411257 AA628967 Hs,115274 Hs.115274dndian hedgehog homolog (Droso 166 
421515 Y11339 Hs.105352 (lcouslink}NMj018414:Homo sapiens GatNAc 165 
433675 AW977653 Hs.75319 Hs.75319iibonudeotide reductase M2 pd 165 
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437009 


AF127026 


Hs.5394 


NM_005379:Homo sapiens myosin IA (MY01A) 


3.65 


445417 


AK001058 


Hs.1 2680 


Hs.12680:Homo sapiens cDNA FU10196 fis, 


3.64 


412140 


AA219691 


Hs.73625 


NM_005733Homo sapiens RAB6 interacting, 


3.64 


420542 


NNL0005O5 


Hs.1321 


NM JD0505:Hcmo sapiens coagulation facto 


3.63 


439453 


BE264974 


Hs.6566 


Hs.6566.1hyrold hormone receptor Interac 


3.63 


414798 


AI286323 


Hs.97411 


Hs.9741 1:hypothetical protein MGC12335 


3.62 


428862 


NfcL000346 


Hs.2316 


Hs.2316:SRY (sex determining region Y)-b 


3.62 


414052 


AW578849. 


Hs.283552 


fte.283552Jiypolhelica! protein BC016153 


3.62 


412056 


T28160 


Hs.778 


Hs.778:guanyiate cyclase activator 2A (g 


3.61 


401519 








3.60 


428011 


BE387514 


Hs.181418 


NM_014730:Homo sapiens KIAA0152 gene pro 


3.60 


450505 


NMJM4572 


Hs.25051 


NM_004572:Homo sapiens plakophilin 2 (PK 


3.60 


421903 


AW079940 


Hs.15951 


Oocustink)NMJ45202:Homo sapiens prdin 


3.58 


413936 


AF113676 


Hsl297681 


NM_000295:Homo sapiens serine (orcyste) 


3.58 


424544 


M88700 


Hs. 1504 03 


NM 000790:Horrio sapiens dopa decarboxylas 


3.58 


431563 


A!027643 


Hs.120912 


Hs.120912:ESTs 


3.57 


435602 


AF217515 


HsJ283532 


NM_01 8455:Homo sapiens uncharacterized b 


3.57 


434369 


AI650363 


Hs.1 16462 


Hs.116462:ESTs 


3.57 


439963 


AW247529 


Hs.6793 


Hs.6793:p!ateIeVxCtivaiing factor acety 


3.56 


447334 


AA515032 


Hs31109 


Hs.91 109:ESTs, Weakly similar to putativ 


3.56 


422150 


AI867116 


Hs.279607 


Hs.279607:Homo sapiens cDNA FU34399 fis 


3.56 


450663 


K43540 


Hs.25292 


Hs.25292ribonudease H2, large subunit 


3.56 


424825 


AF207069 


Hs.1 53357 


NM_001084:Homo sapiens procollagen-h/sin 


3.56 


422765 


AW409701 


Hs,1578 


NMJJ01 1 68:Homo sapiens baculoviral IAP r 


3.55 


422106 


D84239 


Hs.111732 


NMJX)3890:Homo sapiens IgG Fc UncSng pr 


3.55 


422532 


AL008726 


Hs.118126 


(tocus!ink)NM_000308:Homo sapiens protec 


3.55 


425860 


L29339 


Hs.1964 


NM_000343:Homo sapiens solute carrier fa 


3.55 


442053 


R35343 


Hs.24968 


Hs.24968:hypotheticaI protein BC016683 


3.55 


437386 


W52452 


Hs^56766 


Hs.356766:Homo sapiens mRNA; cDNA DKFZp7 


3.54 


415927 


AL120168 


Hs.78919 


NM_021083:Homo sapiens Ken blood group 


3.53 


446372 


A8020644 


Hs.14945 


Hs.1 4945 :fal(y- acid- Coenzyme Aligase, ! 


3.53 


432378 


AI493046 


Hs.146133 


Hs.146133:ESTs 


3.53 


434171 


BE247688 


Hs.347349 


(Iocuslink)NM_004749:Homo sapiens cell c 


3.52 


428479 


Y00272 


Hs.334562 


. NM_001786:Homo sapiens cell division eye 


3.52 


415099 


AI492170 


Hs.77917 


NM* 006002: Homo sapiens ubiquifin carboxy 


3.51 


414918 


AI219207 


Hs.72222 


Hs.72222rfer-1-Bke 4 (C. elegans) 


3.51 


440340 


AW895503 


Hs.125276 


Hs.125276:Homo sapiens cDNA FU25833 fis 


3.51 


418384 


AW149266 


HsJ25130 


Hs,25130:Homo sapiens cDNA RJ 14923 fis, 


3.51 


418203 


X54942 


Hs.83758 


Nty_001827:Homo sapiens COC28 protein kin 


3.51 


429833 


NMJM2079 Ksl288627 


NMJ)12079".Homo sapiens diacylglycero] O- 


3.51 


409231 


M446644 


Hs.692 


NM_002354:Homo sapiens tumor-associated 


3.50 


431567 


N51357 


Hs*260855 


(Iocustink)NIUL145175:Homo sapiens NSE1 ( 


3.50 


453883 


A1638516 


Hs347524 


Hs.347524:Homo sapiens, clone MG024565 


isa 


442700 


AA377618 


Hs.1 03334 


NM_024056:Homo sapiens hypothetical prot 


350 


410237 


AI750589 


Ks.61258 


Hs.61 25&3rgininosucctnate lyase 


3.50 


428407 


NM_003963 Hs.184194 


NM„003S63iHomo sapiens transmembrane 4 s 


3.49 


436213 


AA325512 


Hs.71472 


NM Q24662Homo salens twoothelical orot 


3.49 


442923 


AW248322 


Hs.95835 


3^49 


431548 


AI834273 


Hs3711 


NM^ 01 751 SiHomo sapiens novel protein (HS 


3.48 


452316 


AA298484 


Hs.61265 


NA^138805^Horoo sapiens family with seque 


3.48 


448993 


AI471630 


HsJ55952 


Hs.355952'ESTs Weaklv similar to 09032) 


3.48 


447320 


AI675419 


Hs.164464 


Hs.1 64464 :Homo sapiens, clone MGG23656 


s!48 


414108 


AI267592 


Hs.75761 


NM_003137:Homo sapiens SFRS protein kina 


347 


420996 


AK001927 


Hs.1 00895 


(locusEnk)NK4_01 8099: Homo sapiens hypoth 


347 


439580 


AF085401 


Hs^93847 


Hs^93847£STs 


3.46 


422158 


U0343 


Hs.1 12341 


NM_002638:Homo sapiens protease hhibito 


346 


418256 


AW845318 


Hs.1 2271 


{locusEnk)NM_012162:Homo sapiens F-box 


3.46 


400157 




Hs.356473 


NM_0067133fomo sapiens activated RNA pot 


3.46 


406709 


AI355761 


Hsl242463 


Hs.242463:keratin 8 


3.46 


453751 


R36762 


Hs.101282 


Hs.101282:Homo sapiens mRNA; cDNA DKFZp4 


3.46 


421526 


AL080121 


Hs.105460 


NMJ)15393:Homosapfens DKFZP564O0823 pro 


3.45 


415164 


AW084352 


Hs.157123 


Hs.157123:ESTs 


345 


405451 








3.44 


414361 


A108613B 


Hs^04044 


Hs.204044:ESTs 


3.44 


422237 


M13149 


Hs.1498 


. NM_.000412:Homo sapiens rnsfidine-nch gl 


344 


417576 


AA339449 


Hs.82285 


NM_00Q819:Homo sapiens phosphoribosyigty 


3.44 


457001 


J03258 


Hs.2062 


Hs.2062Mtamin D (1 ,25- dlhydroxyvitami 


3.43 


450983 


AA305384 


Hs^5740 


NNL014584:Homo sapiens EROI-Hke (S. cer 


3.43 


421828 


AW891965 


Hs.367942 


Hs.367942:Hcmo sapiens, done IMAGE:4701 


3.42 


418588 


BE387040 


Hs.182476 


N&U)31295:Homo sapiens Williams Beuren s 


142 


417348 


AI940507 


Hs^18526 


NMJ)25138:Homo sapiens hypothetical prot 


3.42 


423554 


M90516 


Hs.1674 


NMJH>2056:Homo sapiens glutamine-fiructos 


142 


451310 


AW250651 


Hs.26213 


NM_052951:Homo sapiens chromosome 20 ope 


3.41 


425873 


. NMJJ13390 Hs.160417 


Hs.160417^rans membrane protein 2 


3.41 


429271 


AF039850 


Hs.198515 


NM.005224:Komo sapiens dead ringer-like 


3.40 


437575 


AW954355 


Hs.36529 


NM_02432Q:Homo sapiens hypothetical prot 


340 


432677 


NM_004482 Hs.278611 


NM_004482Jtomo sapiens UDP-W^cetyWph 


3.40 


439955 


AW203959 


Hs.149532 


Hs.149532£STs 


3.40 


443991 


NM.002250 Hs.10082 


NM.002250-Xomo sapiens potassium interme 


340 


435745 


AW967059 


Hs.374342 


Hs.374341Homo sapiens done 247 1 1 mRNA 


340 


403532 






3.39 


413916 


N49813 


Hs.75615 


NMJ)00483:Hcmo sapiens apoHpoprotein C- 


3.39 


425247 


NNL005940 Hs.155324 


Hs.155324:matrlx metaltoproteinase 11 (s 


3.39 
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424995 AF006005 
402944 

417165 R80137 Hs.302738 

427528 AU077143 Hs.179565 

426711 AA383471 Hs.343800 

439186 AI697274 Hs.105435 

444783 AK001468 Hs.62160 

426174 AA547959 Hs.115838 

421585 U95626 Hs.302043 

421605 BE440108 Hs.106127 

446921 AB012113 Hs.16530 

438746 AI885B15 Hs.184727 
403219 

420981 L40904 Hs.100724 

456946 T29678 Hs.166068 

425580 L11144 Hs.1907 

412605 AW410734 Hs.74111 

441384 AA447849 Hs288660 

416762 L35035 Hs.79886 

425761 AI015709 Hs.172089 

441633 AW958544 Hs.1 12242 

416975 NM_004131 Hs.1051 

428874 W32133 Hs.194366 

431192 AI670056 Hs.137274 

431836 AF178532 Hs.271411 

413219 AA878200 Hs.1 18727 

410639 BE269047 Hs.65234 

450737 AW007152 Hs.63325 

410850 AW362867 Hs.302738 

428450 NM_014791 Hs.184339 

437810 BE246399 Hs.367646 
403381 

434031 BE384165 Hs.23723 

421975 AW961017 Hs.6459 

452299 AW206330 Hs.355663 

428024 229067 Hs.2236 

412994 D32257 Hs.75113 

443162 T499S1 Hs.9029 

'435327 BE301871 Hs.4B67 

424010 AL080168 Hs.137556 

428953 AA306610 Hs.348183 

419359 AL043202 Hs.90073 

414695 BE439915 Hs.76913 

444371 BE540274 Hs239 

450221 AA328102 Hs24641 
449207 AL044222 Hs.23255 
422609 246023 Hs.118721 
403485 

441623 AA315805 Hs.348710 
421943 BE616520 Hs.343912 
405484 

435849 BE305242 Hs.1 6098 
449139 BE268315 Hs.23111 
404684 

447188 H65423 Hs.17631 
423226 AA323414 Hs.146109 
413254 U40272 Hs.75253 
424243 AI949359 Hs.143600 
435014 BE560898 Hs.1 0026 
452281 T93500 Hs28792 
416065 BE267931 Hs.78996 
427333 AF067797 Hs.1 76558 
443464 BE548446 Hs.321579 
432035 AA524725 Hs.162108 
408868 AW292286' Hs.255058 
429504 X99133 Hs.204238 
441085 AW136551 Hs.181245 
426991 AK001536 Hs.214410 
408901 AK001330 Hs.48855 
439979 AW600291 Hs.6823 
453968 AA847843 Hs.62711 
457465 AW301344 Hs.1 22908 
426317 AA312350 Hs.169294 
414639 X67055 Hs.76716 
439975 AW328081 Hs.6817 
444261 AA298958 Hs.10724 
454033 AF107457 Hs.37035 
424837 BE276113 Hs.333034 
427747 AW411425 Hs.180855 
436469 AK001455 Hs.5198 
400130 Hs.155560 
422293 X94453 Hs.114366 
400290 H18836 Hs.31608 



Hs.154104 NM_002657:Homo sapiens pleomorphic aden 



Hs.302738:Homo sapiens cDNA: FU21425 fi 
NM_002388:Homo sapiens MCM3 rranicnromoso 
{locusrmk)NM_033255:Homo sapiens epithe 
Hs.105435.*GDP-mannose 4,e-dehydratase 
NIVL018685:Homo sapiens aniQin, actin bi 
Hs.11583B:ESTs 

NM_003955:Homo sapiens chemokirte {C-C mo 
NM-015972:Homo sapiens RNA polymerase I 
NM_00298fcHomo sapiens small inducible c 
Hs.184727:ESTs, Weakly simflar to T45738 

NM_005037:Homo sapiens peroxisome profif 

Hs.166068:vilGn1 

Hs.1907:galanin 

Hs.74111:RNA binding protein (autoanfige 
Hs288660:Homo sapiens cONA: FU22182 fi 
(locusfink)NMJ44563:Homo sapiens ribose 
Hs.172089:pro-oncosis receptor inducing 
NM_032413:Homo sapiens normal mucosa of 
NM_004131:Homo sapiens granzyme B (granz 
Hs.1 94366:transthyretin (prealbumin, amy 
Hs.137274:ESTs, Weakly similar to hypoth 
NMJ3B992:Homo sapiens beta-site APP<!b 
- Hs.118727:HomosapienscDNAFU33803fis 
(locuslink)NWL017895:Homo sapiens DEAD/H 
Hs.63325:trans membrane protease, serine 
Hs.302738:Homo sapiens cONA: FU21425 fi 
N^014791:Homo sapiens maternal embryoni 
NM_016617:Homo sapiens hypothetical prat 

(locustink)NM_025215:Homo sapiens pseudo 
(locus!ink)NM_024531:Homo sapiens hypoth 
Hs.355663:ESTs 

Hs.2236:NlMA (never in mitosis gene a)-r 
Hs.75113:genera) transcription factor il 
(locustmk}NM_015515:Komo sapiens type I 
Hs.4867:mannosyt (alpha-1,3>grycoprote 
NMJJ33 100: Homo sapiens MT-protocadherin 
NM.003823.Homo sapiens tumor necrosis fa 
Hs.90073:CSE1 chromosome segregation 1-1 
Hs.76913:proteasome (prosome, macropain) 
Hs.239rforkheadboxM1 
N^018204:Homo sapiens cytoskeleton asso 
NM_004298:Homo sapiens nucleoporin 155kD 
NM_000434:Homo sapiens siaBdase 1 (lyso 

Ks348710:Homo sapiens, done IMAGE4242 
Nf033504:Homo sapiens CAC-1 (CAC-1),mR 

Hs.16098xlaudin2 

NM_004461:Homo sapiens phenylaiarrine-tRN 

NM_030804:Homo sapiens hypothetical prot 
Hs,146109:ESTs, Weakly simflar to T28937 
NM_004135:Homo sapiens isocitrate dehydr 
Hs.143600:gotgi phosphoprotein 4 
NM-022061:Homo sapiens ribcsoma! protein 
Hs^8792:Homo sapiens cDNA FU 11041 fis, 
NM_002592JHomo sapiens proGferafing eel 
NM_001 169:Homo sapiens aquaporin 8 (AQP8 
NM_021095:Homo sapiens solute carrier fa 
Hs.162108£STs 
Hs255058£STs 

Hs.204238dipocafin 2 (oncogene 24p3) 
Hs.181245:Homo sapiens cDNA FU12532 fis 
Hs214410:Homo sapiens cDMA FU31 573 fis 
{locusIink)NM_018101:Homo sapiens hypoth 
NNL018092*tomo sapiens neuropffin (NRP) 
Hs.62711 :Homo sapiens, clone IMAGED 12 
NM_030928:Homo sapiens DNA repGcafion f 
NM_003202:Homo sapiens transcription fac 
NM_002217:Homo sapiens pre-alpha (globul 
NM_033453:Homo sapiens inosine triphosph 
Hs.10724:mitochortdria! ribosomal protein 
NM_005515:Homo sapiens homeo box HB9 (HL 
NM.003491 :Homo sapiens ARD1 homolog, N-a 
0ocusfink)NM_00421 7:Homo sapiens serine 
Hs.5198: Down syndrome critical region ge 
NM_001746:Homo sapiens calnexin (CANX), 
Hs.1 14366:pyrroIme-5<arboxytate synlhe 
(kxmsfink)NM_017636:Homo sapiens transi 
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419239 AA468183 Hs.335798 (locusBnk)NM_033103:Homo sapiens rtiophi 3.18 

426215 AW963419 Hs.155223 NM_003714:Homo sapiens stanniocatdn 2 ( 118 

425743 8E336495 Hs.159428 NMJ 38761:Homo sapiens BCL2-associated X 3.17 

413313 NM.002047 Hs^93885 NM_002047:Homo sapiens glycyHRNAsynth 3.17 

5 422714 AB018335 Hs.119387 NM_014698:Homo sapiens KIAA0792 gene pro 3.17 

408353 BE439838 Hs.44298 NM_015969*itemo sapiens mitochondrial rib 3.17 

400203 Hs.1390 NMJX)2794:Homo sapiens proteasome {proso 3.16 

412870 N22788 Hs.82407 NM_022059:Homo sapiens chemokine (OX-C 3.16 

426088 AF038007 Hs.166196 • NM_005603:Homo sapiens ATPase, Class I, 3.16 

10 416984 H38765 Hs.80706 NM_000903:Homo sapiens NAD(P)H dehydroge 3.16 

450635 AW403954 Hs.25237 NM»016647:Hcmosapiefismesen[*yma!stem 3.16 

40S70B AI282759 A!282759:ql84a01jc1 NCLCGAP.Co 14 Homos 3.16 

452888 AW955454 Hs.30942 NM-00409lHomo sapiens ephrin-B2 (EFNB2) 3.16 

430127 AA219498 Hs.233952 rte.233952:proleasome (prosome. macropain 3.16 

15 417308 H60720 Hs.81892 NM.01 4736:Homo sapiens KIAA01 01 gene pro 3.15 

408116 AA2S1393 Hs.289052 NM 052842:Homo sapiens BCL2-tike 12 (pro 3.15 

402474 3.15 

419488 AA316241 Hs.90691 NM 006993:Homo sapiens nudeophosmin/nuc 3.15 

. 446595 T57448 Hs.15467 NM_01794lHomo sapiens hypothetical prol 3.15 

20 444954 AW247076 Hs.12163 NM_003908:Homo sapiens eukaryotic trans! 3.15 

434263 N34895 Hs.79187 Hs.79187:coxsackie virus and adenovirus 3.15 

411165 NMJ000169 Hs.69089 NMJ00169-.Homo sapiens galactosidase, al 3.15 

430696 AA531276 Hs.59509 Hs,59509:ESTs 1 WeaWy similar to similar 3.15 

436391 AJ227892 Hs.146274 Hs.146274:ESTs 3.15 

25 409142 AL136877 Hs.50758 Hs.50758:SMC4 structural maintenance of 3.14 

445873 AA250970 Hs.251946 Hs.251946:Homo sapiens cONARJ1 1840 fis 3.14 

432370 AA308334 Hs.274424 NMJ)18946:Homo sapiens N-acetylneuramini 3.14 

430514 AA318501 Hs.241587 NM..021246:Horno sapiens lymphocyte anlige 3.14 

417791 AW965339 Hs.44269 Hs.44269:Homo sapiens cDNA FU37972 fis, 3.14 

30 417115 AW952792 Hs.334612 NM_003094:Homo sapiens small nuclear rib 3.13 

411126 NN1001202 Hs.68879 {iocusiink)NM_001202:Homo sapiens bone m 3.13 

456906 AF117646 Hs,156637 NM^01 21 16:Homo sapiens Cas-Br-M (murine) 3.13 

425123 AW205274 Hs.154695 NM_000303:Homo sapiens phosphomannomutas 3.13 

408056 AA312329 Hs.42331 Hs.42331:eptirin-A4 3.13 

35 446386 AI032108 Hs.54424 Hs.54424:hepatocyte nuclear factor 4, al 3.12 

407804 AF228603 Hs.39957 NM_01 6445:Homo sapiens pleckstrin 2 (mou 3.12 

412723. AA648459 Hs.335951 Hs.335951:hypothetical protein AF301222 3.12 

407233 X16354 Hs.50964 (tocusfink)NM_C01712:Homo sapiens carctn 3.11 

407168 R45175 Hs.117163 Hs.117183:Homo sapiens mRNA; cONA DKFZp5 3.11 

40 452721 AJ269529 Hs.301871 Hs^01871:solute carrier family 37 (glyc 3.11 

426427 M86699 Hs.169840 Hs.169840:TTK protein kinase 3.11 

409162 H25530 Hsi0868 Hs.50868so!ute carrier famiiy 22 (organ 3.10 

412612 NM 000047 Hs.741 31 NM_000047:Homo sapiens arytsulfatase E { 3.10 

434861 AA206153 Hs.4209 NM_016491:Homo sapiens mitochondrial rib 3.10 

45 407944 R34008 Hs339727 NMJJ24422ttomo sapiens desmocoJEn 2 (DS 3.10 

414806 D14694 Hs.77329 (tocusrmk)NM>014754:Homo sapiens phosph 109 

454464 AW811606 Hs.271819 Hs.271819anucin 17 109 

415474 NM_014252 Hs.78457 NM_014252:Homo sapiens solute carrier fa 3.09 

422616 BE300330 Hs.1 18725 NM_012248tfomo sapiens selenophosphates 109 

50 421470 R27496 Hs.1378 KM_005139:Homo sapiens annexln A3 (ANXA3 109 

419551 AW582256 Hs.91011 NM_006408:Homo sapiens anterior gradient 109 

418691 AW752389 Hs.87296 Hs.87296:Homo sapiens cDNA FU20269 fis, 108 

422163 AF027208 Hs.1 12360 Hs.112360:promimn-fike1 (mouse) 3.08 

447760 A1431328 Hs.348505 NM_052963:Homo sapiens rnitochondrial top 3.08 

55 405506 3.08 

429957 AW204530 Hs.99500 Hs.995Q0:ESTs 3.08 

410166 AKD01376 Hs.59346 NWLC18122:Homo sapiens hypothetical prot 3.08 

422880 AF228704 Hs.1 93974 Hs.1 93974^utathione reductase 108 

_ 442013 AA506476 HsJ75009 Hs.375009:Homo sapiens mRNA; cDNA DKFZp6 108 

60 431722 AF161528 Hs.268049 (locuslink)NM_016101:Homo sapiens hypofli 3.08 

421506 BE302796 Hs.1 05097 Hs.105097^hymidine kinase 1, soluble 108 

433659 AK001301 Hs.3487 NMJ)18093ttomo sapiens hypothetical prat 3.07 

439492 AF086310 Hs.103159 Hs.1 031 59-£STs, Weakly similar to T06291 107 

417866 AW067903 Hs.82772 Hs.8277ixollagen ( type XI, alpha 1 107 

65 412530 AA766268 Hs.266273 (locuslink)N*U>24918:Homo sapiens chromo 107 

412869 AA290712 Hs.82407 Hs.82407:chemokine (C-X-C motif) [igand 106 

453132 AW951952 Hs.293724 Hs.293724^tomosaptenscONAFU126836s 106 

424971 AA479005 Hs.1 54036 NM„003311:Horno sapiens tumor suppressing 106 

„ 427557 NM_002659 Hs.1 79657 NM_002659:Homo sapiens plasminogen aciiv 3.05 

70 439273 AW139099 Hs.367692 Hs^67692^cmo sapiens cDNA FU2566Bfis 3.05 

431945 AW000827 Hs.1 1962 Nfvt030765^omo sapiens apoptosis regulat 105 

435703 AW630133 Hs.83313 (locuslink)NM^020192:Homo sapiens GK003 3.05 

407289 AA135159 Hs.203349 Hs^03349^omo sapiens cDNAFU12149Ss 104 

403739 3.04 

75 444664 N26362 Hs.1 1615 NM_016086:Homo sapiens map kinase phosph 104 

409152 AA176585 Hs.1 94346 Hs.1 94346:Spir-2 protein 104 

409093 BE243834 Hs£0441 NM_0l5936Momo sapiens CGI-04 protein (L 3.04 

406545 3.03 

450553 AW850613 Hs.8715 Hs.8715:hypoSietical protein MGC3232 103 

80 418867 D31771 Hs*9404 NM_002449:Hcmo sapiens msh homeo box horn 103 

422976 AU076657 Hs.1600 Hs.1600xhaperonin containing TCP1, subu 103 

434523 AA703709 Hs.23410 0°cusM}NM_016539:Homo sapiens sirtui 103 

440088 BE559877 Hs.1 83232 NM_024839flomo sapiens hypothetical prot 102 
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414907 X90725 Hs.77597 NM 000998:Homo sapiens ribosomal protein 3.02 

407103 AA424881 Hs.256301 Hs. 256301 :hypotheticai protein MGC13170 3.02 

434203 BE262677 Hs.283558 NMJ)18509:Homo sapiens hypothefcai prot 102 

_ 422283 AW411307 Hs.11.4311 NM_003504:Homo sapiens COC45 cell drvisi 3.02 

5 412133 U83460 Hs.104557 NMJ)01859:Homo sapiens solute carrier fa 3.02 

450334 AF035959 Hs.24879 Hs.24879:phosphaiidic acid phosphatase t 3.02 

417975 AA641836 Hs.30085 NM_024616:Homo sapiens hypothetical prot 3.02 

420162 BE378432 Hs.95577 NM_052984:Homo sapiens cycfirHJeperident 3.01 

1/v 436561 BE560135 Hs.5232 NM_014165:Homo sapiens HSPC1 25 protein ( 3.01 

10 426031 AA295251 Hs.166066 (tocustink)N^L006697:Homo sapiens ctepla 3.01 

417678 X06560 Hs.82396 (locusfink}N'M^002534:Homo salens ?£- 3.01 

41738S AL037228 Hs.301957 NMJ)18144:Homo sapiens Sec61 alpha form 3.00 

429983 W92620 Hs.260855 {locuslink)NMJ45175:Homo sapiens NSE1 { 3.00 

417526 AA56B906 Hs.62240 Hs.82240:syntaxin 3A 3.00 

15 414732 AW410976 Hs.77152 Hs.77152:^/K>rf7minid!^^^ 3.00 

409614 BE297412 Hs.55189 NM_016489:Homo sapiens 5Viucleotidase ( 3.00 

439053 8E244588 Hs.6456 Hs.6455:chaperonin containing TCP1, subu 3.00 

411095 U80034 Hs.68583 NM_005932Homo sapiens mitochondrial int 299 

433312 A1241331 Hs.131765 Hs.131765£STs, Moderately similar to 13 299 

20 420767 AF072711 Hs.99918 Hs.99918:carooxyl ester npase (bile sat 299 

429523 AK000788 Hs.205280 Hs.205280:Homo sapiens CDNAFU20781 lis 299 

423242 AL039402 Hs,125783 Hs.125783:chromosome1 open rearing tram 299 

420552 AK000492 Hs.98806 Hs.98806:hypotheScat protein RJ20485 299 

413380 A1904232 Hs.75323 Hs.75323: prohibltin 299 

25 421533 N71826 Hs.105465 NI^003095:Homo sapiens smati nuclear rib 299 

439352 BE614347 Hs.169615 NM_023080:Homo sapiens hypothetical prot 2.98 

428023 AL038843 Hs.374530 Hs.374530:Homo sapiens cDNA: FU23602 fi 298 

431193 AW749505 Hs.296770 Hs.296770:KIAA1719 protein 298 

457211 AW972565 Hs.32399 (locuslink)NM_145240:Homo sapiens simila 298 

30 410467 AF102546 Hs.63931 NNL080759:Homo sapiens dachshund homolog 297 

422066 AW249275 Hs.343521 Hs.343521:maiate dehydrogenase 2, NAD (m 297 

418526 BE019020 Hs.85838 NM_004207:Homo sapiens solute carrier fa 297 

453012 T95804 Hs.31334 NMJ)12469:Homo sapiens chromosome 20 ope 297 

412939 AW411491 Hs.75069 HsJ5069:serinehydroxyrnethyttransferase 297 

35 413813 M96956 Hs.75S61 NM_0D3212HomosapierBterato(^noma^ 297 

418362 AL031714 Hs.84285 NM_003345:Homosapiersubiquitiivconjuga 297 

431350 AI192528 Hs.164537 Hs.164537:ESTs 296 

417911 AA333387 Hs.82916 Hs32916:chaperonln containing TCP1, sub 296 

Ar . 413597 AW302885 Hs.117183 Hs.1 1 71 83:Homo sapiens mRNA; cDNA 0KFZp5 296 

40 409956 AW103364 Hs.727 NM_002192Homo sapiens bihWn, beta A { 296 

445462 AA378776 Hs.288649 (toaisHr*)NMJ)24051:Horno sapiens hypoth 296 

418245 AA088767 Ks.83883 NM_020182Homo sapiens transmembrane, pr 296 

408194 AA601038 Hs.191797 Hs.191797:ESTs 296 

421959 AW751497 Hs.98370 NM_030622Homo sapiens cytochrome P450, 296 

45 459306 AW578452 AW578452RC1-a0252-O3010OmbO7CT025 296 

425209 AL049761 Hs.155140 NM_001895:Homo sapiens casein Idnsse 2. 296 

439659 AW970780 Hs.59483 Hs.59483:leiK^ne-rich repeak»ntambg 295 

408683 R58665 Hs.46847 NMJH6614:Homo sapiens TRAF and TNF rece . 295 

432843 BE250865 Hs.279529 NM_013237^omo sapiens pxIWke protein 295 

50 406684 X16354 Hs.50964 {tccusfink)N^001712Homo sapiens carcin 295 

410006 AW732308 Hs.57783 NMJW3751 :Homo sapiens eukaryofc trans! 294 

442577 AA292998 Hs.183900 Hs.163900:ESTs, Highly simBar to wnged 294 

425003 AF119046 Hs.1S4149 NMJH 448 1 :Homo sapiens APEX nuclease (ap 294 

449437 AI702038 Hs.100057 Hs.100057serine/lhreonine kinase 35 294 

55 427779 AA906997 Hs.180780 NM_021 238:Homo sapiens TERA protein (TER 294 

446696 AF279265 Hs298476 NM.02291 1 :Homo sapiens sohite carrier fa 294 

414549 BE393069 Hs.1 83506 NM_024841:Homo sapiens hypothetical prot 293 

410817 AI262789 Hs.93659 (locusGnk)N^L00491 1: Homo sapiens protei 293 

_ 419378 R24922 Hs.90078 Hs^0078:nucteotide-sugar transporter si 293 

60 428376 AF119665 Hs.164011 Hs.184011.i>yrophosphatase Onorganic) 293 

414416 AW409985 Hs.76084 (loatslbk)NM_032737:Homo saptens hypoth 293 

434094 AA305599 Hs.238205 Hs238205:hypothefical protein PRO2013 293 

409012 AL1 17435 Hs.49725 Hs.49725;OKFZP434l21 6 protein 293 

re 429048 AI372949 Hs.44241 Hs.44241:Homo sapiens cDNA: FU21447 fts 293 

65 426378 U80Q82 Hs.169600 Hs. 1 69600: KIAA0826 protein 292 

422397 AJ223356 Hs.116051 (locuslink)NM_13B768:Homo sapiens myetom 292 

426715 AB037855 Hs.171917 Hs.1 71 917 Jrypothefical protein FU 11 085 292 

429539 AK001839 Hs.206501 (locusTmk)NR.020467:Homo sapiens hypoth 292 

443715 AI583187 Hs.9700 NM_001238:Homo sapiens cydln E1 (CCNE1) 292 

70 453082 H18835 Hs.31608 (locusenk)NM_017636:Romo sapiens trans! . 292 

433888 BE17607B Hs.30819 Hs.30319:hypothe5cal protein C40 292 

424534 D87682 Hs.150275 Hs.1 50275:KIAA0241 protein 292 

422558 NM.006420 Hs.118249 Hs.1 18249^DP^bosylation factor gu3nin 292 

__. 407777 AA161071 Hs.71465 Hs.71465:squalene epcoddase 292 

75 429626 U367B7 Hs.211571 NM_005333:Homo saptens rwiocytochrome c .292 

413374 NM.001034 Hs.75319 NM_001034:Homo sapfens ribonucleotide re 292 

442159 AW163390 Hs.278554 NM_007276:Homo saptens chromobox homolog 292 

400133 • Hs.1 64693 NM_005648:Homo sapiens transcription do 291 

or . 419381 ABO23420 Ks.90093 Hs.90093;heat shock 70kD protein 4 291 

oO 436827 H72187 Hs.356668 (toaislink)N00^4:HomosarjIens9AJanto 291 

426108 AA622037 Hs.166468 NIUL004708:Homo sapiens programmed ceiid 291 

436278 BE39S290 Hs.5097 Hs.5097^ynaptogyrin 2 291 

425397 J04088 Hs.156346 NM_001067:Homo sapiens topolsomerase(DN 291 
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433487. 
416933 
430287 
434026 
447698 
411263 
432754 
437016 
446228 
420421 
428385 
414420 
457284 
401405 
453111 
400247 
421910 
413610 
413588 
418661 
427490 
417634 
435099 
425811 
446849 
412974 
413179 
407770 
408847 
448250 
428810 
427505 
418443 
447343 
409262 
443323 
450378 
411761 
415691 
417715 
452099 
436138 



U31814 

BE561850 

AW182459 

R15486 

AI420156 

BE297802 

BE241691 

AU076916 

NM.016046 

AF281133 

AF112213 

AA043424 

AF102850 



Hs.3352 

Ks.80506 

Hs.1 25759 

Hs.285218 

Hs.326733 

Hs.69360 

Hs;3100 

Hs.5398 

Hs.14415 

Hs.343589 

Hs.184062 

HsJ6095 

Hs.227933 



434457 
444237 
456362 
411393 
424270 
414396 
426120 
448663 
443802 
445863 
434808 
440334 
449057 
432680 
446421 
427239 
425649 
429638 
435777 
424441 
407833 
415083 
421462 
443572 
443160 
413753 
453028 
425047 
432593 
410197 
413095 
417677 
425263 
437430 
428289 
407137 
400750 
428788 
432633 
432816 



AB01459B Hs.31720 
Hs.356473 

NMJJ14586 Hs.109437 

AL117554 Hs.119908 

AA971014 Hs.75432 

NM_001949 Ns.1189 

Z95152 Hs.178695 

W27202 Hs.82327 

AC004770 Hs.4756 

AL039104 Hs.159557 

AU076617 Hs.16251 

R18978 Hs.75105 

N99692 Hs.75227 

AW507831 Hs.38738 

AW290997 Hs.190153 

NWL016034 Hs.20776 

AF068236 Hs.193788 

AA361562 Hs.U8761 

NMJJ05239 Hs.85146 

AA256541 Hs.236894 

AK000631 Hs.52256 

BE560621 Hs.9222 

AW249181 Hs.154796 

AI733848 Hs.71935 

AW963979 Hs.24723 

AW969587 Hs.85366 

BE612992 Hs^7931 

H53323 Hs.25717 

BE618609 Hs.279591 

AF141332 Hs^00333 

AA336878 Hs.9842 

AYV973003 Hs.179909 

AW797437 Hs.69771 

AK001818. Hs.144407 

BE548266 Hs.76057 

AA325243 Hs.166887 

BE614599 Hs^56501 

AW504924 Hs.9805 

R12234 Hs.13396 

AF155108 Hs.256150 

BE276112 Hs.7165 

AB037784 Hs.22941 

T47364 Hs.278613 

BE297434 Hs.15071 

BE270447 Hs.356512 
U30930 Hs.158540 
AI916662 Hs.211577 
AW419202 Hs286192 
X14850 Hs.147097 
AW955632 Hs.66666 
AI632683 Hs.27179 
AF016495 Hs.104624 
AA025610 Hs.9605 
R15875 Hs^58576 
U17760 Hs.75517 
ABQ06532 Hs.31442 
U34038 Hs.154299 
AW301003 Hs.51483 
NM_005518 Hs.59889 
AA494359 Hs.30715 
NM-016055 Hs.82389 
NNL001197 Hs.155419 
W44671 Hs.124 
M26301 Hs.2253 
T97307 

AF082283 Hs.193516 
AI796390 Hs.210667 
N38913 Hs.221575 



NMJW1527:Homo sapiens histone deacetyla 
NM_003090:Homo sapiens small nuclear rib 
Hs.125759fke!y orlholog of mouse RING 
(locusSnk}NM_021 213:Homo sapiens phosph 
N&L052858:Homo sapiens similar to R1KEN 
NM_006845:Homo sapiens kinesin-fike 6 (m 
Hs.3100:rysyMRNA synthetase 
Hs.5398;guantne monphosphate synthetase 
NMJ) 1604 6: Homo sapiens exosoma) core pro 
Hs.343589:exosome component Rrp41 
Hs.184Q&2xhromasome 20 open reading fra 
NM_052815:Homo sapiens immediate early r 
NM_013338:Homo sapiens Alg5, S. cerevisi 

NM„014799:Homo sapiens hephaestin (HEPH) 
NMJ)06713:Homo sapiens activated RNA po) 
NM_014586:Homo sapiens hormonaliy upregu 
NMJJ1 5934:Homo sapiens nucleolar protein 
NM_000884:Homo sapiens IMP finosine mono 
NM_001949:Homo sapiens E2F transcription 
NMJ)02754:Homo sapiens mitogen-acfjvated 
NMJ)00178:Homo sapiens glutathione synth 
NM_0041 1 1:Homo sapiens flap structure-sp 
NM_002266:Homo sapiens karyopherin alpha 
(locusrtnk)NW_016207:Horno sapiens deava 
NMJ)06579:Homo sapiens emopamil binding 
NMJ)050Q2:Homo sapiens NADH dehydrogenas 
NMJM343:Homo sapiens claudin 15 (CLONt 
Hs.190153:Homo sapiens cDNA FU33988 fis 
{locusHnk)NM_016034:Homo sapiens mitoch 
NM_00Q525:Homo sapiens nitric oxide synt 
Hs. 178761:263 prole asome-associated pad1 
Hs.85146:v-efs erythroblastosis virus E2 
Hs.236894:ESTs, Highly similar to S02392 
Hs.52256:hypothetica! protein HJ20624 
Hs.9222estrogen receptor binding site a 
Hs,154796:Homo sapiens cDNA FU37976 fis 
NM_021220:Homa sapiens zinc finger prole 
Hs^4723:ESTs 
Hs.86366:ESTs 

Hs.27931:hypothetical protein FU10607 s 
Hs^5717:Homo sapiens cDNA: FU23454 fis 
H&279591:Homo sapiens, Similar to RNA p 
NrA.018690:Homo sapiens apolipoprotein B4 
Hs.9842ESTs 

OocusM)NM_024831:Homo sapiens nuclea 
NMJ)01710:Homo sapiens B-factor, properd 
NMJ318283:Homo sapiens hypothetical prot 
(locusGnk)NM fc 000403:Homo sapiens gal act 
Hs.1668B7xcptnel 

(locuslink)NM_032335:Horno sapiens hypoth 
Hs.9805:exportin5 

Hs.13396:Homo sapiens clone 25028 mRNA s 
Hs.256150: NY-REN-41 anUgen 
NM^003904:Homo sapiens zinc linger prote 
Hs.22941:KlM1363 protein 
{tacusfink)NM_005532:Homo sapiens interf 
Hs.1 5071 :chaperon in containing TCP1, sub 
Hs.356512ESTs. WeaMy similar to UBCAJ\ 
(locusrmk)NhlL003360:Homo sapiens UOP gl 
(tocuslink)NM_004986:Homo sapiens Wnect 
NM-032192:Homo sapiens protein phosphata 
Hs.147097:H2A histone family, member X 
Hs.66666xhromosome 7 open reading frame 
Hs.27179:Homo sapiens cDNA FU12933 fis, 
NM_020980:Homo sapiens aquaporin 9 (AQP9 
Hs.9605xieavage and potyadenylaSon spe 
Nr*L01212ftHorno sapiens claudin 12 (CLDN1 
NM_000228:Homo sapiens laminin, beta 3 ( 
NM_004260Homo sapiens RecQ protein-tike 
NM_005242Homo sapiens coagulation facto 
Hs.51483:Homo sapiens, SimQar to RIKEN 
(Iocuslink)NM_005518:Homo sapiens 3-hydr 
Hs.30715:potasstum voltage-gated channel 
NM-016055:Homo sapiens mitochondrial rib 
NM-001197:Homo sapiens BCL2-interacting 
NM_01462&Komo sapiens gene predicted fr 
Hs.2253xomptement component 2 



NrvL003921^omo sapiens B-cetl CU/lympho 

Hs.210667:ESTs 

Hs.221575:ESTs 
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410045 AA806930 

454144 BE280478 

430387 AW372884 Hs.240770 

434583 AA095761 Hs.349092 
5 431512 BE270734 Hs^795 

428093 AW594506 Hs.104830 

416047 BE439894 Hs.78991 

447495 AW401864 Hs.18720 

452199 BE255543 Hs.110695 
10 425998 AU076629 Hs.165950 

445921 AW015211 Hs.153799 

422809 AK001379 

417869 BE076254 

436127 W94824 
15 418731 A1264688 

432840 AK001403 

428028 U52112 

441181 AA416925 

409463 AI458165 
20 450010 AW293801 Hs.255052 

418960 NMJ)04494 Hs.89525 

401179 

419252 AW138434 Hs.129805 
434750 BE019254 
25 412948 BE243313 
400529 

436414 BE264633 

436291 BE568452 

427963 AI042582 
30 426459 AF151812 

413880 AI660B42 

442468 N77737 

413476 U25849 

413278 BE563Q85 
35 430120 AW675298 Hs.233694 

452875 BE275760 Ks.30928 

417164 AA338283 Hs.81361 

407811 AW190902 Hs.40098 

409636 AA305729 Hs.18272 
40 447619 AI174800 

434845 BE267057 

414862 BE621310 

443639 BE269042 
A _ 414045 Nl^002951 Hs.75722 
45 430512 AF182294 Hs.241578 

432636 AA340864 

414697 BE266134 

420665 AW469240 Hs.371581 

428474 AB023182 Hs.184523 
50 448093 AW977382 Hs.15B98 

443343 BE4O9809 

418313 BE244231 

424154 AF026004 

456950 AF111170 
55 432543 AA552690 

423271 W47225 

410595 AW629223 Hs.64794 

448140 AF146761 Hs.20450 

457757 AA434109 Hs. 12271 
60 420186 NML015925 Hs.95697 

410094 BE147897 Hs.58593 

403B17 

459125 AA811363 
432705 AI879473 

65 446658 AI440137 
419485 AA489023 
432886 BE159028 
428438 NMJW1955 Hs.2271 

„ 414767 BE541381 Hs.178705 

70 406830 A1829848 Hs.342389 
432320 AW411066 Hs.274351 
430450 R23553 Hs.241489 
433808 NM_014062 Hs.3566 
431890 X17033 Hs^71986 

75 433369 Z49254 
446946 AI878932 
432204 AI916132 
424438 AA340724 

0/x 433862 D86960 

oU 4170B0 BE392B46 
428242 H55709 
416188 BE157260 Hs.79070 
436014 AF281134 Hs.283741 



Hs.581B9 
Hs. 182695 



Hs.121028 

Hs.82793 

Hs.11565 

Hs.1197 

Hs.279521 

Hs.182018 

Hs,374811 

Hs.17296 



Hs.4112 
Hs.334851 

Hs.143638 

Hs.344037 

Hs.181271 

Hs.169992 

Hs.110915 

Ks.8349 

Hs.75393 

Hs.833 



Hs.19054 
Hs.325321 
Hs.923 
Hs.9661 



Hs.278562 
Hs.76927 



Hs.3010O5 

Hs.84038 

Hs.141660 

Hs.306165 

Hs.152423 

Hs.126256 



Hs.29464 

Hs.157123 

Hs.164989 

Hs.99807 

Hs.279704 



Hs.3254 

Hs.317 

Hs.121593 

Hs.271912 

H&3610 

Hs.1063 

Hs^25Q 



Hs.58189:eukaryotic translation tniliati 
NM_024026:Homo sapiens mitochondrial rib 
Hs240770*jiudear cap binding protein su 
Hs.349092:ESTs, Weakly similar to A42442 
Hs.2795:!actate dehydrogenase A 
Hs.10483D:ESTs 

NM_012080:Homo sapiens DMA segment nume 
NM_004208:Homo sapiens programmed cell d 
Hs.110695:hypotheCcal protein MGC3133 
NM.00201 1:Homo sapiens fibroblast growth 
Hs.153799:Homo sapiens cDNA FU38333 lis 
NMJ>18136:Homo sapiens hypothetical prot 
Hs.82793:proteasome (prosome, macropain) 
NM_080748:Homo sapiens chromosome 20 ope 
NMJJ021 57:Homo sapiens heat shock 10kO p 
Hs.279521 hypothetical protein FU20530 
Hs.182018:inter1eukin-1 receptor-associa 
Hs.37481 1 :Homo sapiens, similar to 4-1BB 
NM.023930:Homo sapiens hypothetical prot 
Hs.255052:ESTs 

(locuslink)NM-004494:Homo sapiens hepato 

Hs.129B05:ESTs 
Hs.411£t-comptex1 
Hs.334851:LIM and SH3 protein 1 

NMJB3661 :Homo sapiens WD repeat doman 
(locuslink)NM_003981:Homo sapiens protei 
NM_016057:Homo sapiens CGI-120 protein ( 
NMJ)15966:Homo sapiens serologically def 
NM_021 258: Homo sapiens interieukin 22 re 
NM_138933:Homo sapiens apobec-1 compleme 
NM_004300:Homo sapiens acid phosphatase 
Hs.833:inlerferon-stimulaled protein, 15 
(!ocuslink)NMJ)18396:Homo sapiens putati 
NM-0061 14:Homo sapiens translocase of ou 
Hs.81361 heterogeneous nuclear ribonucle 
Hs.40098:cysteine knot superfamily 1, BM 
(Iocuslink}NM_030574:Homo sapiens solute 
(locusnnk)NM_018530:Homo sapiens hypoth 
Hs.325321:WD repeat domain 18 
Hs.923:singl8-stranded DNA binding prate 
Hs.9651:proteasome (prosome, macropain) 
NMJJ0E51:Homo sapiens ribophorin II (RP 
NM_P16200:Homo sapiens U6 snRNA-associat 
NfvL001307:Homo sapiens daudin 7 (CLDN7) 
HsJ6927:transtocase of outer mltochondr 
Hs.371581£STs 

Hs.184523serineythreonine kinase 38 fik 
Hs.15898:2/4<fienoyi CoA reductase 2, pe 
Hs.301005:histone H2A.F/Z variant 
NM_015937:Homo sapiens CGW6 protein (L 
NM_004366:Homo sapiens chloride channel 
Hs.3061 65:ESTs, Highly similar to unknow 
Hs.152423:Homo sapiens cONA: FU21274 fi 
NM_000576:Homo sapiens hterleukm 1, be 
NM_006978:Homo sapiens zinc finger prate 
NM_020125:Homo sapiens B lymphocyte acfi 
NM_012162:Homo sapiens F-box and leucine 
Hs.95697£ver-specific bHlH-Zp transcr 
. NM_004128:Homo sapiens general transcrip 

Hs.29464:Homo sapiens cDNA: FU23460 fe 
Hs.157123:ESTs 

NH-13849£Homo sapiens hypothetical prot 
Hs.99807:Homo sapiens mRNA; cONA DKFZp31 
Hs.279704:chromatin accessibility comple 
NM 001955:Homo sapiens endotheSn 1 (EDN 
NM_0335l5:Homo sapiens MacGAP protein (M 
Hs.342389:r^ptidy^rotyl feomerase A (cy 
NM_016032:Homo sapiens zinc finger. DHHC 
(locuslink)NM_015913:Homo sapiens hypoth 
Hs^566'ART-4 protein 
NM_002203:Homo sapiens integrin, alpha 2 
NM_021 134:Homo sapiens mitochondrial rib 
NM_003286:Homo sapiens topoisomerase (DN 
Hs.121593:Homo sapiens cDNA FU13123 fis 
Hs^7191£Homo sapiens cDNA FU38690 fis 
NM_014873:Homo sapiens KIAA0205 gene pro 
Hs.1 063srnall nuclear ribonudeoproteln 
Hs.2250:Ieukemia inhibitory factor (chol 
NM_002467:Homo sapiens v-myc myelocytoma 
NMJ)20158:Homo sapiens exosome component 
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419489 


AW411280 


Hs.90693 


NM_013400:Homo sapiens replication initi 


Z75 


407971 


AM69117 


Hs.62918 


Hs.6291 8:COC91 cell division cycle 91-li 


Z75 


432403 


AA550815 


Hs.124840 


(locusIhk)NM_138456:Homo sapiens hypoih 


2.75 


410775 


AB01446O 


Hs.66196 


NM_002528:Homo sapiens nih endonuclease 


Z75 


444197 


BE266947 


Hs.10590 


NM_018683:Homo sapiens zinc finger prate 


2.75 


447250 


A1878909 


Hs.17883 


NM_002707:Homo sapiens protein phosphata 


Z75 


406806 


AW088535 


Hs.350108 


Hs.350108 jibosomal protein, large, P0 


Z75 


411580 


AL080088 


Hs.70877 


NM_015421:Homo sapiens DKFZP564K2062 pro 


Z75 


433662 


W07162 


Hs.150826 


NM_Q20387:Homo sapiens RAB25, member RAS 


Z74 


426235 


AI631964 


Hs.34447 


Hs.34447:Homo sapiens cDNA FU38512 fis, 


Z74 


413186 


AU077141 


Hs.374548 


Hs.374548:sotute earner family 16 (mono 


Z74 


419713 


AW968058 


Hs.92381 


NM_019094:Homo sapiens nudix (nucleoside 


Z74 


410174 


AA306007 


Hs.59461 


Hs.59461 :DKFZP434C245 protein 


Z74 


430720 


U65768 


Hs-247838 


NM_002991:Homo sapiens small inducible c 


Z74 


429345 


R11141 


Hs.199695 


Hs.199695JiypothefcaI protein MAC30 


Z74 


452767 


AW014195 


Hs.61472 


Hs,61472:Homo sapiens, done IMAGE:51841 


Z74 


414561 


A1064813 


Hs.195155 


Hs.1 951 55:sotute carrier family 38, memb 


Z73 


423198 


M81933 


Hs.1634 


Hs.1634:ceH division cycle 25A 


Z73 


421038 


AL080192 


Hs.101282 


Hs.1 01 2B2:Homo sapiens mRNA; cDNA DKFZp4 


2.73 


444706 


AK000398 . 


Hs.11747 


(tocuslink)NMJ)17798:Homo sapiens chromo 


2.73 


423908 


AJ006422 


Hs.135183 


NM_006869:Homo sapiens centaurin, alpha 


Z73 


433412 


AV653729 


Hs.8185 


NM_021199:Homo sapiens sulfide dehydroge 


2.73 


438485 


W57578 


Hs.378718 


Hs.378718:Homo sapiens cDNA FU33433 fis 


2.73 


452461 


N78223 


Hs.108106 


Ks.108106:ubiquMke,contatrdng PHD 


Z73 


407699 


AA825974 


Hs.32646 


NMJ)24622*lomo sapiens hypothetical pro! 


Z73 


412258 


AA376768 


Hs.96125 


(locuslink)NM_025151:Homo sapiens Rab co 


Z73 


450256 


AA286887 


Hs.24724 


Hs,24724:Homo sapiens cDNA FU391 85 fis, 


Z72 


443905 


AI215948 


Hs.143969 


Hs.143969:ESTs . 


2.72 


413274 


NM_004893 Hs.75258 


NM_004893:Homo sapiens H2A histone famfl 


Z72 


408885 


C02741 


Hs.48712 


NMJ)17948:Homo sapiens hypothetical prot 


Z72 


424685 


W21223 


Hs.151734 


Hs.151734:nuclear transport factor 2 


2.72 


424692 


AA429834 


Hs.151791 


NM_014679:Homo sapiens WAA0092 gene pro 


Z72 


413762 


AW411479 


Hs.848 


Nr4J)Q2014:Homo sapiens FK506 binding pro 


2,72 


418054 


NM.002318 Hs.83354 


NMJ)Q2318:Homo sapiens lysyt oxidase-lik 


Z72 


450164 


AI239923 


Hs.63931 


NM_080759:Homo sapiens dachshund homolog 


Z71 


412115 


AK001763 


Hs.73239 


Hs.73239: hypothetical protein FU 10901 


Z71 


450897 


W16741 


Hs.351629 


NM_014017:Homo sapiens HSPC003 protein ( 


Z71 


447349 


AI375546 




BE743847:601577765F1 N1H_MGC_9 Homosapi 


Z71 


445413 


AA151342 


Hs.12677 


(locuslink)NNL016077:Homo sapiens CGI-14 


Z71 


448826 


AI580252 


Hs.255565 


Hs.255565:Homo sapiens cDNA FU33892 fe 


Z71 


406671 


AA129547 


HSJ285754 


NM_000245:Homo sapiens met proto-oncogen 


Z71 


433604 


N1UL013442 Hs3439 


Hs.3439:stomatin (EPB72)-like 2 


Z71 


441020 


W79283 


Hs35962 


Hs,35962:Homo sapiens mRNA; cDNA 0KFZp68 


Z70 


458933 


A1638429 


Hs.24763 


NM_002882:Homo sapiens RAN binding prate 


Z70 


423787 


AJ295745 


Hs.236204 


Hs~236204:nuclear pore complex protein 


Z70 


430462 


A1584156 


Hs.105640 


Hs.10564WiypolheBcal protein BC007772 


Z70 


439656 


AW138241 


Hs.160502 


Hs.160602flomo sapiens cDNA FU36008 fis 


Z70 


425236 


AW067800 


Hs.155223 


NM_003714:Homo sapiens stanniocatcin 2 ( 


Z70 


420085 


AI741909 


Hs.44680 


Hs.4468fthypothetical protein FU20979 


Z70 


448296 


BE622756 


Hs.10949 


Hs.10949:Homo sapiens cDNA FU14162 fis, 


Z70 


430200 


BE613337 


Hs.234896 


Hs.23489S:gemlnin 


Z70 


424308 


AW975531 


Hs.154443 


Hs.154443:MCM4 rwnfchromosome maintenanc 


Z70 


423453 


AW450737 


Hs.128791 


NM_015939:Homo sapiens CGi-09 protein (L 


Z70 


421344 


AW631030 


Hs.103665 


(locusBnk)NM_015873:Homo sapiens viffin 


Z70 


446607 


AI691065 


Hs.155780 


Hs.155780£STs 


Z70 


418558 


AW082266 


Hs.86131 


Hs.86131 -^as (TNFRSF6>associated via de 


Z70 


443835 


AF016371 


Hs.9880 


NM_006347:Homo sapiens pepfidyl prolyl I 


Z70 


413794 


AF234532 


Hs.61638 


NMJM2334:Horno sapiens myosin X (MYO10), 


Z70 


451481 


AA300228 


HS.295B66 


(locustak)NM_030974:Homo sapiens hypoth . 


Z70 


458820 


BE552151 


Hs.108118 


Hs.108118:rrvpotheficaJ protein FU22474 


Z70 


425905 


AB032959 


Hs.318584 


NM_032173:Homo sapiens hypothetical prot 


Z69 


408089 


H59799 


Hs.42644 


H5.42644iraCfedoxnvfike2 


Z69 


431201 


AA678405 


Hs.8854 


Hs.8854:Pvt1 oncogene homolog, MYC activ 


Z69 


437897 


AA770561 


Hs.146170 


Hs.146170:hypothetical protein FU22969 


. Z69 


441703 


AW390054 


Hs.192843 


NML022145tfomo sapiens leucine zipper pr 


Z69 


433916 


AW732839 


• Hs.3631 


ML001551:Homo sapiens immunoglobulin (C 


Z69 


422516 


BE258862 


Hs.1 17950 


NM_006452itomo sapiens phosphonTxfcylaml 


Z69 


416084 


L16991 


Hs.79006 


NM.01 2145:Homo sapiens deoxyfriymidylate 


Z69 


427464 


BE262956 


Hs.178292 


Hs.17829Zprotein CWJCOsyltransferase 1 


2.69 


453876 


AW021748 


Hs.110406 


Hs.110406:ESTs 


Z69 


424373 


AJ133798 


Hs.146219 


NMJ)14427:Homo sapiens coptne VII (CPNE7 


Z69 


411619 


A1418609 


Hs.71040 


NM-01 7816:Homo sapiens hypothetical prot 


Z69 


413004 


T35901 


Hs.75117 


Hs.751l7dnteiteukin enhancer binding fa 


Z69 


420062 


AW411096 


Hs.94785 


(k>ciisBnk)NM.021809:Homo sapiens TGFBh 


Z69 


446077 


BE251048 


H*22579 . 


H*22579:Homo sapiens done COABP0036 mR 


Z68 


446269 


AW263155 


Hs.14559 


NM_018131:Homosapiefts hypothetical prat 


Z68 


42B728 


NM.016625 Hs.191381 


Hs.191381±ypothetical protein LOC51319 


Z68 


400263 




Hs.75309 


KM_001961:Homo sapiens eukaryofic trans) 


Z68 


421933 


R98881 


Hs.109655 


NM_006746:Homo sapiens sex comb on midle 


Z68 


417750 


AI267720 


Hs.260523 


Hs.260523jieuroWastoma RAS viral (v-ras 


Z68 


429671 


BE379335 


Hs.211594 


Hs^11594:proteasome (prosome, macropain 


Z68 


421720 


AF15509S 


Hs.107213 


Hs.107213:fwrnin binding protein 3 


Z68 


425601 


AW629485 


I Hs.140720 


NM_0120B3:Homo sapiens frequently rearra 


Z68 
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425274 


BE281191 


Hs.155462 


Hs.155462:MCM6 minichromosome maintenanc 


Z68 


433159 


AB035898 


Hs.150587 


NWL020242:Honw> sapiens ktnesin-fike 7 (K 


Z68 


406673 


M34996 


Ks.198253 


Hs.1 98253:major histocompatibility compl 


2.68 


428206 


AB020643 


Hs.183006 


Hs.183006Jikely homotog of mouse hepari 


Z68 


429344 


R9403B 


Hs.374664 


NM_005538:Homo sapiens inhibin, beta C ( 


2.68 


427719 


A1393122 


Hs.134726 


(locusfink)NM_145060:Homo sapiens hypoih 


Z68 


408113 


T82427 


Hs.194101 


Hs.194101 :Homo sapiens cONA: FU20869 fi 


Z68 


457313 


AF047002 


Hs.241520 


NM_005782:Homo sapiens transcriptional c 


2.67 


413142 


M81740 


Hs.75212 


{locuslink)NM_002539: Homo sapiens omlth 


Z67 


414998 


NM.002543 Hs.77729 


NMJK)2543:Homo sapiens oxidised low dens 


Z67 


432391 


AF732374 


Hs.339827 


Hs.339827:ESTs, Weakly similar to protea 


Z67 


446342 


BE298665 


Hs.14846 


Hs.14846:Homo sapiens mRNA; cDNA DKFZp56 


Z67 


447913 


AW438602 


Hs.191179 


Hs.191179:ESTs 


Z67 


418738 


AW388633 


Hs.6682 


Hs.668Zsolute carrier family 7, {cation 


Z67 


439586 


AA922936 


Hs.1 10039 


Hs.110039£STs 


Z67 


427477 


AW973119 


Hs.178391 


NM_021029:Homo sapiens ribosomal protein 


Z67 


421839 


BE258778 


Hs.108809 


NM_006429:Homo sapiens chaperonin contai 


Z67 


400448 






Z67 


418416 


U11700 


Hs.84999 


NM»000053:Homo sapiens ATPase, Cu+*tran 


Z67 


445304 


BE613206 


Hs.279607 


Hs.279607:Homo sapiens cDNA FU34399 fis 


Z67 


417601 


NMJ)14735 Hs.82292 


NMJ)14735:Homo sapiens WAA0215 gene pro 


Z66 


444700 


NM.003645 Hs.11729 


NM_003645:Homo sapiens fatty-acid-Coenzy 


Z66 


431021 


AI869664 


Hs.351863 


(loaisfink)NM_003312:Homo sapiens thiosu 


Z66 


453157 


AF077036 


Hs.31989 


KKt015449-.Homo sapiens N1CE-3 protein (N 


Z66 


453454 


AW052006 


Hs.374973 


NM_004597:Homo sapiens PRP4 pre-mRNA pro 


Z66 


422599 


BE387202 


Hs.118638 


Hs.1 18638:non-metastatic ceBs 1, protei 


Z66 


456248 


AL035786 


Hs.82425 


NM_005717:Homo sapiens acfin related pro 


Z66 


427691 


AW194426 


Hs.20726 


Hs.20726:ESTs, Moderately similar to hyp 


Z66 


419705 


AW368634 


Hs.154331 


Hs.154331:ESTs 


Z66 


421254 


AK001724 


Hs.102950 


NM_016128:Homo sapiens coat protein gamm 


Z68 


422719 


BE017985 


Hs.1 02558 


Hs.1 02558:Homo sapiens cDNA FU40369 fis 


Z66 


445356 


AI816736 


Hs.14896 


Hs.14896:zinc finger, DHHC domain contai 


Z66 


432435 


BE218886 


Hs.282070 


Hs.282070:ESTs 


Z65 


433020 


AI375726 


Hs.227152 


NM_Q1 6391 :Homo sapiens hypothetical prot 


Z65 


436106 


AI050715 


Hs.2331 


- Hs.2331:E2F transcription factor 5, p130 


Z65 


431127 


U66618 


Hs.250581 


Hs.2505B1:SWl/SNF related, matrix assod 


Z65 


425568 


AW963118 


Hs.161784 


Hs.161784:ESTs 


Z65 


430508 


AI015435 


Hs.104637 


Hs.1 04637so!ute carrier family 1 (gluta 


Z65 


414761 


AU077228 


Hs.77256 


NM _004456:Homo sapiens enhancer of zeste 


Z65 


412738 


N34731 


Hs.74562 


NM_078480^omo sapiens fuse-binding prot 


Z65 


409893 


AW247090 


Hs.57101 


Hs.57101 :MCM2 minichromosome maintenance 


Z65 


421743 


T35958 


Hs.107614 


Hs.107614:OKF2P564l1171 protein 


Z64 


428072 


BE258602 


Hs.182366 


NM_01 6292*tomo sapiens heat shock protei 


Z64 


417957 


H53497 


Hs.83006 


NM_01 6071 :Homo sapiens mitochondrial rib 


Z64 


409119 


AA531133 


Hs.4253 


Hs.4253:hypothetical protein MGC2574 


Z64 


447200 


BE543146 


Hs.281434 


Hs.281434:Homo sapiens cONA FU31373 fis 


Z64 


409214 


AW405967 


Hs.333388 


Hs.333388^'mnar to CG3714 gene product 


Z64 


414883 


AA926960 


Hs.348669 


Hs.348669:CDC28 protein kinase 1 


Z64 


433570 


AI 580 053 


Hs.109007 


Hs.109007:Homo sapiens, Simitar to LOC16 


Z64 


.408633 


AW963372 


Hs.222088 


NNL014109*lomo sapiens PRO2000 protein ( 


Z64 


447769 


AW873704 


Hs.320831 


. Hs.320831:chromosom8 20 open reading fra 


Z64 


432964 


AF118395 


Hs.279865 


NM_01 431 7:Homo sapiens trans-prenyltrans 


Z63 


444855 


BE409261 


Hs.12084 


Hs.12084:Tu translation elongation facto 


Z63 


428144 


BE269243 


Hs.182625 


Hs.182625:VAMP {veside-associated membr 


Z63 


408137 


AI694131 


Hs.29002 


Hs.29002:KlAA1706 protein 


Z63 


418703 


NM-014448 Hs.87435 


Hs.87435:Rho guanine exchange factor (GE 


2.63 


446051 


BE046061 


Hs^7054 


Hs.37054:ephrinnA3 


2.63 


430024 


AI808780 


Hs.227730 


NM_000210Momo sapiens Integral, alpha 6 


Z63 


408122 








Z63 


420988 


AW006352 


Hs.159643 


Hs.159S43:ESTs, Weakly similar to putati 


Z63 


436433 


AW631437 


HsJ184 


rjocusfink)NM_016397:Horno sapiens TH1-B 


Z63 


417129 


AI381800 


HU00684 


Hs.300684:catoHonin gene-related pepfJd 


Z63 


410397 


AF217517 


Hs.63042 


NM_018457:Homo sapiens DKFZp564J157 prot 


Z63 


419420 


AA355435 


Hs.30724 


Occuslink)KKt001516:Horno sapiens genera 


Z63 


400298 


AA032279 


Ks.61635 


Hs.61635xix transmernbrane epHheOal an 


Z63 


412599 


AU076782 


Hs.248267 


(rocusEnk)NMj021126:Homo sapiens mercap 


Z63 


436199 


R38946 


Hs.127951 


Hs.1 27951 :Homo sapiens cONA FU14503 fis 


Z63 


425081 


X74794 


Hs.154443 


Hs.154443:MCM4 rrdnlchromosome maintenanc 


Z63 


442025 


AW887434 


Hs.1 1810 


NM_032026:Homo sapiens COA11 protein (CD 


Z62 


437379 


AL359575 


Hs^3765 


Hs.23765:membfane rnetalio-endopeptidase- 


Z62 


409703 


NMJXJ6187 Hs.56009 


Hs.56009-.2 , -5 , -oiigoadenytate synthetase 


Z62 


419170 


BE002798 


Hs.287650 


NM_002219:Homo sapiens integral membrane 


Z62 


418216 


AA662240 


Hs.283099 


Hs.283099-.AF15q14 protein 


Z62 


451926 


AW134519 


Hs.96125 


(locusltok)NMJ>251 51 :Homo sapiens Rab co 


2.62 


413781 


J05272 


Hs.850 


(tocuslink)NrVL000883:Homo sapiens lMP(i 


Z62 


407236 


W79485 


Hs.173980 


Hs.173980*JiucIear matrix protein NMP2O0 


Z62 


421405 


AA251944 


Hs.104058 


NMJJ15957:Homo sapiens Ca29 protein (L 


Z62 


429491 


NM.012111 Hs.204041 


NMJH21 1 1:Homo sapiens <*romosome 14 ope 


2.62 


453335 


AW857376 


Ks.169238 


NM_000149:Homo sapiens tucosylfjansferas 


Z62 


441126 


NMJJ00429 Hs.323715 


(!ocusItnk)NM_000429:Homo sapiens methio 


Z62 


417404 


NM_007350 Hs.82101 


(tocus!tnk)NMJ)07350:Homo sapiens plecks 


Z62 


432211 


BE274530 


Hs.273333 


Hs^73333jiypothefa'ca) protein FU10986 


Z62 


446766 


AF083208 


Hs.16178 


NM_012138:Homo sapiens apoptosts antagon 


Z62 
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437033 


AW248364 


Hs.5409 


(loc«sBnk)NM_004B75:Homo sapiens RNA po 


Z62 


412123 


BE25132B 


Hs.73291 


NM_018256:Homo sapiens WO repeat domain 


Z62 


45412B 


AL031259 


Hs.367900 


Hs.367S00:prograrnmed cell death 2 


Z61 


433037 


NMJJ14158 Hs.279938 


NMJ)14158:Homo sapiens HSPC067 protein ( 


Z61 


414438 


A1879277 


Hs.76136 


0ocusfink)NMJ)03329:Homo sapiens thiore 


Z61 


416221 


BE513171 


Hs.79086 


(locusfink)NM _C072Q8:Homo sapiens mitoch 


2.61 


443898 


AW804296 


Hs.9950 


NM_01430ZHomo sapiens Sec61 gamma (SEC6 


Z61 


410007 


AW950887 


Hs.57813 


NMJ)14596:Homo sapiens zinc ribbon domai 


Z61 


412715 


NM_000947 Hs.74519 


NM_000947:Homo sapiens primase, polypept 


Z61 


449864 


BE276386 


Hs.1 11429 


NM_032486:Homo sapiens dynacfin 4 (MGC32 


Z61 


448625 


AW970786 


Hs.178470 


NMJ)24829:Hcmo sapiens hypothetical prot 


2,61 


452835 


AK001269 


Hs.30738 


NM_018087:Homo sapiens hypothetical prat 


Z61 


410686 


AJ733735 


Hs.114905 


NM_G33266;Homo sapiens ER to nucleus sig 


Z60 


411400 


AA311919 


Hs.69851 


NM_01 8983: Homo sapiens nudeolar protein 


260 


429770 


AI766047 


Hs.99736 


Hs.99736;hypothetical protein MGC39350 


Z60 


425983 


AKQ00226 


Hs.165619 


NM_031265:Homo sapiens mucin and cadheri 


Z60 


430237 


AJ272144 


Hs.236522 


HS.23652ZDKFZP434P106 protein 


2.60 


419607 


R52557 


Hs.91579 


NM_033416:Homo sapiens similar to HYPOTH 


Z60 


419508 


AW997938 


Hs.90786 


NM_003786:Homo sapiens ATP-Wnding casse 


Z60 


453258 


AW293134 


Hs.32597 


NM_005977:Homo sapiens ring finger prote 


Z60 


457234 


AW96B360 


Hs.14355 


Hs.14355:Homo sapiens cDNA FU13207 6s, 


Z60 


420911 


U77413 


Hs.100293 


Hs. 100293:0-1 inked M-acetyiglucos amino ( 


2.60 


418478 


U38945 


Hs.1174 


NA4_000077:Homo sapiens cycfln-dependent 


Z60 


438533 


AI440266 


Hs.170673 


NM_138969:Homo sapiens retinal short cha 


Z60 


421699 


AL161994 


Hs.107003 


NM_021178:Homo sapiens enhancer of invas 


Z60 


452220 


BE1580C6 


Hs.212296 


Hs.212296:ESTs 


Z60 


439148 


AA372280 


Hs.178576 


{lccustink)NM._03Q877:Horno sapiens cateni 


Z60 


453949 


AU077146 


Hs.36927 


(tocusEnk)NMJ)06644:Komo sapiens heat s 


Z59 


451110 


AI955040 


HsJ265398 


Hs.265398:ESTs, Moderately similar to hy 


Z59 


446291 


BE397753 


Hs.14623 


Hs.14623:interferon, gamma-indudbte pro 


Z59 


411125 


AA151647 


Hs.68877 


Hs.68877:cytochrome b-245, alpha potypep 


Z59 


426858 


NM 004182 Hs.172791 


NM_004182:Homo sapiens ubiquitously-expr 


Z59 


442990 


AA197226 


Hs.19347 


NMJJ32351:Homo sapiens mitochondrial rib 


Z59 


424197 


AF096834 


Hs.142989 


NM_015982:Homo sapiens germ cell specif! 


Z59 


445580 


AF167572 


Hs.12912 


NM 0061 09:Homo sapiens SKB1 homolog(S. 


Z59 


410219 


T98226 


Hs.171952 


Hs.171952»cdudin 


Z59 


436415 


BE265254 


Hs.343258 


NMJJ061 91 '.Homo sapiens proliferation-ass 


Z59 


441153 


BE562826 




BE562826:601336534F1 N1H_MGC_44 Homo sap 


Z59 


410570 


AI133096 


Hs.64593 


NM_0Q6356:Hcmo sapiens ATP synthase, H+ 


Z5B 


430594 


AK000790 


Hs.246885 


NM_017958:Homo sapiens hypothetical prot 


Z58 


410315 


A)538B71 


Hs.378965 


Hs.378965:Homo sapiens cDNA FLJ37658 fis 


Z58 


443303 


U67319 


Hs.9216 


NM_033340:Horno sapiens caspase 7. apopto 


Z58 


425725 


N^.012243 Hs.159322 


(IocusfinkJNM_012243:Homo sapiens solute 


Z58 


449019 


A1949095 


Hs.67776 


Hs.67776:Homo sapiens, done IMAGE S4556 


Z58 


410442 


X73424 


Hs.63788 


Hs.63768:propionyt Coenzyme A carboxytas 


Z58 


456629 


AW891955 


Hs.367942 


Hs.367942:Homo sapiens, done IMAG&4701 


Z5B 


454417 


AI244459 


Hs.110826 


Hs.110826itnnuc!eofid6 repeat contalnin 


Z58 


416330 


AU077101 


Hs.79222 


Hs.79222: gal actosidase, beta 1 


Z58 


437712 


X04588 


Hs.85844 


Hs.85844:neurotrophlc tyrosine kinase, r 


Z58 


423750 


AF165883 


Hs .298229 


NM_012394:Homo sapiens prefoldin 2 (PFDN 


2.58 


412641 


M16660 


Hs.74335 


Hs.74335:heat shock 90kD protein 1, beta 


Z5B 


406180 








Z58 


416297 


AA157634 


Hs.79172 


Hs.79172so!ute earner family 25 (mitoc 


Z58 


416803 


U50079 


Hs.88556 


NM_004964:Homo sapiens his lone deacetyia 


Z58 


447532 


AK000614 


Hs.18791 


NM_C17899:Homo sapiens hypothetical prot 


Z67 


420309 


AW043637 


Hs^1766 


Hs.21766:ESTs, WeaWy similar to hypothe 


2.57 


447418 


AA063074 


Hs.18552 


Hs.1855ZE2IG2 protein 


Z57 


424142 


AI67B727 


Hs.378970 


Hs*378970:Homo sapiens cDNA FLJ35102 fis 


Z57 


428342 


A1739168 


Hs.349283 


Hs.349283:Homo sapiens cDNA FU31753 fis 


Z57 


427254 


AL121523 


HSJ97774 


HsJ7774:ESTs 


Z57 


458778 


AW451034 


Hs326525 


NM_001669:Homo sapiens arytsulfatase D ( 


Z57 


425669 


W16480 


Hs24283 


HsJ24283:Komo sapiens cDNA FU25952 fis. 


Z57 


452700 


A1859390 


Hs£88940 


NM_021259:Homo sapiens transmembrane pro 


Z57 


427678 


BE267756 


Hs.180312 


NM_016065:Homo sapiens mitochondrial rib 


Z57 


444656 


AJ277924 


Hs.145199 


Hs.145199:ESTs, Weakly similar to hypoth 


Z57 


425206 


NM.002153 Hs.155109 


NM.0021 53: Homo sapiens hydroxysterotd (1 


Z57 


416412 


NMJJ14742 Hs.79305 


Hs,79305;KIAA0255 gene product 


Z56 


427648 


A1376722 


Hs.180062 


Hs.18006Zproteasome (prosome, macro pain 


Z56 


419193 


029643 


Hs.34769 


KM_005216:Homo sapiens oofichyWiphosph 


Z56 


409964 


AW368226 


Hs.67928 


Hs.67928£STs 


Z56 


431910 


AK000142 


Hs.101774 


Hs.101774Jiypotheficai protein FU23045 


Z56 


413010 


AA393273 


Hs.75133 


NM_003201:Homo sapiens transcription fac 


Z56 


452264 


AU077013 


Hs.28757 


Hs.28757iransmembrane 9 superfajnfly mem 


Z56 


419423 


D26488 


Hs.90315 


Hs.90315:KlAA0007 protein 


Z56 


425221 


AV649864 


Hs.155188 


NM_005642:Homo sapiens TAF7 RNA polymers 


Z56 


437623 


D63880 


Hs.5719 


NM_014865:Homo sapiens chromosome conden 


Z56 


444184 


T87841 


Hs.282990 


(looisfink)N^L033 550: Homo sapiens chromo 


Z56 


418650 


BE385750 


Hs.86978 


KsiS978:prolyl endopeptidase 


Z56 


425368 


AB014595 


Hs.155976 


(tocusCnk)NM_00358fi:Homo sapiens coffin 


Z56 


420614 


AL1 10291 


Hs.99364 


Hs.99364:abhydrolase domain containing 1 


Z56 


427876 


A1494291 


Hs.369171 


Hs.369171:ESTs 


Z56 


418852 


BE550964 


Hs.89399 


NM>005176:Honu> saptens ATP synthase, H+ 


Z56 


416432 


BE391767 


Hs.79322 


(locusImk)NM_005051:Homo sapiens gjutam 


Z55 
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45S8K A1498957 Hs.351937 

448153 Y10805 Hs.20521 

454003 AA058944 Hs.116602 

411950 T28407 Hs.81564 

457400 AF032906 Hs.252549 

426410 BE298446 Ks.305890 
402829 

425843 BE313280 
400995 

452S45 AW9781B7 Hs.79103 

417144 AA382104 Hs.81337 

422192 AA305159 Hs.113019 

424755 AB033094 Hs.152925 

410012 AW015832 Hs.57898 

431236 AV656840 Hs.285115 

449042 AW294985 Hs.30715 

420281 AI623693 Hs.323494 

418681 AA287786 Hs.23449 

406629 AW277078 Hs.181165 

421612 AF161254 Hs.105196 

446715 AI337735 Hs.173919 

431183 NM.006855 Hs.250696 

407722 BE252241 Hs.3B041 

427368 BE041451 Hs.177507 

426266 AF083420 Hs.168913 

409632 W74001 Hs.55279 

442875 BE623003 Hs.23625 

456031 AA335996 Hs.355907 

442432 BE093589 Hs.38178 

437741 BE561610 Hs.5809 

448775 AB025237 Hs.388 

414368 W70171 Hs.75939 

432876 AW248272 Hs.279652 

431731 BE266322 Hs.211374 

425994 AK000207 Hs.165803 

445982 BE410233 Hs.13501 

444232 W56010 Hs.347297 

435655 AW105663 Hs.6947 

417686 AA769155 Ks.235498 

417933 X02308 Hs.82962 

426812 AF10S365 Hs.172613 

452313 Y00486 Hs.289U 

438317 AA826401 Hs.122393 

409299 AA045650 Hs.53125 

423599 AI805664 Hs.31731 

412525 AA581439 Hs.152328 

424291 AL120051 Hs.144700 

427581 NMJJ1476B Hs.179703 
414987 AA524394 Hs.294022 
434274 AA628539 



400282 

425322 U63830 



453344 BE349075 

449915 NMJJ04529 Hs.404 

417691 AU076610 Hs.82399 

439012 BE383814 Hs.6455 

434931 AW958941 Hs.166254 

411678 AI907114 Hs71465 

442315 AA173992 

447140 AF070537 

422385 BE549407 

433517 AW022133 Hs.189838 

450230 AW016607 Hs^01582 

432866 BE395875 

433001 AF217513 

440773 AA352702 

440587 AL138461 

422813 AV656571 

424259 AK001776 

436075 BE090176 

453204 R10799 

453665 AA626250 

432353 NM.016558 Hs.274411 

433271 BE621697 Hs.14317 

431770 BE221860 

444019 BE173977 

428839 AI767756 
404826 

429669 BE185499 

434474 AL042936 

424482 BE26B621 

450422 AA743525 



440214 AA24711B Hs.7049 



Hs.351937:ribosomal protein, targe P2 
NIWL001536:Homo sapiens HMT1 hnRNP methyl 
Hs.1 1660Z*ypothetical protein BC0091 15 
NM_002619.Homo sapiens platelet factor 4 
NM_001336:Homo sapiens calhepsin Z (CTSZ 
NMJ38578:Homo sapiens B02-6ke 1 (BCL2 



Hs. 159627 NM.004632:Homo sapiens death associated 



NM.030579-.Homo sapiens cytochrome b5 out 
Hs.81337:tectin. galxtoside-binding. so 
NW_015931:Homo sapiens fls4B5 (LOC51066) 
Hs.152925:KIAA1268 protein 
(locusM)NMJ>17819:Homo sapiens hypoth 
NM_001560:Homo sapiens interteukin 13 re 
Hs-30715:potassium voltage-gated channel 
(laaKlir^NM_017g54:Horno sapiens hypoth 
Hs.23449insufin receptor tyrosine kinas 
Hs.181 165:eukaryotfc translation elongat 
(locuslinkJNM_016579:Homo sapiens 8D6 an 
Hs.173919:ESTs. Weakly similar to neuron 
NM_006855:Homo sapiens KDEL (Lys-Asp-Gl" 
NM 003681 :Homo sapiens pyridoxal (pyrido 
Hs.177507:hypothe0cal protein HSPC155 
NM_003576:Homo sapiens serine/threonine 
NM_002639:Homo sapiens serine (or cystd 
Hs.23625:Homo sapiens clone TCCCTA00142 
Hs.355907£STs, Weakly similar to protei 
NM_024629:Homo sapiens hypothetical prot 
NMJ)20470:Homo sapiens putative transmem 
NM_002452:Homo sapiens nudix (nucleoside 
NMJ)12474:Homo sapiens uridine monophosp 
NM_015956:Homo sapiens mitochondrial rib 
(locuslink)N^145051:Homo sapiens hypoth 
NM_Q177Q8:Homo sapiens hypothetical prot 
(locuslink)NM_014303:Homo sapiens pescad 
(locusDnk)NM-013397:Homo sapiens over-e 
(tocuslink)NM_014159:Homo sapiens Kuntin 
Hs.23S498:hypoihet)cat protein FU14075 
NM_0D1071:Homo sapiens thymidylate synth 
NM_006598:Homo sapiens solute carrier fa 
Hs28914:adenine phosphoribosyltransfera 
Hs.122393:ESTs 

NM_004597:Homo sapiens small nuclear rib 
(locusfink)NMjD12094:Homo sapiens peroxl 
Hs.152328:ESTs 

NM_004429:Homo sapiens ephrin-BI (EFNB1) 
NMJ»4788:Homo sapiens tripartite motif- 
NMJB2865:Homo sapiens hypothetical prot 
Hs57783:eukaryotic translation inlSaS 
NM.00531 3:Homo sapiens glucose regulated 
NM_0069Q4:Homo sapiens protein kinase, D 
Hs.44571:ESTs 

N M_004529.Homo sapiens myeloid/lymphoid 
NM_007357:Homo sapiens component of ofig 
NMJ306666:Homo sapiens RuvB-fike 2 (E c 
Hs. 166254 likely ortholog of rat vacuole 
NM_0031 29:Homo sapiens squatene epoxidas 
Hs.7956:ESTs 

NMJ38391:Homo sapiens hypothefical prot 
(tocusTink)KM.006638:Horno sapiens ribonu 
Hs.189838:ESTs 
HsZOISBZESTs 

NM.014342:Homo sapiens mitochondrial car 
NM.016359-.Homo sapiens nucleolar protein 
NM_022767:Homo sapiens hypothefical prot 
(locustink)NM_031 209:Homo sapiens IRNA-g 
(tocusHn^N^003270:Homo sapiens transm 
(locusfink)NM»018270:Homo sapiens chromo 
NM_080546:Homo sapiens CDw92 anfigen (CO 
Hs.191990£STs 

Hs.326184:Homo sapiens nuclear protein p 
NM_016558:Homo sapiens SCAN domain conta 
NM_018648:Homo sapiens nucleolar protein 
NMJ)12255:Homo sapiens $-3 exoribonucl 
NMJ)19Q82:Homo sapiens putative nucteola 
(locusRnk)NM.147174:Homo sapiens hepara 

NMJ)14878:Homo sapiens K1AA0020 gene pro 
(iocusGnk)NM_005333:Homo sapiens holccy 
0ocusQnk)NM_003374:Homo sapiens vdlag 
NM_033414:Homo sapiens hypothetical prot 
(locusTuTk)NM_018386:Homo sapiens hypoth 



Hs.57783 
Hs.289101 
Hs.155637 
Hs.44571 



Hs.7956 
Hs.17481 
Hs.1 15823 



Hs.279609 

Hs.279905 

HS37747 

Hi323084 

Hs.121068 

Hs.143954 

Hs.179902 

Hs.191990 

Hs.326184 



Hs.10098 
Hs.82302 



Hs.2471 
Hs.211571 
Hs.149155 
Hs.60300 



2.55 

Z55 

2.55 

Z55 

2.55 

2.55 

Z55 

2.55 

Z55 

Z55 

Z55 

Z55 

2.55 

£55 

2.55 

Z55 

2.55 

2.55 

2.55 

Z54 

Z54 

2.54 

2.54 

Z54 

Z54 

Z54 

2.54 

2.54 

Z54 

Z54 

Z54 

2.54 

2.53 

Z53 

Z53 

Z53 

Z53 

Z53 

Z53 

2.53 

Z53 

Z53 

Z53 

Z53 

Z53 

Z53 

Z53 

Z53 

Z53 

Z53 

Z53 

Z53 

Z53 

Z53 

Z52 

Z52 

Z52 

Z52 

Z52 

Z52 

Z52 

Z52 

Z52 

Z52 

Z52 

Z52 

2.52 

Z52 

Z52 

Z52 

Z52 

Z52 

Z52 

Z51 

Z51 

Z51 

Z51 

Z51 

Z51 

Z51 

Z51 

Z51 

Z51 
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421168 AF182277 Hs.330780 Hs330780xytochrome P450, subfamily IIB 2.51 

435750 AB029012 Hs.4990 Hs.4990:KlAA1 089 protein 251 

452101 T60298 Hs.10844 NNL052972Homo sapiens leurine-rich alph 2.51 

436043 AW963838 Hs,158830 Hs.168830:Homo sapiens cDNA FU12136 fis 2.51 

424909 S78187 Hs.153752 (locusnnk)NM_004358:Homo sapiens cefld 2.51 

435677 AA694142 Hs.6585 Hs.6685:thyroid hormone receptor interac 2.51 

406363 Z51 

452018 AW102941 Hs.211265 Hs.211265:ESTs 2.51 

409591 AA532963 Hs.9100 Hs.9100:hypotheBcal gene supported by A 2.51 

421937 A1878857 Hs.109706 NMJM 61 85:Homo sapiens hematological and 2.51 

416293 BE244454 Hs.79162 Hs.79162structure specific recognition 2.51 

421532 AW138207 Hs.146170 NM_022842Homo sapiens hypothetical prd 2.50 

434584 D57341 Hs.188361 Hs.1 88361 :Homo sapiens cDNAFU12807 fis 2.50 

428109 AW732918 Hs.182490 Hs.1B2490deuctne-rich PPIVmofif contain 2.50 

426053 U68105 Hs.172182 NMJW256&Homo sapiens rxrfy(A) binding p 250 

432642 BE297635 Ks.3069 NM_004134:Homo sapiens heat shock 70kDp 2.50 

452390 AI864142 Hs.29288 (locuslink)NM_022759:Homo sapiens endo* 2.50 

429023 NM_000312 Hs.2351 NM_000312Homo sapiens protein Cfinacfi 2.50 

400076 ' 2.50 

420596 NMJJ02692 Hs.99185 NM_002692:Homo sapiens polymerase (DNAd 250 

422244' Y08890 Hs.1 13503 NMJ)02271:Homo sapiens karyopherin (impo 2.50 

410723 AA100683 HU72108 Hs.372108:ESTs 2.50 

435496 AW840171 Hs.265398 Hs.265398:ESTs, Moderately similar to hy 250 

425159 NIYL004341 Hs.154868 NM_004341:Homo sapiens carbamoyl-phospha 2.50 

433626 AF078859 Hs.86347 NI01 3341:Homo sapiens hypothetical pro! 2.50 

448391 H71025 Hs.21075 NK^.016328:Homo sapiens GTF2I repeat doma 250 

TABLE 10B 



Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 

ton: Genbank accession numbers 



Pkey 



CAT Number Accession 



434414 



432407 



406708 
459306 
447349 
441153 



0_0 

35978J 



MH1429J2 



0J) 

223120.-4 
1063443J 
264480.3 



M18728 _ 
AF134164 BF809407 AA218567 BF842863 A1267168 BF876178 BG999253 AW861851 AW85B362 AI817548 BF771300 AA1 13928 AA223422 
AA055556 BF773400 BF998869 BE081333 BE073424 BE142245 H59571 H59570 BF871558 BF871064 BE001132 BF826831 AW754298 
AA223267 BG997895 BG997897 AW991957 AA534354 BG319501 BF736309 A1694265 AA045564 BG950256 AI829309 BG987850 BE093175 
BF854337 

BG036675 BF772005 BF771866 BG960386 BG960381 NM.005712 AF1 10315 BE074534 BE182776 BE158000 BE157999 BE714315 AW818104 
AW847519 AA099426 AW817981 AW856396 BG961 122 AA224498 AA308542 AW821833 BF902155 AI73241 1 BG778834 BG283641 BE748279 
BE748870 BG319540 BE748864 BF739224BG986155AK057283 BI861466 AA663341 AA457591 BG949294 AW392886 AA07 1 1 22 AA227849 
AA584918 BG959570 BF773486 AL041698 BF959013 R87170 C16859 BF770411 BF771298 AI075321 L13823 AA216700 BF771864 AW861859 
BE537068 C18935 AA155719 BF771 172 BF769107 BF804964 AW818172 AWB1B143 AW392930 AW817057 AW85B044 BF74621 1 AA179928 
AW861687 AW821826 B1055726 BF242643 AA207189 BF770412 BF771 157 BG430030 AA055592 
AI282759 
AW578452 

BE743847 AW8096O3 BM469626 AI375546 
BE5S2826BE378727 



TABLE 10C 

Pkey. Unique number corresponding to an Eos probeset mli 
Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (GO numbers. "Dunham L et aL" refers to the pubBcafon entitled The DMA • 

sequence of human chromosome 22" Dunham l.etaU Nature {1 999) 402489495. 
Strand: Indicates DNA strand from which exons were predicted, 
reposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposlBon 


404519 


8152000 


Plus 


12817-13000 


406399 


9256288 


Minus 


63448-63554 


403220 


7630969 


Plus 


64338*4517 


404661 


9797073 


Plus 


33374-33675,33769-34008 


402496 


9797769 


Minus 


8615-9103 


403055. 


8748904 


Minus 


109532-110225 


400965 


7770576 


Minus 


173043-173564 


403218 


7630969 


Phis 


58039-58149 


401866 


8018106 


Plus 


73126-73623 


403221 


7630969 


Pius 


66294-66438,66936*7124 


401619 


6649315 


Phis 


157315-157950 


405451 


7622517 


Ktinus 


145949-146227 


403532 


8076842 


Minus 


81750-81901 


402944 


9368423 


Plus 


110411-110716.111173-111640 


403219 


7630969 


Plus 


61 858-61995 


403381 


9438267 


Minus 


26009-26178 


403485 


9966528 


Plus 


2888.3001,3198-3532,36554117 


405484 


5922025 


Plus 


199214-199579,199672-199920200262-20049 


404684 


9797403 


Minus 


110B81-111020 


402474 


7547175 


Minus 


53526-53628,55755-55920,57530-57757 


405506 


6466469 


Plus 


80014-80401,80593-81125 


403739 


7630882 


Plus 


44563-44766,4820948483,52255-52495 
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406545 


7711510 


Plus 


145662-145781,147854-147984,148098-14824 


401405 


7768126 


Minus 


69276-69452.69548-69958 


400750 


8119067 


Plus 


198991-199168,199316-199548 


401179 


9438647 


Plus 


113477-113893 


400529 


9796988 


Plus 


138232-138423 


403817 


8962065 


Plus 


110297-111052 


400446 


9887687 


Minus 


177372-177674 


406122 


9144087 


Minus 


30940-31386 


406180 


7283201 


Minus 


38923-39107 


402829 


6918414 


Plus 


101532-101852,102006-102263 


400995 


8099094 


Plus 


141186-141601 


404826 


6572184 


Plus 


4772^48046 


406363 


9256114 


Plus 


14403-14602,17000-17147,17241-17368 



Table 1 1A fists about 958 genes up-regulated in colon cancer compared to norma) adult tissues excluding non-malignant colon tissues (whole colon and colon epithelium) that are 
likely to encode proteins amenable to modulation by small molecules, peptides, or antibodies. These were selected from the starting collection of 59680 probesets on trie 
Affymeiiix/Eos-Hu03 GeneChip® array as follows: the ratio of "average" colon to 'average" normal adult tissues was greater than or equal to 3.0, the "average* colon level was set to 
the 90th percentile value amongst colon primary cancer specimens and colon liver derived metatases, the "average" normal adult tissue level was set to the 70th percentile value 
amongst non-malignant tissues minus the colonic derived samples, the "average" colon value was greater than or equal to 50 units, and the predicted protein contained a structural 
domain that Is indicative of have an oncogenic function or of transducing an intracellular signal, or of being mod datable by small molecules, peptides, or antibodies (e.g. pkinase, 
death-domain, 7tm, phosphatase, or ion .transporter). In order to remove gene-specific background levels of non-specific hybridization, the 15th percentile value amongst the non- 
malignant tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

TABLE 1 1 A: 958 genes up-regulated in colon cancer compared to normal adult tissues excluding non-malignant colon tissues (whole colon and colon epithelium) 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1 : Ratio of tumor to normal adult tissues 



Pkey ExAccn UnigenelD Unigene Title R1 

436749 AA584890 Hs.5302 NMJW6149:Homo sapiens lectin, galactosi 37.18 

406690 M29540 Hs220529 (tocustink)NM_004363:Htomo sapiens cardn 31.24 

407242 M18728 . . I^Bnk)NM^002483:Homo sapiens cardn 24.81 
406685 M1872B (locusCnk)N^002483:Homo sapiens cardn 20.54 
431912 AJ660552 Hs.356183 Hs^56183£STs, Weaxty similar to S3B4.H 20.36 

.428934 AF039401 Hs.194659 NPA_001285:Homo sapiens dilorlde channel, 20.13 

406667 M12523 19.89 

437935 AW939591 Hs5940 NMJ»3049:Homo sapiens mucin 13, epithel 19.68 

446787 U67167 HsJIS NMJX)2457:Homo sapiens mucin 2, tntesfin 1955 

423541 AA296922 Hs. 129778 NfuL014471:Homo sapiens serine protease i 18.33 

421341 AJ243212 Hs.374281 NR-007329:Horno sapiens deleted in malign 17.47 

4143B6 X00442 Hs.75990 NM_005143:Homo sapiens haptoglobin (HP), 17.37 

416768 AA363733 Hs.1032 NM.006507:Homo sapiens regenerating isle 16.99 

422578 AF239666 Hs.1545 NMJX)1804:Homo sapiens caudal type homeo 15.15 

441031 AI110684 Hs.7645 NM_005141:Homo sapiens fibrinogen, B bet 15,02 

421582 AJ910275 Hs.350470 NM_003225:Homo sapiens trefoil factor 1 14.23 

407243 AA058357 Hs.74466 (locus1ink)NM_006B90:Homo sapiens cardn 14.12 
422260 AA315993 Hs.105484 NMJB2044:Homo sapiens regenerating gene 13.64 
432542 AW083920 Hs.16096 KM_0203S4:Homo sapiens dautfin 2 (CLDN2) 13.48 
424212 NM_005814 Hs.143131 NM.00581 4:Homo sapiens glycoprotein A33 13.43 
418888 AU076801 Hs.89436 NM_004063:Homo sapiens cadherin 17, Uc 13.20 
453863 X02544 Hs572 Hs372»rosomucoid 1 13.06 
413719 BE439580 Hs.75498 NMJXM591 Jtomo sapiens small inducible c 1258 
436217 T53925 Hs.107 NM_004467:Komo sapiens fibrinogen-Gte 1 1134 
421100 AW351839 Hs.124660 Hs.124660:ESTs, Moderately similar to 21 11.72 
409153 W03754 Hs50813 NM_017625:Homo sapiens intetedin (1TLN) 11.72 
452316 AA298484 Hs.61265 NM_138805:Homo sapiens family with sequa 11.49 
406399 11.25 
414463 T69078 Hs.76177 NM.001 633:Homo sapiens dpha-1-mlcrogtob 11.18 
421964 X73079 Hs.288579 NMJW2644:Homo sapiens porymeric irnrramog 11.12 
407007 U22961 Hs.1B4411 NMJ)00477:Homo sapiens albumin (ALB), mR 11.01 
423673 BE003054 Hs.1695 KM_002426:Homo saptens matrix metaUopro 10.70 
447400 AK000322 Hs.18457 NM_017763:Homo sapiens hypothetical prot 10.69 
450665 L15533 Ks.423 NM_138938:Hcmo sapiens pancreatitis-asso 1057 
427583 M82962 Hs.1 79704 NM_005588^omo sapiens meprin A. alpha ( 10.48 
418007 M13509 Hs.83169 NM_0D2421:Homo sapiens matrix meiaflopro 103 
406741 AA058357 Hs.74466 (locuslink)NM_006890:Homo sapiens carcin 10.20 
422424 AI186431 Hs.296638 Hs.296538:prostate differentiation facto 10.19 
423371 AU076819 Hs.1650 NW_000111:Homosariens solute carrier fa 9.91 
452304 AA025386 Hs.61311 Hs.61311:ESTs, Weakly similar to S1 0590 9.72 
422106 D84239 Hs.111732 NM-003B90:Homo sapiens lgGFc binding pr 9.70 
430569 AF241254 Hs.178098 NM_021804:Homo sapiens angiotensin I con 9.65 
406687 M31126 Hs.352054 Hs.352054:pregnancy specific beta-1-gtyc 952 
428355 BE256452 Hs.2257 NMJXH3638:Homo sapiens vujonedin (seru 9.47 
422281 M36803 Hs.346935 NM_000613:Homo sapiens hemopexbi (KPX), 9.41 
413585 A1133452 Hs.75431 N^000509".Horno sapiens fibrinogen, gamma 9.39 
422664 AA315933 Hs.120879 Hs.120879:Homo sapiens, done MGC:32871 9.31 
417931 W95642 Hs.82961 Hs.82961:Homo sapiens, done MGG22588 1 . 9.30 
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422487 AJ010901 Hs.198267 NM_01B406:Homo sapiens mucin 4, tracheob 9.01 

413936 AF113676 Hs.297681 NM^000295:Homo sapiens serine (or cystei 8.99 

424687 J05070 Hs.1 51738 NMJ>04994:Homo sapiens matrix metaHopro 8.80 

420344 BE463721 Hs.97101 NM_014373:Homo sapiens putative G protei 8.71 

446921 AB012113 Hs.16530 NMJ)02988:Homo sapiens small inducible c 8.67 

428470 AC002301 Hs.184507 Hs.184507:Homo sapiens, simaar to Homo! 8.47 

452594 AU076405 Hs.29981 Hs.29981 solute carrier family 26 {sulfa 8.47 

422310 AA316622 Hs.98370 (la^k)NM_030622:Homos8^nscyloch 8.43 

421907 BE018556 Hs.109358 Hs.109358:ATPase, Class V, type 10B B.34 

424326 NM_014479 Hs.145296 NM_014479:Homo sapiens ADAM-tike, decysi 8.12 

435538 AB011540 Hs.4930 Hs.4930:low density iipoprotein receptor 8.09 

413881 L00190 Hs.75599 (tocuslink)NM_000488;Homo sapiens serine 7.98 

443426 AF098158 Hs.9329 {!c<^nk)N^012112:Hanosapierficrffomo 7.92 

436972 AA2B4679 Hs^5640 Hs.25640xlaudin 3 7.89 

430677 Z26317 Hs.359784 N^M1M3rHorrosapier«desrnog!ein2(DSG 7.87 

409632 W74001 Hs.55279 NMJ)02639:Homo sapiens serine (or cystei 7.71 

423803 NMJJ05709 Hs.132945 fJocusTink)NM.005709:Homo sapiens PDZ-73 7.58 

430272 X04898 Hs.237658 Hs^37658:apoBpoprotein Arli 7.48 

451035 AU0767B5 Hs.430 NM_002670:Homo sapiens plastin 1 (t isof 7.31 

422330 D30783 Hs.1 15263 NM_001432:Homo sapiens epiregufin (EREG) 7.31 

425976 C75094 Hs.334514 NM_025257^omo sapiens chromosome 6 open 7.29 

411825 AK00O334 Hs.352415 NWL017767^omo sapiens solute carrier fa 7.23 

451917 AW391351 Hs.50820 Hs^omhypothetical cardiac/skeletal m 7.21 

410418 031382 Hs.63325 . NM_019894:Homo sapiens transmembrane pro 7.12 

418318 U47732 Hs.84072 NM_004616:Homo sapiens transmembrane 4 s 7.12 

414617 AI339520 Hs.288817 (locusfink)NM_025130:Homo sapiens hypoth 7.10 

447342 AI199268 Hs.1 9322 Hs.19322:Homo sapiens, Simflar to R1KEN 7.06 

452194 AI694413 Hs.373599 Hs.373599:EST 7.02 

414816 Y13709 Hs.77399 NM.001265:Homo sapiens caudal type homeo 6.97 

417491 AW376842 Hs.1085 NM_004963:Homo sapiens guanylate cyclase 6.96 

423445 NM.014324 Hs.1 28749 NM014324:Homo sapiens alpha-meihylacyl- 6.96 

403220 6.95 

415992 C05837 Hs.145807 _ Hs.1 45807:hypothetical protein FU 13593 6.87 

449722 BE280074 Hs.23960 Hs.23960xyclin B1 6.87 

414798 AI286323 Hs.97411 Hs^7411:hypothetical protein MGC12335 6.80 

415214 A1445236 Hs.125124 NM_004442flomo sapiens EphB2 (EPHB2), tr 6.78 

411975 A1916058 Hs,144583 Hs.144583:Homo sapiens, done IMAG&3462 &76 

422511 AU076442 Hs.1 17938 NM_00O494:Homo sapiens collagen, type XV 6.66 

408983 NIYL000492 Hs.663 NM_000492:Homo sapiens cystic fibrosis i 6.65 

431301 AA502384 Hs.151529 Hs.151529:ESTs 6.62 

428970 BE276891 Hs.1 94691 NMJX)3979:Homo sapiens retinoic acid ind 6.59 

424273 W40460 Hs.144442 NM_003561 :Homo sapiens ptosphotipaseA2, 6.56 

431657 A1345227 Hs.105448 Hs.1 05448:proteln kinase, lysine defcie &54 

431330 X69532 Hs.2777 NM_002215:Homo sapiens lnter-a!pha(ojob 6.53 

425983 AK000226 Hs.165619 NM.031 265: Homo sapiens mucin and cadheri 6.50 

408243 Y00787 Hs.624 Nl^_000584:Homo sapiens Interleukin 8 0L 6.47 

428187 A1687303 Hs.285529 Hs.285529:G protein-ooupled receptor 49 a46 

408704 AA056635 Hs.5366 NMJ39053:Homo sapiens epidermal growth 6.45 

428753 AW939252 Hs.192927 NM.01 7726: Homo sapiens protein phosphata 6.41 

426227 U67058 Hs.1 54299 Oocuslink)NM_005242:Homo sapiens coagut 6.41 

419354 M62839 Hs.1 252 NMJ»0042Homo sapiens spolipoprotein H 6.27 

414987 AA524394 Hs^94022 NM_032865:HofTOsapierarry^theScalprot 6.20 

422627 BE336857 Hs.1 18787 ' Hs.1 18787*ansformlng growth factor, be 6.19 

407786 AA687538 Hs^8972 NMJQ5727:Homo sapiens tetraspan 1 (JSPA 6.19 

414809 AI434699 Hs.77356 Hs.77356*ansferrin receptor (p90,CO71 6.18 

425280 U31519 Hs.1872 NM_002591:Homo sapiens phospnoenolpyruva . 6.16 

432179 X75208 HjjJ2913 NM_004443:Homo sapiens EphB3 (EPHB3), mR 6.16 

443957 AA521049 Hs^53013 Ks.353013:chrcfflosome 20 open reading fra 6.15 

426174 AA547959 Hs.1 15838 Hs.115838£STs 6.10 

430135 NM_000035 Hs^34234 NMJX)0035:Homo sapiens aldolase B, fruct 6.07 

420542 NMJMQ505 Hs.1 321 NMJXK)505:Homo sapiens coagulation facto 6.06 

409453 A1885516 Hs.95612 Hs.95612:ESTs 6.06 

408482 NM.000676 Hs.45743 NM_00Q676:Homo sapiens adenosine A2b rec 6.03 

444151 AW972917 Hs.128749 0o<^i*]NI^O14324:HonK> sapiens alpha- 5.99 

444381 BE3B7335 Hs.283713 NMJ38455:Homo sapiens collagen triple h 5.97 

421408 AI588223 Hs.91096 NM.05281 6:Homo sapiens tripartite motif- 5.95 

430204 AA618335 Hs.356664 Hs.356664:hypothefjca} protein FU32334 x 5.92 

443991 NM.002250 Hs, 10082 NM_002250:Homo sapiens potassium interme 5.90 

428874 W32133 Hs.1 94366 Hs.194366*ansthyretin (prealbumin, amy 5.88 

408908 BE296227 Hs.250822 fJocusiirik}NM_00315a:Homo sapiens serine 5.88 

411142 NM.014256 Hs.69009 NM.01 4256:Homo sapiens UOP-GtcNAcbetaGa 5.86 

452281 T93500 Hs.28792 Hs^8792:Homo sapiens cONAFU 11041ns, 5.82 

412115 AK001763 Hs.73239 Hs.73239:hypothefJcal protein FU10901 5.77 

421379 Y15221 Hs.103982 NIVL005409:Homo sapiens small inducibtec 5.76 

433083 AL042759 Hs.191762 Hs,191762mypotheticaI protein MGC20258 5.75 

403218 5.74 

412104 AW205197 Hs.240951 . (tocuslink)NM.033120:HoniosapIens naked 5,72 

449027 AJ271216 Hs.22880 NW„005700:Homo sapiens dipepfjdytpeptlda 5.72 

429345 R11141 Hs.199695 Hs.199695:rr/pothetical protein MAC30 5.72 

414753 AF158255 Hs.77225 NM_006437:Homo sapiens ADP-ribosyUransf 5.72 

415000 AW025529 Hs.239812 Ks.239812:seraIogicaIly defined breast c 5.71 

425206 NNL002153 Hs.155109 NMJX)2153:Homo sapiens hydroxysteroid (1 5.70 

432978 AF126743 Hs.279884 NM.01 3238:Homo sapiens DNAJ domakvconta 5.70 
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409889 AW630041 Hs.56937 NM_021978:HomosapJens suppression of tu 5.67 

414052 AW578849 Hs.283552 Hs.2B3552:hypothefical protein BC01 61 53 5.67 

413916 N49813 Hs.75615 NM_000483:Homo sapiens apoBpoprotein C- 5.63 

418322 AA284166 Hs.84113 NM_005192:Homo sapiens cyciin-depenrjent 5.62 

5 433437 U20536 Hs.3280 NM_001226:Homosapenscaspase6, apopto 5.60 

424010 AL080188 Hs.1 37556 NM_033100:Homo sapiens MT-protocadherin 5.59 

438746 AI885815 Hs.1 84727 Hs.1 84727:ESTs. Weakly similar to T45738 5.58 

414590 NM 000506 Hs.76530 NMJWOSO&Horno sapiens coagulation facto 5.56 

457001 J03258 Hs.2062 Hs.2052.-vitamin D (1,25- dihydraxyvitami 5.56 

10 423164 AK000232 Hs.124S35 NM_019062i4omo sapiens hypothetical prot 5.54 

409757 NVL001898 Hs.123114 NM_001898:Homo sapiens cystatin SN{CST1 5.53 

425397 J04088 Hs.1 56346 NM_001067:HoTno sapiens topoisomerase (ON 5.53 

403221 5.52 

420981 L40904 Hs.1 00724 NMJ)D5037:Homo sapiens peroxisome profit 5.52 

15 417165 RB0137 Hs.302738 Hs.302738:Homo sapiens cDNA:FU21 425 fi 5.48 

419508 AW99793B Hs.90786 NM_003786:Homo sapiens ATP-binding casse 5.44 

410850 AW362867 Hs.302738 Hs,302738:Homo sapiens cDNA:FU21 425 fi 5.42 

436251 BE515065 Hs.296585 (locus!ink)NNL006392:Homo sapiens nudeo 5.41 

430603 AA148164 Hs.247280 Hs.24728t):chromosome 20 open reading fra 5.36 

20 450505 NMJJ04572 Hs.25051 NM_004572:Homo sapiens platophilin 2 (PK 5.34 

422535 AA311914 Hs.154578 Hs.1 54578:Homo sapiens mRNA for FU00256 5.33 

441384 AA447849 Hs.288660 Hs.288660:Homo sapiens cDNA: FU22182 fi 5.32 

425834 NNL001639 Hs.1957 Hs.1 957:amyloid Pcomponent, serum 5.31 

430680 AW138724 Hs.168974 Hs.168974:ESTs 6.25 

25 432378 AM93046 Hs.146133 Hs.146133:ESTs 5.25 

• 419693 AA133749 Hs.301350 Hs.301350:FXYD domain-containing ion tra 5.24 

422163 AF027208 Hs.112360 Hs.1 1 2360:rjrominin-like 1 (mouse) 5.21 

447320 A1675419 Hs.164464 Hs.1 64464:Homo sapiens, done MGC:23556 5.21 

415927 AL120168 Hs.78919 NMJ)21083:Homo sapiens Kefl blood group 5.21 

30 418203 X54942 Hs.83758 N M_001827:Homo sapiens COC28 protein kin 5.20 

407944 R34008 Hs.239727 NM_024422:Homo sapiens desmocollin 2 (DS 5.20 

428289 M26301 Hs.2253 Hs.2253:complement component 2 5.19 

409231 AA446644 Hs.692 NM_002354:Homo sapiens tumor-assodaled 5.19 

- 446051 BE048061 Hs.37054 Hs.37054:ephrin-A3 • 5.15 

35 432269 NM.002447 Hs.2942 Hs.2942unacrophage simulating 1 recepto 5.13 

427557 NM.002659 Hs;179657 NM_002659:Homo sapiens plasminogen acSv 5.11 

414639 X67055 Hs.76716 NM_CQ2217:Homo sapiens pre-alpha (giobul 5.09 

422765 AW409701 Hs.1 578 NrM.001 168:Homo sapiens baculoviral lAPr 5.08 

Arx 428479 Y00272 Hs.334562 NM_001786:Homo sapiens cell division eye 5.08 

40 425873 NM.013390 Hs.160417 fc.160417:lransmembrane protein 2 5.07 

432575 AA553722 Hs.194346 Hs.194346:Spir-2 protein 5.07 

. 409142 AL136877 Hs.50758 Hs.50758:SMC4 structural maintenance of 5.07 

427747 AW411425 Hs.180655 0ocus(ink)NM_0()4217:HoTno sapiens serine 5.06 

422609 Z46023 Hs.1 18721 NM_000434:Homo sapiens siaWase 1 (iyso 5.06 

45 414361 A1086138 Hs.204O44 Hs.204044£STs 5.04 

452940 AA029722 Hs.2173 NM_002033:Homo sapiens fuoDsyltransferas 5.03 

435849 BE305242 Hs.16098 Hs.16098:daudin 2 5.03 

411257 AA628967 Hs.115274 Hs.115274:lndianhedgerK)grK)mdog(Droso 5.01 

416065 BE267931 Hs.78996 NM_002592Homo sapiens proliferating eel 5.00 

50 406673 M34996 Hs.1 98253 Hs.198253:rnajor rrlstxompationjty compl 4.99 

451541 BE279383 Hs.26557 NMJ)07183:Horno sapiens plakophiOn 3 (PK 4.99 

429833 NM_012079 Hs.288627 NM^012079:Hrjrw>sapiens<fiacylglycefdO- 4.98 

411393 AW797437 Hs.69771 NMJX)1710:Homo sapiens B-factor, properd 4.98 

445109 AF039916 Hs.12330 NM_001247:Hc^sa^reectonudeosidetr 4.98 

55 431548 AI834273 Hs.9711 N^W 751 &Homo sapiens novd protein (HS 4.97 

419574 AK001989 Hs.91165 Hs.91165:rrypo4nefcal protein FU11127 4.97 

428450 NM.014791 Hs.1 84339 NM.014791 :Hcmo sapiens maternal embryoni 4.95 

431211 M86849 Hs.323733 Hs.323733:gap junction protein, beta 2, 4.95 

437009 AF127026 Hs.5394 NM_005379:Homo sapiens myosin tA (MY01A) 4.93 

60 439453 BE264974 Hs.6566 Hs^566:thyroid hormone receptor interac 4.93 

430696 AA531276 H&59509 Hs^9509:EST^VVeakrysirru!artosirnaar 4.93 

431779 AW971178 Hs.268571 (kx^nk)NM_001545:Homosapierisaponp 4.92 

436469 AK001455 Hs.5198 Hs^ 198: Down syndrome crificat region ge 4.91 

414108 A1267592 Hs.75761 NM_0031 37:Homo sapiens SFRS protein kina 4.91 

65 422539 AJ009936 Hs.1 181 38 NMJJ3301 3:Homo sapiens nuclear receptor 4.89 

428024 229067 Hs.2236 Hs.2236:NlMA (never in mitosis gene a)-r 4.89 

428407 NM.003963 Hs.1 841 94 KM_003963:Homo sapiens transmembrane 4 s 4.89 

407811 AW190902 Hs.40098 Hs,40098:cysteine knot superfamity 1, BM 4.88 

409162 H25530 Hs.50868 Hs^0868:solute carrier farrr2y 22 (organ 4.88 

70 434370 AF130988 Hs.58346 NM_022336:Homo sapiens ectodysplasfn 1, 4.87 

413753 U17760 Hs.75517 NM_00Q228:Homo sapiens laminin, beta 3 ( 4.87 

405484 4.87 

410639 BE269047 Hs.65234 (tocusfink)NM_01 7895:Homo sapiens DEAD/H 4.87 

428953 AA306610 Hs.348183 NrVL003823:Homo sapiens tumor necrosis fa 4.86 

75 • 447343 AA256641 Hs.236894 Hs^94:ESTs,KrgHysintotoSQ2392 4.83 

421462 AF016495 Hs.104624 NMJO0980:Homo sapiens aquaporin 9 (AQP9 4.81 

415474 NNL014252 Hs.78457 NM_014252:Homo sapiens solute carrier fa 4.79 

415099 AI492170 Hs.77917 NM_006002^omo sapiens ubiquitin carboxy 4.79 

_ . 417115 AW952792 Hs.334612 NMJ»3094:Homo sapiens smaD nuclear rib 4.79 

80 426761 AI015709 Hs.172089 Hs.172089:pro-oncosis receptor rndudng 4.78 

453751 R36762 Hs.1 01282 Hs.101282:Homo sapiens mRNA; cDNA DKFZp4 4.77 

452721 AJ269529 Hs.301871 Hs.301871 rsdute carrier family 37 (glyc 4.76 

424905 NM..002497 Hs.153704 NM_002497:Homo sapiens NIMA (never in mi 476 
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421943 


BE 61 6520 


Hs. 3439 12 


NM_033504:Homo sapiens CAC-1 (CAC-1), mR 


4.75 


400529 








4.75 


407233 


XI 6354 


Hs. 50954 


(locus!ink)NM_001712:Homo sapiens carcin 


4.75 


447472 


AW207347 


Hs.211101 


Hs.211101:ESTs 


4J4 


44796B 


AA340605 


Hs. 105887 


(looislink)NM_145252:Homo sapiens stmiia 


4.72 


439963 


AW247529 


Hs.6793 


Hs.6793:platetei-acfivating factor acety 


4.72 


407103 


AA424881 


Hs.256301 


Hs.256301 hypothetical protein MGC13170 


4.70 


405556 








4.70 


421505 


BE302796 


Hs. 105097 


Hs.105097:thymfdine kinase 1, soluble 


4.70 


444700 


NM.003645 


Hs.11729 


NM_003645:Homo sapiens fatty-acid-Coenzy 


4.70 


443464 


BE548446 


Hs.321579 


NMJ)21095:Homo sapiens solute carrier fa 


4.70 


441523 


AA315805 


Hs.348710 


Hs.348710:Homo sapiens, clone IMAGE4242 


4.70 


423068 


M25629 


Hs.123107 


NM_002257:Homo sapiens kaifikrern 1, ren 


4.65 


422714 


AB018335 


Hs.1 19387 


NM_014698:Homo sapiens KIM0792 gene pro 


4.64 


403739 








4.61 


427490 


235152 


Hs.178695 


NM_002754:Homo sapiens mitogen-activaied 


4.61 


426088 


AF038007 


Hs.166196 


NM_005603:Homo sapiens ATPase, Class I, 


4.61 


412723 


AA648459 


Hs.335951 


rK335951:hyrx>thetical protein AF301222 


4.60 


424825 


AF207069 


Hs.1 53357 


NM_001094:Homo sapiens procollagen-tysin 


4.60 


447335 


BE617695 


Hs.286192 


NM_032192:Homo sapiens protein phosphate 


4.59 


424441 


X14850 


Hs.147097 


Hs.147097:H2A histone family, member X 


4.59 


432150 


AK000224 


Hs.272789 


NMJ)17716:Homo sapiens membrane-spanning 


4.59 


414695 


BE439915 


Hs.76913 


Hs.76913:proteasome (prosome, macropain) 


4.59 


450737 


AW007152 


Hs.63325 


Hs.63325:trartsmembrane protease, serine 


4.58 


435327 


BE301871 


Hs.4667 


Hs.4867jnannosyi (alpha-1,3-Hjlycoprote 


4.57 


411263 


BE297802 


Hs.69360 


NM_006845:Homo sapiens kinesin-tike 6 (m 


4.57 


408056 


AA312329 


Hs.42331 


Hs.42331:ephrin-A4 


4.55 


409964 


AW368226 


Hs.67928 


Hs.67928:ESTs 


4.54 


417576 


AA339449 


Hs.82285 


NM_000819:Homo sapiens phosphoribosyigly 


4.54 


432407 


AA221036 




AF134164:Homo sapiens Human endogenous r 


4.54 


439975 


AW328081 


Hs.6817 


NM.033453:Homo sapiens inosine triphosph 


4.53 


409213 


U61412 


Hs.51133 


NM_005975:Homo sapiens PTK6 protein tyro 


4.53 


403219 








4.53 


412974 


R18978 


Hs.75105 


NM_006579:Homo sapiens emopamil binding 


4.52 


408194 


AA601038 


Hs.1 91797 


Hs.191797:ESTs 


4.52 


422237 


M13149 


Hs.1498 


NMJ)00412:Homo sapiens histidine-ffch gl 


4.51 


456906 


AF117646 


Hs.156637 


NMJJ121 16:Homo sapiens Cas-Br-M (murine) 


4.51 


425123 


AW205274 


Hs.1 54695 


NM_000303:Homo sapiens phosphomarmomutas 


4.51 


425743 


BE396495 


Hs.1 59428 


NMJ38761:Homo sapiens BCL2-assocfaied X 


4.50 


406664 


X16354 


Ks.50964 


(locusEnk)NM_00171ZHomo sapiens carcin 


4.50 


439580 


AF086401 


Hs.293847 


Hs.293847:ESTs 


• 4.50 


411126 


NM-001202 Hs.68879 


{locusSnk)NM_001202:Homo sapiens bone m 


4.49 


428385 


AF112213 


Hs.184062 


Hs. 1 840 52:chromosome 20 open reading fra 


4.48 


434263 


M34895 


Hs.79187 


Hs.79187;coxsadde virus and adenovirus 


4.47 


431945 


AW000827 


Hs.11962 


NMJJ30766:Homo sapiens apoptosis regutat 


4.47 


422616 


BE300330 


Hs.118725 


NM_012248:Homo sapiens selenophosphate s 


4.46 


452299 


AW206330 


Hs.355663 


Hs.355663:ESTs 


4.46 


414998 


NKL002543 Hs.77729 


NM_002543:Homo sapiens oxidised tow dens 


4.46 


452888 


AW955454 


Hs.30942 


NM_0O4093:Hamo sapiens ephrin-82 (EFNB2) 


4.46 


442013 


AA506476 


Hs.375009 


Hs.375009:Homo sapiens mRNA; cONA DKFZpS 


4.46 


450334 


AF035959 


Hs.24879 


Hs.24879:phosphalidJc acid phosphatase t 


4.45 


445417 


AK001058 


Hs.12680 


Hs.12680-.Homo sapiens cDNA FU10196 fis, 


4.44 


433662 


W07162 


Hs.150826 


NM_020387:Homo sapiens RAB25, member RAS 


4.44 


419559 


Y07828 


Hs.91096 


NM_007028:Homo sapiens tripartite motif- 


4.44 


425860 


L29339 


Ks.1964 


NM_000343;Homo sapiens solute carrier fa 


4.43 


408847 


AW290997 


Hs.190153 


Hs.1 901 53:Homo sapiens cONA FLJ33988 fis 


4.43 


431 B36 


AF178532 


Hs.271411 


N MJ 38992Homo sapiens beta-site APP-cie 


4.43 


435777 


AW419202 


Hs^86192 


NM_03219ZHomo sapiens protein phosphata 


4.42 


422867 


L32137 


Hs.1584 


Hs.1584:caitflage oQgomeric matrix prot 


4.41 


431350 


AI192528 


Hs.164537 


Hs.164537:ESTs 


4.39 


432593 


AW301003 


Hs.51483 


Hs.51483:Homo sapiens, Similar to RIKEN 


4.39 


421975 


AW961017 


Hs.6459 


(locusiink)Nhit024531:Komo sapiens hypoth 


4.39 


412870 


N22788 


Hs.82407 


NM_022059:Homo sapiens chemokine (C-X-C 


4.38 


412133 


U83460 


Hs.104557 


NI4_001859:Homo sapiens sotute earner fa 


4.38 


422293 


X94453 


Hs.1 14366 


Hs.1 1 43^^jynoljrie-5-carboxy1ate synthe 


4.33 


425998 


AU076629 


Hs.165950 


NMJJ0201 1:Homo sapiens fibroblast growth 


4.38 


453082 


H18835 


Hs.31608 


{locuslink)NM_017636:Homo sapiens transi 


4.37 


453111 


AB014598 


Hs.31720 


NM_014799-ifomo sapiens hephaesfin (HEPH) 


4.36 


432677 


NW-004482 HS.27B611 


NM_004482:Homo sapiens UDP-W-acetyl-alph 


4.36 


429271 


AF039850 


Hs.198515 


NM_005224:Homo sapiens dead ringer-like 


4.35 


426108 


AA622037 


Hs.166468 


NM_004708:Homo sapiens programmed cell d 


4.34 


412612 


NM.000047 Hs.74131 


NM_000047:Homo sapiens arytsuttatase E ( 


4.34 


424865 


AF011333 


Hs.1 53563 


NM_002349.Homo sapiens lymphocyte aniige 


4.34 


427239 


BE270447 


Hs356512 


Hs-356512:ESTs, Weakly similar to UBCAJV 


4.33 


413254 


U40272 


Hs.75253 


NM_004135:Homo sapiens isocttrate dehydr 


4.32 


439659 


AW97O780 


Hs.59483 


Hs^9483:teucine-nch repeal-containing 


4.32 


417526 


AA568906 


Hs.82240 


Hs.8224Q/.symaxin 3A 


4.32 


4131B6 


AU077141 


Hs.374548 


Hs^7454830lute carrier family 16 (mono 


4.31 


436391 


AJ227892 


Hs.146274 


Hs.146274:ESTs 


4.30 


413219 


AAB78200 


Hs.118727 


Hs.1 18727-Homo sapiens cDNA FU33803 fis 


4.29 


452017 


AF109302 


Hs.27495 


Hs.27495: prostate cancer associated prot 


4.29 


408113 


T82427 


Hs.194101 


Hs.194101 :Homo sapiens cDNA: FU20869 fi 


4.29 


429638 


A1916662 


Hs^U577 


(iocusEnk)NM_004986:Horno sapiens kinect 


4.29 
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432636 


AA340854 


Hs.278562 


NMJX)1307:Homo sapiens claudin 7 (CLDN7) 


4.29 


412869 


AA290712 


Hs.82407 


Hs.B2407xhemokine (C-X-C moliO Bgand 


4.29 


443639 


BE269042 


Hs.9661 


Hs.9661:proteasome (prosome, macropain) 


4.28 


418245 


AA088767 


Hs.83883 


NM_020182:Homo sapiens transmembrane, pr 


4.27 


409636 


AA305729 


Hs.18272 


(locusink)NM_030674:Homo sapiens solute 


4.27 


408989 


AW351666 


Hs.49500 


Hs.49500J<lAA0746 protein 


4.27 


428023 


AL038843 


Hs.374530 


Hs.374530:Homo sapiens cONA: FU23602 fi 


4.27 


410199 


AW377424 


Hs.205126 


Hs.205126:Homo sapiens cDNA: FU22667 fi 


4.24 


431685 


AW296135 


Hs^67659 


NM.0061 1 3:Homo sapiens vav 3 oncogene (V 


4.24 


409956 


AW103364 


Hs.727 


NM_002192:Homo sapiens inhtbin, beta A ( 


4.24 


413278 


BE563085 


Hs.833 


Hs.833:interferon-stimulated protein, 15 


4.23 


431193 


AW749505 


Hs .29 6770 


Hs^9677tWOAA1719 protein 


4.23 


436856 


AI469355 


Hs.127310 


(tocusRnk)NM_144624:Homo sapiens kinase 


4.23 


456629 


AW891965 


Hs.367942 


Hs.3o7942*tomo sapiens, done IMAGE:4701 


4.23 


426682 


AV660038 


Hs.2056 


Hs.2056:UDP glyccsyl transferase 1 family 


4.23 


418054 


NMJW2318 Hs.83354 


NM_002318:Homo sapiens lysyi oxidase-iSc 


4.22 


418526 


BE019020 


Hs.85638 


NMJXM207:Homo sapiens solute carrier fa 


4.22 


437897 


AA770561 


Hs.146170 


Hs.146170mypothelicat protein RJ22969 


4.21 


435099 


AC004770 


Hs.4756 


NM_0041 1 1 :Homo sapiens flap structure-sp 


421 


419378 


R24922 


Hs.90078 


Hs.90078:mideotide-sugar transporter si 


4.21 


421585 


U95626 


Hs.302043 


NM_003965:Homo sapiens chemokine (C-C mo 


4.20 


420039 


NM.004605 Hs.376147 


Hs.376147:Homo sapiens cONA FU39099 fis 


4.20 


426427 


MBS 699 


Hs.169840 


Hs.169840:TTK protein kinase 


4.19 


425263 


NMJJ01197 Hs.155419 


NM_001 1 97:Homo sapiens BCL2-mteracting 


4.19 


426031 


AA295251 


Hs.166066 


(locusIink)NM_006697:Homo sapiens cispla 


4.19 


441085 


AW136551 


Hs.181245 


Hs.1 81245:Homo sapiens cDNA FU12532 fis 


4.19 


412939 


AW411491 


Hs.75069 


Hs,75059:serine hydroxymethyltransferase 


4.18 


430514 


AA318501 


Hs.241587 


NfA.02 1246: Homo sapiens rymphocyle antige 


4.17 


431842 


NMJW5764 Hs.271473 


Hs.271473:epithelial protein up-regulate 


4.17 


430387 


AW372884 


Hs.240770 


Hs.240770:nuc!earcap binding protein su 


4.17 


404826 








4.17 


414198 


AW505308 


HS.75B12 


N(*4_004563:Homo sapiens phosphoenolpyruva 


4.17 


434203 


BE262677 


Hs.283558 


NMJM 8509: Homo sapiens hypothetical prot 


4.17 


426378 


U80082 


Hs.169600 


Hs.169600:K1AA0826 protein 


4.16 


433020 


A1375726 


Hs.227152 


NMJ)16391:Homo sapiens hypothetical prot 


4.16 


420319 


AW406289 


Hs.96593 


NM_019034:Homo sapiens ras homolog gene 


4.15 


446696 


AF279255 


Hs.298476 


NM_02291 1 : Homo sapiens solute carrier fa 


4.15 


400130 




Hs.155560 


NM_001746:Homo sapiens calrtexin (CANX), 


4.14 


431890 


X17033 


Hs.271986 


NM_002203:Komo sapiens integrin. alpha 2 


4.14 


425003 


AF119046 


Hs.154149 


NMJM 4481 :Homo sapiens APEX nuclease (ap 


4.13 


417386 


AL037228 


Hs.301957 


NM_018144:Homo sapiens Sec61 alpha form 


4.13 


424837 


BE276113 


Hs.333034 


NM_003491:Homo sapiens ARD1 homolog, N-a 


4.13 


424534 


D87682 


Hs.150275 


Hs.150275:KlAA0241 protein 


4.13 


445462 


AA378776 


Hs.288649 


Oocusiink)NM_024051:Homo sapiens hypoth 


4.12 


428471 


X57348 


Hs.184510 


Hs.184510:stratifin 


4.12 


409012 


All 17435 


Hs.49725 


Hs.49725:DKFZP434l216 protein 


4.11 


424154 


AF026004 


Hs.141660 


NM_004366:Homo sapiens chloride channel 


4.10 


400290 


H18836 


Hs.31608 


Gccustink)NM_017636:Homo sapiens trans! 


4.10 


409152 


AA176585 


Hs.194346 


Hs.194346:Spir-2 protein 


4.10 


427333 


AF067797 


Hs.176656 


NMJD01 1 69:Homo sapiens aquaporin 8 (AQP8 


4.10 


413835 


AI272727 


Hs.249163 


NM_Q24306:Homo sapiens fatty acid hydro* 


4.09 


444664 


N26362 


Hs.11615 


NM_0160B6:Homo sapiens map kinase phosph 


4.09 


421959 


AW751497 


Hs.98370 


NM_030622:Homo sapiens cytochrome P450, 


4.09 


407777 


AA161071 


Hs.71465 


Hs.71465:squalene epoxidase 


4.09 


414806 


D14694 


Hs.77329 


(iocus8nkJNM_014754:Homo sapiens phosph 


4.08 


421190 


U95031 


Hs.102482 


Hs.102482:mucin 5, subtype B, tracheobro 


4.08 


408683 


R58665 


Hs.46847 


NM_016614:Homo sapiens TRAP and TNF rece 


4.08 


419488 


AA316241 


Hs.90691 


NM_006S93:Homo sapiens mjdeophosmin/nuc 


4.06 


414907 


X90725 


Hs.77597 


NMJ)00998:Homo sapiens ribosomat protein 


4.06 


425247 


NM_O05940 Hs.155324 


Hs.1 55324 anatrix metaHoproteinase 11 (s 


4.06 


443802 


AW504924 


Hs.9805 


Hs.9805:exportin5 


4.04 


411165 


NM.O00169 Hs.69089 


NM_000169:Homo sapiens galactosidase, at 


4.04 


434808 


AF155108 


Hs.256150 


Hs.256150:NY-REN-41 antigen 


4.04 


428376 


AF119665 


Hs.184011 


Hs.1 8401 ^pyrophosphatase (inorganic) 


4.04 


418216 


AA662240 


Hs.283099 


Hs.283099:AF15q14 protein 


4.02 


436278 


BE396290 


Hs.5097 


Hs.5Q97synaplogyrin 2 


4.02 


421910 


NMJJ14586 Hs.109437 


NM_014SB6:Homo sapiens hormonally upregu 


4.02 


417866 


AW067903 


Hs.82772 


Hs.82772:co!Iagen. type XI, alpha 1 


4.02 


449057 


AB037784 


Hs.22941 


Hs.22341:KlAA1363 protein 


4.01 


414561 


AI064813 


Hs.195155 


Hs.1 951 55xolutB earner family 38, rrtemb 


4.00 


414812 


X72755 


Hs.77367 


NM_002416:Homo sapiens monokine induced 


4.00 


456362 


AW973003 


Hs.179909 


(locus!mkJNKU)24831:Homo sapiens nuclea 


3.99 


43195B 


X63629 


Hs.2877 


NM_001793:Homo sapiens cadherin 3, type 


3.98 


418661 


NVL001949 Hs.1189 


NM_001949".Homo sapiens E2F franscripfion 


338 


419092 


J05581 


Hs.89603 


NM_002456:Homo sapiens mucin 1, transmem 


3.98 


414013 


AA766605 


Hs.47099 


NMJ)24642Homo sapiens hypothetical prot 


3.S8 


409093 


BE243834 


Hs.50441 


NMJJ1 5936: Homo sapiens C6WW protein (L 


3.97 


445873 


AA250970 


Hs.251946 


Hs.251946:Homo sapiens cDNA FU1 1840 fis 


3.96 


436485 


X59135 


Hs.156110 


Hs.1 551 10:immunoglobuiin kappa constant 


3.96 


422164 


N^_014312 Hs.1 12377 


Hs.1 12377:cortical thymocyte receptor (X 


3.95 


437016 


AU076916 


Hs.5398 


Hs.5398:guanme monphosphate synthetase 


3.94 


449437 


AT702038 


Hs.100057 


Hs.100057^rine/inreonine kinase 35 


3.94 


446946 


AI878932 


Hs.317 


NM_003286:Homo sapiens topoisomerase (DM 


3.94 
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420162 BE378432 Hs.95577 NM_052984:Homo sapiens cyclin-dependenl 

443180 R15875 Hs.258576 NM_012129:Homo sapiens claudin 12 (CLDN1 

418738 AW388633 Hs.6682 Hs.6682sohite carrier family 7, (cation 

409463 AM5B165 Hs.17296 NM_023930:Homo sapiens hypothetical prot 

447495 AW401864 Hs.1B720 NMJ)04208:Homo sapiens programmed cell d 

448093 AW977382 Hs.15898 Hs.15898:2,4^ienoyl CoA reductase 2. pe 

428698 AA852773 Hs.334838 Hs.334838:KIAA1866 protein 

438485 W57578 Hs.378718 Hs.378718:Homo sapiens cDNAFU33433fis 

436827 H72187 Hs.35666B (locuslink)NM_005274:Homo sapiens guarrin 

407971 AM69117 Hs.62918 Hs.62918:COC91 cell division cycle 91-B 
400750 

448140 AF146761 Hs.20450 NMJ)20125:Homo sapiens B lymphocyte acti 

413880 A1660842 Hs.1 10915 MM_021258:Homo sapiens rnterteukin 22 re 

453258 AW293134 Hs.32597 NM_005977:Homo sapiens ring finger prate 

428788 AF082283 Hs.193516 NM - 003921:Homo sapiens B-ce!l aUlympho 

443044 N28522 H&8935 NM_014298:Homo sapiens quinollnate phosp 

413095 AA494359 H&30715 Hs.30715:potassium voltage-gated channel 

417129 A1381800 Hs.300684 Hs.300684xalcitonin gene-related peptid 

410268 AA316181 Hs.61635 NM_012449:Homo sapiens six transmembrane 

425047 U34038 Hs.154299 NM_005242:Homo sapiens coagutation facto 

416084 L16991 Hs.79006 NM^012145:Honu)saDtetisdeoxymyrnidylate 

449667 AB023227 Hs.23860 Hs.23860:KIAA1010 protein 

400298 AA032279 Hs.61635 Hs.61635:six transmembrane epithelial an 

407770 AW607831 Hs.38738 NM_014343:Homo sapiens ctaudin 15(CLDN1 - 

41B313 BE244231 Hs.B4038 NMj015937:Homo sapiens CGI-06 protein (L 

413380 A1904232 Hs.75323 Hs.75323:proWbrBn 

452220 BE158006 Hs.212296 Hs.21229B:ESTs 

413588 AA971014 Hs.75432 NM _000884:Homo sapiens IMP (inosine mono 

433658 L03678 Hs.156110 Hs.156110:immunogtobulin kappa constant 

428474 AB023182 Hs.184523 Hs.1845233erine/threonine kinase 38 Gk 

430237 AI272144 Hs.236522 Hs.236522:DKFZP434P106 protein 

414852 BE621310 Hs.923 Hs.9233ingle-stranded DNA binding prote 

437967 BEZ77414 Hs.5947 NM_005370:Homo sapiens mel transfcmiing 

427318 AF 186081 Hs.1 75783 NM._014579-.Homo sapiens solute carrier fa 

459306 AW578452 AW578452:RC1-CT0252-030100-023-b07CT025 

446342 BE298665 Hs.14846 Hs.1484&Homo sapiens mRNA; cDNA DKFZp56 

432BB6 BE159028 Hs.279704 Hs.279704:chromatln accessibffrry cornpie 

434845 BE267057 Hs.32S321 Hs.325321:WD repeat domain 18 

426514 BE616633 Hs.170195 Hs.170195:bone morphogenetic protein 7 ( 

410315 A1638871 Hs.378965 Hs.378965:Homo sapiens cDNAFU37658fc 

421905 A1660247 Hs.32699 Hs.32699:Homo sapiens, Similar to RIKEN 

421481 AW391972 Hs.104696 Hs.104696:KlAA1324 protern 

445921 AW015211 Hs.153799 Hs.1 53799:Homo sapiens cDNAFU38333ns 

414368 W70171 Hs.75939 NMJ)12474:Homo sapiens uridine monophosp 

457284 AF102850 H<l227933 NM_013338:Homo sapiens Alg5, S. cerevtsi 

413813 M96956 Hs.75561 NMJ»3212:Homo sapiens teratocarcinoma^d 

414602 AW630088 Hs.76550 NM_052886:Homo sapiens mal, T-ceB diffe 

410219 T98226 Hs.171952 Hs.171952axxtudin 
407137 T97307 

430462 AI584156 Hs.1 05640 Hs-1Q564tthyr»thetJcal protein BC007772 

432680 T47364 Hs.278613 (locusfink)NM_005532:Homo sapiens interf 

450010 AW293801 Hs.255052 Hs.255052:ESTs 

440334 BE276112 Hs.7165 NM_003904:Homo sapiens zinc finger prote 

440876 NM_004987 Hs.112378 (lociislink)NM_004987:Homo sapiens UM an 

428072 BE258602 Hs.1 82366 NMJ)16292:Homo sapiens heal shock protei 

407722 BE252241 Ks .38041 NMJXJ3681:Homo sapiens pyridoxal (pyrido 

426459 AF151812 Hs.169992 . Nr015966:Hbmo sapiens serologically def 

443323 BE560621 Hs-9222 Hs.9222estrogen receptor binding site a 

406621 X57809 Hs.181125 Hs.181125:lrnmunoglobuiin lambda locus 

423198 M81933 Hs.1634 Hs.1634xeU division cycle 25A 

428206 AB020643 Hs.1 83006 Hs.183006:fikety homolog of mouse hepari 

447200 BE543146 Hs.281434 Hs-281434:Homo sapiens CONAFU31 373fis 

425209 AL049761 Hs.155140 NM_001B95'itomo sapiens casein kinase 2, 

411950 T28407 Hs.81564 NMJ)02619:Homo sapiens platelet factor 4 

418681 AA287786 Hs.23449 Hs^3449insufin receptor tyrosine kinas 

421532 AW138207 Hs.146170 NM_022842:Homo sapiens hypothetical prot 

446291 BE397753 Hs.14623 Hs.14623dnterferon, gamma4nducib!e pro 

435886 BE265839 Hs.12126 NM_01 8487:Homo sapiens herjatocelluter ca 

417286 AA122237 Hs.81874 NM_002413:Homo sapiens irtcrosomalfllutat 

421743 T35958 Hs.107614 Hs.1 07614:DKFZP564I1 171 protein 

400419 AF084545 AF084545:Homo sapiens verstcan Vint iscf 

421357 AK000609 Hs.1 03808 NM_017896:Homo sapiens chromosome 20 ope 

420665 AW469240 Hs_371581 Hs.371581:ESTs 

418703 NMJJ14448 Hs.87435 Hs.87435:Rho guanine exchange factor (GE 

452679 Z42387 Hs.83883 {tocusijnk)NM_020182:Homo sapiens transm 

419743 AW408762 Hs.5957 Hs£957:Komo sapiens done 24416 mRNA se 

435730 AB020635 Hs.4984 Hs.4984:KlAA0828 protein 

431512 BE270734 Hs.2795 Hs^795.ladate dehydrogenase A 

444006 BE395085 Hs.334762 (locusEnk)NM_032832:Homo sapiens hypoth 

442875 BE623003 Hs.23625 Hs.23625:Homo sapiens clone TCCCTA00142 

413431 AW246428 Hs.75355 NM_003348:Homo sapiens iib^urOrvconJuga 

413950 AA249096 Hs.32793 Hs.32793:Hcmo sapiens cONAFU31 108 fts, 

411125 AA151647 Hs.68877 Hs.68877xytochrome b-245, alpha polypep 
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408722 H27498 Hs.293441 Hs. 29344 1:Homo sapiens SNC73 protein (SN- 3.71 

418416 U11700 Hs.84999 NM_000053:Homo sapiens ATPase, Cu-m- tran 3.71 

421038 AL080192 Hs.101282 Hs.101282:Homo sapiens rnRNA; cDNA DKFZp4 3.70 

409327 L41162 Hs.53563 NM_00185lHomo sapiens collagen, type DC 3.70 

5 413476 U25849 Hs.75393 NM.004300: Homo sapiens acid phosphatase 3.70 

400846 3.70 

415003 M11437 Hs.77741 Hs.77741:kinlnogen 3.70 

408137 A1694131 Hs.29002 Hs.29002:KiAA1706 protein 3.70 

418650 BE386750 Hs.86978 Hs.B6976:prolyl endopeptidase 3.70 

10 413179 N99692 Hs.75227 NM_005002:Homo sapiens NADH dehydrogenas 3.69 

42SB43 BE313280 Hs.159627 NM_004632:Homo sapiens death associated 3.69 

432215 AU076609 Hs.2934 NW_001033:Homo sapiens ribonucteofide re 3.69 

413781 J05272 Hs.850 (locuslink)NM_000883:Homo sapiens IMP 0 3.69 

429344 R94038 Hs.374664 NM 005538:Homo sapiens inhibin, beta C ( 3.69 

15 442315 AA173992 Hs.7956 Hs.7956:ESTs 3.68 

452875 BE275760 Hs.30928 NM_C06114:Homo sapiens translocase of ou 168 

401179 167 

410174 AA306007 Hs.59461 Hs.59461:DKFZP434C245 protein 3.67 

418556 AW082265 Hs.86131 Hs.86131:Fas fTNFRSF6)-associated via de 3.67 

20 440086 NMJ005402 Hs.6906 NM_005402:Homo sapiens v-ra! simian teuk 3.66 

409402 AF208234 Hs.695 Hs.695:cy statin B (stefin B) 3.66 

436014 AF281134 Hs.283741 NWL020158:Homo sapiens exosome component 3.66 

432633 A1796390 Hs.210667 Hs.210667:ESTs 3.66 

412599. AU076782 Hs.248267 (locusTmk)NM_021126:Homo sapiens mercap 3.66 

25 453857 AL080235 Hs,35B61 Hs.35861:Ras4nduced senescence 1 3.65 

432211 BE274530 Hs.273333 Hs.273333:hypothetical protein FU 10986 3.65 

430720 U85768 Hs.247838 NM_002991:Homo sapiens small inducible c 3.65 

432320 AW411066 Hs.274351 NWL016032:Homo sapiens zinc finger, DHHC 3.64 

420186 NM 015925 Hs.95697 HsS5697:nver-specificbHLH-Ziptranscr 3.64 

30 441128 AA570256 Hs.348504 Hs.348504:hypothetical protein BC01 4072 3.64 

444184 T87841 Hs.282990 (locuslink)NMJ)33550:Homo sapiens chromo 3.64 

411678 AI907114 Hs.71465 NM_003129:Homo sapiens squatene epoxides 3.63 

423750 AF165883 Hs.298229 NM_012394:Homo sapiens prefoldin 2 (PFON 3.62 

412948 BE243313 Hs.334851 Hs.334851:UM and SH3 protein 1 3.62 

35 452098 AI858183 BF755039:QV0-CT0583-1810(MM2W07CT058 3.62 

430024 AI808780 Hs.227730 NM_000210:Homosapiensmtegrin,3tpha6 3.62 

416412 NWL014742 Hs.79305 Hs.79305:KlAA0255 gene product 3.61 

437712 X04588 Hs.85844 Hs.85844:rteurotrophic tyrosine kinase, r 3,61 

400847 3.60 

40 406671 AA129547 Hs.285754 NM_00Q245:Homo sapiens met protc-oncogen 3.60 

412641 M16660 Hs.74335 Hs.74335:heat shock 90*D protein 1,beta 3.60 

404854 3.60 

400448 3.60 

453331 AI240665 Hs.352537 Hs.352537:Homo sapiens cDNA FLJ31066 fis 3.60 

45 441406 Z45957 Hs.7837 Hs.7837:phosphoprotein regulated by rnito 3.60 

417389 BE260964 Hs.82045 Hs.82045:miaTdne (neurite growth-promofi 3.59 

419607 R52557 Hs.91579 NMJJ3341 6: Homo sapiens similar to HYPOTH 3.59 

447250 AI878909 Hs/17883 NM_002707:Homo sapiens protein phosphata 3.59 

446356 AI816736 Hs.14896 Hs.14896:zinc finger, DHHC domain cental 3.59 

50 431236 AV656840 Hs.285115 NM_001560:Homo sapiens MerieuWn 13 re 3.59 

426722 U53823 Hs.171952 N^002538:Homosapfersoccludin(OaN), 3.58 

420531 AI652069 Hs.98614 N^004587:Horno sapiens ribosome binding 3.58 

416933 BE561850 Hs.6050S NM_003090:Homo sapiens small nuclear rib 3.57 

447698 A1420156 Hs.326733 NM_052858:Homo sapiens similar to RIKEN 3.57 

55 434457 AF141332 Ks.200333 NM_018690:Homo sapiens apolipoprotein B4 3.57 

424241 AW995948 Hs.6364 Hs.8364: pyruvate dehydrogenase kinase, i 157 

452264 AU077013 Hs.28757 Hs.28757:transmembrane 9 superfamHy mem 157 

420614 AL110291 Hs.99364 Hs59364:abhyoYolasedonia]n attaining 1 156 

434224 AA380731 Hs.84 KM_000206:Homo sapiens interleukin 2 rec 156 

60 425322 U63630 Hs.155637 NMJ»6904:Homo sapiens protein kinase, D 156 

438407 AI457122 Hs.129673 Hs.129673»ukaryo6c translation inifiat 156 

413859 AW99235B Hs.8364 Hs.8364:pyruvate dehydrogenase kinase, i 156 

427268 X78520 Hs.174139 NM_001829:Homo sapiens chloride channel 155 

436127 W94824 Hs.11565 NM_080748:Homo sapiens chromosome 20 ope 3.55 

65 411704 AI499220 Hs.71573 (locus5nk)NM-017988:Homo sapiens hypoth 155 

452700 AI859390 Hs.288940 Nf021259:Homo sapiens transmembrane pro 3.54 

418803 U50079 Hs.88556 NM_004964:Homo sapiens histone deacetyla 154 

453323 AF034102 Hs.32951 NM_001532:Homo sapiens solute carrier fa 154 

422813 AV656571 Hs.12106B (locus(ink)NM_003270:Homo sapiens transm 3.54 

70 452488 N74921 Hs.184389 Hs.1 84389:ESTs, Moderately similar to SI 154 

43226B BE311856 Hs.274230 Hs^74230:3 , i)rK)sr*oadenosine5 , -phospho 154 

425811 AL039104 Hs.159557 NMJ}02266iHomo sapiens karyopherin alpha 153 

437741 BE561610 Hs.5809 NM_020470:Homo sapiens putative transmem 153 

421802 BE261458 Hs.10B408 flocuslink)NMJ)16022:Homo sapiens CGI-78 153 

75 428582 BE336699 Hs.185055 Hs.185055:BENE protein 3.53 

446147 AL133064 Hs.14051 (locuslink)NM.145698:Homo sapiens endoze 153 

408716 A1567839 Hs.151714 pocusBnk)NM.033405:Homo sapiens peroxl 152 

450825 AC005954 Hs.25527 {locusnnk)NMJ>14428:Horno sapiens Bght 152 

442007 AA301116 Hs.142838 NM.032390-.Homo sapiens MKI67 (FHA domain 3.52 

80 453454 AW052006 Hs.374973 NM_004697:Homo sapiens PRP4 pre-mRNA pro 3.52 

421642 AF161254 Hs.106196 (locusDnk)NKL016579:Komo sapiens 8D6 an 3.51 

428371 AB012193 Hs.183874 NM_003589:Homo sapiens cuMn 4A (CUL4A) 3.51 

421340 F07783 Hs.1369 NM_00O574:Homo sapiens decay acceleratin 150 
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429023 

452862 

442993 

404240 

424909 

4295B3 

445937 

424954 

424142 

428028 

456534 

424685 

419170 

439841 

428390 

430589 

431183 

422599 

457635 

419705 

454390 

402829 

451707 

433604 

420085 

437704 

439223 

452203 

450273 

408089 

446950 

437379 

427581 

433627 

400263 

433570 

410636 

456950 

432391 

428144 

417144 

458778 

425274 

448913 

448847 

420166 

412420 

424482 

414186 

422396 

428093 

428293 

445580 

442821 

427597 

427648 

428734 

453902 

441565 

414045 

423323 

443303 

426268 

422256 

451129 

400205 

428109 

443440 

426858 

417457 

406363 

444758 

423309 

426125 

452835 

419493 

457670 

400125 

429404 

410293 

434826 

423599 

427715 



NWL000312 Hs.2351 
AW378065 Hs.8687 
BE018682 Hs.166196 



S78187 

NM_006412 

A1452943 

NM.000546' 

A1678727 

U52112 

X91195 

W21223 

BE002798 

AF03S9S1 

AI640377 

AJ002744 

NMJJ06855 

BE387202 

AV660976 

AW368634 

AB020713 

AW051061 

KM.013442 

AI741909 

AA766142 

AW238299 

X57522 

AW296454 

H59799 

AA305800 

AL359575 

NMJJ14788 

AF078866 

AI580Q53 

AA0B8177 

AF111170 

AI732374 

BE269243 

AA382104 

AW451034 

BE281191 

AA194422 

A1587180 

AW732276 

AL035668 

BE268621 

U33446 

W21872 

AW594506 

BE250944 

AF167572 



Hs.153752 

Hs.209119 

Hs.321231 

Hs.1846 

Hs.378970 

Hs.1B2018 

Hs.100523 

Hs.151734 

Hs.287850 

Hs.6710 

Hs.350077 

Hs.246315 

Hs.250696 

Hs.118538 

Hs.3569 

Hs.154331 

Hs.56956 

Hs.60973 

Hs.3439 

Hs.44680 

Hs.131810 

Hs.250618 

Hs.352018 

Hs.24743 

Hs.42644 

Hs.5672 

Hs.23765 

Hs.179703 

Hs.284296 

Hs.75309 

Hs.109007 

Hs.172870 

Hs.306165 



D15049 

AB76722 

BE303044 

BE502341 

AW953575 

NMJJ02951 

AI951628 

U67319 

AF083420 

M54673 

BE072881 

AW732918 
AA173467 
NM_004182 
AA378907 

AL044878 

BE0Q6775 

X87241 

AK001269 

AF001212 

AF119666 

KM_005738 

AK000047. 

AF155661 

A1805664 

BE245274 



Hs.182625 

HS.B1337 

Hs.326525 

Hs.155462 

Hs.22564 

Hs.110906 

Hs.95583 

Hs.73853 

Hs.149155 

Hs.75799 

Hs.7907 

Hs.104330 

Hs.183556 

Hs.12912 

Hs.8752 

Hs.179770 

Hs.180062 

Hs.192023 

Hs.3402 

Hs.303125 

Hs.75722 

Hs.127007 

Hs.9216 

Hs.168913 

Hs.1499 

Hs.81848 

Hs.182490 

Hs.62402 

Hs.172791 

Hs.349326 

Hs.11899 

Hs.126782 

Hs.166994 

HsJ0738 

Hs.90744 

Hs^3449 

Hs.125078 

Hs.10706 

Hs.61960 

Hs.22265 

Hs^1731 

Hs.180428 



NM_000312:Homo sapiens protein C (inacti 
Hs.8687£STs 

Hs.166196ATPase, Class I. type 8B, memb 

(locuslink)NM_004358;Homo sapiens ceO d 
NM_006412:Homo sapiens 1-acytgiycercl-3- 
OceusEnk)NM„003779:Homo sapiens UOP-Ga 
NM_000546:Horno sapiens tumor protein p53 
Hs.378970:Homo sapiens cDNA FU35102 fis 
Hs.182018:mterteukir>-1 receptor-assocla 
NM_138689:Homo sapiens protein phosphata 
Hs.151734:nuclear transport factor 2 
NM_0Q2219:Homo sapiens integral membrane 
NM_004870:Homo sapiens mannose-P-doticho 
NM_000982:Homo sapiens rtbosoma) protein 
NM_017423:Homo sapiens UDP-N-acetyt-alph 
NM_0Q6855:Homo sapiens KDEL (Lys-Aspilu 
Hs.1 1863:non-metastatic cefls 1 , protei 
Hs.3569:chromosome 20 open reading frame 
Hs.154331£STs 

(locusrmk)NM_024923:Homo sapiens hypolh 

Hs.60973:Homo sapiens cDNA RJ40829 fis, 
Hs.3439^tomatin (EPB72HB<e 2 
Hs.44660:hypothetical protein FU20979 
Hs.131810:Homo sapiens cDNA FU35976 fis 
NM_025217:Homo sapiens UL16 binding prot 
NM_000593:Homo sapiens transporter 1, AT 
Hs.24743:hypotheticaI protein FU20171 
Hs.42644:lrHoredoxm-iike2 
(locus(ink)NM_030799:Homo sapiens gotgt 
Hs.23765:membrane melallo-endopeptidase- 
NM_014788:Homo sapiens tripartite motif- 
NM_033161:Homo sapiens surfeit 4 (SURF4) 
NM_001961:Homo sapiens eukaryotic transl 
Hs.109007:Homo sapiens, Similar to LOC16 
Hs.172870:KlAA1913 protein 
HsJ06165:ESTs, Highly similar to unknow 
Ks^39B27:ESTs, Weakly similar to protsa 
Hs.182625:VAVP (vesicie-associated membr 
Hs.81337:lectin, galactoside-bjnding, so 
Nf4_001669:Homo sapiens arylsulfatase D ( 
Hs.1 554 62:MCM6 minichromosoms maintenanc 
NM_004999:Homo sapiens myosin VI (MY06), 
Hs.110906:hypaihetfcal protein BC004501 
NM_01 2339:Homo sapiens transmembrane 4 s 
NMJX)1200:Homo sapiens bone morphogeneti 
(tocusfink)NM„003374:Homo sapiens vdtag 
Hs.75799: pro tease, serine, 8 (prostasin) 
(tocust3nk)NM_145059:Homo sapiens Uuco 
Hs.104830:ESTs 

Hs.183556so(uta carrier family 1 (neutr 
NM_006109:Homo sapiens SKB1 homolog (S. 
HsX752: transmembrane protein 4 
NM_002842:Homo sapiens protein tyrosine 
Hs.1 80062: proteasome (prosome, macropain 
NM_003757:Homo sapiens eukaryofc trans! 
NMJ39177:Homo sapiens chromosome 17 ope 
Hs^03125^induced protein PIGPC1 
NMJJ02951 :Homo sapiens rfrophortn II (RP 
NMJX)374Q:Homo sapiens potassium channel 
NM_033340^Homo sapiens caspase 7, apopto 
NM_003576:Homo sapiens serineAhreonine 
NM_005526:Homo sapiens heat shock trartsc 
BE072881^C2.BT0548-2003tXM)12^9 BT054 
NM_006265:Homo sapiens RAD21 homolog (S. 
Hs.1 82490:leudne-rich PPR-moSf contain 
Hs.62402p2l/Coc42/Rac1-activated kinase 
NM_004182:Homo sapiens ubiquitousry-expr 
Hs^49326:Homo sapiens cDNA FU30677 fis 

NM_000859:Homo sapiens 3-hydroxy^-methy 
NM_014467:Homo sapiens sushkepeat prot 
Hs.166994:FAT tumor suppressor homolog 1 
NM_018087:Homo sapiens hypothefca! prot 
Hs.90744:proteasome (prosome. macropain) 
NMJ>18842rHomo sapiens insulin receptor 
((ocusfink)MNL004152:Homo sapiens omith 
NM_005738:Homo sapiens ADP-ribosytation 
NM_01899ZHomo sapiens hypotheScal prot 
Hs^2265rpyruvate dehydrogenase phosphat 
(locusfink)NM._012094:Homo sapiens perori 
HS.180428JOAA1 181 protein 
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446715 


A1337735 


Hs.173919 


Hs.173919:ESTs. Weakly similar to neuron 


3.36 


426788 


U66615 


Hs.172260 


NM.003074:Homo sapiens SWI/SNF related. 


3J6 


429747 


M87507 


Hs.2490 


Hs.2490:caspase 1, apoptosis-related cys 


3.36 


406698 


X03068 


Hs.73931 


Hs.73931:maJor histocompatibility compJe 


136 


439778 


AL109729 


Hs.99364 


Hs.99364:abhydrolase domain containing 1 


3.36 


418862 


BE550964 


Hs.89399 


NM_005176:Homo sapiens ATP synthase, H+ 


3.36 


421140 


AA298741 


Hs.102135 


NM_006280:Homo sapiens signal sequence r 


3.36 


451932 


AA360954 


Hs.27268 


Hs.27268:Homo sapiens cDNA: FU21933 lis 


3.36 


449042 


AW294985 


Hs.30715 


Hs.30715:potassium voltage-gated channel 


3.36 


426746 


J03626 


Hs.2057 


NM_000373:Homo sapiens uridine monophosp 


3.36 


425725 


NM.012243 


Hs.159322 


{locoslinkJNM_012243:Homo sapiens solute 


135 


444734 


NMC01360 


Hs.1 1806 


NMJH)1360:Homo sapiens 7-dehydrochoteste 


3.35 


436415 


BE265254 


Hs.343258 


NM_006191:Homo sapiens proliferation-ass 


135 


457329 


AI634860 


Hs.359682 


pocuslink)NM-016442:Homo sapiens type 1 


135 


432169 


Y00971 


Hs.2910 


NM_002765:Homo sapiens phosphoribosyl py 


3.35 


412525 


AA581439 


Hs.152328 


Hs.152328:ESTs 


135 


416391 


AI878927 


Hs.792B4 


NM J)02402:Homo sapiens mesoderm specific 


3.35 


419193 


029643 


Hs.34789 


NM_005216:Komo sapiens doilchykfiphosph 


135 


432065 


AA401039 


Hs.2903 


Hs.2903:protein phosphatase 4 (formerly 


134 


400262 




Hs.75309 


NM_001961:Homo sapiens eukaryotic trans! 


3.34 


423598 


BE247600 


Hs.377968 


NM_020400:Homo sapiens G protein-coupled 


134 


424291 


AL120051 


Hs.144700 


NM_004429:Homo sapiens ephrin-BI (EFNB1) 


3.34 


450506 


NM-004460 


Hs.418 


(locusrtnk)NM_004460:Homo sapiens fibrob 


134 


437296 


AA350994 


Hs.20281 


Hs.20281:MAPK phosphatase-7 


3.34 


431731 


BE266322 


Hs.211374 


{lccusM)NM_145051:Homo sapiens hypoth 


134 


425159 


NM_004341 


Hs.154868 


NM_004341:Homo sapiens carbamoyl-phospha 


3.34 


427349 


AA360154 


Hs.177415 


(locuslink)NM_001997:Homo sapiens Finkel 


134 


439246 


A1498072 


Hs.351474 


Hs.351474:Homo sapiens cDNA FU30002 fis 


134 


448775 


AB025237 


Hs.388 


NM_002452:Homo sapiens nudix (nucleoside 


3.34 


407236 


W79485 


Hs.173980 


Hs.173980:nuclear matrix protein NMFSOO 


134 


445350 


AF052112 


Hs.12540 


NMJ)06330:Homo sapiens tysophospholipase 


3.34 


444706 


AK000398 


Hs.1 1747 


(iocusl/nk)NMJ)17798:Hamo sapiens chromo 


3.34 


429574 . 


BE26B321 


Hs.208912 


Hs.2u8912:hypolhetical protein MGC861 


3.33 


427647 


W19744 


Hs.180059 


Hs.18Q059:Homo sapiens cDNA FU31360 fis 


133 


415938 


BE383507 


Hs.78921 


NM_003488:Homo sapiens A kinase (PRKA) a 


133 


414271 


AK000275 


Hs.75871 


(tocuslinkjN^012408:Homo sapiens protei 


133 


424394 


BE277024 


Hs.146381 


Ks.146381 :RNA binding motif protein. X c 


133 


437186 


AA338305 


Hs.377816 


Hs.377816:Homo sapiens cDNA FU36808 fis 


3.32 


430542 


AI557486 


Hs.1 19122 


Hs.119122tfbosornal protein Lt3a 


3.32 


444019 


BE173977 


Hs.10098 


NMJ)19082:Homo sapiens putative nudeola 


132 


434931 


AW968941 


Hs.166254 


Hs.166254:tike)y oitholog of rat vacuole 


132 


426158 


MO01982 Hs.199067 


Nf001982:Homo sapiens v-erb-b2 erythrob 


132 


430393 


BE185030 


Hs.241305 


(locusrink)NM.006470:Homo sapiens tripar 


132 


402104 








3.32 


446620 


AA128808 


Hs.179902 


(locuslinkJNM_022l09:Homo sapiens CDw92 


132 


443425 


AI056776 


Hs.133397 


Hs.133397:ESTs 


3.32 


414883 


AA926960 


Hs.348669 


Ks.348669:CDC28 protein kinase 1 


131 


413063 


AL035737 


Hs.75184 


Hs.751B4.*chitin3se 3-fike 1 (cartilage g 


131 


451564 


AU076698 


Hs.132760 


(locuslink)NM_001467:Horno sapiens glucos 


131 


437822 


AW450485 


Hs.4437 


NM_000991^omo sapiens ribosomal protein 


3.31 


441866 


BE464341 


Hs.21201 


Hs^1201:nedin3 


131 


438930 


AW843633 


Hs^43261 


Hs.343261:histccoinpatrl)i%(rninor) 13 


131 


422192 


AA305159 


Hs.113019 


NMJM5931:Homo sapiens fls485 (LOC51066) 


131 


446505 


AI123118 


Hs.15159 


(looisIink}NM_016326:Homo sapiens chemok 


3.31 


415323 


BE269352 


Hs.949 


NM_000433:Homo sapiens neutrophil cytoso 


3.31 


449644 


AW960707 


Hs.148324 


Hs.148324£STs 


3.31 


422611 


AA158177 


Hs.118722 


(locustink)NM_004480:Horno sapiens fcrcosy 


131 


417640 


030857 


Hs.82353 


NMJW6404:Homo sapiens protein C recepto 


130 


428157 


AI738719 


Hs.198427 


NM_000189:Homo sapiens hexokinase 2 (HK2 


3.30 


447321 


AW271217 


Hs.281434 


Hs.281434:Horno sapiens cDNA FU31373 fis 


3.30 


450447 


AF212223 


Hs^5010 


NM_01 8698: Homo sapiens hypothefical prot 


3.30 


422691 


NMJJ03365 Hs.1 19251 


NM_003365;Homo sapiens ubiqiiinoJ-cytochr 


130 


426375 


AK000597 


Hs.169549 


KM_017893:Homo sapiens sema domain, hnmu 


130 


449230 


BE613348 


Hs.356392 


Hs.356392£STs, Highly similar to S-phas 


129 


424756 


AW504657 


Hs.152931 


(tocuslink)NM_002296:Homo sapiens lamin 


129 


442772 


AW503680 


Hs£957 


Hs.5957:Homo sapiens clone 24416 mRNAse 


3.29 


430281 


A1878842 


Hs.237924 


NM_016016:Homo sapiens CO-SB protein (I 


3.29 


448153 


Y10805 


Hs.20521 


NMJX)1536:Homo sapiens HMT1 hnRNP methyl 


129 


420332 


NM_001756 Ks.1305 


NM_001756:Homo sapiens serine (or cystei 


3.29 


417691 


AU076610 


Hs.82399 


NM_007357:Homo sapiens component of o8g 


129 


412926 


A1879076 


Hs.75051 


Hs.75C61 macrophage myristoylated alanin 


128 


427308 


D26067 


Hs.174905 


HS.174905MAA0033 protein 


3.28 


432026 


AA524545 


Hs .224630 


Hs^24630:Homo sapiens cDNA FU33318 fis 


3.28 


449199 


A1990122 


Hs.196968 


Hs.196988£STs 


3.28 


442739 


NMJW7274 Hs.8679 


(locuslink)NM_007274 , .Homo sapiens cytoso 


3.28 


422051 


AW327545 


Hs.111024 


(locustmk)NM_005984:Homo sapiens solute 


3.28 


452714 


AW770994 


Hs.30340 


Hsl034fthypothetical protein KIAA1165 


128 


431884 


AA521246 


Hs.210792 


Hs.210792:Homo sapiens cDNA FU36691 fis 


3.28 


402260 








3.28 


4096B6 


AK000002 


Hs.55879 


(tociBlink)NM_033450:Homo sapiens mutfid 


128 


409267 


NM_012453 Hs.52515 


NM_01 2453:Homo sapiens transducm (beta) 


3.28 


447783 


AF054178 


Hs.19561 


NM_005001:Homo sapiens NADH dehydrogenas 


3.27 


426812 


AF105365 


Hs.172613 


NM-006598:Homo sapiens solute carrier fa 


3.27 
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429671 BE379335 Hs.211594 Hs.21 1594:proteasome (prosome. macropain 3.27 

434521 NMJJ02267 Hs.388B Hs.3886:karyopherin alpha 3 (importin al 3.27 

454128 AL031259 Hs.367900 Hs.3579t»:programmed cell death 2 3.27 

_ 445033 AV652402 Hs.72901 NM_078487:Homo sapiens cydirwlependenl 3.27 

5 448752 AA593867 Hs.300842 NM_024820:Homo sapiens KIAA1608 protein 3.26 

425221 AV649B64 Hs.155188 NM_005642:Homo sapiens TAF7 RNA polymera 3.26 

440286 U295B9 Hs.7138 NM_000740:Homo sapiens cholinergic recep 3.26 

413745 AW247252 Hs.75514 NMJW0270:Homo sapiens nucleoside phosph 3.26 

412338 M151527 Hs.69485 {towslhk)N^024661:Homosapieitehypoth 3.26 

10 426520 BE545684 Hs.343556 Hs.343566:KlAA0251 protein 3.26 

427640 AF058293 Hs.180015 NM_001355:Homo sapiens Wopachrcme taut 3.26 

440943 AW082298 Hs.146161 NM_032331:Hcmo sapiens hypothetical prot 3.26 

425966 NM.001761 Hs.1973 NM_001761:Homo sapiens cycfot F (CCNF), 3.25 

, _ 416448 L13210 Hs.79339 NMJ)Q5567:Homo sapiens lectin, galactose 3.25 

15 449944 AF290512 Hs.58215 (locusfink)NM_033046:Horno sapiens rhotek 3.25 

424381 AA285249 Hs.146329 NMJJ071 94:Homo sapiens CHK2 checkpoint h 3.25 

426784 U03749 Hs.172216 Nty_001275:Homo sapiens chromogranin A (p 3.25 

420190 A1816209 Hs.95867 (locusrinkJNM.0241 1£Homo sapiens chromo 3.25 

438085 R5251B Hs.7967 Hs.7967:ESTs, WeaMy similar bextensin 3.24 

20 419216 AU076718 Hs.164021 NM_002993:Homo sapiens small inducible c 3.24 

430154 AW583058 Hs.234726 NMJW1085:Homo sapiens serine (or cystei 3.24 

45B376 AB023179 Hs.9059 Hs.9059:KlAA0962 protein 3.24 

410600 AW575742 Hs.351676 Hs^51676:Homo sapiens cDNA FU25921 fis 3^4 

420676 AI434780 Hs.4248 Hs.4248:HornosapensPP37B1mRNA l comple 3.24 

25 435640 AF220053 Hs.54960 NMJ)18468:Homo sapiens uncharacterized h 3.23 

427775 R26944 Hs.180777 Hs.180777:Homo sapiens mRNA; cONA DKFZpS 3.23 

412600 L28824 Hs.74101 Hs.741 01 spleen tyrosine kinase 3.23 

430250 NM.016929 Hs.283021 NM_016929:Homo sapiens chloride tnlracel 3.23 

432871 NMJ)16142 Hs.279617 Hs279617:hydroxysteroid(17-beta)dehyd 3.23 

30 43Z731 R31178 Hs.287820 rk287820:fibronectin 1 3.23 

410340 AW182B33 Hs.112188 (locuslink)NM_021826:Homo sapiens hypoth 3.23 

410047 AI167810 Hs.379753 Hs.379753:Homo sapiens cDNAFU331 76 fis 3.23 

430567 NMJ03028 Hs.244542 Hs.244542:Homo sapiens CDNAFU38908 fis 3.23 

425907 AA365752 Hs.155965 Hs.1 559 65:ESTs 3.23 

35 436075 BE090176 Hs.179902 NMj080546:Homo sapiens CDw92 antigen (CO 3.22 

403912 3.22 

429782 NMJJ05754 Hs.220689 Hs.220689:Ras-GTPase-xtivaling protein 3.22 

416178 A1808527 Hs.192822 NM_030949:Homo sapiens protein phosphata 3.22 

445229 BE276013 Hs.343828 Hs.343828:Homo sapiens mRNA; cDNA DKFZp7 3.22 

40 422030 X51416 Hs.1 10849 ffocuslink)NM_004451:Horno sapiens estrog 3.22 

409591 AA532963 Hs.9100 Hs.9100:hypotheb*cal gene supported by A 3.22 

411531 AB014511 Hs.70604 Hs.70604:ATPase, Class II, type 9A 3.22 

414820 AA371931 Hs.77422 Hs,77422:proteortpid protein 2 (colonic 3.22 

Ae 450770 AA019924 Hs.28803 Hs.28803:ESTs 3.22 

45 433233 AB040927 Hs.3O1804 Hs.301804:KIAA1 494 protein 3.22 

414172 AW954324 Hs.75790 (tocuslink)NM_002642:Homo sapiens phosph 3.21 

4287B1 AF164799 Hs.1 93384 Hs.1 93384:putaiatrve 28 kDa protein 3.21 

432078 BE314877 Hs.24553 (locuslink)NM_022369;Homo sapiens hypoth 3.21 

454358 AW792876 Hs^88936 NM_031420:Homo sapiens mitochondrial rib 3.21 

50 447140 AF070537 Hs.17481 NMJ38391 iHomo sapiens hypothetical prut 3.21 

409132 AJ224538 Hs£0732 . NM_P05399:Homo sapiens protein kinase, A 3.21 

400836 3.20 

420281 AI623G93 Hs.323494 (locusfoik)N^017964:Homo sapiens hypoth 3.20 

__ 414343 ALD36166 Hs.75914 NM.00681 5:Homo sapiens coated vesfcte me 3J20 

55 447096 BE539199 Hs.62112 (locus0nk)NM»003457:Homo sapiens zinc f 3^0 

412276 BE262621 Hs.73798 Hs.73798^nacrophage migration inhibitory 3.20 

425261 BE385099 Hs.355814 Hs.355814:Homo sapiens done 1MAGE29333 3.20 

407736 N41744 Hs.349326 Hs.349326:Homo sapiens cDNAFU30677 fis 3.20 
400845 3.20 
60 4070B2 Z47055 3.20 

452012 AA307703 Hs.279766 (locusBnk)NM_012310:Homo sapiens kinesi 3.20 
403217 3.20 

414249 AI797994 Hs.279929 (locuslin!gNM_017510:Homo sapiens gp25L2 3.19 

431243 U46455 Hs.252189 NMJX)2999--Homo sapiens syndecan 4 (atnphi 3.19 

65 417777 AI823763 Hs.705S Hs.7055:Homo sapiens CDNAFU33420 fis, 3.19 

457274 AW674193 Hs.227152 N&L01 6391:Homo sapiens hypothetical prot 3.19 

445139 AB037848 Hs.12365 Hs.12365:synaptotagmin XiU 3.19 

430280 AA361258 Hs.237868 Hs.237868:Homo sapiens mRNA; cDNA DKFZ06 3.19 

422197 AW974265 Hs.1 11632 Hs.1 11632:Lsm3 protein 3.19 

70 422938 NMJ301809 Hs.1594 NM-00180AHomo sapiens centromere prolei 3.18 

435575 AF213457 Hs.44234 NM_018965:Homo sapiens triggering recept 3.18 

449704 AK000733 Hs.23900 Hs.23900:Rac GTPase activating protein 1 3.18 

426925 NM.001196 Hs.172894 Hs.172894:BH3interacfing domain death a 3.18 

414814 D14697 Hs.77393 (k)cuslirik)NM_002rj04:Homo sapiens fames 3.18 
75 405387 3.18 

444108 R55784 Hs.140942 Hs.140942:Homo sapiens CDNAFU38396 fis 3.18 

424089 AL036662 Hs.144949 Hs.144949:ESTs 3.17 

41478B X78342 Hs.77313 Hs.7731 3:cycfin-dependent kinase (CDC2-I 3.17 

ork 424927 AW973666 Hs.153850 Hs.153850:hypothetical protein C321D2.4 3.17 

80 451452 BE560065 Hs.26433 NM^TO1382:Homosapfensdofichyt-phosphat 3.17 

426924 BE222542 Hs.128782 Hs.128782:Homo sapiens CDNAFU31 512 fis 3.17 

447032 AK000310 Hsil7138 (locusfink)NMJ)1 7755:Homo sapiens hypoth 3.17 

410663 AA194952 Hs.36093 Hs.36093:Homo sapiens cDNAFU 12885 fis, 3.17 
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415402 AA164687 Hs.177576 Hs.177576:mannosyl(alpha-1»^tycopro 3.17 

451032 W03692 Hs.323079 Hs.323079:Homo sapiens mRNA; cDNA DKFZpS 3.17 

412146 M92444 Hs.73722 Hs.73722:APEX nuclease (rnulCfuncfional 117 

417018 M16038 Hs.80887 Hs.80B87:v-yes-1 Yamaguchi sarcoma viral 3,16 

5 425244 AK002127 Hs.1 55313 NNU>22105:Homo sapiens death associated 3.16 

417878 U90916 Hs.82845 Hs. 82845: Homo sapiens cDNA: FU21930 fis 116 

426675 AW084791 Hs.133122 Hs.133122Aypolhetical protein FU14524 3.16 

432728 NM 006979 Hs.278721 NM_006979:Homo sapiens HLA class II regi 3.16 

442643 U82756 Hs.374973 (tocusBnk)NM_004697:Homo sapiens PRP4 p 3.16 

10 418462 BE001596 Hs.85266 Hs.85266:integrin, beta 4 3.16 

429922 Z97630 Hs.226117 NM-00531 8:Homo sapiens H1 histone family 3.16 

429556 AW139399 Hs.314807 Hs.314807:hypothetical protein MGC2655 3.15 

416127 BE243982 Hs.83532 (locusBnk)NM_002389:Homo sapiens membra 3.15 

416293 BE244454 Hs.79162 Hs.79162structure specific recognition 3.15 

15 435968 AW161481 Hs.111577 (locusnnk)NWL030926:Homo sapiens integr 3.15 

414702 L22005 Hs.76932 NM_004359:Homo sapiens cell division eye 3.15 

437672 AW748265 Hs.5741 NM.01623Cr.Homo sapiens Gavohemoprotern 3.15 

435750 AB029012 Hs.4990 Hs.4990:KIAA1 089 protein 3.14 

432710 AA609885 . Hs.278672 NM_005898:Homo sapiens membrane componen 3.14 

20 407961 AW672939 Hs.41694 Hs.41694:origin recognition com ptex, sub 3.14 

438203 BE540090 Hs.7345 Hs.7345:MAD1 mitotic arrest defirienHi 3.14 

426410 BE298446 Hs.305890 NMJ38578:Homo sapiens BCL2-tike 1 (BCL2 3.14 

422282 AF019225 Hs.1 14309 (locuslink)NMJ)03661:Homo sapiens apoBp 3.14 

450295 AI766732 Hs.210528 Hs.210628:ESTs 3-14 

25 413900 AW409747 Hs.75612 NM_006819:Homo sapiens stress-induced^ 3.13 

452695 AW780199 Hs.30327 NM_003668:Homo sapiens mitogen-activated 3.13 

407797 AK000524 Hs.39850 Hs.39B50:uridine kinase-fike 1 3.13 

412006 AW451618 Hs.290216 Hs.290216:ESTs 3.13 

424247 X14008 Hs.234734 NM 000239:Homo sapiens lysozyme (renal a 3.13 

30 447627 AF090922 Hs.152738 NMJ)16050:Homo sapiens mitochondrial rib 3.13 

422753 A1928995 Hs.1575 Hs.1575:smal! nuclear ribonucleoprotein 3.12 

441321 H17182 Hs.7771 NM_007273:Homo sapieris repressor of estr 3.12 

411358 R47479 Hs.94761 Hs.94761:KIAA1691 protein 3.12 

438444 AI064707 Hs.301226 Hs.301226:Homo sapiens, clone IMAG&3456 3.12 

35 424727 AW590378 Hs.378965 Hs.378955:Homo sapiens cDNA FU37658 Gs 3.12 

435975 AL1 18990 Hs.373554 * {locusRnk)NM_130786:Homo sapiens alpha- 3.12 

426680 AA320160 Hs.171811 NM_001625;Homo sapiens adenylate kinase 3.12 

412326 R07566 Hs.73817 NM_002983:Homo sapiens small inducible c 3.12 

409220 BE243323 Hs51233 (k)cusHnk)NNL003842:Homo sapiens tumor 3.12 

40 428699 AW578252 Hs.190161 Hs.1901 61 :LR8 protein 3.12 

422675 BE018517 Hs.1 19140 NM_001970:Homo sapiens eukaryotic transl 3.12 

444301 AKD00136 Hs.10760 NMJ)1 7680: Homo sapiens asporin (LRR clas 3.12 

409932 AI376750 Hs.57600 Nht001263:Homo sapiens adaptor-related p 112 

419152 L12711 Hs.89643 (IocusOnk)NMJ)01064:Homo sapiens transk 112 

45 410240 AL157424 Hs.61289 Hs.612B9:synaptojardn 2 112 

413073 AL038165 Hs.75187 NM_014765:Homo sapiens translocase of ou 111 

406865 AI025931 Hs.181357 Hs.1 81357 Jaminln receptor 1 (67kD. ribo 111 

405203 3.11 

441028 A1333660 Hs.17558 Hs.17558:Homo sapiens, done IMAG&407O4 111 

50 417211 T97617 Hs.269092 Hs^69092:ESTs 3.11 

421684 BE281591 Hs.106768 NM_018120:Homo sapiens hypothetical prot 111 

429824 AA296363 Hs.121520 Hs.1 21 520:Homo sapiens CONAFU35792 fis 3.11 

426234 BE314534 Hs.168159 Hs.1 681 59 Afunctional apoptosis regulat 111 

408805 K69912 Hs.48269 NM_003384:Homo sapiens vaccinia related 110 

55 417821 BE245149 Hs.82643 NMJ)02822:Homo sapiens protein tyrosine 110 

416976 BE243985 Hs.80680 Hs.806803najor vault protein 110 

410013 AF067173 Hs.57904 Hs57904^nago-n3shi homotog, proHferati 110 

429597 NMJXJ3816 HsJ2442 Hs^442:adisinteQnn and metaltoprotein 110 

453518 AW503205 Hs.27268 Hs.27268:Homo sapiens cONA:FU21 933 fis 110 

60 429238 NNL002849 Hs.1 98288 NM_002849:Homo sapiens protein tyrosine 110 

433409 Ai 278802 Hs.25661 Hs-25561:ESTs, Moderately similar to hyp 110 

426440 BE382756 Hs.1 69902 NM_006516:Homo sapiens solute carrier fa 110 

435472 AW972330 Hs.283022 NK.01 8641 Homo sapiens triggering recept 110 

427609 AK000436 Hs.179791 NM-017817:Homo sapiens RAB20, member RAS 110 

65 408201 AK000568 Hs.43554 NM_Q178B2:Homo sapiens ceroirMpofuscin 110 

'418181 U37012 Hs.83727 NM_013291:Homo sapiens cleavage and pofy 110 

445176 AI87B907 Hs.12379 NMJ)01419:Honio sapiens ELAV (embryonic I 3.10 

436906 K95990 Hs.1 81244 Hs.1 81 244 major histocompatMitycompI 3.10 

427337 Z46223 Hs.176663 NM_000569:Homo sapiens Fc fragment of Ig 110 

70 433435 BE545277_Hs.340959 NM_005726:Hcmo sapiens Ts translation el 109 

408150 BE620274 Hs.43112 Hs.431 12:Homo sapiens mRNA; cDNA DKFZp43 3.09 

431738 AW237726 Hs.288549 NMJB2828:Homo sapiens ubtquiOn UBF-fJ 3.09 

449703 H61001 Hs.171802 Hs,171802:Homo sapiens, clone IMAG&3956 109 

4231 B4 NM.004428 Hs.1 624 NM_004428:Homo sapiens ephrin-A1 (EFNA1) 109 

75 400278 Hs.2280 . NMJX)2950:Homo sapiens rfbophorin I (RPN 109 

449051 AW961400 Hs.333526 NMJ)32339:Homo sapiens hypothetical prot 109 

428297 AA236291 Hs.183583 NM_030666:Hcmo sapiens serine (or cystei 109 

430066 AI 929 559 Hs.237825 Hs^37825:signaJ recognition parCcla 72 109 

428044 AA093322 Hs.301404 Nf^_006741Homo sapiens RNA binding motif 109 

80 426989 A1815206 Hs.100293 Hs.100293:ODnked f^acetylgixosamine ( 108 

447887 AA114050 Hs.211610 NM_001228:Homo sapiens caspase 8, apopto 108 

422010 AA302049 Hs.31181 HsJ1181:Homo sapiens cDMA FU23230 Ms 108 

444823 BE262989 Hs.12045 Hs.12045:C2f protein 3.0B 
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410668 


BE379794 


Hs.159651 


NM_014452:Homo sapiens tumor necrosis fa 


3.08 


415173 


AW501735 


Hs.180059 


Hs.180059:Homo sapiens cONA FU31360 fis 


3.08 


419757 


AA773820 


Hs.63970 


Hs.63970:ESTs 


3.08 


427725 


U66839 


Hs.180533 


NM_0Q2756:Homo sapiens rrilogen-acfjvated 


3.08 


424408 


AI754813 


Hs.146428 


Hs.146428xollagen. type V, alpha 1 


3.08 


453914 


NMJ300507 


Hs.574 


NMJK)0507:Homo sapiens fructose- 1,6-bisp 


3.08 


420187 


AK001714 


Hs.95744 


NrvLOl 9028: Homo sapiens hypothetical prot 


3.08 


431498 


AK001777 


Hs.258551 


NM_012100:Homo sapiens aspartyt aminopep 


3.07 


411423 


AW845987 


Hs.68B64 


(locusHnk)NM_1 39248: Homo sapiens membra 


3.07 


449954 


AA641636 


Hs.37477 


Hs.37477:ESTs. Weakly similar to T46220 


3.07 


423671 


AW860155 


Hs.234101 


Hs.2341 01 :Homo sapiens, similar to chofi 


3.07 


448719 


AA033627 


Hs.21B58 


Hs.21858serine (or cysteine) proteinase 


3.07 


451455 


AI937227 


Hs.8821 


NM_021 175:Homo sapiens hepcufin antimfcr 


3.07 


450876 


AF189062 


Hs.285976 . 


flocusItnk)NMJ)1 3384: Homo sapiens LAG1 1 


107 


432465 


D56165 


Hs.275163 


NM_002512:Komo sapiens non-metastatic cc 


3.07 


421808 


AK000157 


H5.1085O2 


NMJ)17688:Homo sapiens hypothetical prot 


3.07 


430014 


H59354 


Hs.374303 


(jocuslink)NM_144691:Homo sapiens hypoth 


3.07 


436553 


AW407157 


Hs.181125 


Hs.1 81 1 2S±nmunogloburin lambda locus 


3.06 


458814 


AI498957 


Hs.351937 


Hs.351937:ribosonraJ protein, large P2 


3.06 


450247 


AF123303 


Hs.24713 


NM_013386:Homo sapiens hypothetical prot 


3.06 


418062 


AW630656 


Hs.83383 


NM_005406.Homo sapiens peroxiredoxin 4 ( 


3.06 


407223 


H96850 




H9685(fcyw03b12.s1 Soares melanocyte 2NbH 


3.06 


418641 


BE243136 


Hs.86947 


NM_001 109: Homo sapiens a disintegrin and 


3.06 


450690 


AA296696 


Hs.333418 


(locusnnk)NM_014164:Homo sapiens FXYD d 


3.06 


408124 


U89337 


Hs.42853 . 


NMJ)04381:Homo sapiens cAMP responsive e 


3.06 


435550 


AI224456 


Hs.324507 


Hs.324507:hypothetical protein FU20986 


3.06 


421779 


AI879159 


Hs-108219 


NM_0Q4625:Homo sapiens wingless-type MMT 


3.05 


440246 


W52010 


Hs.191379 


Hs.191379:ESTs 


3.05 


446770 


AV660309 


Hs.154986 


Hs.1 54986:ESTs, Weakly similar to PLLP.H 


3.05 


440708 


AF038962 


Hs.7381 


Hs.7381 ivoltage-dependent anion channel . 


3.05 


425118 


AU076611 


Hs.1 54672 


Hs.154672:melhylene tetrahydrofolate deh . 


3.05 


453830 


AA534296 


Hs.20953 


Hs.20953:hypothetical protein BC010003 


. 3.05 


412867 


AU076861 


Hs.74637 


Hs.74637:testis enhanced gene transcript 


3.05 


422032 


AA476966 


Hs.1 10857 


NM_016310:Homo sapiens polymerase (RNA) 


3.05 


441238 


AI372555 


Hs.322456 


NM_032039:Homo sapiens hypothetical prot 


3.05 


408524 


087942 


Hs.46328 


Hs.4632fl:fucosyt transferase 2 (secretor 


3.05 


408102 


U46351 


Hs.621 


Hs.621decfin, gdactoslde-binding, solu 


3.05 


430508 


AI015435 


Hs.104637 


Hs.1046373olute carrier family 1 (gluia 


3.04 


4322B1 


AK001239 


Hs.274263 


Hs.274263:hypothetical protein FU10377 


3.04 


443883 


AA114212 


Hs.9930 


Hs.9930serine (or cysteine) proteinase 


3.04 


423570 


AW838306 


Hs.129819 


NrA.018344:Homo sapiens hypothetical prot 


3.04 


443553 


AA137043 


Hs.9663 


NM_01 3374:Homo sapiens programmed cell d 


3.04 


451711 


AK000461 


Hs.26890 


NM_017829:Homo sapiens cat eye syndrome 


3.04 


444736 


AA533491 


Hs.23317 


NM_032824:Homo sapiens hypothetical prot 


3.04 


407687 


AK002011 


Hs.3755B 


NM_018339:Homo sapiens hypothetical prot 


3.04 


423022 


AA320525 


Hs.201076 


Hs.201076:ESTs 


3.04 


453450 


AW797627 


Hs.347459 


Hs.347459:Homo sapiens cONA FU13900 lis 


3.04 


412708 


R26830 


Hs.106137 


Hs.1 061 37:Homo sapiens mRNA for OK/SW-Cl 


104 


448569 


BE382657 


Hs.21486 


Hs.21486:signal transducer and activator 


3.04 


443329 


BE262943 


Hs.9234 


NM_032635:Horrw sapiens seven transmembra 


103 


439018 


AW300887 


Hs.26638 


NM_031457:Homo sapiens membrane-spanning 


3.03 


412627 


BE391959 


Hs.74276 


Hs.74276:chbride Intracellular channel 


3.03 


444309 


U83236 


Hs.10803 


Hs.10803:cafcium and Integrin blncfing 1 


3.03 


412969 


AI373162 


Hs.75103 


NM_003406:Homo sapiens tyrosine 3-monoox 


■ 3.03 


430354 


AA954810 


Hs.239784 


Hs^39784scribble 


3.03 


414774 


X02419 


Hs.77274 


NMJX)2658:Homo sapiens plasminogen acCv 


3.03 


450607 


AL050373 


Hs.25213 


NM_015677:Homo sapiens hypothefical prot 


3.03 


421179 


U72664 


Hs.148495 


NMJ)0281(hHomo sapiens proteasome (proso 


3.02 


451798 


BE297567 


Hs.27047 


Hs^7047:hypotheucal protein FU20392 


102 


428428 


AU037544 


Hs.184298 


NMJX)1799:Homo sapiens cyctin-dependent 


102 


447656 


NM.003726 Hs.19126 


NM_003726:Homo sapiens src family associ 


102 


436823 


AW749865 


Hs.117077 


Hs.117077zinc finger protein 264 


102 


417896 


AA379770 


Hs.82890 


Hs.82890:defender against ceil death 1 


102 


444193 


Y17801 


Hs.10574 


Hs.1 0574:sotute carrier family 2, (facS 


102 


418741 


H83265 


Hs.8881 


Hs3881:Homo sapiens cDMA FU32163 fis, 


101 


414421 


AI521130 


Hs.355126 


(lc<ajsM)NMJ 44686:Homo sapiens hypoth 


101 




A1024860 


Hs.153591 


NM_005787:Homo sapiens No 156 (D. melanog 


J.U1 


442504 


BE503373 


Hs.334335 


NM_022484iHomo sapiens hypothefical prot 


3.01 


437651 


BE560672 


Hs.13543 


(tocusBnk)NM_145214:Homo sapiens tripar 


101 


436540 


BE397032 


Hs.1 4468 


NM-020230-itomo sapiens peter pan homolog 


100 


438000 


AI825880 


Hs.5985 


HsX985:non4dnase Cdc42 effector protei 


100 


415697 


A1365603 


. Hs.279696 


Hs.279696:DKFZP566l1024 protein 


3.00 


437469 


AW753112 


Hs.15514 


Hs.15514*ypothe0cal protein MGC3260 


100 


436319 


H90727 


Hs.5123 


Hs^123:hypolhefjcal protein BC008246 


3.00 


450126 


BE018138 


Hs-24447 


(lccusIink)^005866:Homo sapiens type 1 


3.00 


445985 


BE621800 


H5L29444 


Hs.29444:putatrve small membrane protein 


3.00 


406868 


AA505445 


Hs.300697 


Hs.300697 immunoglobulin heavy constant 


3.00 


424439 


AA579635 


Hs.1770 


Hs.177(hligase 1, DNA, ATP-dependent 


100 


408452 


AA054683 


Hs.222728 


Hs.222728:Homo sapiens cDNA FU39004 fis 


100 


417831 


H16423 


Hs.82685 


Hs.82685-.OM7 antigen (Rh-related antige . 


100 
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Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank' accession numbers 



Pkey 



432407 



459306 
452098 
451129 



CAT Number Accession 



OJ) 

MH1429J2 



223120.-4 
161393.1 
1495511J 



M18728 

BG036675 BF772005 BF771866 BG960386 BG9603B1 NM_005712 AF110315 BE074534 BE182776 BE158000 BE157999 BE714315 AW818104 
AW847519AA09942SA\W17981 AW856396BG961122AA^ BG283641 BE748279 

8048870 BG319540 BE748864 BF739224 BG986155 AK057283 BI861466 AAS63341 AA457591 BG949294 AW392886 AA071122 AA227849 
AA584918 BG95S570 BF773486 AL041 698 BF959013 R87170 C16859 BF77041 1 BF77129B AI075321 113823 AA216700 BF771864 AW861859 
BE537068 C18935 AA155719 BF771 172 BF769107 BF804964 AW818172 AW818143 AW392930 AW817057 AW858044 BF746211 M179928 
AW8616B7 AW821826 BI055726 BF242643 AA207189 BF77041 2 BF771 157 BG430030 AA055592 
AW578452 

BG028348 BF772844 H83066 AW817969 H90985 BF755039 A1858183 
BE072881 AI762181 BE072946 



TABLE 11C 



Pkey. Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham I. et al." refers to the publication entitled The DNA 

sequence of human chromosome 22." Dunham I. etal., Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposiCon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposifon 


406399 


9255288 


Minus 


63448-53554 


403220 


7630969 


Plus 


64338-64517 


403218 


7630969 


Plus 


58039-58149 


403221 


7630969 


Pius 


66294-66438,66936-67124 


405484 


5922025 


Plus 


199214-199579,199672-199920,200262-20049 


400529 


9795988 


Pius 


138232-138423 


405556 


1552511 


Plus 


163497-163623,164715-164968.165369-16550 


403739 


7630882 


Phis 


4456344766,4820948483,52255-52495 


403219 


7630969 


Plus 


61858-61995 


404826 


6572184 


Plus 


4772648046 


400750 


8119067 


Plus 


198991-199168,199316-199548 


400846 


9188605 


Plus 


39310-39474 


401179 


9438647 


Plus 


113477-113893 


400847 


9168605 


Phis 


4464344835 


404854 


7143420 


Plus 


14260-14537 


400448 


9887687 


Minus 


177372-177674 


404240 


5002624 


Minus 


116132-116407,116653-116922 


402829 


8918414 


Plus 


101532-101852,102008-102263 


406363 


9256114 


Plus 


14403-14602,17000-17147.17241-17368 


402104 


8119072 


Plus 


122409-122600 


402260 


3399665 


Mnus 


113765-113910,115653-115765,116808-11694 


403912 


7710730 


Minus 


72000-72290,72431-72700.72929-73199 


400836 


6954179 


Plus 


677-1188 


400845 


9188605 


Plus 


34428-34612 


403217 


7630969 


Plus 


54089-54163,55427-55623 


405387 


6587915 


Minus 


3769-3833,5708-5895 


405203 


7230116 


Phis 


125295-125463 



Table 12A lists about 1006 genes up-regulated in cervical cancer compared to normal adult tissues. These were selected from 59680 probesets on the Affymetrix/Eos-Hu03 
GeneChip array such that the ratio of "average" cervical cancer to "average" normal adult tissues was greater than or equal to 2.5. The 'average' cervical cancer level was set b the 
93 rd percentile value amongst cervical cancers. The 'average' norma! adult tissue level was set to the 93* percentile value amongst non-malignant tissues. In order to remove gene- 
specific background levels of non-specific hybridization, the 15* percentile value amongst non-maftgnant tissues was subtracted from bom the numerator and the denominator before 
the ratio was evaluated. 

TABLE 12A: 1006 GENES UP-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT TISSUES 

Pkey: Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Unigene Title: Unigene gene title 



R1: 


Rafio of tumor to norma! body tissue 




Pkey 


ExAccn UnigenelD 


Unigene TBte 


R1 


402075 


U19557 Hs.123035 


squamous ceQ carcinoma antigen 2 (SCCA2) 


81.1 


425650 


NWL001944 Hs.1925 


desmogtetn 3 (pemphigus vulgaris antigen) 


43.6 


41B007 


M13509 Hs.83169 


matrix metalloprotetnase 1 (interstitial coll 


38.9 


435094 


AI560129 Hs.329062 


EST 


30.3 


439606 


W79123 Hs.58561 


G protein-coupled receptor 87 


28.8 


452240 


AI591147 Hs.61232 


ESTs 


27.0 


444783 


AK001468 Hs.62180 


■ anfllln (DrosophHa Scraps homotog), actin bi 


26.0 


417034 


NM.006183 Hs.80982 


neurotensin 


25.5 


424046 


Af 027856 Hs.1 38202 


serine (or cysteine) proteinase inhibitor, d 


24.5 


422956 


BE545072 Hs.122579 


hypothetical protein FU10461 


23.7 
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435505 AF200492 Hs^11238 interieukin-1 hombtog 1 

400289 X07820 Hs.2258 matrix rretafloproteinase 10(stromelysin 2) 

418345 AJ001696 Hs.241407 serine proteinase inhibitor 13 (PI1 3; serpin 

452461 N7B223 Hs.1 08106 transcription factor 

423017 AW178761 Hs.227948 serine (or cysteine) proteinase inhibitor, d 

429432 A1678059 Hs.202676 synaptonemal complex protein 2 

415817 U88967 Hs.78867 protein tyrosine phosphatase, receptor-type. 

435243 AW292886 Hs.261373 hypothetica! protein dJ43401 4.3 

428864 AK001666 Hs.189095 simitar to>SALL1 {sai (Drosophiia)-like 

428227 AA321649 Hs.2248 small inducible cytokine subfamily B (Cys-X-C 

421373 AA808229 Hs.167771 ESTs 

416209 AA236776 Hs.79078 MAD2 (mitotic arrest deficient, yeast, homoio ■ 

441459 AI919142 Hs.214233 ESTs, Weakry similar to ALU1JWMAN ALU SUBFAM 

447164 AF026941 Hs.17518 Homo sapiens cig5 mRNA, partial sequence 

412719 AW016610 -Hs.1 29911 ESTs 

417366 BE185289 Hs.1 076 smafl proOne-rich protein 1B (comilin) 

431753 X76029 Hs.2841 neuromedin U 

438817 AI023799 Hs.163242 ESTs 

404996 Target Exon 

443211 AI128388 Hs.143655 ESTs 

414764 AW013887 Hs.72047 ESTs^ 

^* 428618 AA88536G Hs.160199 Target CAT 

416661 AA634543 Hs.79440 IGF-II mRNA-binding protein 3 

421478 AI683243 Hs.97258 ESTs, Moderately similar to S29539 ribosomal 

429486 AF155827 Hs.203963 hypothetical protein RJ 10339 

432666 AW204069 Hs.312716 ESTs, Weakly similar to unnamed protein produ 

427585 D31152 Hs.179729 collagen, type X, alpha 1 (Schmid metaphyseal 

419183 U60669 Hs.89663 cytochrome P450, subfamily XXW (vitamin O 24 

450221 AA328102 Hs.24641 cytosketeton associated protein 2 

422168 AA586894 Hs.1 12408 S100 calcium-binding protein A7(psoriasin 1) 

415989 AI267700 Hs.317584 ESTs 

452838 U65011 Hs.30743 preferentially expressed antigen in melanoma 

447D48 AW393080 Hs.228320 hypothetical protein FU 23537 

453922 AF053306 Hs.36708 budding uninhibited by benzimidazoles 1 (yeas 

449260 AA741180 Hs.29879 ESTs 

423049 X59373 Hs.188023 ESTs, Moderately similar to HXDA.HUMAN HOMEOB 

406467 Target Exon 

439926 AW014875 Hs.137007 ESTs 

428368 BE440042 Hs.83326 . matrix metaltoproteinase 3 (stromelysinl.pr 

420759 T11832 Hs.127797 Homo sapiens cDMA FU11381 fis, clone HEMBA10 

414422 AA147224 Hs.337232 HomeoboxA13 

442660 AW138174 Hs.130651 ESTs 

449003 X76342 Hs.389 alcohol dehydrogenase 7 (class IV), mu or sig 

408572 'AA055611 Hs.226568 ESTs, Moderately similar to ALU4_HUMAN ALU SU 

439820 AL360204 Hs.283853 Homo sapiens mRNA full length insert cDNActo 

400195 NM 007057 NWL007057 , :Homo sapiens ZW10 interactor (ZWIN 

422426 W79117 Hs.58559 ESTs 

447700 AI420183 Hs.171077 ESTs, Weakly similar to T21259 hypothetical p 

458194 AW383618 Hs.265459 ESTs,ModetaterysimHartoALUi.HUMANALUSU 

455601 AI368680 Hs.816 SKY (sex determining region Y>box 2 

418882 NMJXM996 Hs.89433 ATP-binding cassette, sub-famiiy C (CFTR/MRP) 

437789 A1581344 Hs.1 27812 ESTs, Weakly similar to T1 7330 hypothetical p 

419247 S65791 Hs.89764 fragile X mental retardation 1 

419750 AUB79741 Hs.183114 Homo sapiens cDNA FU 14236 fis, clone NT2RP40 

420602 AF060877 Hs.99236 regulator of G-protein signalling 20 

428845 AL157579 Hs.153610 K1AA0751 gene product 

426427 M86699 Hs.1 69840 TTK protein kinase 

429538 BE182592 Hs.1 1261 small proDne-rich protein 2A 

W 446232 AI28184B Hs.1 94691 retinoic acid induced 3 

430520 NMJH6190 Hs.242057 chromosome 1 open reading frame 10 

439772 AL365406 Hs.1 0268 Homo sapiens mRNA fuO length insert cDNA do 

424905 NWL002497 Hs.1 53704 NIMA (never in mitosis gene a)-related kinase 

423020 AA3B3092 Hs.1608 rep&ation protein A3 (14kD) 

430486 BE062109 Hs.241551 chloride channel, calcium activated, family m 

452291 AF015592 Hs.28853 CDC7 (cell division cycle 7, S. cerevisiae, h 

432193 AA372264 Hs.273193 hypothefical protein RJ 10706 

407642 AW17B963 gb:MRO-ST0032-20089W)01-b1 1 ST0032 Homo sapi 

422420 U03398 Hs.1 524 tumor necrosis factor (figand) superfamify, m 

458027 L49054 Hs.85195 myeloid leukemia factor 1 

424086 A1351010 Hs.102267 rysyl oxidase 

420092 AA814043 -Hs.88045 ESTs 

449034 AI624049 gb:ts41a09.x1 NCLCGAPJJH Homo sapiens cDNA 

408522 AI541214 Hs.46320 Small proBne-rich protein SPRK [human, odont 

'418478 U38945 Hs.1 174 cydirwlependent kinase inhibitor 2A(melanom * 

436279 AW900372 Hs.180793 ESTs, Weakly similar to S65657 alpha-IC-adren 

440834 AA907027 Hs.128606 ESTs 

452724 RB4810 Hs.30464 cyclinE2 

423849 AL157425 Hs.133315 Homo sapiens mRNA; cDNA DKF2&761 J1324 (from c 

410044 BE566742 Hs.58169 highly expressed In cancer, rich in leucine h 

429228 AI553633 Hs.3371 39 ESTs 

438915 AA280174 Hs.285681 WiKams-Beuren syndrome chromosome region 14 

425710 AF030880 Hs.1 59275 solute carrier family, member 4 

421308 AA687322 Hs.192843 leucine zipper protein FKSG14 
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435159 AA668879 Hs.1 16549 ESTs 7.7 

439232 N48590 Hs.46693 ESTs 7.7 

437616 AI797163 Hs.207954 ESTs 7.6 

406554 Target Exon 7.4 

5 433133 AB027249 Hs.1 04741 PDZ-Wnding kinase; T-cell originated protein 7.4 

424098 AF077374 Hs.139322 smafl proBne^ich protein 3 7.3 

418134 AA397769 Hs.86617 ESTs 7.2 

446364 AB006624 Hs.1 4912 WAA0286 protein 7.2 

447254 NM_004153 Hs.17908 origin recognition complex, subunitl (yeast 7.1 

10 414148 BE084049 flbJ»MO^T0651-27040(W)03«2 BT0651 Homosapi 7.0 

429548 AW138872 Hs.135288 ESTs 7.0 

423725 AJ403108 Hs.132127 hypothetical protein LOC57822 7.0 

450192 AA263143 Hs.24596 RAD5Unteracling protein 7.0 

450149 AW969781 Hs.1 32863 ZictamBy member 2 (odd-paired DrosophDa ho 6.9 

15 431941 AK000106 Hs.272227 Homo sapiens cONAFU 20099 fis, done COL0454 6.9 

427821 M470158 Hs.98202 ESTs 6.9 

436211 AK001581 Hs.334828 hypothetical protein FU 1071 9; KIAA1 794 prate 6.9 

425761 AW664214 Hs.196729 ESTs 6.9 

450028 AI912012 Hs.200737 ESTs 6.8 

20 409719 AI769160 Hs.10B6B1 Homo sapiens brain tumor associated protein N 6.8 

444342 NM 014396 Hs.1 0887 sirnHartolysosome-associated membrane glyco 6.8 

413573 AI733859 Hs.149089 ESTs 6.8 

422330 D30783 Hs.115263 epireguiin 6.8 

454988 AW850140 gb:lL3>CT021&-26109^023-D11 CT021 9 Homosapi 6.8 

25 447342 AI199268 Hs.19322 Homo sapiens, Similar to RIKEN cDNA 2010317E2 6.8 

403471 Target Exon 6.7 

409041 AB033025 Hs.50081 K1AA1 199 protein 6.7 

407839 AA045144 Hs.161566 ESTs 6.6 

415652 T79213 Hs.272073 ESTs 6.6 

30 420900 AL045633 Hs.44269 ESTs 6.6 

444271 AW452569 Hs.149804 ESTs 6.6 

410153 BE311926 Hs.15830 hypothetical protein FU 12691 6.5 

448693 AW004854 Hs.228320 hypothetical protein FU 23537 6.5 

431622 AW979271 Hs.293184 ESTs 6.5 

35 457405 AA504860 gb:ab03a10.s1 Stratagene fetal retina 937202 6.4 

424345 AK001380 Hs.145479 Homo sapiens cDNA FU 10518 lis, done NT2RP20 6.4 

414812 X72755 Hs.77367 monokine induced by gamma interferon 6.4 

425734 AF056209 Hs.1 59396 pepMylgiycme alpha-amidafag monooxygenase 6.3 

446435 AW205737 Hs.253582 ESTs 6.3 

40 421948 L425B3 Hs.334309 keratin 6A 6.3 

419335 AW960146 Hs.284137 hypothetical protein FU12888 6.3 

429259 AA420450 Hs.292911 ESTs, Highly sirnflartoS60712band*protetn 6.2 

406747 AI925153 Hs.217493 annexlnA2 6.2 

A _ 453884 AA355925 Hs.36232 K1AA0185 gene product 6.2 

45 423735 AA330259 gb:EST33963 Embryo, 12 week II Homo sapiens c 6.2 

421773 W69233 Hs.112457 ESTs 6.2 

457435 AW972024 Hs.142653 ret finger protein 6.1 

450025 AK001875 Hs.24321 Homo sapiens cDNA FU12028fc, done HEMBB10 6.1 

„ 427043 AA397679 Hs3991 ESTs 6.1 

50 409723 AW885757 Hs^57B62 ESTs 6.1 

459462 . AA481395 Hs.105167 ESTs 6.1 

423244 AL039379 Hs.209602 ESTs, Weakly similar to ubiquitous TPR motif, 6.0 

427217 AA399272 Hs.144341 ESTs 6.0 

' 441820 AA969119 Hs.143502 ESTs, Weakly similar to envelope protein [Us 6.0 

55 437958 BE139550 Hs.121668 ESTs, Moderately similar to PC4259 ferritin a 6.0 

430791 AA486293 Hs^72068 ESTs, Weakly similar to ALU3_HUMAN ALU SUBFAM 5.9 

416734 H81213 Hs.14825 ESTs, Weakly simflar to KIAA1503 protein pis 5.9 

413385 M34455 Hs.840 iruidearrune-pyrrde 2,3 dioxygenase 5.9 

„ 434828 D90070 Hs.96 phorod-1 2-myrtstate-1 3-acetate-Jnduced prate 5.9 

60 414299 AA142989 Hs.71730 ESTs 5.8 

439292 AA090421 K&5555 hypothetical protein MGC5347 5.8 

413753 U17760 Hs.75517 laniinin,bete3{nlcein(125kD),kafinin(140 5.8 

413625 AW451103 Hs.71371 ESTs 5.8 

416049 AI970536 Hs.16603 hypothetical protein FU 13163 5.8 

65 415064 AA159804 Hs.149305 hypothetical protdn MGC2603 5.7 

425695 NM_005401 Hs.1 59238 protein tyrosine phosphatase, non-receptor ty 5.7 

451381 BE241831 Hs.172330 hypothetica! protein MGC2705 5.7 

415900 Z43758 Hs.26037 ESTs 5.7 

444478 W07318 Hs.240 W^ase phosphoprotein 1 5.7 

70 449611 A1970394 Hs.197075 ESTs 5.7 

420637 AW976153 gb£ST38B262 MAGE resequences, MAGN Homo sapi 5.7 

438639 AI278360 Hs.31409 ESTs 5.7 

414972 BE263782 Hs.77695 WAA0008 gene produd 5.7 

438394 BE379623 Hs.27693 peptidylprolyi isomerase (cydophilinHike 1 5.6 

75 428365 AA295331 Hs.1 83861 Homo sapiens cDNAFU 20042 fis, clone COL0042 5.6 

407746 AKD01962 Hs.38114 hypothetical protein FU11100 5.6 

452401 NMJW7115 Hs.29352 tumor necrosis factor, alpha-induced protein 5.5 

432239 XB1334 Hs.2936 matrix metatoprotefoase 13 (collagenase 3) 5.5 

451307 AW293207 Hs.211516 ESTs 5* 

80 441531 AW291239 Hs.271111 ESTs 5.5 

418663 AK001100 Hs.41690 desmocoflin 3 5.5 

410659 AI080175 Hs.68826 ESTs 5.5 

432869 AW974094 gb£ST3B6197 MAGE resequences, MAGM Homo sapi 5.5 
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431255 

407366 

433091 

418502 

440320 

439579 

420783 

408536 

408758 

451411 

424834 

407853 

412140 

420026 

427356 

420440 

430082 

445259 

457345 

453161 

445019 

425420 

439706 

431494 

443179 

432226 

441020 

437044 

419520 

430563 

405547 

435206 

409269 

439223 

413251 

426320 

458829 

416208 

432473 

418738 

423634 

426350 

432867 

449448 

409744 

405657 

4296B2 

446704 

434376 

407378 

421155 

443335 

444461 

410361 

423673 

441720 

442980 

450375 

417592 

429846 

418939 

417235 

411958 

433858 

450434 

418379 

401747 

439759 

441421 

457465 

433159 

412333 

401137 

401575 

423448 

421978 

40B728 

431956 

450510 

435291 

424902 

428484 

449416 



AA497043 Hs.115685 ESTs 

AF026942 gb:Homo sapiens c'tg33 mRNA, partial sequence. 

lymphocyte antigen 6 complex, locus D 
ESTs 

gb:rrw86e09.s1 NCI_CGAP_Pr12 Homo sapiens cONA 
gb:Homo sapiens full length insert cDNA done 
lectin, gatetostde-binding, soluble, 7 (gale 



Y12642 
R99288 
AA879294 
AF086400 



Hs.3185 
Hs.35152 



Hs.99923 
AW381532 Hs.135188 ESTs 
NM 003686 Hs.47504 . ©©nuclease 1 
AA0"17492 Hs.135655 EST 

AK001432 Hs.153408 Homo sapiens cDNA FU10570 fts, done NT2RP20 

AA336797 Hs.40499 dfckkopf (Xenopus iaevis) homotog 1 

AA219691 Hs.73625 RAB6 interacting. kinesWike (rabWnesin 6) 

AI831190 Hs.166676 ESTs 

AW023482 Ks.97849 ESTs 

NM_002407 Hs.97644 rnamrnagtobtn 2 

AW514083 Hs.190135 ESTs 

A1798994 Hs.152923 ESTs 

A1699933 Hs.192175 ESTs 

AA628608 Hs.61656 ESTs 

AI205540 Hs.281295 ESTs 

BE536911 Hs.234545 hypothetical protein NUF2R 

AW872527 Hs.59761 ESTs. Weakly similar to DAP1_HUMAN DEATH-ASSO 

AA991355 Hs.298312 hypothetical protein DKFZp434A1 31 5 

AI928402 Hs.6933 ln}pothetical protein FU 12684 

AW182766 Hs.273558 phosphate cytidyryltransferase 1 , choline, a! 

W79283 Hs.35962 ESTs 

cDNA for differentially expressed C0 16 gene 
matrix metatloproteinase 16 (membrane-inserte 
AA481269 Hs.108660 ATP-binding cassette, sub-family C (CFTR/MRP) 
NM_018833*:Homo sapiens transporter 2, ATP-bi 
Hs.160594 ESTs 

hypolhelica! protein FU13352 
AW238299 Hs.250618 UL1 6 binding protein 2 
Hs.211535 ESTs 

Hs.1 69300 transforming growth factor, beta 2 

gb:PT2.1_6_G03.r tumor2 Homo sapiens cDNA 3", 
ESTs. Weakly similar to MUC2_HUMAN MUCIN 2 PR 
AJ2QZ703 Hs.1S2414 ESTs 

AW388633 Hs.6682 solute carrier famHy 7, (cationic amino acid 
heparin-blnding growth factor binding protein 
transgtutarninase 3 (E polypeptide, protein-gl 



AL035854 Hs.69517 
AB009303 Hs.90800 



AI432364 
AA576953 Hs.22972 
AW238299 
A1932903 
W47595 
A1557388 
AW291168 Hs.41295 



AW959908 Hs.1690 

Nl^003245 Hs.2022 

AW016936 Hs.233364 ESTs 

D60730 Hs.57471 ESTs 

AW675258 Hs.56265 



Homo sapiens mRNA; cDNA OKFZp586P2321 (from c 
C7000246:gi|72477|pir[lDVHY1C multidrug resis 
NMJW6306 Hs211602 SMC1 (structural maintenance of chromosornes 1 
AI337228 Hs.1 97083 ESTs 
AA631492 Hs23921 hypothetical protein DKFZp547A023 
AA299264 Hs57776 ESTs, Moderately similar to 138022 hypothetic 
H87879 



T89697 
R53734 

BE391804 Hs.62661 

BE003054 Hs.1695 



Hs.1 02267 rysyl oxidase 
Hs.16645 ESTs 
Hs.25978 



AI346487 Hs.28739 
AA857025 Hs.8878 
AA009647 Hs.8850 



ESTs, WeaWy similar to 2109260A B cefl growt 
guanylate binning protein 1, Interferon-induc 
matrix metalloprotetnase 12 {macrophage etast 
ESTs 

kinesin-fiks 1 

a disintegrin and metatbproteinase domain 12 
AA204664 Hs.182437 ESTs, Weakly similar to I54383 crrromosorne seg 
AB023021 Hs.225945 fucosyrtransferasa 9 (alpha (1 ,3) tucosytrran 
AW630803 Hs.89497 lamSn B1 
AA810278 Hs.24250 ESTs 

AA099020 gbzn45h0 1 & 1 Stratagem HeLa cell s3 937216 

N69243 Hs.1 92974 hypothetical protein FU12735 
AA16B950 Hs.195870 hypothetical protein FU14991 
AA21894Q Hs.137516 fidgetiivtike 1 

Homo sapiens keratin 17 (KRT17) 
AL359055 Hs.67709 Homo sapiens mRNA full length insert cONA do 
AA356792 Hs.334824 hypothetical protein FU14825 
AW301344 Hs.122908 DNA replication factor 
Hs.1 50587 ktnesin-fike protein 2 

gbKaV3-DT0044.221299^45l)09 OT0044 Homo sapi 
Target Exon 
Target Exon 

Hs.1 28753 Homo sapiens cONA FU 20769 fis, done COL0S67 
Hs.1 10196 N1C&1 protein 
Hs.47125 hypothetical protein FU 13912 
Hs.272245 Homo sapiens cONA FU11170 fis, done PLACE10 
Hs.242998 ESTs 

protein regulator of cytokinesis 1 
NM_003866 Hs.153687 inositol polyphosphate-4-phosphatase, type 11 
AF104032 Hs.1 84601 solute carrier ramify 7 (cationic amino acid 
AI651016 Hs^46311 ESTs 

206 



AW937485 



AK000776 
AJ243662 
AL137379 
AKD02032 
AA010056 
BE568452 Hs-5101 



5.5 

5.5 

5.4 

5.4 

5.4 

5.4 

5.4 

5.4 

5.4 

5.4 

5.3 

5.3 

5.2 

5.2 

5.2 

5.2 

5.2 

5.2 

5.2 

5.2 

5.2 

5.2 

5.2 

5.2 

5.2 

5.2 

5.1 

5.1 

5.1 

5.1 

5.1 

5.1 

5.1 

5.1 

5.1 

5.1 

5.0 

5.0 

5.0 

5.0 

5.0 

5.0 

5.0 

5.0 

4.9 

4.9 

4.9 

4.9 

4.9 

4.9 

4.9 

4.9 

4.8 

4.8 

4.8 

4.8 

4.8 

4.6 

4.8 

4.8 

4.7 

4.7 

4.7 

4.7 

4.7 

4.7 

4.7 

4.7 

4.7 

4.6 

4.6 

4.6 

4.6 

4.6 

4.6 

4.6 

4.6 

4.6 

4.6 

4.6 

4.6 

4.5 

4.5 
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416168 
447033 
446353 
443715 
454707 
435435 
412099 
409731 
422809 
430919 
435313 
425071 
433322 
416111 



H23687 




gb:yn72d12.M Soares adult brain N2b5HB55Y Ho 


A1357412 


Hs.157601 


ESTs 


AI290919 


Hs.153661 


ESTs 


AJ583187 


Hs.9700 


cycDn El 


AW814989 




gbMH^T0206-1704(KH)24-g05 ST0206 Homo sapi 


T89473 


Hs.192328 


ESTs 


U64198 


Hs.73165 


interieukin 12 receptor, beta 2 


AA125985 


Hs.56145 


thymosin, beta Identified in neuroblastoma c 


AKD01379 


Hs.121028 


hypothetical protein RJ 10549 


AA489041 


Hs.295448 


ESTs 


AI769400 


Hs.189729 


ESTs 


NM_013989 Hs.154424 


detocBnase, todothyronine, type I! 


H50621 


Hs.134155 


ESTs, Weakly similar to 138022 hypothetical p 



444781 
429170 
414035 
416216 
446252 
447519 
425916 
409420 
416320 
431808 



AA033813 Hs.79018 chromatin assembly factor 1, sub-unit A (p150) 
BE296227 Hs.250822 senne^threonme kinase 15 
NMJ14400 Hs.11950 GPI-anchored metastasis-associated protein ho 
NMJ01394 Hs.2359 dual specificity phosphatase 4 
Y00630 Hs.75716 serine (or cysteine) proteinase Inhibitor, d 
AA662240 Hs. 283099 AF15q14 protein 
AI283125 Hs.150009 ESTs 
U46258 Hs.339665 ESTs 
NMJM6786 Hs.162200 urotensin 2 

Z15008 Hs.54451 laminin, gamma 2 (nteein (100kD), kafirrfn (10 
H47867 Hs.34024 ESTs 

M30703 Hs.270833 amphiregufin (schwannoma-derived growth facto 
Hs.127197 ESTs 
Hs.48480 ESTs 
AW368377 Hs.137569 tumor protein 63 kDa with strong homology to 

Hs.72550 hyaturonan-mediated motility receptor (RHAMM) 
AW207084 Hs.132816 hypothetical protein MGC1 4801 
AB037749 Hs.186928 KIAA132B protein 
NM 007231 Hs.162211 solute carrier family 6 (neurotransmitter tra 
AW885727 Hs.301570 ESTs 

AA643687 Hs.149425 Homo sapiens cDNA FU11980 fis, clone HEMBB10 
AA433988 Hs.98502 hypothetical protein FU 14303 
Target Exon 
Hs.156892 ESTs 
Hs.133543 ESTs 

Hs.184572 ceD division cycle 2, G1 to S and G2 to M 
Hs.5250 ESTs, Weakly similar to AUMJiUMAN ALU SUBFAM 
AA247995 Hs.4489B Homo sapiens clone TCCCTA00151 mRNA sequence 
Hs.272620 pregnancy specific beta-1-glycoprotein 9 

gbJ^OW001W304004)31^01 MT0015Homosapl 
AW195285 Hs.194097 ESTs, Weakly similar to 138022 rrypothefica! p 
BE380149 Hs.105223 ESTs. Weakly similar to T331 88 hypothetical p 
AW449679 Hs.156739 H^apfensXG mRNA (clone PEP11) 

Hs.180142 calmodutin-Eke skin protein 
AI174456 Hs^71925 ESTs, Moderately similar to 138022 hypothetic 
Hs/111471 ESTs 
Hs.125465 ESTs 
Hs.56105 ESTs 
Hs.291029 ESTs 
AA446854 Hs.271004 ESTs, Weakly similar to I38022 hypothetical p 

NM_021046:Homo sapiens melanoma antigen, rami 
Hs.148590 protein related with psoriasis 
Hs.7859 ESTs 

gb:QVO-CT0387-17020D-121-c05 CT0387 Homo sapi 
Hs.270845 kinestn-like 5 (mitotic kinesin-fike protein 
AJ000098 Hs.94210 eyes absent (DrosophBa) homotog 1 
Hs .23920 hypothetical protein FU11105 
Hs.47367 WAA1785 protein 
Hs.166597 ESTs 

Hs.1975 hypothetical protein FU21007 
Hs.55279 serine (or cysteine) proteinase inhibitor, d 
Hs-83765 dihydrofolate reductase 
Hs.336753 EST 

Target Exon 
Hs.97523 ESTs 
Hs.162204 ESTs 

AK002042 Hs. 134795 Homo sapiens cDNA FU11180 fis, done PLACE 10 

gb:RC4-NN0027-06040(WJ1 1-d11 NN0027 Homo sapi 
AW959433 Hs.326290 hypothetical protein FU 12581 
AW068223 Hs.171561 uSquilin C-terminal hydrolase UCH37 
AB002134 Hs.132195 aiiway trypsiivUke protease 
integiin, beta B 

gb:MRO-HT01 6SO30200-O07-d06 HT0165 Homo sapi 
ESTs. Weakly similar to DYLX.HUMAN CYTOPLASMI 
AI301740 Hs. 173381 dihydror^rirrudinase4ike 2 
AA335497 Hs.293965 ESTs, Weakly similar to 138022 hypothetical p 

Hs.301885 Homo sapiens cDNA FU 11 346 fis, done PLACE10 
AA214618 Hs.152759 activator of S phase kinase 
Hs.124244 ESTs 

Hs.5662 guanine nucleotide binding protein (6 protein 
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ESTs 

Homo sapiens mRNA; cDNA DKF2p761G2123 (from c 

ESTs 

ESTs 

gb:EST383212 MAGE resequences, MAGL Homo sapi 
coriistatin 

tntegrin, beta-like 1 (with EGF-like repeat d 

EGF-fike-domain, multiple 6 

ESTs 

Homo sapiens cDNA RJ 13997 fis, clone Y79AA10 

hypothetical protein FU11036 

ESTs 

ESTs 

Homo sapiens cDMA FU11381 fis, clone HEMBA10 

gbif45f12.x1 Na_CGAP^Bm23 Homo sapiens cON 

hypothetical protein DKFZp434J0617 

ESTs 

ESTs 

ESTs 

gb:CM2-HT017^O41099-O17-d>2 HT0176 Homo sapi 
ESTs 

exosome component Rrp40 

wingless-type MMTV integration site family, m 

NMJ)2500r:Homo sapiens hypotheGca! protein 

hypothetical protein FLI20516 

visinln-fike 1 

ESTs, Weakly similar to putative pi 50 [H.sapi 
PROO806 protein 
annexin A8 
ESTs 

ESTs, Highly similar to unnamed protein produ 

hypothetical protein MGC14136 

fipophilin B (uteroglobin family member), pro 

hypothetical protein MGC14128 

B aggressive lymphoma gene 

Homo sapiens cDNA FU11971 fis. done HEMBB10 

ESTs 

ESTs, Weakly similar to NG22 [Rsaplens] 

ENSP00000016943':CDNA 

gbiHomo sapiens skin-specific protein (xp33) 

Target Exon 

keratin 1 (epidermolytic hyperkeratosis) 
ESTs 

gb:Homo sapiens laminin alpha 3b chain mRNA, 
ESTs 

Rh type C glycoprotein 

U5 snRNP-specific 40 kOa protein (hPrpB-bindi 
(MDR/TAP) (TAPZ) 

Homo sapiens clone TCCCTA00142 mRNA sequence 
ESTs 

gbze45b01 si Soares retina N2b4HR Homo sapie 
ESTs 

hypothetical protein MGC2550 

gb:HSC1AF121 normalized infant brain cDNA Horn 

ESTs 

centromere protein A (17kD) 

collagen, type VII, alpha 1 (epidermolysis bu 

Target Exon 

desmoglein 1 

Homo sapiens cDNA FU21869 fis, clone HEP024 

Homo sapiens clone 23578 mRNA sequence 

hypothetical protein MGC10895 

ESTs, Weakty similar to ALU8.HUMAN ALU SUBFAM 

ESTs 

ESTs 

RecQ protein-fike 4 
ESTs 

gb:EST22d1 1 WATM1 Homo sapiens cDNA clone 22d 
ESTs 

desmocollin 3 
absent in melanoma 2 

gb:tq20g10jc1 NQ_CGAP_Ut1 Homo sapiens cDNA 
hypotheScal protein FU20258 
HSPC072 protein 

ESTs, Moderately similar to ALU7.HUMAN ALU SU 

absent in melanoma 1 like 

ESTs, Weakly similar to T30171 nineln - mouse 

gb:IL2-UM0077-070500-080-E06 UM0077 Homo sapi 

ESTs 

ESTs, Weakly similar to GGCLHUMAN G ANTIGEN 
ESTs, Moderately similar to 154374 gene NF2 p 
ESTs 
ESTs 
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408771 AW732573 Hs.47584 potassium voltage-gated channel, delayed-rect 3.6 

440046 AW402306 Hs.6B77 hypothetical protein FU 10463 3.6 

459575 BE080825 gb^V1-BT063M8020(MJ7^c08 BT0631 Homosapi 3.6 

400441 M15530 Hs.99879 B-cefl gowth factor 1 (12kD) 3.6 

5 440138 AB033023 Hs.318127 hypothetical protein FU 10201 3.6 

417830 AW504786 Hs.1 22579 hypothetical protan FU 10461 3.6 

427131 M44B460 Hs.1 12017 GE36gene 3.6 

413278 BE563085 Hs.833 interferon-stimulated protein, 15 kDa 3.6 

420373 AW968228 gb:EST3801 98 MAGE resequences, MA6J Homosapi 3.6 

10 414136 AA812434 Hs.1 19023 SMC2 (structural maintenance of chromosomes 2 3.6 

424296 AI631874 Hs.1 55140 casein Wnase 2, alpha 1 polypepSde 3.6 

424639 AI917494 Hs.9812 Homo sapiens cDNA FU14388 As, done HEMBA1Q 3.6 

419196 AF110908 Hs.297660 TNF receptor-associated factor 3 3.6 

434321 AA629368 gbzu78a11.s1 SoaresJescs.NHT Homo sapiens 3.6 

15 426514 BE616633 Hs.170195 bone morphogenetic protein 7 (osteogenic prot 3.6 

427335 AA448542 Hs.251677 G antigen 7B 3.6 

413472 BE242870 Hs.75379 solute carrier family 1 (glial high affinity 3.6 

408000 L11690 Hs.620 bullous pemphigoid anBgen 1 (230/240kD) 3.6 

426749 A1623718 Hs.10561B ESTs 3.6 

20 44?899 AWB42283 Hs.79933 cyclinl 3.6 

440684 AI253123 Hs.127356 ESTs/Highly similar to S21 424 nestin Irlsapi 3.6 

424927 AW973666 Hs.153850 hypothetical protein C321D2.4 3.6 

408591 AF015224 Hs.46452 mammaglobin 1 3.5 

408B67 AA437199 Hs.656 cell division cycle 25C 3.5 

25 428508 BE252383 Hs.1B4668 SBBI31 protein 3.5 

431120 AA492588 gb:ng99c08.s1 NCI_CGAPThy1 Homo sapiens cDNA 3.5 

401780 NM_005557*:Homo sapiens keratin 16 (focal non 3.5 

409695 AA296961 gb:EST1 12514 Adrenal gland tumor Homo sapiens 3.5 

456671 AB011142 Hs.114293 K1AA0570 gene product 3.5 

30 412155 R38167 Hs.1 2449 Homo sapiens transmembrane protein HTMP10 (HT 3.5 

435244 N77221 Hs.187824 ESTs 3.5 

.436246 AW450963 Hs.1 19991 ESTs 3.5 

431917 016181 Hs.2868 peripheral myelin protein 2 3.5 

443113 A10406B6 Hs.1 32908 ESTs 3.5 

35 443341 AW631480 Hs.8688 ESTs 3.5 

407756 AA1 16021 Hs.38260 ubiquitin specific protease 18 3.5 

418347 AA216419 gb:nc16e03.s1 NCLCGAPPrl Homo sapiens cONA 3.5 

423841 AW753967 gb;RC2-CT0304-C8010O011^12 CT0304 Homo sapi 3.5 

408633 AW963372 Hs.46677 PRO2000 protein 3.5 

40 427878 C05766 Hs.181022 CGW protein 3.5 

419945 AW290975 Hs.116923 ESTs 3.5 

448372 AW445166 Hs.170802 ESTs 3.5 

407137 T97307 gkye53h05.s1 Scares fetal IK/er spleen 1NFLS 3.5 

At _ 411274 NWL002776 Hs.69423 kaBikreinlO 3.5 

45 400666 NM_002425:Homo sapiens matrix metalbprotema 3.5 

426920 AA393351 Hs.132121 ESTs 3.5 

402639 Target Exon 3.4 

454891 AW837349 gb:QV2-LT003a-270300-10W12LT0038 Homo sapi 3.4 

• 412471 M63193 Hs.73946 endothelial cell growth factor 1 (platelet-de 3.4 

50 456295 AA829976 Hs.239114 mannoskiase, alpha, dass 1A. member 2 3.4 

450650 T65817 Hs.101257 hypothetical protein MGC3295 3.4 

429274 A1379772 Hs.99206 ESTs 3.4 

430704 AW813091 Hs.335799 ESTs 3.4 

419807 R77402 gb:yi75f11.s1 Soares placenta Nb2HP Homo sapi 3.4 

55 451778 A1826131 Hs.71243 ESTs, Weakly similar to zinc finger protein ( 3.4 

430397 A1924533 Hs. 105507 bicarbonate transporter related protein 1 3.4 

432113 AA935065 Hs.t52385 ESTs 3.4 

449722 BE280074 Hs.23960 cycunBI 3.4 

455092 BE152428 gb:CMWfr0323-151299-126-b04 HT0323 Homosapi 3.4 

60 418203 X54942 Hs.83758 COC28 protein kinase 2 3.4 

453775 NM.002916 Hs.35120 replicaSon factor C (activator 1) 4 (37kO) 3.4 

417009 AA191719 Hs.314714 ESTs 3.4 

444743 AA045648 Hs.301957 nurJix (nucleoside diphosphate linked moiety X 3.4 

434206 AW136973 Hs.288516 ESTs, Weakly similar to S69890 mitogen induci 3.4 

65 413219 AAB78200 Hs.118727 Homo sapiens cDNA FU 13692 fis, clone PLACE20 3.4 

422487 AJ010901 Hs.198267 mucin 4. tracheobronchial 3.4 

438993 AA828995 gteod77b08.s1 NCt_CGAP_Ov2 Homo sapiens cDNA 3.4 

403274 Target Exon 3.4 

„ 435360 AF105386 Hs.4676 solute carrier family 12 (potassiirm/chtcnde 3.4 

70 426572 AB037783 Hs.170623 hypothetical protein FU1 1183 3.4 

432615 AA557191 Hs.55028 ESTs, Weakly similar to 154374 gene NF2 prote 3.4 

443462 A1064690 Hs.171176 ESTs . 3.3 

444910 AI201849 gb:qs76g04jc1 NCLCGAP^Pr28 Homo sapiens cDNA 3.3 

426269 H15302 Hs.16B950 Homo sapiens mRNA; cDNA DKFZp566A1 046 (from c 3.3 

75 449101 AA205847 Hs.23016 G protein-coupled receptor 3.3 

418994 AA296520 Hs.89546 selecUnE(errfotheBaladhestonrnolecule1) 3.3 

427660 A1741320 Hs.1 141 21 Homo sapiens cDNA:FU23228fc, clone CAE066 3.3 

419751 AW195581 Hs.93121 KIAA0761 protein 3.3 

404782 C7001632*«li6724096lgbtAAF26844.1| (AF195021 3.3 

80 415613 R20233 gb^g18h1U1 Soares Infant brain 1 NIB Homos 3.3 

452198 AI097560 Hs.61210 ESTs, Weakly similar to 138022 hypothetical p 3.3 

406599 Target Exon 3.3 

433001 AF217513 Hs.279905 done HQ0310PRO03l0p1 3.3 
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412879 BE092219 gb:IL2-BT0734-24040(H)71-B04 BT0734 Homo sapi 3.3 

421107 AA283822 Hs.55606 ESTs, Weakly similar to S47072 finger protein 3.3 

436985 AA740946 Hs.150895 ESTs 3.3 

443903 AI220547 Hs.135223 ESTs 3.3 

5 432015 AL157504 Hs.159115 Homo sapiens mRNA; cDNA DKFZp586O0724 (from c 3.3 

447153 AAB05202 Hs.315562 ESTs 3.3 

450769 AA057418 Hs,33654 ESTs 3.3 

421379 Y15221 Hs.103982 sira1lir^dblecytoWT»subfamnyB{Cys-X-C 3.3 

402481 NMJ»182r:Homo sapiens choroWeremia-like (R 3.3 

10 459394 BE409894 Hs.1 26522 Homo sapiens, clone MGC:16722, mRNA, complete 3.3 

424364 AW383226 Hs.201189 ESTs, WeaMy similar to QJ1763 atropWn-l [H. 3.3 

417708 N74392 Hs.50495 ESTs 3.3 

414869 AA157291 Hs.21479 ubmucteinl 3.3 

441690 R81733 Hs.33106 ESTs 3.3 

15 414774 X02419 Hs.77274 plasminogen activator, urokinase 3.3 

412246 AI160873 Hs.69233 zinc finger protein 3.3 

412903 BE007967 Hs.155795 ESTs 3.3 

431958 X63629 Hs.2877 (^herln3,r^1,P^aoT)erin(placentar) 3.3 

„ 451177 AI969716 Hs.13034 ESTs 3.3 

20 409990 AA079337 gb3m95b09.r1 Stratagene colon HT29 (937221) 3.3 

418462 BE001596 Hs.85266 integrin, beta 4 3.3 

424687 J05070 Hs.151733 matrix metaDoproteinase 9 (gelaflnase B, 92k 3.3 

405196 C20G0662*:gfl7512792|pJrnT12482 hypothetical 3.3 

459267 AJ003631 gbAJ003631 Selected chromosome 21 cDNA libra 3.3 

25 432917 NMJ>14125 Hs.279812 PRO0327 protein 3.3 

448251 BE280486 Hs.84045 hypothetical protein FU20288 3.3 

415025 AW207091 Hs.72307 ESTs 3.3 

420218 AW958037 Hs^86 ribosomal protein L4 3.2 

429594 AK001128 Hs.210297 Homo sapiens cDNA FU10266 fis, done HEMBB10 3.2 

30 447762 AI939461 Hs.161370 ESTs 3.2 

414147 BE091634 gb:O-BT0731-24040M69-C03 BT0731 Homo sapi 3.2 

445038 AI635444 Hs.143917 dJ467N1 1.1 protein 3.2 

448666 NMJ514953 Hs.323346 KIAA1 008 protein 3.2 

402800 Target Exon 3.2 

35 411263 BE297802 Hs.69360 kinesin-Bke 6 (mitotic centromere-associated 3.2 

424308 AW975531 Hs.154443 minichromosome maintenance deficient (S. cere 3.2 

455203 AW865450 gb:PM4^N002(M)10400-008-b09 SN0020 Homo sapi 3.2 

459566 W27362 gb:30g7 Human retina cDNA randomly primed sub 3.2 

401458 Target Exon 3.2 

40 432361 AI378562 Hs.159585 ESTs 3.2 

444008 BE544855 Hs.220756 ESTs, Weakly similar to SFR4_HUMAN SPUCtNG F 3.2 

405336 Target Exon 3.2 

- 446563 BE326588 Hs.141454 ESTs 3.2 

449276 AW241510 Hs.252713 ESTs 3.2 

45 455838 BE145808 gb:MRO-HT0208-1O1299-1O3-f11 HT0208 Homo sapi 3.2 

420591 X53655 Hs.99171 neurotrophln 3 3.2 

401486 C400064r:gil47585081reflNP_00425ai| airway 3.2 

432979 AA573263 Hs.1 20860 ESTs 3.2 

413833 Z15005 Hs.75573 centromere protein E (31 2kD) 3.2 

50 438325 AA804258 Hs.123229 ESTs 3.2 

421751 AW813731 Hs.159153 ESTs, Moderately similar to S65657 a!pha-1C-a 3.2 

431938 AA938471 Hs^54431 specific granule protein (28 kDa);cysteme-f 3.2 

421777 BE562088 Hs.108195 HSPC037 protein 3.2 

408113 T82427 Hs.194101 Homo sapiens cDNA FU20869 fis, clone ADKA02 12 

55 427359 AW020782 Hs.79881 Homo sapiens cDNA FU23006 fis, done LNG004 3.2 

402337 Target Exon 12 

420930 AW888650 gb:CM4-NT0007-1 30500-551 -f06 NT0007 Homo sapi 12 

436168 AK000883 Hs.301645 Homo sapiens cDNA FU10021 fis, done HEMBA10 12 

„ 443426 AF098158 Hs.9329 chromosome 20 open reatfing frame 1 11 

60 437641 AA811452 Hs.291911 ESTs 11 

414761 AU077228 Hs.77256 enhancer of zeste (Drosophila] homolog 2 11 

434208 T92641 Hs.1 27648 hypolhefcat protein PR021 76 11 

433222 AW514472 Hs.23B415 ESTs, Moderately similar to ALU8.HUMAN ALU SU 11 

452934 AA581322 Hs.4213 hypothetical protein MGC162Q7 11 

65 458923 Y12812 Hs.24422 regulatory factor X-associated protein 11 

448988 Y09763 Hs.22785 garruna-arninobutyrtc add (GABA) A receptor, ep 11 

439750 AL359053 Hs.57664 Homo sapiens mRNA fuD length insert cDNA do 3.1 

422283 AW411307 Hs.1 14311 COC45 (ced division cyde 45. Sxerevisiae, 11 

445885 AI734009 Hs.1 27699 K1AA1603 protein 11 

70 441962 AW972542 Hs^89008 Homo sapiens cDNA:FU21814 fis, done HEP010 3.1 

424653 AW977534 Hs.1 51469 calcrum/c^oMiTHiependent serine protein k 11 

431322 AW970622 gb:EST382704 MAGE resequences, MAGK Homo sap) 11 

423934 U89995 Hs.1 59234 forkhead box E1 (thyroid transcription factor 11 

455987 BE178323 gb:RC3-HT0600-24040CW)2^g05 HT0600 Homo sapi 11 

75 421426 AA291101 Hs.33020 Homo sapiens, dona IMAGE3939163, mRNA, part 11 

423887 AL080207 Hs.134585 DKFZP434G232 protein 11 

408296 AL117452 Hs.44155 DKFZP586G1517 protein 11 

447815 AI432199 Hs.247084 ESTs 11 

441974 A1683782 Hs.128245 ESTs 3.1 

80 446474 AI301227 Hs.150186 hypothefical protein DKFZp566K1 946 11 

452166 AI948607 Hs.264680 ESTs 11 

451659 BE379761 Hs.14248 ESTs 11 

439979 AW600291 Hs.6823 hypothetical protein FU10430 11 
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447701 

443648 

414696 

449441 

458145 

444588 

450832 

449425 

440953 

422158 

416120 

425081 

404107 

419563 

417168 

435604 

442824 

435061 



434569 
420039 
453883 
402892 
406087 
411770 
459587 
435990 
442577 
448733 
458154 
416809 
444946 
437938 
413281 
434808 
445505 
425005 
435673 
432189 
453509 
455750 
407777 
424441 
417734 
449676 
445425 
427061 
433584 
444477 
446255 
400612 
450841 
410561 
433871 
401994 
449272 
409703 
400250 
408015 
436414 
432220 
420831 
433644 
447313 
428262 
452778 
417308 
436281 
433485 
423556 



BE619526 Hs.255527 hypothetical protein MGC14128 

A1085377 Hs.143610 ESTs 

AF002020 Hs.76918 Niemann-Ptck disease, type C1 

AI656040 Hs.196532 ESTs, 

AI239457 Hs.130794 ESTs 

AI221321 Hs.167559 ESTs 

AW970602 Hs.105421 ESTs 

AW103433 Hs.195684 ESTs 

AI683036 Hs.124135 Homo sapiens CDNAFU13051 (is, clone NT2RP30 

L10343 Hs.112341 protease Inhibitor 3, skin-derived (SKALP) 

H46739 gb:yo14h02s1 Scares adult brain N2b5HB5SY Ho 

X74794 Hs.1 54443 rninichrornosome maintenance deficient (S. cere 
Target Exon 

AA526235 Hs.193162 Homo sapiens cDMA FU11983 fc. done HEMBB10 

AL133117 Hs.81376 Homo sapiens mRNA; cDNA DKFZp586L1121 (fromc 

AA625279 Hs.26892 uncharacterized bone marrow protein BM040 

BE178065 Hs.144081 ESTs 

AI651474 Hs.163944 ESTs 

AA419360 Hs.192708 ESTs 
HS.B294 



AI311295 
NM.004605 Hs.94581 
A1638516 Hs.22530 



KIAA0196 gene product 
sulfbtransferase family, cytosofic, 2B, membe 
cefaclor required for Sp1 transcriptional act 
Target Exon 
Target Exon 

heat shock protein (hspl 10 family) 
gb:zk15eQ4.s1 Soares_pregnantutefus_NbHPU Ho 



NMJM4278 Hs.71992 
AA031956 

A1015862 Hs.131793 ESTs 

AA292998 Hs.163900 ESTs 

NM 005629 Hs.1 87958 solute carrier family 6 (neurotransmitter tra 

AW816379 Hs.335018 ESTs 

N67253 Hs.271691 ESTs 

AW139205 Hs.1 56457 hypothetical protein FU22408 



A1950087 
AA861271 
AF155108 
AI971156 
AI565851 
AF202S61 
AA527941 
AL040021 
BE075114 

AA161071 Hs.71465 



gb:wq05c02.x1 NCt_CGAP_Kid12 Homo sapiens cDN 
Hs.222024 transcription factor BMAL2 
Hs.256150 Homo sapiens. Similar to R1KEN cDNA 281002701 
HS.148B91 ESTs 

gb:tn07g03jrt NCI_CGAP_Bm25 Homo sapiens cDN 
Hs.284200 Homo sapiens uncharacterized gastric protein 

gb:nh30c04.s1 NCl_CGAP_Pr3 Homo sapiens cDNA 
Hs.252574 ESTs, WeaWy similar to alternatively spliced 

gb:PM1-BT0585-11020M03H;11 BT0585Homosapi 



H2A Wstone family, member X 
ESTs 



X14850 Hs.147097 
Z42667 Hs.6724 
AW380579 Hs.209657 ESTs 
AI223511 Hs.300722 ESTs 

Hs.173392 WAA1145 protein 



AB032971 
AW295399 
A1150548 
AI283257 



431070 
427986 
410658 
434539 
412279 
405277 
423733 



gb:UR^2-anv-h-0WWIU1 NCLCGAP_Stib4 Ho 
Hs.23155 ESTs 
Hs.257090 ESTs 

C10001034:gi|7513113|pin:iT13078 KIAA0992 pro 
Hs.270515 ESTs 

Homo sapiens cDNA FU22044 lis, done HEP091 
ESTs 

Target Exon 
AW137656 Hs.197645 ESTs 

NM_006187 Hs£6009 2 , ^5 , -oRgoadenytete synthetase 3 {1 00 kD) 
Eos Control 

AW 136771 Hs^44349 epidermal dffierenfiafion complex protein lik 
BE264633 Hs.1 43638 WD repeat domain 4 
Hs.232224 ESTs 
Hs 190035 ESTs 

gb:hb75d03.x1 NCI_CGAP_Ut2 Homo sapiens cDNA 
Homo sapiens done DT1P1B6 mRNA, CAG repeat r 
biphenyt hydrolase-lika (serine hydrolase; br 
Homo sapiens cDMA: FU21592 fe, clone COU070 
K1AA0101 gene product 
myeloid leukemia factor 1 
I&201967 aldo-keto reductase family 1 , member C2 (dihy 
Hs.7720 dynein, cytoplasmic heavy polypeptide 1 
ESTs 

AA709270 Hs.136672 EST 
AK000517 Hs.6844 hypothetical protein FU20510 

C1001383*^il538895|pirjlA61183 hypothetical 
gb:QVO-ST0247-090200-105-b07 ST0247 Homo sapi 
gb:ac50c03.$1 Stratagene" hNT neuron (937233) 
AW408164 rte^49184 transcripfion factor 19 (SCI) 
N45214 Hs.282387 Homo sapiens cDNA: FU21837 fis. done HEP016 
AW105231 Hs.192035 ESTs 

AW748078 Hs.214410 ESTs, WeaWy similar to MUC2_HUMAN MUCIN 2 PR 
BE24551 1 gb:TC8AP1 D3235 Pediatric pre-B cell acute lym . 

ENSPO000O21 1621M<eralm. type 11 cytosketeta 
AA330281 gb:EST33985 Embryo. 12 week ll Homo sapiens c 
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AI741466 
BE540255 Hs.6994 
W02410 Hs.205555 



A1571306 
AA280824 
AW342028 
U92981 
AI651324 
R71338 
H60720 



Hs.18081 
Hs.7298 
Hs.5921 
Hs.81892 
AW411194 Hs.85195 
AM93076 
R72694 

426890 AA393167 Hs.41294 
436333 
440006 
402556 

411098 AWB17238 
AA679463 



3.1 
3.1 
3.1 
3.1 
3.1 
3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 
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3.0 
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455319 AW895387 gb:QV4-NN003B-300300-157-c10 NN0038 Homo sapi 2.9 

407638 AJ404672 Hs.334483 hypothetical protein FU23571 2.9 

413306 AW303544 Hs.118554 ESTs 29 

432215 AU076609 Hs.2934 ribonucleotide reductase Ml polypeptide 2.9 

5 434423 NM.006769 Hs.3844 UM domain only 4 29 , 

446269 AW263155 Hs.14559 hypothetical protein FU 10540 29 

412367 AW945964 gb:QV0-ET000 1 ^50500-228^09 ET0001 Homo sapi 2.9 

436148 BE005252 Hs.321583 Homo sapiens cDNA FU20779 fis. done COL0507 2.9 

421190 U95031 Hs.102482 mucin 5. subtype B, tracheobronchial 29 

10 404981 ENSP00000252242":Keratin, type 11 cylosketeta 2.9 

448796 AA147629 Hs.301431 endothelial zinc finger protein induced by tu 2.9 

452732 BE300078 Hs.B0449 Homo sapiens, done IMAGE:3535294, mRNA, part 29 

401760 Target Exon 29 

443859 NM.013409 Hs.9914 folllstatln 29 

15 404253 NM_021058*:Homo sapiens H2B histone family, m 29 

432491 AA662910 Hs.42635 hypotheticat protein DKFZp434K2435 29 

435867 AA954229 Hs.114052 ESTs 29 

429035 BE549781 Hs.270475 ESTs 29 

446733 AA863360 Hs.26040 ESTs, Weakty similar to fatty add omega-hydr 29 

20 446417 AI299050 gb:qn1 4d1 2x1 Naj&APJaiS Homo sapiens cDNA 29 

437637 AJ003029 Hs.65792 syntrophin, gamma 2 29 

452452 BE393822 Hs.29645 Homo sapiens mRNA; cDNA OKFZp761 C029 (from d 29 

442432 BE093589 Hs.38178 hypothetical protein FU23468 29 

„ 450698 W31489 Hs.95044 ESTs, Weakly similar to 136022 hypothetical p 29 

25 439430 AF124250 Hs.6564 cervical cancer anti-estrogen resistance 3 29 

434876 AF160477 Hs.61460 tg superfamiry receptor LN1R 29 

438268 AA782163 Hs.293502 ESTs 29 

401781 Target Exon 29 

439625 AF086453 Hs.58611 ESTs 29 

30 , 425234 AW152225 Hs.1659Q9 ESTs. Weakly similar to I38022 hypothetical p 29 

410743 AA089474 Hs.272153 ESTs 29 

414915 NM.002462 Hs.76391 myxovirus (influenza) resistance l.homologo 29 

449746 AI668594 Hs.176588 ESTs, Weakly similar to CP4YJHUMAN CYTOCHROME 29 

443479 AF027219 Hs.9443 zinc finger protein 202 29 

35 442601 At684969 Hs.46772 ESTs 29 

405932 C15000305:gi|3806122|gb|AAC69198.1| (AF097887 29 

405454 C12000541:gil57298B4|reflNP_006539.1|IGF-II 29 

418844 M62982 Hs.1200 arachidonale 12-ftpoxygenase 29 

408562 AI436323 Hs.31141 Homo sapiens mRNA for KIAA1 568 protein, parfj 29 

40 408829 N1O06042 Hs.48384 heparan sulfate (gjuccsamine) 3-O^dfotransf 29 

414581 AA256213 HsJ2010 ESTs 29 

41 1268 AKQ00512 Hs.69388 hypothetical protein FU20505 29 

450024 AA005129 gfczh90h08j1 Soares_fetaIJver_spleeru1NaS 29 

Ar 400297 A1127076 Hs.334473 hypothetical protein DKFZp56401Z7B 29 

45 436481 AA379597 Hs.5199 HSPC150 protein similar to ubiquitirvconjugat 29 

400631 AF173937 Hs. 109494 secreted protein of unknown function 29 

429118 H20669 Hs.35406 ESTs, Highly similar to unnamed protein produ 29 

444381 BE387335 Hs.283713 ESTs, Weakly similar to S64054 hypothetical p 29 

435711 AF226667 Hs.58553 CTP synthase II 29 

50 419088 A1538323 Hs.52620 mtegrm, beta 8 28 

431629 AU077025 Hjl265827 interferon, alpha-indudbte protein (done IF 28 

429299 AI620463 Hs.293^84 hypothetical protein MGC1 3102 28 

451702 AW665452 Hs.246503 ESTs 28 

432162 AA584062 Hs.272798 hypothetical protein FU2041 3 28 

55 405281 NMJJ02864:Homo sapiens pregnancy-zone protein 28 

438161 BE089028 Hs*20158 ESTs, Weakly similar to S34159 transcription 28 

409103 AF2S1237 Hs.112208 XAGE-1 protein 28 

425599 AW366745 Hs^14140 ESTs, Weakly similar to AUJ1_HUMAN ALU SUBFAM 28 

425274 BE281191 Hs.155462 rrrinlchrornosorne maintenance deficient (mis5, S 28 

60 435099 AC004770 Hs.4756 flap structure-specific endonudease 1 28 

445873 AA250970 Hs.251946 pory{A>-binding protein, cytoplasmic 14ike 26 

452730 AA027952 Hs,165216 ESTs 2B 

413083 BE064528 gb:RC4-BT0311-250200M)144i06BT0311 Homosapl 28 

437030 AA742577 Hs.303781 EST 28 

65" 438113 AI467908 Hs.8882 ESTs 28 

442973 BE567665 Hs.288550 Homo sapiens cDMA:RJ23156 fis, done LNG096 28 

440994 A1160011 Hs.193341 ESTs 28 

442295 A1827248 Hs.224398 Homo sapiens cDNA FU1 1469 fis, done HEMBA10 28 

422689 AWB56665 gb:RC3-CT0297«2901 00-0 13403 CT0297 Homo sapi 28 

70 410310 J02931 Hs.62192 coagulation factor III (thrornboplasfin. Bssu 28 

424408 AT754813 Hs.146428 collagen, type V, atpha 1 28 

433788 AI810534 Hs.161275 ESTs 28 

403806 Target Exon 28 

437182 AL080098 gbiHomo sapiens mRNA; cDNA DKFZp564C1 072 (fro 28 

75 453955 AW579207 Hs.304666 ESTs, Weakly similar to 178885 serinerthreoni 2.8 

420795 AA323037 Hs.128645 sorting nexin 16 28 

452696 AI826645 Hs.211534 ESTs 28 

432656 NMJJ00246 Hs.3076 MHC dass II transactivator 28 

438052 AA776564 Hs.41891 zinc finger 1111 28 

80 441755 AW450826 Hs.127786 ESTs 28 

427961 AW293165 Hs.143134 ESTs 28 

449785 A1225235 Hs^88300 hypotheScal protein FU23231 28 

450451 AW591528 Hs^02072 ESTs 28 
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406831 
411558 
439453 
413582 
448979 
409143 
410664 
444550 
422109 
407788 
445941 
459719 
413943 
456456 
428301 
403000 
413273 
439846 
429597 
412970 
455091 
410049 
452571 
455666 
426343 
414853 
409142 
418592 
429128 
427651 
433345 
403763 
444172 
406753 
415747 
419875 
452234 
430466 
456181 
416548 
417995 
435347 
y 457339 
417398 
408380 
437724 
408680 
454202 
441362 
422278 
406092 
447748 
443236 
433743 
446839 
405675 
424625 
416250 



N73448 Hs.50272 

AA102670 Hs.70725 

BE264974 Hs.6565 

AW295647 Hs.71331 



NNLO06O33 Hs.65370 

BE250716 Hs.87614 

S73265 Hs.1473 

BE514982 Hs^8991 



407289 
407287 
448275 
412977 
431721 
417357 
400298 
416294 
458201 
425483 
401230 
422058 
452747 
430152 
444006 
443500 
418030 
445540 



431688 
427579 
423175 
414737 
451813 



AL136877 

X99226 

AA446369 



BE147740 
AA505665 
AA381209 



AF052573 

136463 

H62953 



ESTs. Weakly similar to RS1A_HUMAN 40S R1BOSO 18 

gamma-aminobutyric acid (GABA) A receptor, pi 2.8 

thyroid hormone receptor interactor 1 3 2.8 

hypothetical protein MGC5350 2.8 

AI611378 Hs.192610 ESTs 2.8 

AW025980 Hs.1 38965 ESTs, Weakly similar to I38022 hypothetical p 2.8 

lipase, endothelial 2.8 

ESTs 2.8 

gastrirweteasing peptide 2.8 

S100 calcium-binding protein A2 2.8 

AJ267371 Hs.172636 ESTs 2.8 

AW749511 Hs.301554 ESTs, Weakly similar to AF1 33298 1 cytochrome 2.B 

AW294416 Hs.144687 Homo sapiens cDNA FU12981 fis, done HT2RP20 2.8 

AA477609 Hs.89563 nuclear cap binding protein subunit 1, 80kD 2.8 

AW628666 Hs.98440 ESTs, Weakly similar to 138022 hypothetical p 2.8 

BE247275 Hs.151787 U5 snRNP-specific protein, 1 16 kD 2.8 

U75679 Hs.75257 stem-loop (histone) binding protein 2.8 

T63959 Hs.228320 hypothetical protein FU23537 2.8 

NM.003816 Hs.2442 a disintegrin and metatoproteinase domain 9 2.8 

AB02643S Hs.1 77534 dual specificity phosphatase 10 2.8 

BE079752 gb:RC6-BT0627-140200-01 1-A04 BT0627 Homo sapi 2.8 

AW579475 gb:RC0-DT0O76-1 1 0100431-d10 DT0076 Homo sapi 2.8 

W31518 Hs.34665 ESTs 2.8 

BE065813 gb:RC2.BT0318-11010W)12-a08 BT0318 Homo sapi 2.8 

NM_014642 Hs.169387 K1M0036 gene product 2.8 

U31116 Hs.77501 sarcoglycan, beta (43kD dystrophin-associated 2.8 

Hs.50758 SMC4 (structural maintenance of chromosomes 4 2.7 

Hs.284153 Fanconi anemia, complementation group A 2.7 

Hs.1 19316 ESTs 2.7 

AW405731 Hs.18498 Homo sapiens cDNA FU 12277 fis, clone MAMMA10 17 

A1681545 Hs.152982 hypothetical protein FU13117 2.7 

NM^OOIOSg'iHomo sapiens tachykinin receptor 3 2.7 

Hs.104558 ESTs, Moderately similar to I38022 hypothetic 2.7 

Hs.217493 annexinA2 2.7 

gb;EST94257 Activated T-cefls I Homo sapiens 2.7 

AA853410 Hs.93557 proenkephalin 2.7 

AW084176 Hs.223296 ESTs, Weakly similar to 138022 hypothetical p 17 

Hs.241517 polymerase (DNA directed), theta 2.7 

Hs.1030 ras inhibitor 2.7 

gb7r47RJ6 j1 Soares fetal Bver spleen 1 NFLS 2.7 . 

AW974175 Hs.188751 ESTs. Weakly similar to MAPB_HUMAN M1CROTUBUL 27 

AW014873 Hs.116963 ESTs 2.7 

AW971949 Hs.291252 ESTs, Weakly similar to ZN91_HUMAN ZINC RNGE 2.7 

N78541 Hs.177366 ESTs 2.7 

AF123050 Hs.44532 oTubiquitin 2.7 

AW444828 Hs.184323 ESTs 2.7 

AK000093 Hs.46821 rr/poihefcal protein FU20086 2.7 

AW178363 gb:RC3-HT010S010m002-H06 HT0105 Homo sapi 2.7 

BE614410 Hs.23044 RAD51 (S. cerevisiae) homotog (E cofi RecA ho 2.7 

AF072873 Hs.1 14218 feted (DrosophJa) homotog 6 2.7 

Target Exon. 2.7 

Hs.161338 ESTs 2.7 

Hs.134169 ESTs 2.7 

Hs.236760 Homo sapiens clone HQ0262 2.7 

Hs.16244 mitotic spindle coDeo^cofl related protein 2.7 

Target Exon 2.7 

AW904466 Hs.321197 PDZ domain protein (Drosophila inaWike) 2.7 

AA581386 Hs.73452 hypothetical protein MGC10791 2.7 

N69546 Hs.44563 hypotheGcaJ protein 2.7 

AA135159 Hs.203349 Homo sapiens cDNA FU12149 fis, clone MAMMA10 2.7 

A1678812 gb:bJ59d08j(1 NCLCGAP_Gas4 Homo sapiens cDNA 2.7 

BE514434 Hs.20830 kmeslrvOke 2 2.7 

AA125910 Hs.191461 ESTs 2.7 

AB032996 Hs.268044 WAA1 170 protein 2.7 

AF260257 Hs.1 31917 reUrufis pigmentosa GTPase regulator interac 2.7 

AA032279 Hs.61635 six transmembrane epithelial anfigen of the p 2.7 

Hs.79170 K1AA0227 protein 2.7 

Hs.233477 ESTs, Moderately similar to A Chain A, Cydop 2.7 

Hs.15B159 FAT tumor suppressor (Drosophila) homolog 2 2.7 

NM_014191*-itomo sapiens sodium channel volta 17 

HsJ34443 ESTs 2.7 

BE153B55 Hs.61460 Ig superfamily receptor LN1R 2.7 

A8001325 Hs.234642 aquaporin3 2.7 

BE395085 Hs.10086 type I transmembrane protein Fn14 17 

Homo sapiens mRNA; cDNA DKFZp667D095 (from d 17 

neuromedin B 2.7 

ESTs, Weakly similar to K1AA0227 (Rsapiens] 2.7 

gbDcq01dO5Jc1 Soares_NHCeC_(xnncal Jumor Horn 2.7 

gb:ng67c08.s1 NCI_CGAP_Up2 Homo sapiens cDNA 2.7 

Hs.179669 hypothefoal protein FU20637 2.7 

hypothetical protein FU14627 2.7 

2.7 



A1422023 
AI079496 
AF075312 



AF231022 
AA862231 



AV646388 Hs.93961 
BE207573 Hs.83321 
AW969626 Hs.31704 
AW516565 
AA513906 
AA366143 
W27595 
AI1603B6 



Hs.1 8653 

Hs.125087 ESTs 



NML016117 Hs.27182 phosptoHpase A2^vating protein 
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446659 
419833 
411819 
445592 
446102 
441408 
436027 
416283 
421470 
416658 
428062 
431832 



433288 

410290 

432865 

408690 

440048 

401260 

435136 

412108 

434442 

443204 

419667 

422892 

409594 

410008 

423038 

406671 

450983 

434444 

421817 

411465 

408625 

412530 

439245 

431890 

414747 

401050 



AI335361 Hs.226376 ESTs 
AA251131 Hs.220697 ESTs 
AW947884 

AV654382 Hs.17947 
AW16B067 Hs.252956 ESTs 
AI733249 Hs.126897 ESTs 
AI864053 Hs.39972 
NMJJ05429 Hs.79141 
R27496 Hs.1378 
U03272 Hs.79432 
AA420S83 Hs.98321 
AW276866 Hs.192715 ESTs 
AA394104 Hs.97489 ESTs 
AI368873 Hs.271257 ESTs, Weakly similar to I38022 hypothetical p 
AA402307 HsJ322844 hypothetical protein DKF2p564A176 
AI753709 Hs.152484 ESTs, Weakly similar to 138022 hypothetical p 

gb:PM4-SN0016-12050WK)34i02 SN0016 Homo sapi 
H&328737 ESTs, Weakly similar to envelope protein [H.s 

C1001031*:gil73050411ref|NP.038876.1| erythro 
ESTs 



451153 
407327 
440159 
404184 
428552 
401367 
428450 



gb:PM1-MT0010-2003QWM)1-g08 MT0010 Homo sapi 
ESTs, Weakly similar to T16534 hypothetical p 



ESTs, Weakly similar to 138588 reverse transc 
vascular endothelial growth factor C 
annexinA3 

fibrillin 2 (congenital contractural arachnod 
hypothetical protein FU14103 



AW864542 
AA897461 



RZ7299 
AA100293 
AA737415 



424783 

449432 

425062 

452281 

450705 

421506 

408391 

427099 

431750 

451807 

453331 

447175 

451878 

433790 

418282 

434557 

425704 

420894 

435663 

448037 

418067 

439524 

402298 

424081 

407471 

430994 

419983 



Hs.10172 
Hs.185043 ESTs 
Hs.152826 ESTs 



AW205878 Hs.29543 
AU077005 Hs.92208 



AA076118 
AA079552 
026528 



U30872 



BE092900 
AA487182 
AI637599 



Homo sapiens cDNA FL113103 fis, clone NT2RP30 
a dtsintegrtn and metalloproteinase domain 15 
AA988176 Hs.121553 hypothetical protein RJ20641 

gb:zm18e06.s1 Stratagene pancreas (937208) Ho 
gb:zm20h12.s1 Stratagene pancreas (937208) Ho 
Hs.1 23058 DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 
AA129547 Hs.285754 met proto-oncogene (hepatocyte growth factor 
AA305384 Hs.25740 ER01 (S. cerevisiae)-like 
A1765276 Hs.101257 hypothetical protein MGC3295 
AF146074 Hs.1 08660 ATP-binding cassette, sub-family C (CFTR/MRP) ' 
AW847663 gb:IL3-CT0213-2801 00-056-F02 CT021 3 Homo sapi 

AW243323 Hs.266785 ESTs 
AA766268 Hs.266273 hypothetical protein FU13346 
NM_0 13381 Hs.6510 Ihyrolropin-reteasing hormone degrading ectoe 
X17033 Hs.271986 integrin, alpha 2 (CD49B, alpha 2 subunit of 
Hs.77204 centromere protein F (350/4O0kD, mitosin) 

NMJ)14155*:Homo sapiens HSPC053 proton (HSPC 
Target Exon 

gb:CM2-BT0742-100400-147-h04 BT0742 Homo sapi 
Hs.269414 ESTs, Weakly similar to Z195JWMAN ZINC FINGE 
Hs.126127 ESTs 

NM_030903*:Homo sapiens olfactory receptor, f 
AW274560 Hs.129520 ESTs 

Target Exon 

NM 014791 Hs.184339 KIAA0175 gene product 
NML016112 Hs.159241 polycystic kidney disease 2-Hke1 
AA913909 Hs.153088 TATA box binding protein (TBP)-associated fac 
AW451361 Hs.196529 ESTs 

B-cell CLUlymphoma 11B (zinc finger protein) 
Homo sapiens cDNA FU11041 fis, clone PLACE10 
iroquols homeobox protein 5 
Hs.1 05097 thymidine kinase 1. soluble 

ob:MR1-CT0352-24020(M05-d02 CT0352 Homo sapi 
AB032953 Hs.173560 odd Oz/terwn homolog 2 (Drosophila, mouse) 
AA514988 Hs.283705 ESTs 

Hs.27099 hypothetical protein FU23293 similar to ARL- 
Hs.8895 ESTs 
Hs.293606 ESTs 
Hs.8429 ESTs 

Hs.288968 RAB22A, member RAS oncogene family 
AA215535 Hs.98133 ESTs 

AW855466 Hs^71B85 ESTs, Weakly simHar to ALU1JHUMAN ALU SUBFAM 
U79293 Hs.159264 Human clone 23948 mRNA sequence 
AA744597 Hs.88854 ESTs 
A1023707 Hs.134273 ESTs 
AW195634 Hs.170401 ESTs 
AI127958 Hs.83393 
BE542950 Hs.155548 ESTs 

Target Exon 

NH1.006413 Hs.139120 ribonuclease P (30kD) 
D55644 

AA490346 Hs.40530 
Hs54030 



H09748 
T93500 
U90304 



Hs.57987 
Hs.28792 
Hs.25351 



AW859276 



W52854 

AI24C665 

AI365208 

AI821027 

BE298215 



cy statin E/M 



423637 
425415 
444826 
413331 
414987 
405041 
413864 



gb:Human spleen PABL (pseudoautosomal boundar 
Homo sapiens, clone MGG17624, mRNA, complete 
W55956 Hs.94030 Homo sapiens mRNA; cDNA DKFZp586E1 624 (from c 
AA248998 Hs.173044 ESTs, Weakly similar to I38022 hypothetical p 
AL137279 Hs.130187 Homo sapiens mRNA; cDNA DKFZp43401214 (from c 
M13903 Hs.157091 Involucrin 
AI674482 Hs.148441 ESTs 

BE083950 gfcPMO-BT0551-260200-001-b11 BT0651 Homo sapi 

AA524394 Hs.294022 hypothefical protein FU14950 

C3001706-:pfl1345652lsplP15989lCA36 - CHICKCOL 
BE175582 gb:RC5-HT058O-10050(H)22-C01 HT0580 Homo sap! 
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438746 

438966 

433365 

412723 

422656 

411171 

447197 

459688 

414883 

419741 

437412 

427366 

455549 

409576 

448305 

429413 

424420 

427510 

452834 

424354 

455095 

431241 

424073 

427239 

407103 

45B175 

431130 

453379 

438533 

412313 

421733 

443757 

449300 

434913 

448946 

437327 

450262 

453204 

420170 

449344 

439436 

449867 

452220 

433675 

429163 

441703 

415030 

417975 

451105 

400301 

429386 

423949 

411768 

436961 

431124 

410878 

418717 

443270 

448454 

430072 

442966 

451494 

418327 

440381 

403983 

451340 

447888 

441794 

424153 

453633 

435647 

428780 

439108 

422565 

428054 

418811 

409893 

443362 

433183 

438214 

446745 

414416 

426333 



AW820260 

R36075 

U72671 



AI885815 Hs.184727 ESTs 2.5 

AW979074 gb:EST391 184 MAGS resequences, MAGP Homo sapi 2.5 

AF026944 Hs.293797 ESTs 2.5 

AA648459 Hs.335951 hypothetical protein AF301 222 2.5 

A1870435 Hs.1569 UM homeobox protein 2 2.5 

gb:GV2^0296-150200-04<k;10 ST0296 Homo sapi 2.5 

gb7h88b0U1 Soares placenta Nb2HP Homo sapi 25 

Hs.1 51250 intercelhilar adhesion molecule 5. tetencepha 2.5 

AA926960 Hs.334683 CDC28 protein kinase 1 2.5 

NMJJ07019 Hs.93002 ubtquitin carrier protein E2-C 2.5 

BE069288 Hs.34744 Homo sapiens mRNA; cDNA DKFZp547C136 (from cl Z5 

AA885108 Hs.223806 TATA box binding protein (TBP)-associaied fac 2.5 

AW994222 gb:RC3€N0036-2502(KM)12-e02 BN0036 Homo sapi Z5 

AA077118 Hs.197298 NSI-bindmg protein 2.5 

AA625207 Hs.264915 Homo sapiens cDNA FU 12908 fe, clone NT2RP20 2.5 

NMJ)14058 Hs.201877 OESC1 protein 2.5 

BE614743 Hs.146688 prostaglandin E synthase 2.5 

Z47542 Hs.179312 small nuclear RNA activating complex, porypep 15 

AI638627 Hs.105685 KIAA16B8 protein 2.5 

NMJ14314 Hs.145612 RrMhelicase 2.5 

AWB55598 gb:CM1-CT0278O31199^32-e08CT0278 Homo sapi 2.5 

AA496799 Hs.36958 ESTs 2.5 

U03493 / Hs.1 38959 gap iuncfion protein, alpha 7, 45kD (connexin 2.5 

BE270447 Hs.174070 ubiaiatin carrier protein 2.5 

AA424881 Hs.256301 hypothetical protein MGC1 3 170 2.5 

AW296024 Hs.150434 ESTs 2.5 

NM 006103 Hs.2719 epicfidymis-specific, whey-acidic protein type 2.5 

AA035261 Hs.61753 ESTs 2.5 

Hs.170673 ESTs, Weakly similar to T24832 hypothetical p 2.5 

gb:PM2-DT0023-050400-003-h03 DT0023 Homo sapi 2.5 

Hs.1420 fibroblast growth factor receptor 3 (achondro 2.5 

Hs.62314 ESTs 2.5 

Hs.222165 ESTs 2.5 

AW872860 Hs.1 1056 RALBP1 protein 2.5 

AI652855 Hs^3363 hypothetical protein FL) 10983 2.5 

AL353942 Hs.306504 Homo sapiens mRNA; cDNA DKFZp761L23121 (from 25 

AW409872 Hs.1 84846 Homo sapiens, Similar to zinc finger protein 2.5 

R10799 Hs.191990 ESTs 2.5 

Hs.95631 Human normal keraOnocyte mRNA 2.5 

Hs.312691 ESTs 2.5 

BE140845 Hs.57868 ESTs 2.5 

AI672379 Hs,122970 hypothetical protein FU21 579 2.5 

BE158006 Hs.212296 ESTs 2.5 

AW977653 Hs.75319 ribonucleotide reductase M2 polypeptide 2.5 

AA884766 gb:am20a10.s1 Soares_NFU_T_GBC_S1 Homo sapien 2.5 

AW390054 Hs.192843 leucine zipper protein FKSG14 2.5 

D31118* Hs.191735 hypothefical protein MGC1 0520 2.5 

AA641836 Hs^0085 hypothetical protein FU23186 2^ 

gfcwi60b1 1jc1 NCLCGAP_Co16 Homo sapiens cONA 2.5 

Hs.1657 estrogen receptor 1 2.5 

AK001795 Hs.201179 hypothefical protein FU 10933 2.5 

A1014546 Hs.130912 ESTs 2.5 

NNL013371 Hs.71979 interleukin 19 2.5 

AW375974 Hs.156704 ESTs 2.5 

AF284221 Hs.59S06 doublesex and mab-3 related transcription fac 2.5 

AW809201 Hs.314248 ESTs, Weakly similar to ALU4 JtUMAN ALU SUBFAM 2.5 

AI334430 Hs.86984 ESTs 2.5 

NML004272 Hs.337737 Homer, neuronal immediate early gene, 1B 2.5 

TRAF interacting protein 2.5 

Hs.300592 v-myb avian myeloblastosis viral oncogene horn 2.5 

Hs.1 32237 ESTs, WeaWy similar to DUS8_HUMAN DUAL SPEQ 25 

Hs.247095 ESTs, Moderately similar to ALU7__HUMAN ALU SU 2.5 

Hs.84136 paired-like homeodomam transcription facto 2.5 

Hs.190495 ESTs 2.5 

Target Exon 2.5 

gb:QV0-DTO02(W)9020O.107^07 DT0020 Homo sapi 2.5 

Hs.126889 ESTs 2.5 

AW197794 Hs.253338 ESTs 25 

AA451737 Hs.141496 MAGE-fike2 25 

Hs.34045 hypothetical protein FU20764 2.5 

Hs.49823 ESTs 2.5 

Hs.50636 ESTs 2.5 

AW163034 Hs.6467 synaptogyrin3 2.5 

BE259035 Hs.118400 singed (Drosophita)-Iike (sea urchin fascin h 2.5 

AI948588 Hs^66619 ESTs 2.5 

AK001407 Hs.88663 hypothetical protein FU1 0545 25 

AW247090 Hs^7101 minichromosome maintenance deficient (S. cere 25 

AI053464 Hs.166505 ESTs 2.5 

AF231338 Hs.222024 transcription factor BMAL2 25 

H06076 Hs.26320 TRABID protein 25 

AW118189 Hs.156400 ESTs 2.5 

AW409985 Hs.76084 hypothetical protein MGC2721 25 

AW269088 Hs.118183 hypothefical protein FU22833 2.5 
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A1440266 
AW936832 
AL1 19671 
H05479 
AI656959 



U43374 
AI640355 



AI761324 
X03635 



NM.005879 Hs.21254 
X13294 
AJ394036 
AI799444 
U70370 
AA917808 

AW936273 
BE620911 



AA357001 
A1653240 
A1478578 
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TABLE 12B 



Ptey: Unique Eos probesel identifier number 
CAT number. Gene duster number 
Accession: Genbank accession numbers 



Pkey CAT 
407642 1007175 J 



408391 
408690" 
409594 
409695 
409990 
410008 
410049 
410784 
411098 
411171 
411465 
411559 
411819 
411958 
412279 
412313 



1055687J 

107490 1 

114249.1 

114876.1 

116644.1 

116812.1 

1172307J 

1221005.1 

1232093.1 

1234393.1 

1246768.1 

1249417 1 

1259748.1 

126717.1 

1287332J 

1288355J 



412333 
412357 

412879 
413083 
413331 
413864 
414147 
414148 
415317 
415613 
415747 
416120 
416168 
416548 
417742 
418347 
418869 
419807 
420373 
420637 
420930 
422689 
423733 
423735 
423841 
425005 
429163 
431120 
431322 
431688 
432184 
432189 
432869 
433289 
433584 
433644 
434321 
435399 
437182 
437938 



1289037.1 
1291505.1 

1334272.1 
1348639.1 
1361726.1 



142127.-1 

142133.1 

1533847.1 

1540602.1 

155189.1 

1571266.1 

1574545.1 

1600181.1 

1696282J 

174149.1 

179863.1 

188252.1 

193194.1 

195241.1 

197736.1 

219B96.1 

231476.1 

231498.1 

232507.1 

245908.1 

300543.1 

328264.1 

331543J 

336609.1 

342677.1 

342819.1 

355475.1 

36202.-1 

370400.1 

371919.1 

383473.1 

405576.1 

43421.1 

44573.2 



438390 45662.1 
438966 467436.1 
438993 467651.1 



Accessions 

AW178963 AW845721 BE141041 AW806977 AW845690 AW845691 AW845724 AW176564 AW845705 AW845603 AW845729 AW845722 AW178966 

AW845693 AWB45585 AW845707 BE141053 BE141046 AW845570 AW845575 BE141043 BE141039 BE141070 AW062443 AW806980 AW845643 

AW806969 AW845686 BE141054 BE141040 BE141044 BE141042 AW845571 AWB45604 BE141047 BE141071 AW062442 AW845633 AW178968 

AW859276 AW859274 AW190959 T91463 

AW864542 AA056567 AW882724 

AA0761 18 AA975618 AA076220 

AA2S6961 AA296889 AA076945 AA077528 AA077497 

AA079337 AA079338 AW272100 

AA079552 BE142525 BE142527 

AW579475 AW939654 AW939655 

AW803201 BE079700 BE062940 

AW817238 AW993985 AW993998 

AW820260 AW820332 R94406 

AW847663 AW847861 AW861080 

BE144081 BE144190AW851155 

AW947884 AW947918 AW947888 AW947883 AW947897 AW947910 AW947905 AW864751 AW947878 
AA099020 AW751275 AW751276 AW751289 

S 5 ^32 A^6W9 A AW^657 AW93561 1 AW936739 AW936734 AW936779 AW936688 AW936659 AW936738 AW936827 AW936737 AW936736 
AW936740 AW936833 AW936777 AW936830 AW936834 AW936829 AW936772 AW936638 AW93665B AW936636 AW936774 AW936778 AW936766 
AW936776 AW936831 AW936760AW936819 

AW937485 AW937589 AW937658 AW937654 AW937492 t 

AW945964 AW946020 AW946034 AW946027 AW946041 AW946044 AW946033 AW946024 AW946021 AW946G29 AW946015 AW946016 AW946039 

AW946045 AW946028 AW946036 

BE092219 BE092361 BE006789 

BE064528 BE064589 BE064561 

BE083950BE084017BE084016 

BE175582 BE175514 BE175505 BE175591 BE175530 

BE091634 

BE084049 AW292907 AA135984 
Z43388 F05453 R19673 R20275 H06917 
R20233F12901T74740 
AA381209 AA381245 AA167683 
H46739H51513H19779 
H23687 H46460 H40239 
H62953 N76608 N72413 
R64719Z44680R12451 
AA216419F03238AA229517 
AW516565 AA229762 AA230035 
R77402 AA262462 AA250988 R06794 
AW968228 AA259146 W01465 
AW976153 AA278945 AA747691 

AW888650AW888651 BE149946BE149948BE149951 BE149947AW888649 AA281840AA281822AW888652 

AW856665 AA315006 AW954733 

AA330281 AA330232 AW962521 

AA330259 AA661806 AA502431 AW974633 AA649496 

AW753967AA370795AA331630AW962550 

AI565851AA349656 R24798 

AA884766 AW974271 AA592975 AA447312 

AA492588 AA492498 AA492571 

AW970622 AA503009 AA502998 AA502989 AA502805 T92188 

AA513906AA847734AI357044 

AW971125 AA527731 N52655 AJ82150B AA532420 

AA527941 AI810608 AI620190 AA635266 

AW974094 AA569074 AA602574 

Af 005258 

AW295399 AW207772 AW300641 AW070290 BE348854 AW170383 AA600968 AA778832 
AW342028 AA641080 AA603282 
AA629368 AW849574 AW849573 
AA679463 AW813779 AW813709 

^mW^m ^7040^09 AI308119 AW9S7677 N35320 A1251473 H59397 AW971573 R97278 W01059 AW967671 M908598 AA251875 
AI820501 A1820532 W87891 T85904 U71456T82391 BE328571 T75102 R34725 AA884922 BE328517 AI219788 AA884444 N92578 F13493 AA927794 
A1560251 AW874068 AL134043 AW235363 AA663345 AW008282 AA488964 AA283144 AI890387 AI950344 AI741346 AI689062 AA28291 5 AW102898 
AI872193 AI763273 AW173586 AW150329 AI653832 AI762688 AA988777 AA488892 AI356394 AW103813 AI539642 AA642789 AA856975 AW50551 2 
AI961530AW629970BE612881 AW276997 AW513601 AW512843 AA044209 AWB5S538 AA1B0009 AA337499 AW961101 AA251669 AA251874 
A1819225 AW205862 AI683338 AI858509 AW276905 AJ633006 AA972584 AA908741 AW072629 AW513996 AA293273 AA969759 M75628 N22388 
H84729 H60052 T92487 AI022058 AA780419 AA551005 W80701 AW613456 A1373032A1564269 F00531 K83488VW7181 W78802 R66056AS002839 

R57840 AA3OO207 AW959581 T63226 F04005 

AI422017 AJ422945 A1363249 AI4231 13 AI925592 A1420795 AI208187 AI423279 AI423645 AI424090 A1359637 AUM4732 D17003 
AW979074 AA834841 AA828650 
AA828995 AA834879 AI926361 

216 



WO 03/042661 



PCT/US02/36810 





439579 


47404.1 




440320 


491930.1 




444910 


624951*1 




446417 


676384.1 


5 


447197 


71 1623 J 




446599 


770766J 




449034 


79481 7 J 




450024 


82296 1 


10 


450613 


840016J 


451105 


B59083~1 




451153 


86054.1 




451340 


8664 




454202 


11150507 1 


15 




1067807 1 

IUUI QUI .1 




1230250 1 




454891 


1 23921 7~1 




454988 


1248607J 






1352939 1 


20 


455092 


1252971J 


455095 


1252987J 




455203 


1259973.1 




455310 


1278158.1 




455319 


1279172.1 


25 


455365 


1284681.1 


455549 


1324696.1 




455666 


1349545.1 




455750 


1355998.1 




455838 


1374605.1 


30 


455987 


1397735.1 


457405 


333127.1 




458829 
459267 


773443.1 
966605J 


35 


TABLE 12C 




Unique 




Ptey. 



AF086400 W79232 W73990 
AAB79294 N6753BAI474541 
A1201849 BE069007 AW946544 
AI299050BE256910 
R36075AI366546 R36167 
AW860912AI540856 
A1624049 AW117770 AI858360 
AA005129 AA679084 AA694399 
AI702055 R89204 R86260 
AI761324 AW880941 AW880937 
BE092900 AA015877 AA018521 
AW936273 AW340350 AA017208 

AW178363 AW846011 AW845964 AW845988 AW845977 AW846002 
BE144666 BE184942 AW238414 BE184946 
AW814989 AW814852 AW814808 
AW837349 AW837355 AW882717 
AW850140 AW850195 AW850192 

BE079752 BE079B68 BE148989 AW855532 BE14881B BE148815 BE148796 

AW65450 AW865119 AW865452AW865461 AW865325 AW865114 AW865116AW865321 AW865590 AW865390 
AW893961 AW893998 AW894034 AW894019 

AW895387 AW895547 AW895564 AW895323 AW895405 AW895539 AW895538 

AW948343 AW948341 AW902855AW984737 

AW994222AW994377 

BE065813 BE065788 BE065889 BE065832 

BE075114 BE075283 BE075118 

BE145808BE145807BE181883 

BE178323BE177978 

AA504860AA504911 

AI557388 BE158936 

AJ003631 AJ003650AJ003651 



40 

45 

50 

55 

60 

65 

70 

75 

80 



Ref. 
Strand: 

NLposffion: Indicates nucleotide positions of predicted exons. 

NLposition 



human chromosome 22." Dunham I el aU Nature (1999) 402:489495. 
Indicates DNA strand from which exons were predicted. 



Pkey 


Ref 


Strand 


400612 


9929646 


Minus 


400666 


8118496 


Plus 


401050 


8117628 


Minus 


401137 


2547238 


Minus 


401230 


9929527 


Minus 


401260 


8076883 


Minus 


401367 


9796198 


Minus 


401458 


9187886 


Plus 


401486 


7341763 


Phis 


401575 


7229804 


Minus 


401747 


9789872 


Minus 


401760 


9929699 


Pius 


401780 


7249190 


Minus 


401781 


7249190 


Minus 


401994 


4153858 


Minus 


402048 


8072512 


Plus 


402298 


6598824 


Plus 


402337 


6957691 


Plus 


402481 


9797406 


Plus 


402556 


9863723 


Plus 


402639 


9958129 


Minus 


402800 


6010175 


Plus 


402892 


8086844 


Minus 



151513-151662 
17982-18116,20297-20456 
78449-79425 
598-1009 

33835^34006,34539^4592,36461-36745,48925-49098,52604-52758 



403274 
403471 
403763 
403806 
403983 
404107 
404132 
404184 
404253 
404440 
404782 
404959 
404981 
404996 
405041 
405196 



8072441 



7229888 
8140491 



8099028 
6981900 
4581418 
9367202 
7528051 
9910094 
7407964 
4432779 
6007890 
7547195 
7230083 



Minus 

Minus 

Minus 

Plus 

Minus 

Minus 

Plus 

Minus 



Plus 

Minus 

Pius 

Minus 

Phis 

Plus 

Minus 



145356-145807 
76485-77597 

32585-32756,36281-36540,40791-40933,4401844179 

SSl6.119119-1192H^ 
131932,132451-132575,133580-134011 

83126^3250,8532^5540,94719-95287 „ in ^„ 

28397-28617^8920-29045^9135-29296^9411-29567,29705-29787,3022«0573 

83215^3435,83531^656,83740^901,84237-84393,84955^5037,86290-86814 

4290443124,43211-43336,4460744763,45199-45281,46337-46732 

4393644078 

36758-37953 

41164286.16811-16973,17107-17256,19715-20040,22029-22205 

87891-88991 

13579-14026 

20167-22383 

4392144049.461B146273 
194384-194645 

104069-104179,105683-105859 
85867-85983 
4357543887 
146390-146678 
82441-82701 
201699-202363 
11307-12434 
12652-13548 
55675-56055 
80430-81581 
15455-15589 
4524345368 
20626-20770.22513-22721 
• 37999^8145.38652^899B,39727-39872,4055740674,4235142450 

121230-121714 
135716-135851 

217 



WO 03/042661 



PCT/US02/36810 



405277 
405281 


3980473 
6139075 


Plus 
Minus 


34202-34351,35194-35336,4541 2-45475,45731 -45958,47296-47457,49d49-49o58,49791M9904,5023 l-blW 4 WoW-Woo/ l-Mire 


405336 


6094635 


Plus 


33267-33563" 


405454 


7656675 


Plus 


133807-134053 


405545 


1054740 


Plus 


1 18677-118807,1 19091-1 19296,121626-121823 


405547 


1054740 


Plus 


124361-124520,124914-125050 


405557 


4827303 


Minus 


104132-104293 


405675 


4557087 


Pius 


70304-70630 


405708 


4156182 


Plus 


55030-55604 


405B97 


6758795 


Plus 


5982B-60535 


405932 


7767812 


Minus 


123525-123713 


405943 


6758796 


Plus 


20605-20812 


406087 


9123919 


Minus 


7234-7626 • 


406092 


9123919 


Plus 


251370-251797,252168-252882 


406467 


9795551 


Plus 


182212-182958 


406554 


7711566 


Plus 


106956-107121 


406560 
406599 


7711569 
8248616 


Minus 
Plus 


35162-35292 
10933-11086 



TABLE 13A: 465 GENES UP-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT TISSUES, UKELY TO ENCODE EXTRACELLULAR OR CELL-SURFACE 
PROTEINS 

Table 13A fists about 465 genes up-regulated in cervical cancer compared lo normal adult tissues that are likely to encode extracellular or cell-surface proteins. These were selected 
as for Table 12A, except that the ratio was greater than or equal to 1 .7, and the 96* percenHe value amongst cervical cancers was greater than or equal 1 00 units, and the preaicted 
protein contained a structural domain that is indicative of extracellular localization (e.g. ig. fo3. egf, 7tm domains, signal sequences, transmembrane domains). The predicted protein 
domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

PPDomains: Predicted Protein Domains 

Unigene Title: Unigene gene Otie 

R1: Ratio of tumor lo norma) adult tissues 



Pkey ExAccn UnigenelD PPDomains 



NM 001944 Hs.1925 TM,cadherin,Cadherin_C_tenn 

M13509 Hs.83169 SS f hemcpexm,PeptidasB_M10 

W79123 Hs.58561 TM,7tm_1 

AI591147 Hs.61232 TM 

AF027866 Hs.138202 SS,TM,serpin 

X07820 Hs.225B hefnopextn,Peptidase__M10 

AJ001696 Hs.241407 SS.TM^erpin 

AW178761 Hs.227948 SS,serpin 

AA321649 Hs.2248 SS.TM.rL8 

AF026941 Hs.17518 TM.IBR 

AW013887 Hs.72047 TM 

AA634543 HsJ9440 TM 

D31152 Hs.179729 SS,C1q,Cotl3gen 
TM.efhand 

BE440042 Hs.83326 SS.Peptidase.MIOhemopexin 

NM_004996 Hs.89433 TMABC_membrane^BC_tran 

S65791 Hs.89764 TMJOWomain 

AI281848 Hs.194691 TM,7tmJRfoosornaLL13 

NMJW2497 Hs.153704 TM^kinase 

U0339B Hs.1 524 TM,tubuQn,TNF 

AA470158 Hs.98202 TM,7tm_1 

AK001581 Hs.334328 Ammonium.transp 

NML.014398 Hs.10887 Lamp 

D30783 Hs.1 15263 SS.TM.EGF 

AI199268 Hs.19322 SS^pocalui 

AA045144 Hs.1 61566 TM,cadherin,Cadherin_C_term 

BE311926 Hs.15830 Glycos_transf_2 

X72755 Hs.77367 SS.TM.tL8 

W69233 Hs.112457 SS, 

M34455 Hs.840 TM.ID0 

U17760 Hs.75517 SS 1 laminiruEGF4aTTiinm_Nlemi 1 adh_short 

X81334 Hs-2936 SS.Peplidase_M10^emopexln 

AK001100 Hs.41690 TM.cadherin 

AF026942 TM.IBR 

Y12642 Hs.3185 SS.TM.UPARJ.Y6 

AW381532 Hs.135188 SSJM,E1-E2^TPase.CafioiLATPase_C.N 

420440 NMJXJ2407 Hs.97644 SRCRUteroglobin 

437044 AL035864 Hs.69517 TM 

405547 SS,TM,ABC_membTane.ABCJran 1 ig 

439223 AW238299 Hs.250518 SS 

426320 W47595 Hs.169300 SS.TM,TGF-beta,TGFbj>ropeptide 

423634 AW959908 Hs.1690 TM 

426350 NM 003245 Hs-2022 TKTraitsgiutaniinJ^Tran^ 

409744 AW675258 Hs.56265 TM.metalthk).Keteh 
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425650 
418007 
439606 
452240 
424046 
400289 
418345 
423017 
428227 
,447164 
414764 
416661 
427585 
406467 
428368 
418882 
419247 
446232 
424905 
422420 
427821 
436211 
444342 
422330 
447342 
407839 
410153 
414812 
421773 
413385 
413753 
432239 
418663 
407366 
433091 



Unigene Title R1 

desmogleln 3 (pemphigus vulgaris antigen) 43.6 

matrix metaltoprotemase 1 (interstitial 38.9 

G protein-coupled receptor 67 28.8 

ESTs 27.0 

serine (or cysteine) proteinase inhibitor 24.5 

matrix metalloproteinase 10 (stromelysin 20.5 

serine proteinase inhibitor 1 3(P1 1 3; se 20.1 

serine (or cysteine) proteinase inhibitor 192 

small inducible cytokine subfamBy B (Cys 15.9 

Homo sapiens dg5 mRNA, partial sequence 13.8 

ESTs 1^.9 

IGF-JI mRNA-binding protein 3 12.7 

collagen, type X, alpha 1 (Schmid metaphy 12.6 

Target Exon 10-5 

matrix metalloproteinase 3 (stromelysin 1 102 

ATP-bindmg cassette, sub-family C (CFTR/ - 9.4 

fragile X mental retardation 1 9.1 

retmoic acid induced 3 8.9 

NIMA (never in mitosis gene a)-re!ated ki &9 

tumor necrosis factor (Bgand) superfamH 8.7 

ESTs 6.9 

hypothetical protein FU10719; WAA1794 p 6.9 

simBar to lysosome-associated membrane g 6.8 

epiregulin 6.8 

Homo sapiens, Similar to RIKEN cDNA 20103 6.8 

ESTs 6.6 

hypothetical protein FU12691 6.5 

monokine Induced by gamma interferon 6.4 

ESTs 6-2 

indolearryne-pyrrole2,3dioxygenase 5.9 

larninin, beta 3 (nicein (125kD), kalinin 5.8 

matrix metaltoprotetnase 13 (coUagenase 5.5 

desmocoffin 3 5.5 

gb:Homo sapiens cig33 mRNA, partial seque 5.5 

lymphocyte antigen 6 complex, locus D 5.4 

ESTs 54 

mammaglobln 2 5 - 2 

cDNA for differentially expressed C01 6 ge 5.1 

NM_018833\Homo sapiens transporter 2. AT 5.1 

UL16 binding protein 2 5.1 

transforming growth factor, beta 2 5.1 

heparin-bindtng growth factor binding pro 5.0 

transglutaminase 3 (E polypeptide, protei 5.0 
Homo sapiens mRNA; cDNA DKFZp586P2321 (fr - 4.9 
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444451 R53734 H<l25978 TM 

410361 BE391604 Hs.62661 SS.TM.GBP 

423673 BE003054 Hs.1695 SS,TM,Peptidase_M10 l hemopexin 

450375 AA009647 Hs.8850 TM.disintegrin,Pep_M12BjJropep,ReprclysIn 

5 401575 NA TM 

428484 AF104032 Hs.184501 TM 

425071 NM_013989 Hs.154424 SS,TM,T4_detodinase 

431808 M30703 Hs.270833 SS.TM.EGF 

434699 AA643687 Hs.149425 TM,NucleosideJra2 

10 406687 M31126 Hs.272620 SS,Peptidase_M10,hemopexin 

404440 TM.MAGE 

449228 AJ403107 Hs.148590 TM,PAF-AH t p450 

444105 AW189097 Hs.166597 TM^adherin 

409632 W74001 Hs.55279 SS,serpin 

15 423515 AA327017 Hs.162204 SS.TM.UPARJ.Y6 

423738 AB002134 Hs.132195 SS.TM.trypsin.SEA 

423553 AA405635 Hs.96854 TM 

445537 AJ245671 Hs.12844 TM.ras 

446989 AK001898 Hs.16740 TM 

20 428536 AI143139 Hs.2288 TM,efhand,Syndecan 

413801 M62246 Hs.35406 TM 

429441 AJ224172 Hs.204096 Uteroglobin 

409601 AF237621 Hs.80828 TM,fflamentfflament,C2 

439238 N47305 Hs.46668 TM 

25 446292 AF081497 Hs.279682 Ammonium.transp 

405545 SS.THproteasome.lg.ABCjnemb.tranABCJran. 

42338 NWL001809 Hs.1594 TM,thiolase 

423217 NM.000094 Hs.1640 SS.TM,m3 1 vwa,Collagen,Kunitz_BPTI 

430686 NM_001942 Hs.2633 SS.TM,cadherin,Cadherin_C_term 

3 0 444707 A118861 3 Hs.4 1690 TM,cadherin 

409582 R27430 Hs.271565 TM 

408771 AW732573 Hs.47584 TM,KJetra,ion_trans 

400441 M15530 Hs.99879 TM.G-alpha 

413278 BE5630B5 Hs.833 TM.ublquilinlaminin^G.lamintn^GF.kaza! 

35 426514 BE616633 Hs.170195 SS,TGFbj>ropeptide.TGF-beta 

424927 AW973666 Hs.153B50 SS 

408591 AF015224 Hs.46452 SS.TM,Uleroglobin 

407756 AA116021 Hs.38260 SS.UCH-1.UCH-2 

407137 T97307 TM,GDA1_CD39 

40 411274 NM.002776 Hs.69423 trypsin 

400666 SS,hemopexln,Peptidase„.M10 

412471 M63193 Hs.73946 SS,TM,Glyoos - 1ransfJ,Carn_acyitransf 

450650 T65617 Hs.101257 TM 

451778 A1826131 Hs.71243 ig 

45 430397 AI924533 Hs. 105607 SS.TM 

449722 BE280074 Hs.23960 TM.cycRn 

422487 AJ010901 Hs. 198267 TM.vwd 

449101 AA205847 Hs.23016 SSJMJtmJ 

418994 AA296520 Hs.89546 SS,TM4ecfin..c,sushi,EGF 

50 421379 Y15221 Hs.103982 SS.TM.ILB 

414774 X02419 Hs.77274 SSMrgte.trypsln 

431958 X63629 Hs.2877 SS.TM,CadheriiLCJerm,cadherin 

418462 BE00159S Hs.B5266 SS,TM,integrin_B.fn3 

424687 J05070 Hs.151738 SS,PepGdase_M1 0,m2,hemopexin 

55 401486 NA SS,TM,trypsto 

408113 T82427 Hs.194101 TM,7tm_3Ribosomal_L13 

427359 AW020782 Hs.79881 TNtftmJ 

452934 AA581322 Hs.4213 SS.TM.ig 

448988 Y09763 Hi22785 SS.TM 

60 439750 AL359053 Hs£7664 TM,integrinJB t Ricin^B_tectiimrn 

414696 AF0O2020 Hs.76918 SS,TM,Patehed 

435604 AA625279 Hjl26892 TM 

453883 A1638516 Hs.22630 TM,Ets,SAM_PNT 

448733 r4M_005629 Hs.187958 SSJM.SNF^C.tra^isodh.pMnase.DSPc.f^osomaL 
65 444946 AW139205 Hs.156457 SSJM,abhydro!ase 

437938 AI950087 TM*istone,ig,MHCJ 

424441 X14850 Hs.147097 TM,histone 

427061 AB032971 Hs.173392 TM 

409703 NWL008187 Hs.56009 SS 

70 447313 U92981 Hs.18081 TGF-beU 

431070 AW408164 Hs^49184 ABCJran 

446269 AW263155 Hs.14559 TM 

421190 U95031 Hs.102482 TM.ywd 

452732 BE300078 Hs.80449 TM 

75 443859 NMJH3409 Hs.9914 SS.kazal 

446733 AA863360 Hs.26040 TM,p450 

449746 AI668594 Hs.176588 SS,p450 

418844 M62982 Hs.1200 SS.TM^poxygenase^LAT 

414581 AA256213 Hs.72010 TM.Cam_ac7ttransf,ChonneJdnase,SC01-SenC 
80 431629 AU077025 Hs.265827 SS.lRNA^antiSH2,SH3,pkinase 

445873 AA250970 Hs.251946 SS.mn,PABPpkin3se,14-3-3,rrm 

438113 A1467908 Hs.8882 TMJtmJ 

410310 J02931 Hs.62192 SS,TM,T1ssueJac 



ESTs. Weakly similar to 21 09260A B cell g 4.8 

guanylale binding protein 1, interferon-i 4.8 

matrix metailoproteinase 1 2 (macrophage e 4.6 

a disintegrin and metailoproteinase domai 4.8 

Target Exon 4.6 

solute carrier family 7 (cationic amino a 4.5 

detodinase, todolhyronine. type II 4.4 

amphrreguftn (scrrwarmoma-oerived growth f 4.3 

Homo sapiens cDNA FL) 1 1980 6s, done HEM 4.3 

pregnancy specific beta-1-glycoprotein 9 4.2 

NMJ)21048:Homo sapiens melanoma antigen, 42 

protein related with psoriasis 4.2 

ESTs - 4.1 

serine (or cysteine) proteinase inhibitor 4. 1 

^STs 4.1 

airway trypsin-like protease 4. 1 

ESTs, Weakly similar to DYLX.HUWAN CYTOPL 4.1 

EGF-like-domain, multiple 6 4.0 

hypothetical protein FU11036 4.0 

visinin-Gke 1 3.9 

ESTs. Highly similar to unnamed protein p 3.9 

tipophiBn B (uteroglobin family rnernber), 3.9 

keratin 1 (epidermolyfc hyperkeratosis) 3.8 

ESTs 3.8 

Rh type C glycoprotein 3.8 

(MDR/TAP) (TAP2) 3.8 

centromere protein A (17kD) 3.7 . 

collagen, type VII, alpha 1 (epidermorysi 3.7 

desmogtein 1 3.7 

desmocolltn 3 3.7 

ESTs 3.6 

potassium voltage-gated channel, delayed- 3.6 

B*ell growth factor 1 (12kD) 3.6 

interferon-stimulated protein. 15kDa 3.6 

bone morphogenetic protein 7 (osteogenic 3.6 

hypothetical protein C321D2.4 3.6 

mammaglobin 1 3.5 

ubiquiGn specific protease 18 3.5 

gbrye53hOSs1 Soares fetal fiver spleen 1 3.5 

kalRkretn 10 3.5 

NMJ>02425:Homo sapiens matrix metalloprot 3.5 

endotherial cell growth factor 1 (platele 14 

hypothetical protein MGC3295 3.4 

ESTs, Weakly similar to zinc finger prote 3.4 

bicarbonate transporter related protein 1 3.4 

cycfin B1 3.4 

mucin 4, tracheobronchial 3.4 

G protein-coupled receptor 3.3 

setectin E (endothelial adhesion molecule 3.3 

small inducible cytokine subfamily B (Cys 3.3 

. plasminogen activator, urokinase 3.3 

cadherin 3, type 1, P-cadherin (placental 3.3 

Integrin, beta 4 3.3 

matrix metailoproteinase 9 (gelaiinase B, 3.3 

C4000647^gll47585081reqNP_004253.1| air - 3.2 

Homo sapiens cONA: FU20869 fis, clone AD 12 

Homo sapiens cDNA: FU23006 fe, done LN 3.2 

hypothetical protein MGC16207 11 

garruria-aminobutyric add (GABA) A receptor 11 

Homo sapiens mRNA full length insert cDNA 11 

Niemam-Pick disease, type CI 11 

uncharacterized bone marrow protein BM040 11 

cotactor required for Sp1 transcriptional 3.0 

solute carrier family 6 (neurotransmitter 3.0 

hypotheScal protein FU22408 3.0 

gb:wq05c02j(1 NCl_CGAP_Kid12 Homo sapiens 10 

H2A histone family, member X . .3.0 

KIAA1145 protein 3.0 

Z-5 , -oCgoadenylate synthetase 3 (1 00 kD 10 

Homo sapiens done DT1P1B6 mRNA. CAG repe 10 

transcription factor 19 (SC1) 2.9 

hypothetical protein FU10540 2.9 

mudn 5, subtype B, tracheobronchial 2.9 

Homo sapiens, clone IMAGE:3535294. mRNA, 2.9 

fotGstatin 2*9 

ESTs,WeaIdysimnartotatryacidornega- 2.9 

ESTs, WeaWy similar to CP4Y.HUMAN CYTOCH 2.9 

arachidonate 12-fipoxygenase • 2.9 

ESTs 2.9 

interferon, alpha-indudble protein (don 2.8 

poly(A}-bindmg protein, cytoplasmic 1-6 2.8 

ESTs 2.8 

coagulation factor 111 (thromboplastin, t ■■ 2.8 
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411558 


M102670 


Hs.70725 


SS.TM 


gamm^aminobutyric acid (GABA) A receptor 


18 


413273 


U75679 


Hs.75257 


TM^g.pkinase 


stem-loop (htstone) binding protein 


2.8 


426343 


NM_014642 HS.1693B7 


TM,SCAN7tm_1 


K1AA0036 gene product 


28 


433345 


AI681545 


Hs.1 52982 


SS 


hypothetical protein FU13117 


2.7 


452234 


AW084176 


Hs^23296 


TM 


ESTs, WeaWy similar to 138022 hypothetic 


Z7 


456181 


136463 


Hs.1030 


TMMVPS9 


ras inhibitor 


Z7 


40838Q 


AF1 23050 


Hs.44532 


TM,ubiquitin7tmJ,ANFjeceptor,sushi 


diubtquiQn 


Z7 


422278 


AF072873 


Hs. 114218 


TM.FnzzIed.Fz 


frizzled (Drosoph9a) homotog 6 


21 


446839 


BE091926 


Hs. 16244 


TM 


mitotic spindle coUed-coil related prole 


27 


416250 


AA581366 


Hs.73452 


TI^^.PWT,PKD.WSaii^CT.GPSPMP22.aaudin 


hypothetical protein MGC10791 


27 


407287 


Al 67881 2 




TM,rascadherin 


gb:tu59d08jc1 NCI CGAP_Gas4 Homo sapiens 


27 


412977 


fV\l£JJS 1 U 


IM. 1 9 l*1U 1 


TGF-beta 


ESTs 


27 


400298 


AA032279 


Hs.61635 


TM 


six transmembrane epithelial antigen of t 


27 


425483 


AF231022 


Hs!l58159 


EGF.cadhean.lambifn_G 


FAT tumor suppressor (DrosophOa) homolog 


27 


430152 


AB001325 


Hs.234642 


SS.TM.MiP 


eojuaponn 3 


27 


444006 


BE395085 


Hs.10086 


SS.TM 


type t transmembrane protein Fn14 


27 


418869 


AW516565 




TM.RasGAP.iaWW 


gb:xq01d05.x1 Soares_NHCeC_cervicaLtumor 


27 


416658 


U03272 


Hs.79432 


SS.TMJEGF.TB 


fibrillin 2 (congenital contracturat arac 


26 


410290 


M402307 


Hs.322844 


SS 1 TM,Sema,TIG,Plexin_repeal 


hypothetical protein DKFZp564A176 
a dtstntegnn and rnelsJfoproteinase domai 


26 


419667 


AU077005 


Hs,9220B 


SS l TM I disintegrin r Repro!ysin l Pep_M12B _propep 


26 


406671 


AA129547 


Hs.285754 


TM,pkinase,Plexin repeatSemaJIG.UM 


met proto-oncogene (hepatocyte growth fac 


26 


434444 


A1765276 


Hs.101257 


TM 


hypothetical protein MGC3295 


26 


421817 


AF146074 


Hs.108660 


TN^ABC_tranABCjnembrane,Rhombotd 


ATP-binding cassette, sub-family C (CFTR/ 


26 


431890 


X17033 


Hs.271986 


vwa.F^GAPJntegrinJV 


integrin, alpha 2 (CD49B. alpha 2 subunit 


26 


452281 


T93500 


Hs.28792 


TGF-rwtaJGFbjropeptide 


Homo sapiens cDNA FU 11041 lis. clone PLA 


26 


421506 


BE302798 


Hs.105097 


TM.TK 


thymidine kinase 1, soluble 


26 


453331 


A1240665 


Hs.8895 


TM,distntegnn,Pep M12Bjiropep,Reprorysin 


ESTs 


26 


447197 


R36075 




TM.SOF 


gb:yh88b01.s1 Scares placenta Nb2HP Homo 


25 


459688 


U72671 


Hs.151250 


SS.TM.ig 


intercellular adhesion molecule 5. letenc 


25 


437412 


BE059288 


Hs.34744 


TM.ABCJran.ABCjTCmbrane.Rhombcid 


Homo sapiens mRNA; cOMA DKFZp547C136 (fro 


25 


429413 


NMJH4058 Hs.201877 


trypsin 


DESC1 proton 


25 


424420 


BE614743 


Hs.1466B8 


TM.MAPEG 


prostaglandin E synthase 


25 


427239 


BE270447 


Hs.174070 


TM.UQj»n 


ubtquilin carrier protein 


25 


407103 


AA424881 


Hs.256301 


TM,cNMPJ)indtngtrypsin 


hypothetical protein MGC13170 


25 


431130 


NMJJ06103 «s^719 


SS.TM.wap 


epididymts-specific, whey-acidic protein 


25 


453379 


M035261 


Hs.61753 


PAN.kringte.trypsin 


ESTs 


25 


421733 


All 19871 


Hs.1420 


SSJM&ptfnase 


fibroblast growth factor receptor 3 (echo 


25 


452220 


BE158006 


Hs.212296 


TM.mtegrinAFG-GAP 


ESTs 


25 


417975 


AA641838 


Hs.30085 


SS.byps/n 


hypothetical protein FU23166 


25 


440381 


AA917808 


Hs.190495 


TM 


ESTs 


25 


441794 


AW197794 


Hs.253338 


TM 


ESTs 


25 


439108 


AW163034 


Hs.6467 


SS.TM 


synaptogyrin 3 


25 


401103 


NA 




TM,vwd 


CI 2001 233:gi]730535 1 [ref] NP_03865Z 1 J oto 


24 


430630 


AW269920 


Hs.2621 


TM,cystalin 


cystalin A (stefin A) 


24 


430129 


BE301708 


Hs.233955 


TM,GJyco_transf_1 1 


hypothetical protein FU 20401 


24 


415621 


A1648602 


Hs.55468 


TM,histone,Sec1 sugar tr 


ESTs 


24 


402745 






SS,TM.EGF^fljecepCb,thyrDglobutirLl 


NM_002508:Homo sapiens nidogen (enacfin) 


24 


407758 


D50915 


Hs.38365 


SS.TM 


WAA0125 gene product 


24 


457570 


AA579426 




TM 


Qh-nf37c09^1 NCI CGAP Pr2 Homo saolens c 


24 


429574 


BE268321 


Hs.208912 


SSJM 


hvnn1hftflr.nl nrnfpin MftCSfil 


24 


431211 


M86B49 


Hs.323733 


SS,TM,connexin 


gap junction protein, beta 2, 26KD (conne 


24 


452865' 


AI924046 


Hs.119567 


SS,TM,PMP22_Claudln 


ESTs, WeaWy similar to A47582 B-cell gro 


24 


420511 


AF052692 


Hs.98485 


5»S TM connsvln 




24 


437897 


AA770561 


Hs.146170 


SS,pro isomeraso 


hypothetical protein FU 22969 


24 


437846 


AA773866 


Hs244569 


TM 


esophagus cancer-related gene-2 


- 2,4 


418432 


M14156 


Hs.85112 


insulin 


insufin-like growth factor 1 (somatomedin 


23 


438108 


A1471795 


Hs.287776 


TM 


vaniDold receptor-related osmoficaDy ac 


23 


453406 


AI192S87 


Hs.61784 


pWnase,FurirMike,Recep_l^domairi 


hypothetical protein FU14451 


23 


435542 


AA687376 


Hs.269533 


pWnase,RhoGEF,lg,PH,SH3 


ESTs 


23 


434517 


AA635690 


Hs.337251 


TM 


hypothetical protein MGC2487 


23 


431630 


NM_002204 Hs.265829 


SS,TM.FG-GAP,integriiLA 


integrin, alpha 3 (antigen CD49C, alpha 3 


23 


422310 


AA316622 


Hs.98370 


SS,TM,fn3,ig,pldnase,RibG$omal L3Se,p450 


cytochrome P450, subfamily liS, potypepti 


23 


441954 


AI744935 


Hs.8047 


TM,Band_7MA,cdc48_N 


Fanconi anemia, co mplemen tation group G 


23 


416091 


AF295370 


Hs.283082 


SS,TM,Defensirj_beta 


defensh, beta 3 


23 


429359 


W00482 


Hs.2399 


SS t TM,Peptid3se_M1 O.hemopexin 


matrix metal loproternase 14 (membrane-ins 


23 


'409402 


AF208234 


Hs.695 


THoysla&n 


cystalin B (stefin B) 


23 


432284 


AA532807 


Hs.105822 


TMjidnase 


ESTs 


23 


408243 


Y00787 


Hs.624 


SS.TMJLB 


interleukln 8 


23 


423229 


AC003965 


Hs.125532 


SSJrypstn 


protease, serine, 26 


23 


408713 


NM.001248 Hs,47042 


GDA1.CD39 


ectonudeoside triphosphate dJphosphohydr 


23 


440502 


AI824113 


HsJ82B1 


RGS.GcIjxo.RBD 


regulator of G^)rotein signalling 1 2 


23 


429929 


AB014583 


Hs.226275 


TM 


K1AA0683 gene product 


23 


439963 


AW247529 


Hs.6793 


TM.p450Eb 


platetet-acSvating factor acetyl hydrolas 


23 


428953 


AA305610 


Hs.194676 


SS,TM,TKFK_c6.arf 1 Stathmin,DEAD 


tumor necrosis factor receptor superfarnil 


23 


439398 


AA284267 


Hs.221504 


SS 


ESTs 


22 


440371 


BE268550 


Hs.80449 


TM 


Homo sapiens, clone IMAGE:3535294. mRNA, 


22 


452203 


X57522 


Hs.158164 


SS,TMABC_tran f ABCjnEmbranQ 


transporter 1 . ATP-binding cassette, sub- 


22 


407811 


AW190902 


Hs.40098 


SS 


cystelne knot supertamiiy 1, BMP antagoni 


22 


432078 


BE314877 


Hs.24553 


TM 


hypothetical protein FU12541 similar to 


22 


429113 


D28235 


Hs.196384 


SS.TM.EGF 


prostaglandin-endoperoxide synthase 2 (pr 


22 


452755 


AW138937 


Hs.213436 


QycoJransfJ® 


ESTs, WeaWy sirralar to A34087 hypothetic 


22 


428434 


AW363590 


Hs.65551 


SS 

TM,Hnker_histone7frTLl 


Homo sapiens, Similar to DNA segment, Ctir 


22 


429922 


Z97630 


Hs.226117 


HI histone ramify, member 0 


' 22 
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417903 NM.002342 Hs.1116 SS,TM,ASC,TNFR_c6 rympholoxin beta receptor (TNFRsuperfami 2.2 

422012 AW403423 Hs.1 10746 SS,homeobox,pou HCR(a*e!ixcdtedK»lraihorrtologu8) Z2 

433090 AI720050 Hs.145362 SSJM immortafizafion-upregulated protein 2.2 

417576 AA339449 Hs.82285 TM^RS.formylJransf.GARS phosphoribosylglycinamide formyltansfera 2.2 

5 409994 D86864 Hs.57735 IP_transSHZSH3 acetyl LDL receptor. SREC 2.2 

417433 BE270266 Hs.82128 SS.TM.LRRCT.LRRNT.LRR 5T4 oncofetal trophoblast glycoprotein Z2 

416763 AI908127 Hs.79748 TM,a!pha-amyiase7tm_1 solute carrier family 3 (activators of cfi Z2 

425999 AW513051 Hs.332981 TM.FADJ)intfa^_2,P53PA,fc^ ESTs, Weakly similar to 138022 hypothetic Z2 

452799 AI948829 Hs.213786 TM ESTs Z2 

10 414733 BE514535 Hs.77171 TM.MCMHeme_oxygenase rrinichrcmosorne maintenance deficient (S. Z2 

448153 Y10805 Hs.20521 SS,TM,Na Ca Ex HMT1 (hnRNP methyltransferase, S. cerevis Z2 

428969 AF120274 Hs.194689 SS " " artemin Z2 

443171 BE281128 Hs.9030 SS,TMJtm_1,rrm . TONDU Z2 

408308 AUJ33377 Hs.44197 TMJtmJ hypothefical protein DKFZp564O0462 Z2 

15 409533 AW969543 Hs.21291 TM mRogen-activated protein kinase kinase k Z2 

408201 AK000568 Hs.43654 TM hypothetical protein FU20561 ' Z1 

408996 AI979168 Hs.82226 TM glycoprotein (transmembrane) nmb Z1 

417900 BE250127 Hs.82906 TM,WD40,proJsomerase CDC20 (cell division cycle 20, S. cerevis Z1 

437191 NMJ306846 Hs.331555 SS,TM.kazal serine protease inhibitor, Kazal type, 5 Z1 

20 412834 R77123 Hs.798B1 TM,7tmJ Homo sapiens cDNA: FU23006 fis, ctone LN Z1 

431117 AF003522 Hs.250500 SS.TM.DSUEGF delta (DrosophilaHike 1 Z1 

447674 BE270640 Hs.19192 TM,pkina$eras,arf cycfiiHlependent kinase 2 Z1 

409651 H96643 Hs.283565 bZIPcofflin_ADF,EGF FOS-fikearrfigen-1 Z1 

440495 AA887212 Hs.14161 TM,NSFNa_Ca_Ex hypothetical protein DKFZp43411930 Z1 

25 429415 NM_002593 Hs.202097 SS.CUB.NT^MAM.TILJILa.vwd.EPO^TPO procollagen C-endopeptidase enhancer Z1 

421013 M62397 Hs.1345 TM mutated h colorectal cancers Z1 

447827 U73727 Hs.19718 SS,TM,Yj>hosphatase.fn3.ig t MAM protein tyrosine phosphatase, receptor ty Z1 

449224 AW995911 Hs.299883 tn3 hypothetical protein FU23399 Z1 

452679 Z42387 Hs.83683 TM transmembrane, prostate androgen induced Z1 

30 409956 AW1 03364 Hs.727 SS,TGF-beta,TGFb_propeptide inhibln,betaA(activinA,activinABal Z1 

438580 AA811262 Hs.299202 TM.pkinasesugarJr ESTs 2.1 

405400 SS,TM,trypsin NM_007196:Homo sapiens kajlikrein 8 (neur Z1 

424965 AW956282 Hs.144609 TM Homo sapiens. Similar to RIKEN cDNA 57305 Z1 

412270 AC005262 Hs.73797 TM,G-alpha guanine nucleotide binding protein (G pro 2.1 

35 428471 X57348 Hs.184510 TM.14-3-3 . stratifin 2.1 

427375 AL035460 Hs.177536 SS.Znj^pept.hormoneSteprolysin metallocarboxypepHdase CPX-1 Z1 

416498 U33632 Hs.79351 TM potassium channel, subfamDyK, member 1 Z1 

423453 AW450737 Hs.128791 SS.Granin.CDP-OHJ'Jransf CG1-09 protein Z1 

417944 AU077196 Hs.82985 SS,CX>Ln,ColIagen,vwc collagen, type V, alpha 2 Z1 

40 424197 AF096834 Hs.142989 SS.TM.CSD germ ceH specific Y-box binding protein Z1 

446163 AA0268B0 Hs.25252 TM,fh3 prolactin receptor Z1 

417331 AW411297 Hs.81972 TM,SH2,PID . SHC(Src homology 2 domain-containing) tr Z1 

430413 AW842182 Hs.241392 IL8.PX small inducible cytokine A5 (RANTES) Z1 

421685 AF189723 Hs.106778 TM,E1-E2_ATPase,HydrolaseE1-E2_ATPase ATPase, Ca transporting, type 2C, member Z1 

45 407305 AA715284 TM,rpJdnase,Sema,Plexin„repeatTIG,UM gbmv35f03/1 NCLCGAP_Br5 Homo sapiens c Z1 

407792 AI077715 Hs.39384 SS putaSve secreted ligand homologous to fj Z0 

418695 AA447014 Hs.193261 SS hypothefical protein MGC2991 Z0 

439738 BE246502 Hs.9598 TM,RasGAP,lQ,WW soma domain, immunoglobulin domain (tg), Z0 

433398 AW843150 Hs.112412 TM,PMP22_Claudin ESTs . Z0 

50 456327 H68741 Hs.38774 TM,Oyco_transf^8 ESTs. Z0 

446872 X97058 Hs. 16362 TM pyrimklinerglc receptor P2Y, G-protein co Z0 

419726 U50330 Hs.1274 SSJM.Aslacin.CUB.EGF bone morphogenetic protein 1 ZO 

410116 AW630671 Hs.58636 SS.TM squamous cell carcinoma anSgen recognize Z0 

426500 NMJH4638 Hs.170156 TM WAA0450 gene product Z0 

55 452194 AI694413 Hs.332649 TM,7tm_3^NF_receptor^usN olfactory receptor, family 2, subfamily I ~ Z0 

418140 BE613836 Hs33551 TM,E1-E2^ATPase rnicrclibnTIar-asscciated protein 2 Z0 

425B55 AF135025 Hs.159679 SS,trypsin kaHrkrein12 Z0 

434346 AA630445 Hs. 11 6773 TM,Fenicjeduct ESTs Z0 

426274 D38122 Hs.2007 TMJNF tumor necrosis factor (ligand) superfamil Z0 

60 440008 AW051683 Hs.277688 TM,RhoGEF,FYVE,PH ESTs Z0 

424634 NM-003613 Hs.1 51407 tg,tsp_1 carfiage intermediate layer protein, nuc Z0 

446641 AL049229 Hs, 15787 TM t pkinase 1 rrm Homo sapiens rnRMA; cDNA DKFZp564O1016 (fr Z0 

418851 AI417828 Hs.192435 TM ESTs Z0 

440351 AF030933 Hs.7179 TM,Rad1,Cadherin_CJerm RAD1 (S. pombe) homolog Z0 

65 439496 BE616501 Hs.32343 SS Homo sapiens, Sttnitar to RIKEN cDNA 1 1 100 Z0 

454197 BE140966 TM^rnoniumJranspWnesin,Am gb:MR0-KT006W»8119W)02-b06HT0065Homo Z0 

433573 AF234887 Hs£7652 TM t 7tn\.ZGPStRNA-synL2b,Seryi_tRNA_N cadherin, EGF LAG seven-pass Gtype recep Z0 

429211 AF052693 Hs.198249 TM^onnexIn gapjunctonprc^n;beta5(connexin31 ZO 

420737 L08096 Hs.99899 SS.TM.TNF tumor necrosis factor (ligand) superfamii Z0 

70 455333 AW897851 TM 1 Glyco_hydro_2 p>«C1^N0063.10050X)^^NN00£3Homo Z0 

414784 NMJW0344 Hs.288966 SS.TM.BIR survival of motor neuron 1 , telomeric ZO 

435836 AW292532 HsZ50175 TM.GNS1 SUR4 homolog of yeast long chain polyunsaturat Z0 

411789 AF245505 Hs.72157 TMJg.LRRCT DKFZP564I1922 protein ZO 

441455 AJ271671 Hs.7854 TM/as.DENN zinc/iron regulated transporter-lite Z0 

75 426068 AF029778 Hs.166154 SSJM.DSUEGF.NUOIX jagged 2 2.0 

439733 AL365412 Hs.107203 TM.Sm hypothetical protein from EUROIMAGE 17593 Z0 

435014 BE550898 Hs.10026 TM,RibosomaLL17 , mitochondrial ribosomal protein L17 , 1.9 

457819 AA057484 Hs.35408 TM ESTs, Highly similar to unnamed protein p 1.9 

422737 M26939 Hs.1 19571 SS.Coilagen.COLFI collagen, type III, alpha 1 {Ehlers-Oanto 1.9 

80 431104 AW970B59 Hs.313503 Semajg ESTs 1.9 

432210 A1567421 Hs.Z73330 TM t lamlnh_G,laminin_EGF 1 kazalubiquitin Homo sapiens, done IMAGE:3544662, mRNA, 1.9 

436511 AA721252 Hs.291502 TM,disint^nn,Reprolysin.Pep.M12Bj)ropep,pkrr^ ESTs 1.9 

419216 AU076718 Hs.164021 SS,IL8 small indudbte cytokine subfamily B (Cys ' 1.9 
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432169 Y00971 Hs.2910 
441128 AA570256 Hs.54628 
447160 AA33O310 Hs.24181 
419138 U4850B Hs.89531 
457817 AA247751 Hs.79572 
431009 BE149762 Hs.48956 
428957 NMJJ03881 Hs.194679 
41B546 AA224827 
400749 

408369 R38438 Hs.182575 
422765 AW409701 Hs.1578 
417409 BE272506 Hs.82109 
407720 AB037776 Hs.38002 
418830 BE513731 Hs.88959 
434769 AA548884 Hs.134278 
421593 Nr4J)1743S Hs.105956 
426064 BE3870H Hs.166146 
404604 NA 

422753 A1928995 Hs.1575 
422739 H20106 Hs.119591 
433068 NM_006456 Hs.288215 
419594 AA013051 Hs.91417 
4281B8 M98447 Hs.22 
428343 AL043021 Hs.12705 
429592 AB029041 Hs.209S46 
431620 M126109 Hs.264981 
424670 W61215 Hs.116651 
428373 AI751656 Hs.183986 
453449 W16752 Hs.32981 
432304 AA932186 Hs.69297 
432673 AB028B59 Hs.276605 
416207 NM.014745 Hs.336433 
408988 AL1 19844 Hs.49476 
417426 NM.002291 Hs.82124 
443883 AA114212 Hs.9930 
433328 AW298159 Hs^3644 
419981 AA897581 Hs.128773 
420931 AF044197 Hs.100431 
415023 AA932146 Hs.133494 
413644 BE154910 Hs.27B793 
449987 AW079749 Hs.184719 
421340 F07783 Hs.1369 
417866 AW067903 Hs.82772 
430259 BE550182 Hs.127826 
432998 AA835948 Hs.153307 
431671 NMJJ16937 Hs.267289 
411773 KM_006799 Hs.72026 
425247 NML005940 Hs. 155324 
422976 AU076657 Hs.1600 
425159 NM.004341 Hs. 154868 
447776 AI525625 Hs.130181 
426908 AW815163 Hs.172851 
408116 AA251393 Hs.289052 
417847 A1521558 Hs.7331 
Hs.78853 
Hs.154029 
Hs.117938 
Hs.1787 
Hs.193726 



415791 

407903 A1287341 



Hs.90691 
Hs.85201 
Hs.266902 



422511 AU076442 

414117 W88559 

426841 AI052358 

415272 AA164215 Hs^03186 

426440 BE382756 Hs.169902 

419488 AA316241 

418452 BE379749 

431363 M86528 

440975 AW499914 Hs.7579 

438962 BE046594 

414602 AW630088 Hs.76550 

418054 NM_002318 Hs.83354 

440501 AA887391 Hs.202229 

449309 AW589823 Hs.224189 

421461 AW291023 Hs^7255 

412584 X54870 Hs.74085 

441565 AW953575 Hs.303125 

431837 T79326 Hs^26553 

436251 BE515065 Hs.296585 

448633 AA311426 Hs.21635 

424291 AL120051 Hs.144700 

415388 AF018081 

435550 AI224456 

448568 AA149121 

439246 AI498072 

410001 AB041036 



Hs.78409 
Hs.4934 
Hs.71947 
Hs.77783 
Hs.57771 



417312 AW888411 Hs.81915 SS.Stalhmin 



TM,Pribosyltran 

TM/as 

TM 

TM,RYDRJTPR,RyR,SPRY 

TM.hemopexin,Peptidase_M10 

SS,TM.connewn 

SS.TM.vwcJGFBP.tspJ 

TM,vwa t FG^APjntegrin_A 

SS,TM,WUrecepLa,fn3.WLrecepLb 

F-prolein 

TM.BIR 

TM,Syndecan 

TM,calponin,CH 

TM.OT-OrLPJransf.MCM 

TM,COPOH_P_transfMCM 

SS.TM 

TM.WH1 

TM 

SS.TM.Sm 
SS,aaLadaptor_5 
SS,Pribosy1lran 
TM 

THTransglutarnin_C,Transghrtan^NJransg!uLcore 

TM,Rhombold,HMG_boxTPR 

Troponin 

C2.PH.RasGAP,NTP_transL2 
«9 

SS,TM,ig 

SS,ig,Sema 

TM,7lmJ 

TM.DnaJ,DnaJ_CDnaJ 

SSJM^f-DHHC 

TM,Ptexin__repeatSem3,tspJ 

SS,laminin_EGF,lamimn_Ntemi 

SS.THserpin,Marek_A . 

SS.TM 

TM,SW_Sno 

SS.TM.IL8 

TM,RiboscmaLS17RnxjsomaU1 3 
TM,Gryco_rrydro_2 

TM.ABC tran I ABC_membraneion_trans 
SSjSUsW 

SSJRCoflagen.COLn.TSPN 

TM t traiismembrane4RasGEF,RA 

TM.SDF 

TM.NA 

trypsin 

SS,TM,PepMaseJrf10,hemopexin 
TM,cpn60_TCP1,Sema 

SSJM,GATase,OTCace.CPSase^chain 1 Dihydrooro 
Ricin_BJecfin 

SS,TM t fus!on_gly 1 Myosirutaaadh_short 

TM,Na_Ca_ExCamlacy1transf 

Uteroglobin 

SS.TM.UNG 

TM,iJb}qiiitjriMiinin_G4arninln_EGF,kaza! 
TMj>450 

TM.torutrans.lCtetra 
TM,asp 

TM 1 TPR,pttnas8jg,B56 
TM,sugarJr^(jrkJiead 
FGF 

SS,TM,lectinj3 
SS.NGF 
SS.TM 

TGF-bela,bZIP 
SS 

TrAmilo.can-.LysyLoxidase 
TM.GalactosyU 
TM 

TM,lysyLoxidase,SCP2,Band_7 
TM,lecfinjc 
TM 

TM,7tm_3^NFjeceptor^ushi 
SS,Y_phosphataseTlG 

TM,EGF.lamin!rLG,fibrinogen^C,F5_F8_lype„CtubuBn 
TM,Ephrin,HisLdeacetyt 
SS,TRTSPN,Collagen 
TM.LRR.LRRa 
TM.LRRCT 

SS,TM.REJ.PUT.PKD.WSC.LRRCT.(3 > SPMP2^aa 
SS.TM,trypsin 



phosphoribosyl pyrophosphate synthetase 2 1 .9 

ESTs, Weakly similar to T23273 hypothetic 1.9 

ESTs 1.9 

ryanodine receptor 1 (skeletal) 1 .9 

calhepsin D (lysosomal aspartyl protease) 1.9 

gap junction protein, beta 6 (connexin 30 1.9 

WNT1 inducible signaling pathway protein 1 .9 

gb:nc32g04.s1 NCLCGAP_Pr2 Homo sapiens c 1 .9 

NM.0031 05*:Homo sapiens sorCtin-related 1 .9 

solute carrier family 15 (H??7 transporte 1.9 

bacutoviral IAP repeal-containing 5 (surv 1.9 

syndecan 1 1.9 

WAA1355 protein - 1.9 

hypothetical protein MGC4816 1.9 

Homo sapiens cDNA FU 12676 fis, done NT2 1 .9 

gtobotriaosytceramlde/CD77 synthase; Gb3/ 1.9 

Homer, neuronal immediate early gene. 3 1.9 

Target Exon 1.9 

small nuclear ribonudeoprotein D3 polype 1 .9 

adaptor-related protein complex 2, sigma 1.9 

siaiyltransferase 1.9 

topoisomerase (DNA) II binding protein 1.9 

transglutaminase 1 {K polypeptide epiderm 1.9 

ESTs 19 

WAA1118 protein 1.9 

Z-5'-ofigoadenylate synthetase 2 (69-71 1.9 

epithelial V-fike antigen 1 1.9 

poxvirus receptor-felaled 2 (herpesviru 1 .9 

sema domain, immunoglobulin domain (Ig), 1.9 

ESTs 1.9 

DnaJ (Hsp40) homolog, subfamily B, member 1 .9 

Homo sapiens, clone MGG2908. mRNA, compl 1.9 

Homo sapiens clone TUA8 CrvdiKhat regio 1.9 

laminin, beta 1 1.9 

serine (or cysteine) proteinase inhibitor 1.9 

ESTs, Weaity similar to S65824 reverse tr 1 .9 

ESTs 1.8 

small inducible cytokine B subfamily (Cys 1.8 

Homo sapiens clone TCCQA00164 mRNA seque 1.8 

ESTs, Weakly similar to Z195_HUMAN ZINC F 1.8 

ESTs. Weakly similar to ALU INHUMAN ALU SU 1.8 

decay accelerating factor for complement 1.8 

collagen, type XI, alpha 1 18 

RalGEF-like protein 3, mouse homolog 1.8 

ESTs 1.8 

polymerase (DNA directed), alpha 1.8 

protease, serine, 21 (tesfisin) 1.8 

malrix rnetailoproteinase 1 1 (stromelystn 1.8 

cteperonmcoirlaWngTCPl.subuTutSfep 1.6 

carbamoyt-phosphate synthetase 2. asparta 1.8 

UDP^aatyWphB-D-galactosamine:polype 1.8 

arginase,typell 1.8 

Homo sapiens, Similar to RIKEN cDNA 54304 1 .8 

hypothefical protein FU22316 1.8 

uracfl-DNA grycosylase "* 1.8 

bHLH (actor Hes4 1-8 

collagen, type XVII, atonal 18 

DroteoEpid protein 1 (Peloaeus-Msrzbach 18 

ESTs 18 

ESTs 18 

solute carrier family 2 (facilitated glue 18 

nudeophosmin/nucleoptasmln 3 18 

C-type (calcium dependent, carbchydrate-r 18 

neurotropHn 5 (neurotrophfn 4/5) 1 .8 

hypothetical protein FU10402 18 

gbluv41c11 J<1 NCLCGAP_RDF2 Homo sapiens 18 

Homo sapiens mRNA; cDNA 0KFZp554B1264 (fr 1 .8 

rysyl oxidase-like 2 18 

ESTs 18 

ESTs 18 

ESTs, WeaWy similar to A46010 X-linked r 18 

DNA segment on chromosome 12 (unique) 248 1 .8 

p534nduced protein PIGPC1 18 

oifactory receptor, family 2, subfamily I 1 .8 

nucleolar protein (KKE/D repeat) IB 

tubulin, gamma 1 IB 

ephrin-B1 18 

collagen, type XVIII, alpha 1 • 18 

Ksapiens polyA site DNA 18 

ESTs 18 

membrane-associated tyrosine- and threoni 18 

katlikrein 11 18 

leukemia-associated phosphoprotein p18 (s • 18 
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Hs.23476 
Hs.98453 
Hs.30928 
Hs^5303 



Hs.170531 
Hs.86947 
Hs.192734 
Hs.35861 



Hs.152213 

Hs.30738 

Hs.198287 

Hs.83883 

Hs.334725 

Hs.251754 



Hs.152925 

Hs.44680 

Hs.133494 

Hs.154918 

Hs.76941 



444152 AI125694 Hs.149305 
453454 AW052006 Hs.8551 
449320 AB030835 
428329 AA426091 
5 452875 BE275760 
444031 BE271513 
443534 AI076123 
413313 NM.002047 Hs.75280 
452B74 AK001061 Hs.30925 
10 453140 AA032238 
418641 BE243136 
432925 AA878324 
453857 AU080235 
457663 AW371946 Hs.337459 
15 452873 AK001247 Hs.30922 
436396 A1683467 
452835 AKD01269 
459647 R34107 
418245 AA08B767 
20 448484 BE613340 
431369 BE184455 
434877 AW974792 Hs.292171 
428923 BE047698 Hs.188785 
402915 NA 
25 420185 ALD44056 Hs,158047 
445739 AW136354 Hs.145303 
409435 A1B10721 Hs.95424 
408688 A1634522 
420085 AI741909 
30 433933 AI754389 
430965 AA489732 
414703 BE243877 
423464 NWL016240 Hs.128856 
416737 AF154335 Hs.79691 
35 409012 AL117435 Hs.49725 
423804 AW403448 Hs.1706 
410418 D31382 Hs.63325 
440028 AW473675 Hs.125843 
457646 AA725650 Hs.112948 
40 445439 BE243084 
420426 AA262045 
431341 AA307211 
412338 AA151527 
414799 AI752416 
45 452700 AI859390 

430877 NM.005269 Hs^693 
428624 AI125222 Hs.98712 
444065 AW449415 Hs.10260 
416319 A1815601 
50 429367 AB007867 
430425 AA531428 
441668 AI611973 
418469 U34879 
450835 BE262773 
55 418859 AA229558 
425304 AA463844 
423635 XB5019 
414820 AA371931 
440654 AW014242 Hs.159998 
60 412276 BE262621 Hs.73798 
422087 X58968 
407151 H25836 
410726 A1623859 
452012 AA307703 
65 433627 AF078866 
409220 BE243323 
427082 AB037858 
426410 BE298446 
433598 AI762836 
70 436495 BE258948 
422032 AA476966 
429736 AF125304 
427600 AW630918 Hs.179774 
431981 AA664069 Hs.115779 
75 407736 N41744 
420187 AK001714 
424620 AA101043 
430488 D19589 
423393 R37772 
80 444051 N48373 



TM 
TM 

SS.adenytalekmase 
TM,Gal-bindJec6n 
TM^pdlpoprateinig 
TM,PepudaseJA10,hemopexin 
TM 

TM,WHEP-TRS,7tm_2 
SS 
TM 

SS,TM.dislnlegrin,Pep_M12B_propep,Repro!ysin 



Hs.12719 
Hs.36567 
Hs^51531 
Hs.69485 
Hs.77326 
Hs.288940 



Hs.79197 

Hs.278311 

Hs.241412 

Hs.127525 

Hs.85279 

Hs.25584 

HU1339 
Hs.130181 
Hs.77422 



Hs.11 1301 
Hs.301527 
Hs.15936 
Hs.279766 
Hs.284296 
Ks.51233 
Hs.173484 
Hs.305890 
Hs.271433 
Hs.290374 
Hs.110857 
Hs.212680 



Hs.19978 
Hs.95744 
Hs.151254 
Hs.13453 
Hs.21420 
Hs.10247 



TM 
TM 
TM 

SS,wnt 
TM 
'« 

TM.PEPCK 
TM 

SS.wap 
TM 
TM 

TM,HC03_cotransp 
TM 
TM 

TM,p450 
TM 
TM 

TM,Ribosoma!_S17RibosomaLL13 
hormone_rec,Prog_receptor 1 zf-C4 
SS,TM,NaJ<-ATPaseE2F_TDP 
TM,Collagen 

SS.TMJ.lM,PDZsugar_tr.PDZ,LIM 
TM,RhoG£Fzf-DHHC,adh_short 
TM.IRF 

SS.TM.tivpsin.tdljecepLa 
TM 

TM.SPRY 
SS.TGF-bela 

TM,GatacfosyLT_2ATP-synLC 
TM.proteasome 

TM,Sema,Plexm_repealT1G ( Rexiruepeal 
SS,thyrog!obulia_UGFBP 
TM,DlX,RGS,(hiored 

GST CtRNA-synU •WHEP-TRSJGF-beta 
TM,8^ 1 Yjhosphatase,MAM^ ) fn3MSP^domaIn 
TM,lonJrans 
SSJMJg 

Sema,Plexin_repeat,TlG 
TM 

TMAnTmoniumJransp 
SS,TM,adh_short 
TMArfGap 
TM 

TMJg.lTAM 
TM,rednJUecfln 
TM4on_trans,UM,Synaptflphysin 
TM.connexin 
SS MIF 

SslPeptidase_M10,fti2,hemopexin 
SS.TNF 
TM.PX 
TMJdnesin 

TM,SURF4,SURF1,DEADnpocaIiii 
TM.death,TNFK.c6 
TM,Tritojcarr 
TM.Bd-2.BH4 

TM,Cytidyryttransf,SIR27tm_2 
TM^rmadIHo_seg 

mTFHS^^POl^15KDsenMXhormcne_cec^C4 
SS.TNFK.c6 

TMJransglutamSn.CJr^ 
lamlnituBJamnjn.EGF 
TRSutfatase 
TM 

SS,TM.trypsin 
TM 

TM,!hioredpkm3se 
SS.lg 



hypothetical prolein MGC2603 
PRP4/STK/WD splicing factor 
Opl-interacting zinc finger protein 
ESTs, Moderately simHar to R27328 2 (H.s 
DNA segment on chromosome 19 (unique) 117 
hypothetical protein FU13154 
gb:oy92e04jc1 SoaresJetal_Dver_spleen_1 
glycyt-tRNA synthetase 
hypothetical protein FU10199 
ESTs 

a disintegrin and melaiioproteinase domai 
ESTs 

DKFZP586E1621 protein 
ESTs 

hypothetical protein FU 10385 
wingless-type MM7V Integration site famil 
hypothetical protein FU10407 
pregnancy specific beta-1 -glycoprotein 11 
transmembrane, prostate androgen Induced 
Homo sapiens. Similar to RIKEN cDNA 94300 
secretory leukocyte protease inhibitor (a 
ESTs 
ESTs 

ENSP00000202587*:Bicarbonate transporter- 

ESTs 

ESTs 

ESTs 

K1AA1268 protein 

hypothetical protein FU20979 

Homo sapiens done TCCOA001 64 mRNA seque 

ESTs 

ATPase, Na? transporting, beta 3 potypept 
CSR1 protein 
LIM domain protein 
DKFZP434I216 protein 
intefferon-sfimuiated transcription facto 
transmembrane protease, serine 4 
ESTs. Weakly similar to T17227 hypothetic 
ESTs 

regulator of nonsense transcripts 1 
Homo sapiens cDNA FU 14227 fis, done NT2 
proteasome (prosome, macropain) subunH, 
hypothetical protein FU 12436 
insuKn-iike growth factor binding protei 
five-span transmembrane protein M83 
gHoma-associated oncogene homotog (zinc 
hypothetical protein DKFZp434H0311 
Homo sapiens cDMA FU 11 341 fis. clone PLA 
C083 anfigen (activated B lymphocytes, hn 
ptsxmBI 

apoiipoprotein L. 2 
ESTs 

hydroxysteroid (17-bela) dehydrogenase 1 

hypothetical protein FU10767 

gbaw15d10s1 NCLCGAP_Prt Homo sapiens c 

fibroblast growth factor 11 

UDP44^r^pria^atactos3niir«pc^ 

proteofipid protein 2 (colonic epithelium 

ESTs 

macrophage migration inhMory factor (g 
matrix metalloproteinase 2 (geJatinase A, 
ESTs, Moderately similar to unknown [H.sa 
ESTs 

kinesln famfly member 4A 
Homo sapiens cDNA: FU22993 fis, clone KA 
tumor necrosis factor receptor superfamil 
rrypothefical protein FU 10337 
BCL2-fike 1 

ESTs, Moderately similar to AU^HUMAN AL 
ESTs. Weakly slmter to ALU8_HUMAN ALU SU 
rjolymerase (RNA) III (DNA directed) polyp 
tumor necrosis factor receptor superfamil 
proteasome (prosome, macropain) activator 
ESTs 

CGW0 protein 

hypothetical protein similar to ankyrin r 
kaUfcrein 7 (chymotrypDc, stratum come 
hypotheficai protein FU 14753 • 
p21-acthratad protein kinase 6 



1.8 
1.8 
1.8 
1.8 
1.8 
1.8 
1.8 
1.8 
1.8 
1.8 
1.8 
1.8 
1.8 
1.8 
1.8 
1.8 
1.7. 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
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1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
- 1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
1.7 
17 
1.7 
17 
1.7 
17 
17 
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TABLE 13B 



Pkey: 
CAT 



Unique Eos probesel Identifier number 
Gene cluster number 
Genbank accession numbers 



Pkey 

408344 
418546 
418859 
418669 
437938 



CAT Number Accessions 



438962 
443534 
447197 
454197 



455333 
457570 



105240J 
176677J 
179717J 
179863,1 
44573J 



467390J 
572957.1 
711623J 
1050392J 



1281044J 
357443J 



AA053843BE162213 

AA224827 T59708 T59843 BE156903 

AA229558 AA345492 AA229582 

Sff7 N^ra7O40N^H AI308119 AW967677 N35320 AI251473 H59397 AW971573 R97278 W01059 AW967671 AA908598 AA251875 
AU20501 AJ8^2Wff7891^4 U71456T82391 BE328571 n5102R34725AA884922BE328517AI21978BAA884444 N92578 F13493 
A^2^94 AIS6M51 AWB7406B AL134043 AW235363 AA663345 AW008282 AA488964 AA2831 44 Al 890387 AI950344 AI741346 A1689062 

^89^975AW^ 

aS 01^1669/^ 874 AIB1 9225 AW205862 A1683338 A1858509 AW276905 A1633006 AA972584 AA908741 AW072629 AW51 3996 

H83488 W37181 W78802 R66Q55 AI002839 R67840 AA300207 AW9595B1 T63226 F04005 
BE046594 BE046667 AA828585 AI207343 
AI076123 AI244B34 AI695239 

BE140966 S>961 BE140967 BE141006 BE140985 BE140970 BE141669 BE141653 BE141664 BE141655 BE141661 BE141660 BE140969 
BE141673 BE141650 BE141674 BE141550 BE141688 AW178241 BE140994 BE141666 BE140998 BE14100B BE140988 BE141011 BE140975 
BE141667 BE141675 BE141657 BE141681 BE141656 BE141672 BE141680 AW178237 BE141012 BE140990 BE141658 BE141648 BE141013 
II 416^11 4^3 Si 410^ 

BE141005 BE141691 BE141O0O BE141652 BE140965 BE141562 BE140960 BE140962 BE141001 BE140978 AW178229 AW178239 BE141671 
AW178230 BE141547 AW178235 BE141663 BE141549 BE140996 BE141003 AW178236 BE141002 BE141556 
AW897851AW897852 
AA579426 AA579436 AA573736 



TABLE 13C 



sequence of human chromosome 22." Ounham I. et al„ Mature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
Nt_position: Indicates nucleotide positions of predicted exons. 

NtposfGon 

17982-18115,20297-20455 
9162-9293 
98330-98449 

32585-32756,36281-36540,40791-40933,4401844179 
76253-76364 
76516-76690 
140-276 
80430-81581 
72019-72509 

118677-118807.119091-119296.121626.121823 
124361-124520,124914-125050 
1553-1712,1878-2140,42524385,5922-6077 
182212-182958 



Pkey 


Ref 


Strand 


400666 


8118496 


Plus 


400749 


7331445 


Minus 


401103 


8568122 


Minus 


401486 


7341763 


Plus 


401575 


7229804 


Minus 


402745 


9212200 


Minus 


402915 


7406502 


Minus 


404440 


7528051 


Plus 


404604 


9212537 


Minus 


405545 


1054740 


Plus 


405547 


1054740 


Phis 


406400 


9256298 


Pius 


406467 


9795551 


Plus 



TABLE 14A: 209 GENES UP-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT TISSUES THAT ARE UKELY TO ENCODE EITHER ENZYMES OR 
PROTEINS AMENABLE TO MODULATION BY SMALL MOLECULES 

Table 14A lists about 209 genes up-regulated in cervical cancer compared to normal aduB tissues that are likely to encode either enzymes or proteins amenable to modutaifen by 

or equal 40 units, and the predicted protein contained a structural (tornainth^ 
phosphatase, ATPase, or ionjransporter domains). The predicted protein domains are noted. 



Pkey: Unique Eos probeset Identifier number 

ExAccrc Exemplar Accession number, Genbank 

UnigenelD: Unigene number 

PPDomains: Predicted Protein Domains 

Unigene Title: Unigene gene fitle 

R1: Ratio of tumor to normal adult tissues 



accession number 



Pkey ExAccn 

416007 M13509 

439606 W79123 

400289 X07820 

415817 U88967 

416209 AA236776 



UnigenelD PPDomains 



Hs.83169 
Hs.58561 
Hs.2258 
Hs.78867 
Hs 79078 

404996 NMJJ01333 Hs*7417 



SS4iemopexin,Peptidase_M1 0 
TM,7tm_1 

hemopexin,Peptkfase_M10 

SS,TM.Y_phosphatase,carb_anhyd 

TM.HORMA 

Pep8dase_C1 



Unigene Title 

matrix metalioproteinase 1 (interst 
G protein-coupled receptor 87 
matrix metalioproteinase 10 (stroma 
protein tyrosine phosphatase, recep 
MAD2 (mitotic arrest deficient yea 
CTSL2CalhepslnL2 
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R1 

38.9 
28.8 
20.5 
16.4 
15.4 
13.1 
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5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



428518 AA885380 Hs.160199 
429486 AF155827 Hs.203953 
419183 U60669 Hs.89663 
428388 BE440042 Hs.83326 
420759 T11832 Hs.127797 
458194 AW3B3618 Hs.265459 
446232 A1281848 Hs.194691 
424905 NM_002497 Hs,153704 
452291 AF015592 Hs.28853 
424085 AI351010 Hs.102267 
425710 AF0308BO Hs.159275 
433133 AB027249 Hs.104741 
447254 NNL004153 Hs.17908 
431941 AK000106 Hs.272227 
427821 M470158 
436211 AK001581 
403471 NA 
410153 BE311926 
457405 AA504860 
421948 U2583 
439292 AA090421 
413625 AW451103 
425695 NM_005401 
438394 BE379623 
432239 X81334 
408536 AW381532 
432226 AW182766 
419520 AB009303 
426350 NNL003245 Hs.2022 
421155 H87879 Hs.102267 
423673 BE0D3054 
450375 AA009647 
418379 AA218940 

457465 AW301344 

412333 AW937485 

450510 AA010056 

436291 BE568452 

446353 A1290919 

435435 T89473 

425071 NM.013989 Hs.154424 

433322 H50621 Hs.134156 

408908 BE296227 Hs.250822 

444781 NM.014400 Hs.11950 

428479 Y00272 Hs.184572 

406687 M31126 

423035 AW449679 

449228 AJ403107 

423738 AB002134 

457030 AI301740 

448995 A1613276 

415857 AA866115 

438390 AI422017 



Hs.98202 
Hs.334828 

Hs.15830 

Hs.334309 

Hs.5555 

Hs.71371 

Hs.159238 

Hs.27693 

Hs.2936 

Hs.135188 

Hs.273558 

Hs.90800 



Hs.1695 
Hs.6850 
Hs.137516 
Hs,122908 

Hs.242998 
Hs.5101 
Hs.153661 
Hs.192328 



Hs.272620 

Hs.156739 

Hs.148590 

Hs.132195 

Hs.173381 

Hs.5662 

Hs,127797 



pkinase 

heIicase_C.SNF2_Nhelicase_C 
p450 

SS.Peptidase_M1 Chemopexin 

helicase_C 

p450 

TM,7tm_3RibosomaI_L13 

TM,pWnase 

TM, pkinase 

LysyLoxidase 

TM.SulfeleJransp.STAS 

TM.Cofiagen, pkinase 

SS t AAA t BAH 

pWnase.Furin-raffi,Rec8p_L.dom 

TM,7tm_1 

Amrrwniumjransp 

SS,TM,bypsin 

Glycos_transf_2 

TM,7tm_2 

filamenl,HCX)3jJolransp1ilament 

TM f AAA,Ferric_redud 

TM.E1-E2_ATPase,Hydrolase 

TM,Band_41,Y_phosphatase 

SS.proJsomerase 

SS,Peplidase„M1 0,hemopexin 

SS,TM f E1-E2_ATPase,Cation_ATPa 

Cytidylyltransf 

TM,hemopexin,Peptidase_M10 

TM,Transglutemin_C,Transgtutam 

SS,Lysyl_oxidase,Aldose_epim,E 

SS,TM.Peptidase„M10,hemopexin 

TM,disinlegrin,Pep_M12B_propep 

AAA 

Pribosyltran,Suiratase 
TMJtm 1 

DNAJopotso1l,Dr^topoisoJVIGF 

abhydrolase 

HECTpkinase 

lipase,PLAT 

SS,TM,T4_deiodinase 

T^nJransNB-ARC,CARD,mitoj: 

TM^pkinase 

PH4actamase_B 

pkinase 

SS.PeptidaseJdlO.hemopexin 

TM,GiycoJransf_8 

TM,PAFnAH,p450 

SSJWrypsin.SEA 

TM,DihydrooTotase 



helicase.C 
TM,DSL,7tm_17tm_1 



429900 


AA460421 


Hs.30875 


pkinase 


446292 


AF081497 


Hs.279682 


AmmoniuirLtransp 


422938 


NM.001809 


Hs.1594 


THlhiolase 


40B771 


AW732573 


Hs.47584 


TM.KJetra.iorUrans 


424296 


AI631874 


Hs.155140 


pkinase 


436246 


AW450963 


Hs.119991 


connex!nhormonejec^f-C4 


411274 


NNL002776 


Hs.69423 


trypsin 


400666 






SS l hemopexin,Pepfidase_M10 


426920 


AA393351 


Hs.132121 


. PDEase 


412471 


M63193 


Hs.73946 


SS,TM,Glycos_transf_3 1 Cam_acy 


430704 


AW813091 


Hs.335799 


Eptmerase 


455092 


BE152428 




Sulfatase 


453775 


NM.002916 


Hs.35120 


AAA,PI3J>W_Hnase,PI3Ka,PI3K_ 


438993 


M828995 




mtegrin.B 


426572 


AB037783 


Hs.170623 


hormone_rec4-C4 


449101 


AA205847 


Hs.23016 


SS.TM.7tmJ 


427660 


AI741320 


Hs.114121 


hormoneje«f-C4 


402481 






TM,G01.7tmJ 


414774 


X02419 


Hs.77274 


SS.kring1e,trypsin 


412246 


A1160873 


Hs.69233 


SuHolfansferACOX 


418462 


BE001596 


Hs.85266 


SS,TM,'mtegrinJ3,tn3 


424687 


J05070 


Hs.151738 


SS t Pep6dase_M10,fh2,hemopexIn 


401486 


MA 




SS,TM.trypsln 


408113 


T82427 


Hs.194101 


WtmJRibosornaU-13 


427359 


AW020782 


Hs.79881 


TM,7tmJ 


402337 






SS,p450 


420930 


AW888650 




ribonucteas9_T2 


443426 


AF098158 


Hs.9329 


pkinase 


439750 


AL359053 


Hs.57664 


TMjntegrinJ^RirinJUectinrr 


420039 


NM.004605 


Hs.94581 


CARD.SuKotransferDAGKc 


448733 


NM.005629 


Hs.187958 


SS.TM.SNF.ABC tran,isodh,pkina 



Target CAT 12.7 

hypothetical protein FU10339 12.6 

cytochrome P450, subfamily XXIV (vi 12.3 

rtiatrixmeta!loproteinase3{stromel 10.2 

Homo sapiens cDNA FU11381 fis, do 10.2 

ESTs, Moderately similar to ALU2^HU 9.4 

relinoic acid induced 3 8.9 

NIMA {never in mitosis gene a)-rela 8.9 

CDC7(cefl division cycle 7, S.cer 8.7 

lysyi oxidase 8.3 

solute carrier family, member 4 7.8 

PDZ-binding kinase; T-cell originat 7.4 

origin recognition complex, subunit 7.1 - 

Homo sapiens cDNA FU20099 fis, do 6.9 

ESTs 6.9 

hypothefica! protein FU10719; KIAA 6.9 

Target Exon 6.7 

hypothetical protein FU12691 6.5 

gb:ab03a10.s1 Stratagene feta! refi 6.4 

keratin 6A 6.3 

hypothetical protein MGC5347 5.8 

ESTs 5.8 

protein tyrosine phosphatase, non-r 5.7 

pepiidytproiyt isomerase (cyclophO 5.6 

matrix metalloproteinase 1 3 (coilag 5.5 

ESTs 5.4 

phosphate cytidyiytlransferase 1 , c 5.2 

matrix metalloproteinase 16 (membra 5.1 

transglutaminase 3 (E polypeptide, 5.0 

lysyl oxidase 4.9 

matrix metalloproleinase 1 2 (macrop ... 4.8 

a disintegrin and metallbproteinase 4.8 

Cdgetin-iike 1 4.7 

DNA replication factor 4.6 

gb:<W)T0044-221299O45-bQ9 OT0044 4.6 

ESTs 4.6 

protein regulator ot cytokinesis 1 4.6 
ESTs 4.5 
ESTs 4.5 
deiodlnase, lodothyronine, type II 4.4 
ESTs, Weakly similar to 138022 hypo 4.4 
serine/threonine kinase 15 4.4 
GPI-anchored metastasis-associated 4.4 
cell Division cycle 2, G1 to S and 4.2 
pregnancy specific bela-1-grycoprot 4.2 
Rsapiens XG mRNA (clone PEP1 1) 4.2 
protein related with psoriasis 4.2 
airway trypsin-like protease 4.1 
oTrrydropyrimidmase-Ske 2 4.1 
guanine nucleotide binding protein 4.0 
Homo sapiens cDNA FU1 1381 fis, do 4.0 
gb:tf45f12a1 NCLCGAP_8m23 Homo s 4.0 
ESTs 4.0 
Rh type C glycoprotein 3.8 
centromere protein A (17kD) 3.7 
potassium voltage-gated channel, de 3.6 
casein kinase 2, alpha 1 polypeptid 3.6 
ESTs 3.5 
kalGkrebilO 3.5 
NM_002425:Homo sapiens matrix metal 3.5 
ESTs 3.5 
endothelial cell growth factor 1 (p 3.4 
ESTs 3.4 
gb:CMO-HT0323-151299-12to04HT0323 3.4 
repitcatfon factor C (activator 1) 3.4 
gb:od77b08.s1 NCI_CGAP_Ov2 Homo sap 3.4 
hypothetical protein FU11183 3.4 
G proteirvcoupled receptor 3.3 
Homo sapiens cDNA: FU23228frs, d 3.3 
NM_001821*:Homo sapiens chorolderem 3^ 
plasminogen activator, urokinase 3.3 
zinc finger protein 3.3 
integrin, beta 4 3.3 
matrix metalloproteinase 9 (gelatin 3.3 
C4000647-.gi|4758508|reilNP_004253. 3.2 
Homo sapiens cDNA: FU 20869 fis, d 3.2 
Homo sapiens cONA: RJ 23006 fis. d 3.2 
Target Exon 3.2 
gb:CM4-NT0007-130500-551-a)6 NT0007 3.2 
chromosome 20 open reading frame 1 3.1 
Homo sapiens mRNA futl length inser 3.1 
sulfotransf erase family, cytosolic, 3.0 
solute carrier family 6 (neurotrans 3.0 
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444946 AW1 39205 
450841 AI741466 
42B262 AI651324 
435399 AA579463 
446733 AA863360 
449746 A1668594 
418844 MS2982 
414581 AA256213 
431629 AU077025 
445873 AA250970 
438113 AI467908 
422689 AW856665 
439453 BE264974 
413582 AW295647 
410664 NMJJ06033 
456456 AA477609 
413273 U75679 
426343 NM.014642 
403763 

408380 AF123050 
401230 

418030 BE207573 
445640 AW969B26 
432865 A1753709 
419667 AU077005 
406671 AA129547 
412530 AA766268 
431890 X17033 
404184 NA 
428450 NM.014791 
425698 NM.016112 
453331 AI240665 
444826 AI674482 
414987 AA524394 
438746 AI885815 
429413 NM_014058 
407103 AA424881 
453379 AA035261 
421733 AL1 19671 
452220 BE158006 
417975 M641836 
400301 X03635 
408938 AA059013 
411643 A1924519 
446638 AL133063 
430129 BE301708 
417655 AA780791 
448005 AW207437 
423973 AF038461 
437897 AA770561 
J04088 



Hs.156457 
Hs.270515 
Hs.7298 

Hs.26040 
Hs.176588 
Hs.1200 
Hs.72010 
Hs.265827 
Hs.251946 
Hs.8882 

Hs.6566 
Hs.71331 
Hs.65370 
Hs.89563 
Hs.75257 
Hs.169387 

Hs.44532 

Hs.83321 
Hs.31704 
Hs.152484 
Hs.92208 
Hs.285754 
Hs.266273 
Hs.271986 



SS,TM,abhydrolase 

projsomerase 

dealh.pkinase 
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65 
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425397 

432777 AA564991 

421247 BE391727 

425465 L18964 

419281 H96452 

434205 AF119861 

453406 AI192987 

435542 AA687376 

443151 AI827193 

431630 NWL002204 

422310 AA316622 

441954 A1744935 

414907 X90725 

439810 AL109710 

429359 W00482 

432284 AA532807 

452947 AW130413 

423229 AC003965 

453941 U39817 

439963 AW247529 

424439 AA579635 

45Z755 AW138937 

429922 297630 

434149 Z43829 

417576 AA339449 

409994 086864 

416763 AI908127 
414733 BE514535 
443171 BE281128 
430637 BE160081 
452367 U71207 
408308 AL033377 
417900 BE250127 



TM,p450 
SS,p450 

SS f TM,Kpoxygenase.PlAT 
TM,Cam acyltransf.ChofineJdn 
SS,tRNA_antiSH2,SH3.pWn3se 
SS,rrn\PABPpkinase,14-3-3,rrm 
TM,7tmJ 

helIcase_C,SNF2_Nhe0case_C 
SS.AAA 
carb_anhydrase 
TM,npase,PLAT 
FBPase 
TM,lg,pWnase 
TM,SCAN7tmJ 
TMJtmJ 

TM,ubiquHin7tm_3ANFjeceptor 
SS,TM,ion_trans f IQ 
SSJM,Peptidase_S26.Bontein 
TM,a1pha-amylase 

TM t (on_transNB-ARC,CARD,WD40 1 m 
SS,TMgdisjntegrin,Repfo!ysin,P 
THpJtoe.Plexln_repeat.Sema, 
abhydrolase 
vwa,FG-GAP,integrin_A 
SS.TM,7tmJ 
Hs.184339 pkinase,KA1 
Hs.1 59241 TM,pkiriase t ionJrans 
Hs.8895 TM,disintegrin,Pep_M12B_propep 
Hs.148441 pkinase,SAM 
Hs.294022 connexinhormon8_rec.zf-C4.conn 
Hs.1B4727 Ribosomal_S2,transfBnin 
Hs.201B77 trypsin 
Hs.256301 TM,cNMPJjindingbypsin 
Hs.61753 PAN,kringle,trypsin 
Hs.1420 SS,TM,lg,pkinase 
Hs.212296 TMjnlegrin_\F^GAP 
Hs.30085 SS.trypsin 
Hs.1657 TM t OesLrecep^C4,hormone_re 
Hs22€07 Y_phosphalase 
Hs.1 92570 DEAD.helicase.C 
Hs.15783 TM^kinase 
Hs.233955 TM,Gyco_transfJ1 
Hs.14014 Perjfidase_M41,AAApkinase 
Hs.170378 pMnase 
Hs.136574 TM.fipaxygenase.PLAT 
Hs.146170 SS,proJsomefase 
Hs.156346 DNA.topofeoll^NA.topoisolNflGF 
Hs.269477 alpha-amylase 
Hs.102910 TM,lRNA-synLl ,SPRYF5_F8 Jype_ 
Hs.1904 TM.pidnase.DAG^PE-blnd.OPR.pW 
Hs.42189 TM,E1-E2JVTPase ( HMA.Hydro!ase 
Hs.283032 SH3 1 efhand,C2,PH,RhoGEF,AAA,PG 
Hs.51784 p!dnase,Fimn-nke 1 RecepJL*>m 
Hs.269533 pHn3se.RhoGEFjg.PH.SH3 
Hs.132714 DMA_mis_repar ( HATPase_cAcyIph 
Hs.265829 SSJM,FG4Wmtegrin_A 
Hs.98370 SS.TM,fo3,lg,ptae,Rirx)Somal 
Hs.8047 TM,Band_7,AAA,cdc48_N 
Hs.77597 SS.TM.pkinase,PaO_box 
Hs.85568 aconilase^Aconilase_C 
Hs.2399 SSJM.Peptidase^M10,hemopexin 
Hs.105822 



Hs.125532 

Ks.36820 

Hs.6793 

Hs.1770 

Hs_?13436 

Hs326117 

Hs.19574 

HS.B22B5 

Hs.57735 

Hs.79748 

Hs.77171 

Hs.9030 

Hs.256290 

Hs.29279 

Hs.44197 

Hs.82906 



aipha-amyiase 
SS,trypsin 

DEAD.HRDC^eScase^C 
TUp450Ets 



GJycoJransf_29 

THlinkerJiistDne7tm_1 

TM,EPHJbd,fn3,pWn3se.SAM 

TMAlRS.1bnnyLtransf.GARS 

lP_transSH2.SH3 

TM^pha-amyiasa7tm_1 

TM,MCMHeme.oxygenase 

SS t TM,7trrLl»nm 

S 100Peptidase_M16 

hydrolase 

TM7tm_2 • 

THWD40*roJsomerase 



hypothetical protein FU22408 
ESTs 

biphenyt hydrolaseMike (serine hyd 
gb:ac50c03.s1 Stratagene hNT neuron 
ESTs, WeaWy similar to fatty acid 
ESTs, Weakly similar to CP4Y_HUMAN 
arachidonate 12-Gpoxygenase 
ESTs 

interferon, alpha-inducibte protein 
poly(A)-binding protein, cytoplasmi 
ESTs 

gb:RC3-CT0297-29010tM)13<l03 CT0297 
thyroid hormone receptor interactor 
hypothetical protein MGC5350 
lipase, endothelial 
nuclear cap binding protein subun'rt 
stenvtoop (Wstone) binding protein 
K1AA003S gene product 
NM_001059*:Homo sapiens tachykinin 
diubiquitin 

NM_014191*:Homo sapiens sodium chan 
neuromedin B 

ESTs, Weakly similar to KIAA0227 [H 
ESTs, Weakly simaar to 138022 hypo 
a dis'mtegrin and metatloprotelnase 
met proto-oncogene (hepatocyte grow 
hypothetical protein FIJI 3346 
integrin, alpha 2 {CD49B, alpha 2 s 
NMJ)30903*:Homo sapiens olfactory r 
KIAA0175 gene product 
polycystic kidney disease 2-like 1 
ESTs 
ESTs 

hypothetical protein FU14950 
ESTs 

DESC1 protein 

hypothetical protein MGC13170 
ESTs 

fibroblast growth factor receptor 3 
ESTs 

hypothetical protein FU23186 
estrogen receptor 1 
ESTs 

hypothetical protein FL) 22028 

Homo sapiens mRNA; cDNA DKFZp434P1 1 

hypothetical protein FL) 20401 

hypothefical protein FU14813 

ESTs 

arachidonate 12-lpoxygenase. 12Rt 
hypothetical protein FU22969 
topolsomerase (DNA) II alpha (170kD 
ESTs 

general transcription factor 11 K, p 
protein kinase C, iota 
ESTs 

hypothetical protein PRO2015 
hypothetical protein FLJ14451 
ESTs 
ESTs 

integrin, alpha 3 (antigen CD49C, a 
cytochrome P450, subfamily IIS. pol 
Fanconi anemia, complementation gro 
polo (DrosophiaHike kinase 
EST 

matrix metalloprotelnase 14 (membra 
ESTs 

gbof50f04jc1 MCLCGAP_Gas4 Homo sa 
protease, serine, 26 
Bloom syndrome 
platelet-activating factor acetythy 
Bgase I, DNA, ATP-dependerd 
ESTs. WeaWy sirrflar to A34087 hypo 
H1 histone family, member 0 
hypothetical protein MGC5469 
riiosphoribosylglycinamide formyltra 
acetyl LOL receptor, SREC 
solute carrier family 3 (activators 
rnirucruomosome maintenance defttien 
TONDU 

S100 calchim-btnding protein A11 (c 
eyes absent (Drasophila) homolog 2 
hypothetical protein OKFZp564D0462 
CDC20 (cell tfivtsion cyde 20. S. c 
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424490 


AJ278016 


Hs.55565 


TM,pkinase,ank 


ankyrin repeat domain 3 


412834 


R77123 


Hs.79881 


TM,7tm_1 


Homo sapiens cDNA: FU23006 fis, el 


410855 


X97795 


Hs.66718 


SNF2_N,helicase_C 


RA054 (S.cerevislae)-fike 


418804 


AA809632 




HATPase_c I HSP90,PHD t zf-C2H2 


gb:nzt7h04.s1 NCLCGAP.GCB1 Komo sa 


447674 


BE270640 


Hs.19192 


TM.pkinaseras.arf 


cyclin-dependenl Kinase 2 


450683 


H43540 


Hs.25292 


SS,TM,RNase_Hli 


ribonudease HI, large subunil 


408805 


H69912 


Hs.48269 


TM.pkinase 


vaccinia related kinase 1 


429415 


NM_002593 


Hs.202O97 


SS,CUB 1 NTR,MAM,TIU*nUvwd,EP 


procollagen Oendopeptidase enhance 


447827 


U73727 


Hs.19718 


SSJM,Yjhosphatase,fh3,ig,MAM 


protein tyrosine phosphatase, recep 


428273 


AI867228 


Hs.303211 


GtycosJransL2 


ESTs 


404274 






SS,TM,pkinase.m3 


NM_002944*:Homo sapiens v-ros avian 


403133 






pkinase t KJetra,Band_41 .RhoGEF 


Target Exon 


440249 


A1246590 


Hs.337275 


VHUTatD.DNase 


ESTs 


438580 


AA811262 


Hs.299202 


TM,pkinasesugarJr 


ESTs 


405400 






SS,TM,trypsin 


NMJX)7196:Homo sapiens kaiBkrein 8 


427375 


AU035460 


Hs.177536 


SS.Zn.carbOpept.hormoneSReprol 


metaBocarboxypeptidase CPX-1 


423453 


AW450737 


Hs.128791 


SS.GraniaCDP-OHJMransf 


CGI-09 protein 


433716 


AA608808 


Hs^25118 


Acyt phosphatase 


ESTs 


420757 


X78592 


Hs.99915 


TM,hormone_rec^ndrogen_recep l 


androgen receptor (dihydrotestoster 


425018 


BE245277 


Hs.154196 


DNaseJ.KJetra 


E4F transcription factor 1 


421685 


AF169723 


Hs.106778 


TM,E1-E2JVTPase.HydrolaseE1-E2 


ATPase, Ca transporting, type 2C, m 


457288 


AA521458 


Hs.192738 


projsomerase 


ESTs 


407305 


AA715284 




TM,pkinase,Sema.Piexinjepeat, 


gb:nv35f03.r1 NCI_CGAP_BrS Homo sap 


456327 


H68741 


Hs.38774 


TM,Glyco_transfjB 


ESTs 


422429 


AA310527 




pkinase,RGS,PHpkinase,PH,RGS 


gb:EST181333 JurkatT-cetls V Homo 


402974 


NM 001501 


Hs.129715 


. GnRHhonrrone5 I horrnone4 


gonadotroptn-releasing hormone 2 


458016 


AW188099 


Hs.131813 


pkinase 


ESTs 


452194 


AI694413 


Hs.332649 


TMJIm_3,ANF_receptor,sushi 


olfactory receptor, family 2, subfa 


428028 


U52112 


Hs.182018 


TM.pkinase.MBD 


interteukin-1 receptor-associated k 


427747 


AW411425 


Hs.180655 


pkinase.HpoxygenascPLATIipox 


serine/threonine kinase 12 


452841 


T17431 


Hs.65412 


TM,DEAD,heficase_C 


DEAD/H (Asp-G!u-Ala-Asp/His) box po 


449539 


W80363 


Hs.58446 


pkinase. Furi n-llke, Recep_L_dom 


ESTs 


418140 


BE613836 


Hs.83551 


TM,E1-E2_ATPase 


microfibrillar-associated protein 2 


430076 


AA465115 


Hs.318773 


AAA.BAH 


KIAA1836 protein 


425749 


AW328587 


Hs.159448 


Ribo$omaLL7Ae.lRR > LRRCT,pkin3 


surfeit 2 


425855 


AF135025 


Hs.159679 


SS,trypsin 


kaliikrein 12 


400135 


L40027 


Hs.118890 


pkinase 


glycogen synthase kinase 3 alpha 
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TABLE 14B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 

Accession: Gen bank accession numbers 

Pkey CAT number Accessions 
* 

412333 1289037 1 AW937485AW937589AW937658AW937654AW937492 

418804 17913BJ AA809632AI91 7245 AI701 732 AA228406 

420930 197738 1 AW888650 AW888651 BE149946 BE149948 BE149951 BE149947 AW888649 AA281840 AA281822 AWB88652 

422429 216469J AA310527AW962295 Z44865 H06641 

422689 21989S 1 AW856665AA3 15006 AW954733 

435399 405576 1 AA679463AW813779 AW813709 

438390 45662J A1422017AI422945AJ363249AJ423113AI925592AM20795AI20B187AW23279AM23645^ 

438993 467651 1 AA828995 AA834879 A1926351 

452947 939810J AW130413AI932362 

455092 1252971 1 BE 152428 AW855572 AW855507 

457405 3331 27.1 AA504860 AA504911 



TABLE 14C 

Pkey: Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. Dunham I. et al." refers to the pubBcafion entitled The DNA 

sequence of human chromosome 2Z* Dunham I. et al, Nature (1999) 40148*495. 
Strand: indicates DNA strand from which exons were predicted. 
NLposObn: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


400666 


8118496 


Plus 


17982-18115,20297-20456 


401230 


9929527 


Minus 


33835^006,3453a^59136461-36745 > 4892549098,52604-52758 


401486 


7341763 


Plus 


32585-32756,35281-36540.4079140933,4401 8-441 79 


402337 


6957691 


Plus 


41164286,16811.16973,17107-17256,19715-20040^2029-22205 


402481 


9797406 


Plus 


87891-88991 


403133 


7331427 


Plus 


38314-38634 


403471 


9930659 


Minus 


85867-85983 


403763 


7229888 


Minus 


43575-43887 


404184 


45B1418 


Minus 


12652-13548 


404274 


3885189 


Plus 


104127-104318 


406400 


9256298 


Plus 


1553-1712,1878-2140,4252-4385,5922-6077 
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TABLE ISA; 752 GENES UP-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT CERVIX 

Table 1 SA lists aboul 752 genes unregulated in cental cance. ^^^m^M^T^^M^M^^^^^^^^ 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



equal to 7.0, the denominator was the median value for three non-malignant cervical specimens, 
units. 

Pkey. Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number. Genbank accession number 
UntgenelD: Unigene number 
Unigene Title: Unigene gene title 
R1: Ratio of cervical cancer to normal cervix 



Pkey ExAccn UnlgenelO Unigene Title 



414915 

411248 

428227 

421508 

443639 

454390 

416065 

433226 

413503 

411669 

414132 

422809 

448569 

432906 

41B963 

439963 

449722 

414812 

408405 

432917 

412530 

457465 



NM_002462 

AA551538 

AA321649 

NW1004833 

BE269042 

AB020713 

BE267931 

AW503733 

BE410228 

BE612676 

AI801235 

AK00137& 

BE382657 



429083 
401405 
426272 
424878 
412140 
444371 
418030 
452291 
400196 
416795 
424865 
43B011 
428368 
436923 
415791 
448775 
435647 
431049 
429486 
428433 
418322 
417308 
429574 
407204 
408901 
438899 
456362 



BE304571 
AW247529 
BE280074 
X72755 
AK001332 
NM_014125 
AA766268 
AW301344 
AW847814 
Y09397 



Hs.76391 
Hs.334605 
Hs,2248 
Hs.105115 
Hs.9661 
Hs.56966 
Hs.78996 
Hs.9414 
Hs.75410 
Hs.303116 
Hs.48480 
Hs.121028 
HS.214B6 
Hs.3123 
Hs.89529 
Hs.6793 
Hs.23960 
Hs.77367 
Hs.44672 
Hs.279812 
Hs.266273 
Hs.122908 
Hs.289005 
Hs.227817 



AW450671 Hs.189284 

H57111 Hs321132 

AA219691 Hs.73625 

BE540274 Hs.239 

BE207573 Hs.83321 

AF015592 Hs.28853 



427488 
400195 
414747 
410324 
453028 
410608 
432503 
430512 
430709 
449962 
425408 
440774 
408201 
435110 



A1497778 

AF011333 

BE466173 

BE440042 

AW293704 

H09366 

ABQ25237 

A1653240 

AA846576 

AF155827 

AA521410 

AA284166 

H60720 

BE268321 

R41933 

AK001330 

AF085833 

AW973003 

A1805943 

BE296227 

M91401 



Hs^0509 

Hs.153563 

Hs.145696 

Hs.83326 

Hs.122658 

Hs.78853 

Hs.388 

Hs.49823 

Ks.103267 

Hs.203953 

Hs.41371 

Hs*4113 

Hs.81892 

Hs.208912 

Hs.140237 

Hs.48855 

Hs.135624 

Ks.179909 

Hs.326067 

Hs.250822 

Hs.178658 



447700 



U30872 Hs.77204 

AW292539 Hs30177 

AB006532 Hs31442 

A1538438 Hs.159087 

AA551196 Hs.188952 

AF182294 Hs.241578 



Hs.187820 
Hs.156814 
Hs.127832 
Hs.43654 
Hs.291651 
Hs.97387 
Hs.171077 



AA004879 

AB002375 

AI420611 

AKD00568 

AA704899 

AW976570 

A1420183 



myxovirus (influenza) resistance 1, homotog of murine 
Homo sapiens cOMA FU14408 fe. clone HEM BA1 004341 
small inducible cytokine subfamily B (Cys-X-Cys), mem 
absent in melanoma 2 

proteasome (prosome, macrapain) subunit, beta type, 1 
K1AA0906 protein 
proliferating cell nuclear antigen 
KIAA1488 protein 

heat shock 70kD protein 5 (glucose-regulated protein. 

stromal cell-derived factor 2-Uke 1 

ESTs 

hypothetical protein FU10549 

signal transducer and acfivator of transcription 1, 9 

lethal giant larvae (Drosophita) homolog 2 

aldo-keto reductase family 1, member A1 (aldehyde red 

platelet-activating factor acetyihydrolase, isoform I 

cyclin B1 

monokine induced by gamma interferon 
hypothetical protein FU10470 
PRO0327 protein 
hypothetical protein FU 13346 
DNA replication factor 

Homo sapiens cONA: FU21532 lis, done COL06049 

BCL2-rdated protein A1 

Target Exon 

ESTs 

ESTs 

RAB6 Interacting, WnesinTike (rabkinesm 6) 

forkheadboxMI 

neuromedin B 

CDC7 {cell division cycle 7, S. cerevisiae, homotog)- 
Eos Control 

HBV pX associated prbtein-8 
lymphocyte antigen 75 
splicing factor (CC1 .3) 

matrix metalloproteinase 3 (strometysin 1. progetafin 
ESTs 

uracU-DNAglycosytase 

nudix (nucleoside diphosphate finked moiety X>type m 
ESTs 

hypothetical protein FU22548 similar to gene trap PA 

hypothetical protein FU10339 

ESTs 

cycfin-dependenl kinase Inhibitor 3 (COK2-assoclated 
KIAA0101 gene product 
hypothetical protein MGC861 

ESTs, Weakly similar to ALU1_HUMAN ALU SUBFAMILY J SE 

hypothefical protein FU 10468 

ESTs 

hypothetical protein FLJ 22995 

hypothefical protein M6C5178 

serine/threonine kinase 15 

RAD 23 (S. cerevisiae) homolog B 

NM_007057*;Homo sapiens 2W10 Interactor (ZWINT). tran 

centromere protein F (350J400kD, mitosh) 

ESTs 

RecQ protein-like 4 

ESTs 

ESTs 

U6 snRNA-associated Sm-like protein LSmB 
gb.7h85dQ1.s1 Scares placenta Nb2HP Homo sapiens cDNA 
ESTs 

KlAA0377gene product 
ESTs 

hypothefical protein FU 20561 

ESTs, Weakly similar to 138022 hypothetical protein [ 

ESTs 

ESTs. Weakly similar to T21259 hypothetical protein F 
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R1 
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36.2 
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33.6 
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26.9 
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26.2 

25.3 

25.1 

24.6 

23.6 

23.1 

22.9 

22.9 

2Z8 

22.7 

22.6 

22.5 

22.2 

22.0 

21.6 

2U 

21.2 

21.0 

20.7 

20.3 

20.2 
20.0 
19.6 
19.6 
19.5 
19.5 
19.4 
193 
19.2 
19J2 
19.0 
19.0 
19.0 
185 
18.8 
18.8 
18.6 

ias 

18.4 
183 
18.1 
18.1 
17.9 
17.7 
17.6 
17.3 
17.1 
16.8 
16.7 
16.7 
16.5 
16.5 
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433159 
430466 
453883 
453941 
438461 
407999 
413943 
407720 
425316 
423673 
419777 
453886 
443715 
407766 
431910 
417634 
432692 
446921 
427999 



431629 
435354 
406836 
416109 
417933 
438970 
4O96B0 
432401 
425397 
420734 
434256 
418269 
427372 
427081 
420309 
429966 
410361 
443957 
418803 
434094 
420139 
444783 
433255 
43183B 
449801 
447078 
441240 
439398 
404630 
408321 
426427 
413278 
403055 
456614 
425261 
439926 
411263 
451141 
447390 
419828 
428147 
410068 
407595 
432721 
416975 
413314 
430929 
449571 
400298 
417105 
434263 
412059 
407756 
437056 
438768 
444478 
450738 
418205 
442994 
433301 
437457 
435327 
422765 



AB03589B Hs.1 50587 Knesin-like protein 2 

AF052573 Hs.241517 polymerase (DNA directed), theta 

AI63851 6 Hs.22630 cofxtor required for Sp1 transcriptional activation, 

U39817 Hs.36820 Bloom syndrome 

AW075485 Hs.286049 phosphoserine aminotransferase 

AI126271 Hs.49433 ESTs, WeaWy similar to YZ28J1UMAN HYPOTHETICAL PROTE 

AW294416 Hs.144687 Homo sapiens cDNA FU129B1 Ms, clone NT2RP2O06454 

AB037776 Hs.38002 KIAA1355 protein 

AA354977 Hs.191565 ESTs, Moderately similar to T1 4342 NSD1 protein - mou 

BE003054 Hs.1695 matrix metalloproteinase 1 2 (macrophage elastase) 

D60134 Hs.270975 ESTs 

R66282 Hs.20247 ESTs, WeaWy similar to S65657 alpha-1 C-adrenerglc re 

A1583187 Hs.9700 cycfinEI 

AA687538 Hs.38972 tetraspan 1 

AK000142 Hs.1 01774 hypothetical protein FU23045 

W27202 Hs.82327 glutathione synthetase 

AW974944 Hs.200577 ESTs • ■ ■ 

AB01 21 13 Hs.1 6530 smafl inducible cytokine subfamily A (Cys-Cys), membe 

A1435128 Hs,1B1369 ubiquitin fusion degradation 1-Kke 

NM-000878 Hs.75596 tnterleuWn 2 receptor, beta 

AU077025 Hs.265627 interferon, alpha-inducible protein (clone IFl-6-1 6) 

AA678267 Hs.117115 ESTs 

AW514501 Hs.156110 immunoglobulin kappa constant 

A142031 1 Hs.126550 suppressor of K transport defect 1 

X02308 Hs.82962 Ihymidylate synthetase 

AAB37782 Hs.321058 ESTs 

W31092 Hs.55847 mitochondrial ribosomal protein 64 

NM_013330 Hs.274479 NME7 

J04088 Hs.156346 topdsornerase (DNA) II alpha (170kO) 

AW972B72 Hs.293736 ESTs 

A1378817 Hs.191847 ESTs 

AA806113 Hs.189025 ESTs 

AW960673 Hs.177530 ATP synthase, H transporting, mitochondrial F1 comple 

A1474533 Hs.170528 ESTs, Moderately similar to ALUCJiUMAN 111! ALU CLASS 

AW043537 Hs.21766 ESTs, Weakly similar to ALU5JHUMAN ALU SUBFAMILY SC S 

BE081342 Hs.283037 HSPC039 protein 

BE391804 Hs.62661 guanylate binding protein 1, interfercn-inducible, 67 

AA521049 Hs.34487 hypothetical protein FU23412 

U50079 Hs.88556 histonedeacetytase 1 

AA305599 Hs^38205 hypothetical protein PRO2013 

NMJJ05357 Hs.95351 Bpase, hormone-sensflive 

AWQ01468 Hs.62180 anillin (Drosophfla Scraps homolog), actin binding or 

A1274270 Hs.96840 KIAA1527 protein 

A1097229 Hs.217484 ESTs, WeaWy similar to ALU1JWMAN ALU SUBFAMILY J SE 

AA477355 Hs.288300 hypothetical protein FU23231 

AW885727 Hs.301570 ESTs 

AA923749 Hs.132442 ESTs 

AA2B4267 Hs.221504 ESTs 

Target Exon 
corfistaSn. 
TTK protein kinase 
btterferon-sfirradated protein. 15 kOa 
C2002219*:gi|1 2737280treflXPJ06682.2| keratin 18 (Ho 

AV653110 Hs.1 06550 hypothetical protein FU20533 

BE385099 Hs.334727 hypothefcal protein MGC3017 

AW014875 Hs.1 37007 ESTs , , 

BE297802 Hs.69360 WnesWike 6 (mitotic centromere-assodated kinesln 

AW772713 Hs.247186 ESTs 

X95384 Hs.18426 translafonal Inhibitor protein p14.5 

T81422 Hs.14922 ESTs 

AW629965 Hs.234983 ESTs, WeaWy slmflar to 2109260A B cell growth factor 

AI633888 Hs.58435 FYN-blnding protein (FYB-120/130) 

BE350012 Hs^48365 ESTs 

AL1 21478 Hs.180532 glucose phosphate Isomerase 

NM 004131 Hs.1 051 granzyme B (granzyme 2, cytotoxic T-iymphocyte-associ 

BE081585 gb:QV2-BT0635-210400-1 564)07 BT0635 Homo sapiens cONA 

AA489166 Hs.156933 ESTs 

AW016812 Hs.200266 ESTs 

AA032279 Hs.61635 six transmembrane epithelial antigen of the prostate 

X60992 Hs.B1226 CD6 antigen 

N34895 Hs.44648 ESTs 

AA317962 Hs.249721 ESTs, Moderately similar to PC4259 ferritin associate 

AA116021 Hs.38260 ubiquitin specific protease 18 

AI147051 gb:ok33a1U1 Soares_NSF_F8_9W^OT_PA_P_S1 Homosaoten 

AI307416 Hs.184675 ESTs, Moderately slmflar to ALU7.HUMAN ALU SUBFAMILY 

W07318 Hs.240 Wphase phosphoprotein 1 

AA010907 Hs.184456 hypothetical protein 

L21715 Hs.83760 troponin I, skeletal, fast 

AI026718 Hs.1 6954 ESTs ilf _^ n „ 

AW296280 Hs.152016 Homo sapiens cDNA: FU221 40 fis. clone HEP20977 

AA757900 Hs.270823 ESTs, WeaWy similar to S65557 atpha-IC-adrenergic re 

BE301871 Hs.4867 mannosyl (aJpha-l^lycoproteln beta-1.4-N-acetytg 

AW409701 Hs.1 578 baculoviral 1AP repeat-containing 5 (survhrin) 

229 



AW405882 Hs.44205 
MB6699 Hs.169840 
BE563085 Ks.833 



1&3 

16.3 

16.3 

16.1 

16.0 

16.0 

15.7 

15.6 

15.6 

15.5 

15.3 

15.2 

15.2 

15.2 

15.2 

15.1 

15.1 

15.1 

15.0 • 

15.0 

14.9 

14.8 

14.8 

14.8 

14.7 

14.7 

14.7 

14.6 

14.5 

14.5 

14.5 

14.3 

14.3 

14.2 

14.2 

14.2 

14.1 

14.0 

14.0 

14.0 

13.9 

133 

13.9 

13.8 

13.8 

13.8 

13.8 

13.6 

13.6 

13.6 

13.5 

13.5 

13.5 

13.5 

13.3 

113 

13.2 

13.2 

13.2 

13.2 

13.2 

13.1 

13.1 

13.1 

13.0 

13.0 

12.9 

12.9 

12.8 

12.6 

12.6 

12.6 

12.5 

12.5 

1Z5 

12.5 

114 

1Z4 

12.4 

12.4 
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12.3 
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410245 C17908 Hs.194125 
424927 AW973666 Hs.153850 
418941 AA452970 Hs.155218 
432325 AW973209 Hs.261782 
414761 AU077228 Hs.77256 
418618 U66097 Ks.86724 
449296 AL137257 Hs.23458 
415857 AA866115 Hs.127797 
427295 AW291212 Hs.293943 
415443 T07353 Hs.7948 
429770 AI766047 Hs.99736 
428955 AA579297 Hs.26937 
435244 N77221 Hs.187824 
432810 AA863400 Hs53054 
434423 NM.006769 Hs.3844 
443378 AW392550 Hs.9280 
459273 AW608906 Hs.334767 
419945 AW290975 Hs.118923 
442159 AW163390 Hs.278554 
436169 AA888311 Hs.17602 
407804 AF228603 Hs.39957 
401557 

434408 AI031771 Hs.132586 
406747 AI925153 Hs.217493 
409231 AA446644 Hs.692 
429412 NM_006235 Hs.2407 
445655 AA873830 Hs.1 67746 
419138 U48508 
427527 A1809057 
432287 AK001057 Hs.274268 
408548 AA055449 Hs.63187 
409703 NWL006187 Hs.56009 
447082 T85314 Hs.42644 
409931 BE293233 
'426172 AA371307 
424723 BE409813 
456880 AW015644 Hs.155005 
433849 BE465884 Hs580728 
430519 AF129534 
434442 AA737415 
457205 AI905780 

422713 AA902780 

443491 AW499665 Hs.9456 

424339 BE257148 Hs.145416 

419741 NM_007019 Hs.93002 

450208 AI686945 Hs.272062 

446849 AU076617 Hs.16251 

424965 AW956282 Hs.1 44609 

442737 AB002319 

409113 AA074897 

415782 AA169345 

417958 AA767382 

402539 AW502761 Hs.30909 

413677 AW503116 Hs.301819 

414706 AW340125 Hs.76989 

421632 AA825426 

438995 AI277986 

400289 X07820 

432363 AA534489 

451655 H85689 

429237 AA448417 

427719 AI393122 

444665 BE613126 
410093 AW58955B Hs.296120 
■ 400080 

424517 A1539443 



Hs.89631 
Hs.302063 



Hs.129771 
Hs.125056 
Hs.152337 



Hs.49210 
Hs.152826 
Hs.198272 
Hs.1 19325 



Hs.8653 

Hs.123177 
Hs.193417 



Hs.238832 
Hs.1 64875 
Hs5258 

Hs.225560 
Hs.104990 
Hs.134726 
Hs.47783 



446099 
451066 
409235 
451730 
428054 
441636 
438654 
424321 
449035 
436137 
417863 
439975 
434206 
454355 
435542 
431386 



T93096 

AI758650 

M188827 

AF095687 

A1948688 

AA081846 

AI005270 

W74048 

AI815728 



AB000450 
AW328081 
AW136973 
AW812535 
AA687376 
AA504359 



Ks.137447 

Hs.17126 
HsJ206132 
Hs.7988 
Hs-26937 
Hs.266619 
Hs.7921 
Hs.123543 
Hs.1765 
Hs.19980 
Hs.133512 
Hs.82771 
Hs.6817 
Hs.288516 

Hs.269533 
Hs.1 10087 



ESTs 

hypothetical protein C321D14 
E1B-S5xDa-associated protein 5 
ESTs 

enhancer of zeste (Drosophila) homolog 2 

GTP cyctohydrotase 1 (dopa-responsive dystonia) 

Homo sapiens cONA: FU23015fc. clone LNG00818 

Homo sapiens cDMA FU11381 fc, done HEMBA1000501 

hypothetical protein MGC11266 

ESTs 

ESTs 

brain and nasopharyngeal carcinoma susceptibility pro 

ESTs 

ESTs 

UM domain only 4 

proteasome (prosome, macropain) subunlt, beta type, 9 

hypothetical protein MGC5629 

ESTs 

heterochromatirMike protein 1 

Homo sapiens cDNA FU12381 lis. clone MAMMA1002566 

pteckstrm 2 (mouse) homolog 

Target Exon 

ESTs 

annexin A2 

GA733-2 antigen; epithefial gr^oprotein (EGP) (KSA) " 

POU domain, class 2, associating factor 1 

B cell linker protein 1 

ryanodine receptor 1 (skeletal) 

immunoglobulin heavy constant mu 

Homo sapiens cONA FU10195 lis, done HEMBA1004771 

ESTs, Weakly similar to ALUCJWMAN 1!U ALU OASS C W 

y-S-ofigoadenylate synthetase 3 (100 kD) 

thioredoxWike 

ESTs 

ESTs 

protein arginine N-rrothyitransferase 3(hnRNP melhyitr 
TEA domain family member 1 (SV40 transcriptional enha 
ESTs 

F-box only protein 4 
ESTs 

Target CAT 

HuntrngSn-inleracfing protein A 

SW1/SNF related, matrix assodated, actin dependent r 

endoglycan 

ubiquifin carrier protein E2-C 
ESTs 

cleavage and poryadenytafion specific (actor Z, 73kO 
Homo sapiens, Similar to RiKEN cONA 5730578N08 gene, 
WAA0321 protein 

gb3m85a05.r1 Stratagene ovarian cancer (937219) Homo 

ESTs 

ESTs 

KIAA0430 gene product 
zinc finger protein 146 
KIAA0097 gene product 

ESTs, Weakly similar to ALU1 HUMAN AW SUBFAMILY J SE 
ESTs 

matrix metaltoprolemase 10 (stromerysin 2) 

gb:rrf76g11.s1 NCI_CGAP_Co3 Homo sapiens cDNA done J 

ESTs 

ESTs 

ESTs 

B aggressive lymphoma gene 

ESTs. Weakly similar to K1AA0970 protein [rlsaplens] 

Eos Control 

Homo sapiens cDNA FU12169 lis. done MAMMA1 000643 
NWL002675:Homo sapiens prornvetocytic leukemia (PML), 
hypotheOca! protein MGC15912 
ESTs 

ESTs, Weakly shnilar to I38022 hypothetical protein [ 
brain and nasopharyngeal carcinoma susceptibility pro 
ESTs 

Homo sapiens mRNA; cDNA DKFZp566E183 (from done DKFZ 
ESTs 

r/mphocyte-spedfic protein tyrosine kinase 
DNA polymerase epsflon p1 2 subunlt 
ESTs 

vaccinia related kinase 2 

inosine triphosphatase (nudeosWe triphosphate pyrop 
ESTs, Weakly similar to S 69890 mitogen inducfote gene 
gbiCM4-ST0182-051099421-c09 ST0182 Homo sapiens cDNA 
ESTs 

ESTs, Weakly simBar to ALU5JHUMAN ALU SUBFAMILY SCS 

230 
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416564 AW795793 Hs.179B27 
447769 AW873704 Hs.320831 
408329 AF155510 
410146 AW5926S5 
427600 AW630918 Hs.179774 
418007 M13509 
407241 M34516 
435061 AI651474 
409653 AW451693 Hs,220826 
428294 AA425468 
433160 AW207002 Hs.134342 
408809 AW274673 Hs.279706 

410174 AA306007 

424792 U92538 

422406 AF025441 

424687 J05O7O 

413809 L25851 

413507 BE145360 

448119 H38587 

457288 AA521458 

402025 

440572 AW183778 Hs.249584 
453323 AF034102 Hs.32951 
443780 NMJJ12068 Hs.9754 
422429 AA310527 
444314 AI140497 
426125 X87241 
430848 AW021726 
422470 AB017919 
449501 AI652924 
420731 AL042052 
404345 AA730407 
400438 AF185611 
438170 AI916685 
432193 AA372264 
458715 AK000973 
427766 AA412258 
443426 AF09B158 
403038 

434674 AA831879 



Hs.44227 



Hs.83169 
Hs.163944 



Hs.59461 

Hs.153138 

Hs.1 16206 

Hs.151738 

Hs.851 

Hs.190064 

Hs.82295 

Hs.192738 



Hs.166994 

Hs.1 17232 
Hs.231942 
Hs.104432 
Hs.1 591 56 

Hs.194601 
Hs.273193 
Hs.16725 
Hs.188817 
Hs.9329 



Homo sapiens cDNA FU 12257 fe. clone MAMMA1001501, h 
Homo sapiens cDNA FU14597 6s. clone rJT2RM4002390 



Hs.1 36985 
AW956781 Hs.293937 
AA835825 Hs.190490 



403310 



U28831 Hs.44566 

421849 AW410872 Hs.108894 

433384 AI021992 Hs.124244 

443343 BE409809 Hs.301005 

437267 AW511443 Hs.258110 

455978 AI310151 Hs.173524 

435851 AA700946 Hs.191933 

452243 AL355715 Hs.28555 

441703 AW390054 Hs.1 92843 

414001 AI610347 Hs.103812 

436669 AA535975 Hs.174308 

421502 AF111856 Hs.1 05039 

417087 AA193193 Hs.188325 
455855 BE147440 

410390 AA876905 Hs, 125286 

418526 BE019020 Hs.85838 

442660 AW138174 Hs.130551 

436186 BE390717 Hs.5074 

426773 NM.015556 Hs.172180 
413476 U25849 Hs.75393 
418347 AA216419 
448752 AA593867 Hs.300842 
440349 AA884196 Hs.31476 
431363 M86528 Hs.266902 
430752 AA485330 Hs.303278 
436523 BE612990 Hs.5212 
415740 NB0486 Hs.39911 
411930 F06485 Hs.7740 
430B32 A1073913 Hs.100686 
452234 AW084176 Hs.223296 
409997 A1906055 Hs.57749 
434957 AF283775 Hs.35380 
407292 AA876638 
459109 AW292447 Hs.140821 
457892 AA744389 
432074 AA525248 Hs.149723 
440463 AI733087 Hs.129994 
420851 AA281062 Hs39493 
445326 AI220072 Hs.165893 
434953 BEO49102 Hs.1 21 573 



gb:hf45f12jc1 SoaresJIFULGBC_S1 Homo sapiens cDNAc 
proleasome (prosome, macropain) activator subunit 2 ( 
matrix rnetaHoproteinase 1 (interstitial collagenase) 
gb:Human omega light chain protein 1 4.1 (Ig lambda ch 
ESTs 
ESTs 

gb3w46d02j1 Soaresjotal Jetus_Nb2HF8_9w Homo sapie 
TASP for lesQs-specinc adriamycin sensitivity prole 
ESTs, Weakly similar to A47582 B-ceD growth factor p 
DKFZP434C245 protein 

origin recognition complex, subunit 5 (yeast homotog) 
Opa-lnteracting protein 5 

matrix metalloproteinase 9 (gelatinase B, 92kD gelafi 
integrin, alpha E (antigen CD 103, human mucosal lymph 
ESTs, Weakly similar to 138022 hypothetical protein ( 
dedicator of cytokinesis 1 
ESTs 

NM_021624:Homo sapiens histamine H4 receptor (HRH4), 

ESTs, Weakly similar to MYSA_HUMAN MYOSIN HEAVY CHAIN 

solute carrier family 29 (nucleoside transporters), m 

acfivating transcription factor 5 

gb:EST181 333 Jurkat T-cells V Homo sapiens cDNA 6" en 

gb:ow76b09.s1 SoaresJetaIJiver_spleen_lNFLS_S1 Homo 

FAT tumor suppressor (Drosophila) homotog 

gb:df27e02.y1 Morton Feta! Cochlea Homo sapiens cDNA 

pepfidyl arginine deiminase, type V 

ESTs 

ESTs 

protocadherinll 

Target 

ESTs 

hypothetical protein FU10706 
hypothetical protein FU10111 
ESTs 

chromosome 20 open reading frame 1 

Target Exon 

ESTs 

ESTs, Weakly similar to FXD2_HUMAN FORKHEAD BOX PROTE 
ESTs 

Target Exon 
WAA1641 protein 
hypothe&al protein FU20411 
ESTs 

purine-iich element binding protein B 

ESTs 

ESTs 

ESTs 

programmed cell death 9 
leucine zipper protein FKSG14 

ESTs. Moderately similar to ALU1JHUMAN ALU SUBFAMILY 
Homo sapiens, clone 1MAGE:3453347, mRNA, partial cds 
solute carrier family 34 (sodium phosphate), member 2 
Homo sapiens cDNA FU11484 fis, clone HEMBA1001 835 
gb:RC1-HT0229-C80100-015-f09 HT0229 Homo sapiens cDNA 
ESTs 

solute carrier famOy 16 (rrtonoc^rboxyTic acid transpo 
ESTs 

simHartoS.pombedirn1 

WAA0440 proton 

acid phosphatase 1, soluble 

gbmc16e03.s1 NC1_CGAP_Pr1 Homo sapiens cDNA done si 
K1AA1608 protein 

Homo sapiens cONA FU13872 fis, clone THYRO1001322 

neurotrophtn 5 (neurotrophin 4/5) 

ESTs 

single-strand setecfive monofuncfional uracP DNAgry 
Homo sapiens mRNA for FU0O089 protein, parfial cds 
oxysterol binalng protein-CloB 1 
ESTs, Weakly similar to JE0350 Anterior gradlent-2 [H 
ESTs, Weakly similar to 138022 hypotheScal protein [ 
synaptic nuclei expressed gene 2; KIAA1011 protein 
x 001 protein 

gb:nz45e06.s1 NCLCGAP_Pr12 Homo sapiens cDNA done s 
ESTs 

gbmy51e10.s1 NCLCGAP.Prl 8 Homo sapiens cDNA clone s 

ESTs 

ESTs 

hypothetical protein FU20142 
ESTs 

ESTs. Weakly sinter to TRHY.HUMAN TRICHOHYAU (risap 
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420361 N92054 Hs.194718 zinc finger protein 265 

415853 H06016 Hs.100855 ESTs 

429599 AAB06106 Hs.123664 ESTs 

417037 BE083936 Hs.80976 antigen identified by monoclonal antibody KI-67 

5 449317 AW293413 Hs.132906 19A24 protein 

436588 AA759233 Hs.126506 ESTs 

409261 BE315042 Hs.19210 hypotheticat protein MGC1 1308 

401069 C11000374^ll10764778|gblMG22817.1|AF302150_1 (AF30 

414065 AW515373 Hs.271249 Homo sapiens cDNA FU13580 fis. clone PLACE1 008851 

10 409902 AI337658 Hs.155351 ESTs 

432258 AW973078 Hs.293039 ESTs 

438581 AW977766 Hs.292133 ESTs, Moderately similar to 178885 serine/threonine-s 

405536 NM_005805:Homo sapiens 26S proteasome-associated pad1 

" „ 418216 AA662240 Hs.2B3099 AF15q14 protein 

15 434573 AW372340 Hs.159717 ESTs 

439354 AF086174 gb:Homo sapiens nil length insert cOMA clone ZB94A08 

455410 AW936578 gb:PM2-DT00234)8030W)04-a04DT0023 Homo sapiens cDNA 

400736 Target Exon 

419474 AW968619 Hs.155B49 ESTs . c „ 

20 406464 C17000168:giI7294725!gb|AAF50062.1| (AE003544) CG7547 

407881 AW072003 Hs.40968 heparan sulfate (gtucosarrune) 3^suIfotransferase 1 

427258 AA400091 Hs.39421 ESTs 

404680 Target Exon 

433840 AA1 29782 Hs.3576 Homo sapiens mRNA full length insert cDNA clone EUROI 

25 423642 AW452650 Hs.157148 hypothetical protein MGC13204 

457008 AA410446 Hs.112011 ESTs, Weakly similar to unknown [H.saplens] 

435099 AO00477O Hs.4756 flap structure-specific endonuclease 1 

451846 T65840 Hs.11762 ESTs 

419988 W39388 Hs.55336 Homo sapiens, done MGO.1 7421, mRNA, complete cds 

30 402967 Target Exon 

455601 AI368680 Hs.816 SRY (sex determining region Y)-box 2 

441075 AA915991 Hs.179214 ets variant gene 3 

451107 AA235108 Hs.17639 Homo sapiens ublqu'rtin protein ligase (UBE3B) mRNA, p 

404649 Target Exon 

35 420B97 AW139261 Hs.232280 ESTs 

418867 D31771 Hs.89404 msh (Drosophila) homeo box homolog 2 

420298 AI199510 Hs.267912 ESTs, Weakly similar to ALU7_HUMAN ALU SUBFAMILY SQ S 

449893 T97999 Hs.18214 ESTs, Weakly similar to B34087 hypothetical protein I 

420101 AW500529 Hs.95180 KIAA0767 protein 

40 428166 AA423849 Hs.79530 M5-14 protein 

420022 AA256253 Hs.120817 ESTs 

444020 R92962 Hs.35052 ESTs 

454765 AW819629 g b^(^T0293-1402fJ0^14-H05ST0293HomosapieriscDNA 

415021 R54409 Hs.301693 Homo sapiens, clone IMAG£:3638994 > mRNA, partial cds 

45 41B506 AA084248 Hs.85339 G protein-coupled receptor 39 

415009 C75253 Hs.220950 ESTs 

428845 AL157579 Hs.153610 KIAA0751 gene product 

433348 AAB77996 Hs.125376 ESTs, Weakly similar to JC5314 CDC28fcdc2-4ike kinase 

4178B1 AI879117 gb:au54g09.y1 Schneider fetal brain 00004 Homo sapten 

50 446354 AW449S50 Hs.202249 ESTs 

427018 AA397538 Hs.136280 Homo sapiens cDNA: FU22288 fis, clone HRC04157 

434410 AA632644 g b:np87b07.s1 NCI_CGAP_Thy1 Homo sapiens cDNA clone s 

448072 AI459306 Hs.24908 ESTs 

457322 AI815486 Hs.243901 Homo sapiens cDNA FU20738 fis, clone HEP08257 

55 424317 AIB65032 Hs.26017 ESTs 

433001 AF217513 Hs379905 done HQ0310 PRO0310p1 

404112 BE302729 Hs.173162 neighbor of COX4 

433334 A1927208 Hs .231958 matrix metalloproteinase 28 

434960 AW374941 Hs.72545 ESTs 

60 431658 BE409917 Hs.266935 tRNA selenocysteine associated protein 

439158 R60323 Hs.193888 ESTs 

443081 H86858 Hs.132909 ESTs 

429432 AI678059 Hs.202676 synaptonema! complex protein 2 

' 452706 AW449390 Hs.257150 ESTs, Moderately similar to SUR1_HUMAN SURFEIT LOCUS 

65 437044 AL035864 Hs.69517 cDNA for differentially expressed C016 gene 

430780 N95102 Hs.334858 hypothetical protein MGC12250 

426793 X89887 Hs. 172350 HIR (histone cell cyde regulation defecfive, S. cere 

418379 AA218940 Hs.137516 fidgeWke 1 

431405 AM70895 Hs.252574 rfbosomal protein LlOa 

70 405454 C12000541:gil5729884treqNP„006539.1| IGF-ll mRNA-tin 

438362 AA805678 Hs.12326 ESTs 

401940 Target Exon 

424834 AKQ01432 Hs.153408 Homo sapiens cDNAFU10570 fis. done NT2RP20031 17 

442432 BEQ93589 Hs.38178 hypothefjcat protein FU23468 

75 459086 AA021163 Hs.22287 ESTs 

418653 AI734064 Hs.136212 ESTs 

444152 A1125694 Hs.149305 hypothetical protein MGC2603 

437534 AA814471 Hs.291800 ESTs 

435074 AI760944 Hs.116937 ESTs 

80 406722 H27498 Hs.293441 Homo sapiens SNC73 protein (SNC73) mRNA, complete cds 

442829 AW263123 Hs.127554 ESTs 

431675 AA699965 Hs.202375 ESTs 

447164 AF026941 Hs.17518 Homo sapiens dg5 mRNA, partial sequence 
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420183 W92885 Hs.143408 
421133 AA814971 Hs.257634 
407605 W03512 Hs.8479 
441370 A1242433 Hs.270085 
437966 AW891130 Hs.38173 
426360 AW290981 Hs.211296 
448111 AA053486 Hs.20315 
408021 AW137133 Hs.245867 
429228 AI553633 Hs.337139 
433914 AF108138 Hs.112160 
431184 AW970116 Hs.310616 
425219 AF207881 Hs.155185 
439774 AL360257 Hs.213493 
432573 AA553612 Hs.324696 
450881 W80462 Hs.270521 
437835 A1146771 Hs.158008 
453204 R10799 Hs.191990 
412719 AW016510 Hs.129911 
408805 H69912 Hs.48269 
428281 AA194554 Hs.183434 
422583 AA410506 Hs.27973 
448148 NM_016578 Hs.20509 
453005 AW055308 Hs.31803 
454132 AW131759 Hs.248286 
425263 NMJJ01197 Hs.155419 
416209 AA236776 Hs.79078 
441525 AW241867 Hs.127728 
459539 A1279186 
443148 AI034357 
424255 AI192657 
459435 AA320038 
443117 A1248826 
457434 AW628192 Hs.18851 
442505 AW003775 Hs.198248 
430901 AA488833 Hs.1 26711 
439223 AW238299 Ks.250618 
417739 Z43995 
415961 H10983 
424042 Y10601 
451035 AU076785 Hs.430 
447155 AA100S05 Hs.121557 
412668 AA456195 Hs.10056 
458042 AW058464 Hs.6430 
456530 AL049437 Hs.100292 
433345 A1681545 
445006 W91903 
453922 AF053306 
455161 BE145900 
424308 AW975531 Hs.154443 
430413 AW842162 Hs.241392 
423494 AW504365 Hs.24143 
415018 U49395 Hs.77807 
404534 

438451 AI081972 
435176 AA744875 Hs.189413 
443245 A1040955 Hs.151973 
443162 T49951 
457478 T15803 
403839 

434932 BE613162 Hs.284135 
420991 AW504814 Hs.121004 
457854 BE547674 Hs.204169 
459994 BE179190 
402796 

423426 AW389579 Hs.1 28434 
42956B AKJ88691 Hs.208414 
404110 

424441 X14850 Hs.147097 
433155 AL037035 Hs. 100426 
414839 X63692 Hs.77462 
406867 AA157857 Hs.182265 
418278 AI088489 Hs.63937 
458698 AW375333 Hs.199890 
456248 AL035786 Hs.82425 
403152 AA576664 HsJ7078 
407649 BE066724 Hs^7427 
448387 A1874402 Hs.170810 
433671 AW138797 Hs.132906 
425891 AMM1717 Hs.132141 
447347 AA570058 Hs.122730 
439079 AF085937 Hs.38348 
458115 BE091587 
428144 BE269243 Hs.182625 



Hs.211194 
Hs.143897 

Hs.42029 



Hs.155919 
Hs.137674 



Hs.1 52982 
Hs.124814 
Hs.36708 



Hs.220261 



Hs.9029 
Hs.272458 



ESTs 
ESTs 

hypothetical protein MGC13272 

ESTs, Weakly similar to ALU INHUMAN ALU SUBFAMILY J SE 
ESTs 

ESTs, Weakly similar to 210926QA B cell growth factor 
tnterferon-induced protein with tetratricopepSde rep 
ESTs 
ESTs 

Homo sapiens DNA helicase homotog (P1F1) mRNA, partia 
ESTs 

cytosoGc ovarian carcinoma antigen 1 

Homo sapiens mRNA full length Insert cDNA done EURO) 

KIAA1594 protein 

ESTs, Highly simitar to ALU^HUMAN ALU SUBFAMILY SB S 

ESTs 

ESTs 

ESTs 

vaccinia related kinase 1 

ATPase, H transporting, lysosomal (vacuolar proton pu 

KIAA0874 protein 

HBV pX associated protein-8 

ESTs, Weakly similar to N-WASP [H.saplens] 

ESTs 

BCL2-tnteracling killer {apoptosis-inducing) 
MAD2 (mitotic arrest deficient yeast, homolog)-like 
ESTs 

gb:qm24a04j(1 NCI CGAP_Lu5 Homo sapiens cDNA clone 3 1 
ESTs, Weakly similar to ALU8.HUMAN ALU SUBFAMILY SX S 
dysfertin, limb girdle muscular dystrophy 2B (autosom 
gb:EST22383 Adipose tissue, white II Homo sapiens cDN 
ESTs 

hypothetical protein FU10875 
UDP-Gal:betaGlcNAc beta 1,4- galactosyllransferase, p 
. ESTs, Weakly similar to 138588 reverse transcriptase 
UL16 binding protein 2 

gb:HSC1QB121 normalized infant brain cDNA Homo sapien 
ESTs 

ankyrin-fike with transmembrane domains 1 
pias tin 1 (I isotorm) 

ESTs. Weakly similar to DP1.HUMAN POLYPOSIS LOCUS PRO 

hypothetical protein FU 14621 

protein with porygtutamlne repeat calcium (ca2) home 

Homo sapiens mRNA; cDNA DKFZp5B6E1 1 20 (from clone DKF 

hypothetical protein FU13117 

ESTs ' 

budding uninhibited by benzhnidazoles 1 (yeast homolo 

gb:MRO-HT0208-221 299>204-b1 2 HT0208 Homo sapiens cDNA 

rranichrarnosome maintenance deficient (S. cerevisiae) 

small inducible cytokine A5 (RANTES) 

Wiskott-Aldrich syndrome protein Interacting protein 

purinergic receptor P2X, Hgand^ated ion channel, 5 

ai001758*:gll12621132lreflNP_075243.1| MEGF1 (Rattus 

ESTs 

ESTs 

hypothetical protein FU 23511 
DKF2P434G032 protein 

protein phosphatase 3 (formerly 2B), catalytic subuni 
Target Exon 

hypothetical protein MGC3038 
Homo sapiens mRNA for FU0O111 protein, partia! cds 
ESTs, Weakly similar to S65657 alpha-IC-adrenergic re 
gb:RC0-HT0613-21030(MJ32-f07 HT0613 Homo sapiens cDNA 
Target Exon 

Homo sapiens ELISC-1 mRNA, partiai cds 

Homo sapiens mRNA; cDNA DKFZp564D0472 (from done DKF 

NMj020245*:Homo sapiens tubby super-femBy protein (T 

H2A hlstone family, member X 

Homo sapiens cervical cancer metastasis-suppressor 1 (B 

DNA (cytosirie^Hiiemyltransferase 1 

keratin 19 

hypothetical protein ' 
ESTs 

actin related protein 2/3 complex, subunit 5 (16 kD) 
v-crk avian sarcoma virus CT10 oncogene rwrnolog-tike 
erythrocvte membrane protein band 4.1 (elliptocytosis 
ESTs 

19A24 protein 
ESTs 

ESTs. Moderately similar to K1AA1 215 protein [H.saple 
ESTs 

gb*JL2-BT0731-2404(KMJ6^H04 BT0731 Homo sapiens cDNA 
VAMP {vesicle-associated membrane protein)-associated 
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424259 AK001776 
443056 A1457935 
410391 H17881 
407989 AW135208 
410536 N39533 
452273 AI870685 
454297 AI223335 
453718 AL1 19317 
401654 

432891 AF161483 
419923 AW081455 
433627 AF078866 
435452 AAB31004 
418683 U90908 
440065 W03476 
439752 T78968 
447983 AW612726 
441966 AA568689 
408182 AA047854 
432180 Y18418 
436005 BE551650 
414962 AF273304 
444476 AF020038 
408175 W29089 
413940 A1633205 
437277 AA74B016 
431445 AA505135 
418927 BE349635 
452446 AA086123 
445380 AI222019 
421174 AW969058 
444374 AA009841 
417247 N58024 
438335 AI498421 
445235 AI564022 
422585 NM_015186 
442522 AI037038 
430684 AI808979 
446442 BE221533 
441410 AA932689 
419485 AA489023 
449539 WB0363 
406663 U24683 
423767 H18283 
450937 R49131 
430977 AA490069 
455677 BE066061 
436706 AA725808 
459407 N92114 
444132 AKD00452 
437149 AI686651 
418499 A1627392 
411298 AW83585B 
432571 AF151054 
416295 AI064824 
427485 AF039552 
409857 AW501908 
433854 AA610649 
458080 BE142728 
423573 AA328504 
404495 

443135 A1376331 
448939 BE267795 
413283 R78669 
443987 AW163123 
434197 AA627223 
436882 AW016722 
434502 AW974915 
435507 AI143579 
444896 A1201480 
419320 H96666 
446269 AW263155 
425569 AA359597 
445209 AW294230 
449193 AI637997 
447397 BE247676 
455037 BE144549 
453367 AW732847 
439317 AF0B61Z7 
424006 AF054815 
406562 

435192 AK000739 
413500 BE144914 



Hs.143954 hypothetical protein FU10914 
Hs.132578 ESTs 

Hs.15043 Homo sapiens done FLB5227 PR01367 mRNA, complete cds 
Hs.256092 ESTs 

gb:yv27d04.s1 Soares fetal liver spteen 1 NFLS Homo sa 
Hs.231022 ESTs 

Hs.50651 Janus kinase 1 (a protein tyrosine kinase) 
Hs.1 20360 phosphoDpase A2, group VI (cylosolic, catdunvindepe 

NM-007242:Homo sapiens DEAD/H (Asp^u-Ala-Asp/His) b 
Hs.279761 HSPC1 34 protein 
Hs.120219 ESTs 

Hs.284298 Homo sapiens cONA: FU22993 fis, done KAT1 191 4 
Hs.124874 ESTs 

Hs.87241 hypolhefical protein from clones 23549 and 23762 
Hs.266331 hypothetical protein MGC4595 
Hs.14411 ESTs 

Hs.2821 13 ESTs. Weakly similar to 138022 hypothetical protein [ 
Hs.16131 hypothetical protein FU12676 

gt>2f49g04.r1 Soares retina N2b4HR Homo sapiens cDNA 
Hs.272822 RuvB (E coli homologHke 1 
Hs.158126 Homo sapiens cDNA FU13350 fis, done OVARC1002143 
Hs.235376 XPMC2 protein 
Hs.1 1223 isocitrate dehydrogenase 1 (NADP), soluble 
Hs.19066 hypothetical protein DKFZp66702416 
Hs.159914 ESTs, Weakly similar to I7888S senne/threonine-sped 
Hs.123370 ESTs 
Hs.44037 ESTs 
Hs.190284 ESTs 
Hs.297856 ESTs 
Hs.144838 ESTs 

Hs.291 974 ESTs, Moderately similar to A46010 X-linked retinopat 
Hs.1 1039 hypothetical protein MGC2722 

gb:yv63cOU1 Soares fetal liver spleen 1NFLS Homo sa 
Hs.243168 ESTs 
Hs.138207 ESTs 

Hs.1 1 8620 protein Z-dependent protease inhibitor precursor 
Hs.146592 ESTs, Weakly similar to ALU7.HUMAN ALU SUBFAMILY SQ S 
Hs^93193 ESTs 
Hs.257858 ESTs 

Hs.233304 ESTs. Weakly simitar to 138022 hypothetical protein [ 
Hs.99807 EST s, Weakly similar to unnamed protein produd (H.sa 
Hs.58446 ESTs 

Hs.302063 immunoglobulin heavy constant mu 
Hs.132753 F-box only protein 2 
Hs.26267 ATP-dependant interferon response protein 1 
Hs.306676 Homo sapiens cDNA FU14302 fis, done PLACE2000003 
Hs.8867 cysteine^ich, angiogenic inducer, 61 
Hs.194609 ESTs 

gbza22h1 1x1 Soares fetal Ever spleen 1NFLS Homo sa 
Hs.10340 hypothetical protein FU20445 

Hs.202234 ESTs, Weakly similar to ALU4.HUMAN ALU SUBFAMILY SB2 
Hs.302023 hypothetical protein FKSG25 

gb:PM0-LT0017-O3129W)01-hO7 LT0017 Homo sapiens cDNA 
Hs.278429 hepatocellular cardncma-Bssoctated antigen 59 
Hs.193385 ESTs 
Hs.178655 ribonudease H1 

gb:UW-BR0p-anw.12-0-UlJl NIH_MGC52 Homosapien 
Hs.333239 ESTs 

gb:MRQ-HT01 57-021 299-O04-d08 HT0157 Homo sapiens cDNA 
gb£ST31993 Embryo, 12 week I Homo sapiens cDNA S en 
C8001441*:gil89230B1|reqNP_060114.1| hypothetical pr 
Hs.156103 ESTs 

Hs.22595 hypothetical protein FU10637 
Hs.23756 hypothetical protein similar to swine acytneuraminate 
Hs.10071 seven transmembrane protein TM7SF3 

gb:nq63b04.s1 NQ_CGAP_Ov6 Homo sapiens cDNA done si 
Hs.194976 SH2 dcsrnairvccntaimng phosphatase anchor protein 1 
Hs.116550 ESTs 

Hs.26510 vacuolar protein sorfing 33B (yeast homotog) 
Hs.144856 ESTs 
Hs.6137 ESTs 

Hs.14559 hypothetical protein FU 10540 
Hs.301701 Homo sapiens cDNA FU 12073 fis. done HEMBB 1002387 
Hs.80988 collagen, type VI, alpha 3 
Hs.195853 ESTs 
Hs.1 8442 E-1 enzyme 

gb:MR0-H70167-08119«)01-a02 HT0167 Homo sapiens cDNA 
Hs70573 PKai-reiated HIT protein 
Hs.50600 ESTs, WeaWy similar to T47156 hypothetical protein D 
Hs.137548 CD84 antigen (leukocyte antigen) 

KM_004520**iromo sapiens kinesin heavy chain member 2 
Hs.4835 eukaryofc translation initiation factor 3, subunitS 

gb:CM3-HT0183-18109W)23*05 HT0183 Homo sapiens cDNA 
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436216 
418623 
447197 
430146 
441841 
457677 
421090 
436481 
434407 
406410 
453579 
427584 
452139 
405510 
440777 
446424 
448004 
430610 
427080 
451693 
417558 
420344 
427735 
425423 
450663 
432585 
402682 
400247 
421116 
426761 
405514 
412406 
440226 
435625 
418529 
407758 
447276 
449938 
422893 
451593 
424148 
447519 
409361 
436279 
426523 
456926 
416294 
409206 
417086 
418181 
436910 
401008 
413245 
446820 
439279 
426116 
410098 
422326 
435513 
421629 
434663 
452461 
418811 
405417 
414076 
435014 
449610 
403397 
436873 
451386 
404914 
419839 
432820 
418978 
446536 
454639 
434522 
458236 
441043 
422838 



442307 
425453 



AA380887 Hs.5085 dolichyt-phosphate mannosyltransferase polypeptide 1, 
AW194757 Hs.256804 ESTs 

R36075 gb:yh88b01.s1 Soares placenta Nt>2HP Homo sapiens cONA 

AW81 5330 gb:QV&ST021W)601 00-0B3-a09 ST021 5 Homo sapiens cDNA 

AA971819 Hs.176083 ESTs 
AA628890 Hs.158701 ESTs 

BE301870 Hs.101813 sdule earner family 9 (sodium/hydrogen exchanger), 
AA379597 Hs.5199 HSPC150 protein similar to uWquitin-conjugating enzy 
AW815333 gb:QV0-ST021 546Q1Q0-083-g01 ST0215 Homo sapiens cDNA 

C5000010*:gi|10440464|dbjlBAB15765.1| (AK024475) FU0 
AI204463 Hs.61857 ESTs 

BE410293 Hs.179718 v-myb avian myeloblastosis vira! oncogens homoiog-lik 
AA099969 Hs.16331 Homo sapiens cDNA: FU21482 fis, done COL05135 
ENSP00000233779'i1ypotheticai 68.0 kDa protein. 
AA994020 Hs.128553 ESTs 
AW134529 Hs£44647 ESTs 
AW451477 Hs.257456 ESTs 

AI821465 Hs.188810 ESTs, Weakly similar to ALU6.HUMAN ALU SUBFAMILY SP S 
AW068287 Hs.173466 . ras-related C3botufinum toxin substrate 2 (rhofamil 
BE220445 Hs.279635 ESTs 
AF045229 Hs.82280 regulator of G-protein signalling 10 
BE463721 Hs.971 01 putative G protein-coupted receptor 
AA91 6785 Hs.180610 spneing factor prorine/glutamine rich (pdypyrirddin 
NM_005897 Hs.157180 intradsterna! A parfJde-promoted polypeptide 
H43540 Hs.25292 ribonuclease HI, large subunit 
AA705591 Hs.190209 ESTs 

Target Exon 
Eos Control 

T191 32 Hs.101850 refinol-binding protein 1 , cellular 

A101 5709 Hs.172089 Homo sapiens mRNA; cOMA DKFZp586l2022 (from done DKF 
ENSP00000241075:TRRAP PROTEIN. 
gb:RCr>MT0013-280300-021-b06 MT0013 Homo sapiens cDNA 
ESTs 
ESTs 

TRK-fusedgene 
KIAA0125 gene product 
hypothetical protein MGC1203 
Homo sapiens cDNA: FU21367 fa, done COL03051 
myosin IF 
CGU21 protein 
integrin, beta 7 
ESTs 

sine ocufe homeobox (Orosophila) homolog 1 
ESTs, Weakly similar to S65657 arpha-1 C-adrenergic re 
solute carrier family 9 (sodium/hydrogen exchanger), 
(CAA0741 gene product 
WAAQ227 protein 

gb:QV3-DT0Q44-221 299-045-C03 DT0044 Homo sapiens cONA 
ESTs, Weakly similar to S55024 nebuftn, skeletal muse 
cleavage and polyadenylation specific factor 1, 160kO 
gb:om68g01.s1 NCLCGAP_GC4 Homo sapiens eDNAdone 3' 
Target Exon 

ADP-ribosytaljon factor-Tike 6 interacting protein 
ESTs 
ESTs 
ESTs 

hypothetical protein FU20967 
eukaryotJc translation initiation factor 2B, subunit 
DC11 protein 
ESTs 
ESTs 

transcription factor 
hypothetical protein FU10545 

CX001144*:giI7242973ldbi|BAA92547.1| (AB037730) KIAA1 
AA467736 gb:nc74e05.s1 NCLCGAP_Pr2 Homo sapiens cDNA done, m 

BE560898 Hs.10026 * mitochondriat ribosomaJ protein L17 
A1242042 Hs.14044 ESTs 

Target Exon 

N23874 Hs.50477 RAB27A, member RAS oncogene family 
AB029008 Hs.26334 spastic paraplegia 4 (autosomal dominant; spasfin) 

NM_004046*:Homo sapiens ATP synthase. H+ transporting 
U24577 Hs.93304 phosphotlpase A2, group VII (plateletadivaUng fact 
AI554057 Hs.152477 ESTs 
T85295 Hs.268606 ESTs 

AC002563 Hs.1 5767 citron {mo4ntefacfjng, serine/lhreonine kinase 21) 
AW81 1633 gb:RC2-ST01 5W)9 109941 1-d05 ST0158 Homo sapiens cDNA 

AF189259 Hs.283081 garruna-arninobutyrlc add (GABA) receptor, theta 
AW297043 Hs.255604 ESTs, Weakly similar to A47234 homeobox protein H6 {H 
AA913422 Hs.192104 ESTs 

AA524065 Hs 93670 Homo sapiens cDNA: FU 22664 fe, done HS108202 
AW855718 gb:RC1-CT0279^7010(W)21-a06 CT0279 Homo sapiens cDNA 

AW027690 Hs.90037 ESTs 

AW374284 Hs.297215 Homo sapiens chromosome 19. cosmid R26894 
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AW948172 
AA873387 
H50554 
AW005695 
D50915 
AL049795 
AW970612 
X98411 
AF151879 
BE242274 
U46258 
NM.005982 
AW900372 
S68616 
AB018284 



AW364844 
AA194446 
U37012 
AA926944 

BE244334 

AW295037 

A1039473 

AA868729 

BE326839 

AI114875 

AW404075 

N80121 

AA641972 

M78223 

AK001407 



Hs.207330 

Hs.1 13999 

Hs.250897 

Hs.38365 

Hs.17987 

Hs.172635 

Hs.121555 

Hs.26706 

Hs.1741 

Hs.339665 

Hs.54416 

Hs.180793 

Hs.170222 

Hs.158688 

Hs.79170 

Hs.73451 
Hs.83727 



Hs.75249 

Hs.254986 

Hs.130636 

Hs.144694 

Hs.17433 

Hs.78592 

Hs.42785 

Hs.4983 

Hs.130058 

Hs.108106 

Hs.88663 



7.8 

7.8 

7.8 

7.8 

7.8 

7.8 

7.8 

7.8 

7.8 

7.8 

7.8 

7.7 

7.7 

7.7 

7.7 

7.7 

7.7 

7.7 

7.7 

7J 

7.7 

7.7 

7.7 

7.7 

7.7 

7.7 

7.7 

7.7 

7.7 

7.7 

7.7 

7.7 

7.7 

7.7 

7.6 

7.6 

7.6 

7.6 

7.6 

7.6 

7.6 

7.6 

7.6 

7.6 

7.6 

7.6 

7.6 

7.6 

7.6 

7.5 

7.5 

7.5 

7.5 

7.5 

7.5 

7,5 

7.5 

7.5 

7.5 

7.4 

7.4 

7.4 

7.4 

7.4 

7.4 

7.4 

7.4 

7.4 

7.4 

7.4 

7.4 

7.4 
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7.4 

7.4 

7.4 

7.4 

7.4 

7.4 

7.3 

7.3 
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455327 AW896238 Hs.334805 

420982 AW576160 Hs.100729 

424563 AA446932 Hs.151428 

417125 AW181998 Hs.81248 

453902 BE502341 Hs.3402 

446842 AI343510 

454128 AL031259 
BE302729 



Hs.176992 
Hs.41639 
Hs.173162 



427011 

450872 AI742594 
10 451512 AI800236 Hs.207080 
406708 AI2B2759 
432576 AW157424 Hs.165954 
459304 AW005809 Hs.281076 
401375 

15 413258 BE075114 
406016 

42150S BE302796 Hs.105097 
422742 AA316117 Hs.337128 
440031 BE045970 Hs.244746 
20 429389 AA454779 Hs.201441 
449556 AA00200B Vfe.188633 
444310 AI140432 Hs.175936 
459274 AA382S90 Hs.170980 
425404 BE048060 Hs.1 33494 
25 431150 T63857 

443217 NM_001545 Hs.9078 
413405 AW022253 Hs.215976 
447653 BE327277 Hs.161145 
414704 NM_014757 Hs.76986 
30 424046 AF027B66 Hs.138202 
409188 AW363284 Hs.32553 
453493 AL039478 Hs,304447 
455111 AK000150 Hs.78185 
400297 AI127076 Hs.334473 
35 446364 AB006624 Hs.14912 
432215 AU076609 Hs.2934 
436943 AA773838 Hs.5353 
446336 AW815036 Hs.151251 
418469 U34879 Hs.B5279 
40 414907 X90725 Hs.77597 
429065 AI753247 Hs.29643 
424568 AF005418 Hs:150595 
416450 AA180467 
449714 AB033015 Hs.23941 
45 455447 AW947507 

437154 A1023133 Hs.10739 
423059 AW378445 Hs.123080 
419092 J05581 Hs.89603 
426736 AA431615 Hs.130722 
50 417748 Z43011 Hs.21169 
434748 AI862604 Hs.211884 
438929 AW195515 Hs.253177 
452061 AI074259 Hs.469 
446416 AV658299 Hs.163959 
55 415023 AA932146 Hs.133494 
434766 AA742222 Hs.120634 
432566 AW439330 Hs.256889 
420252 AW270404 Hs.193161 
435403 AA779987 Hs.269658 
60 430151 AW968203 

427908 AA417272 Hs.24122 
417758 U27699 Hs.82535 
400098 

412647 AW975090 
65 437234 AI472213 Hs.247711 
453366 AW958751 Hs.28921 
425803 AI825204 Hs.211408 
447383 N24231 
423854 BE275507 Hs.170B 

70 450799 AW407504 

409592 BE280951 Hs.55058 
453945 NM_005171 Hs.36908 
425196 AUQ37915 Hs.155097 
439778 AL109729 Hs.99364 

75 417662 R07478 Hs.268845 
436087 AI863770 Hs.190422 
452724 R84810 Hs.30464 
448633 AA311426 Hs.21635 

_ A 433154 AA578526 Hs.160994 

80 440094 AI651558 Hs.270372 
409253 H91200 Hs.52002 
431270 BE046609 
407629 AA649242 Hs.62632 



Homo sapiens cDNA FU14604 lis, done NT2RP1000363, m 
K1AA0692 protein 
ret finger protein 2 

CUG triplet repeat, RNA-binding protein 1 

ESTs 

ESTs 

programmed cell death 2 
neighbor of COX4 

gb:wg55h05.x1 Soares_NSF_F8_9W_OT_PA_P_S1 Homo sapien 
ESTs , , 

gb:qt84a01.x1 Na_CGAP_Co14 Homo sapiens cDNA clone I 
ESTs, Weakly similar to 138022 hypothetical protein [ 
ESTs, Weakly similar to CHD4.HUMAN CHROMODOMAIN HELIC 
NM 020999":Homo sapiens neurogenin 3 (NEUROG3), mRNA. 
gb:PM1-BT0585-110200-003-ct1 BT0585 Homo sapiens cDNA 
Target Exon 

thymidine kinase 1, soluble 
ESTs 
ESTs 

Homo sapiens cDNA FU1 1079 fc, done PLACE10051 11 
ESTs 
ESTs 

K1AA0948 protein 

Homo sapiens done TCCC1A00164 mRNA sequence 
gbiyd 6e01.s1 Stratagene lung (937210) Homo sapiens c 
immature colon carcinoma transcript 1 
ESTs 
ESTs 

mastermind (Drosopriila), homolog of 
serine (or cysteine) proteinase inhibitor, dade B (o 
ESTs 

ESTs, Weakly similar to ALU1_HUMAN ALU SUBFAMILY J SE 
MAX4ike bHLHZIP protein 
hypothetical protein DKFZp56401278 
KIAA0286 protein 

ribonudeotide reductase M1 polypeptide 
caspase 10, apoptosis-related cysteine protease 
ESTs 

hydroxysteroid (17-beta) dehydrogenase 1 
polo (DrosophiaMike kinase 

Homo sapiens cDNA FU 13103 fis, done NT2RP3002304 
cytochrome P450, subfamily XXVIA, polypeptide 1 
gb2p14g08.s1 Slratagene fetal retina 937202 Homo sap 
KIAA1189 protein 

gb:RCO-MT0002-1 40300-01 1-a1 2 MT0002 Homo sapiens cDNA 
ESTs 

Homo sapiens unknown protein mRNA, partial cds 
mucin 1 , transmembrane 
ESTs 
ESTs 

ESTs, Weakly similar to ALU1_HUMAN ALU SUBFAMILY J SE 
ESTs 

succinate dehydrogenase complex, subunitA,flavoprot 
ESTs 

Homo sapiens ctoneTCCOA00164 mRNA sequence 
ESTs 

ESTs, Weakly similar to 2109260A B cell growth factor 
ESTs 
ESTs 

gb:EST380398 MAGE resequences, MAGJ Homo sapiens cDNA 
ESTs 

solute carrier family 6 (neurotransmitter transporter 
Eos Control 

gb£ST3871 96 MAGE resequences, MAGN Homo sapiens cDNA 
hypothetical protein FU20557, 
zinc finger protein 
ESTs 

gbyx22a1 1x1 Soares melanocyte 2NbHM Homo sapiens cD 
chaperonin containing TCP1, subunit 3 (gamma) 
gbrUl-HF-BMO-adk-g-12-O-Ul.rl NIK.MGC_38 Homo sapiens 
EH-domam containing 4 
activating transcription factor 1 
carbonic anhydrase II 
putative transmembrane protein 
ESTs r 
ESTs 
cycSnE2 
tubulin, gamma 1 
ESTs 

ESTs, Weakly similar to ALU1.HUMAN ALU SUBFAMILY JSE 
C05 antigervOke (scavenger receptor cysteine rich fa 
gb:hn41e11.x1 NCI_CGAP„RDF2 Homo sapiens cDNA done 3 
ESTs 
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7.2 

7.2 

7.2 

7.2 

7.2 

7.2 

7.2 

7.2 

7.2 
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7.2 

7.2 

7.2 

7.2 

7.2 

7.2 

7.2 

7.2 

7.2 

7.2 

7.2 
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7.1 

7.1 

7.1 

7.1 

7.1 

7.1 

7.1 

7.1 

7.1 

7.1 

7.1 

7.1 

7.1 
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7.1 

7.1 

7.1 

7.1 
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408296 


AH 17452 


Hs.44155 




445439 


BE243084 


Hs.12719 




427105 


AA398193 


Hs.97584 




408623 


AW811978 


Hs.254037 


5 


426561 


AA381437 






408492 


AA555217 


Hs.183684 




428894 


AA437066 


Hs.271736 




419102 


AA234098 


Hs.42424 


10 


429067 


AA446019 


Hs.104957 


422684 


BE561617 


Hs.119192 




424701 


NM.005923 Hs.151988 




412513 


AA322599 


Hs.5163 




443599 


AI079559 


Hs.134125 


15 


400715 






446514 


AW449233 


Hs.150847 




413992 


W26276 


Hs.136075 




402442 








419497 


NNL006410 Hs.90753 


20 


439575 


W79259 




407027 


U63312 





DKFZP5B6G1517 protein 
regulator of nonsense transcripts 1 
ESTs 
ESTs 

gb:EST94514 Activated T-cetls I Homo sapiens cDNA 5" 
eukatyoSc translation initiation factor 4 gamma, 2 
ESTs 

ESTs, Weakly similar to 2004399A chromosomal protein 
ESTs 

H2A rristone family, member Z 

mitog en-activated protein kinase kinase kinase 5 

ESTs, Weakty similar to AF151B40 1 CGW2 protein [H. 

ESTs 

ENSP0000023708r:KIAAV217 PROTEIN (FRAGMENT). 
ESTs 

RNA.U2 small nudear 
Target Exon 

TaMnteraciing protein (30kD) 

gb2d75c06j1 Soares_feteUiearLNbHH19W Homo sapiens 
gb:Human cosmid LL12NC01-242E1, ETV6 gene, exons IB a 
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Table 156 

25 Pkey: Unique Eos probesel identifier number 
CAT number: Gene cluster number 
Accession: Gen bank accession numbers 



30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



Pkey 

408182 
409113 



CAT Number Accessions 



104479.1 
110079.2 



409206 


1108161J 


409857 


1156298.1 


410146 


1178974J 


410536 


1207322J 


411298 


1237955J 


412406 


1293055 J 


412647 


1317604.1 


413256 


1355998.1 


413314 


1360034J 


413500 


1373933.1 


414076 


141490J 


416450 


159551J 


417247 


1660859.1 


417739 


1696198J 


417881 


170544J 


418347 


174149 1 


422429 


216469J 


423573 


229714.1 


426561 


269158J 


428294 


289365 1 


430146 


31356^.1 


430151 


313668.1 


430709 


32233B 1 


430848 


324621.1 


431150 


328626.1 


431270 


330676J 


432363 


345469.1 


434197 


381655J 


434407 


385744.1 


434410 


385798.1 


436910 


429182J 


437056 


432262.1 


439354 


47146J 


439575 


4740Q.1 


444314 


600667.1 


447197 


711623.1 


447383 


71990 1 


450799 


847242.1 


450872 


849959 1 


454355 


1130264 


454639 


1227728. 


454765 

\ 


1233905. 



AA074897 AA1 13914 AA064871 AA079329 AA071309 AA084710 AA129030 AA075042 AA074794 AA071453 AA078803 AA148628 AA 122204 
AA074159 AA1 261 85 AA0791 1 7 AA1 27089 AA07091 2 AA079280 AA1 31 372 AA078833 AA071087 AA076131 AA071047 AA079401 AA083070 
AA102076 AA1 15163 AA074198 AA134725 AA113889 AA121103 AA075041 AA065148 AA071310 AA101144 AA079659 AA078931 AA079209 
AA070928 AA068994 AAQ69817 AA076187 AA069053 AA131489 AA071308 AA063317 AA070156 AA071430 AA076056 AA075684 AA070053 
M126M3AAiSaA07^95M 



AA1 001 88 AA081472 AA1 22355 AA1 29031 AA085362 AA069220 AA070940 AA075968 AA074553 AA084027 AA1 1 5929 
AW364844 AW364847 AW937534 AW937593 AW937659 
AW501908 AW502959 AW502540 
AW592655 R05927 R06916 

aS^S36aS23AW835834 AW835831 AW835832AW835843AW835816AVV835833AW835815AW835849AW^ 
AW835848 AW835851 AW835852 AW835862 AW835855 AW835825 AW835847 AW835838 

AW948177 AW948171 AW948183 AW948173 

AW975090 N441B2 

BE075114 BE075283 BE07511B 

BE081585 BE081717 BE0B1863 BE081794 BE081659 

BE144914BE394989 

AA467736 AA135210 AW968166 AA467804 
AA1B0467 AA449184 AA464831 AA505048 
N5B024T58194T11693 N64222 T05848 
Z43995R12357 R34740 

AI879117AW161351 Z45755 BE003661 AA206949AA476541 

AA216419F03238AA229517 

AA310527 AW9B2295 Z44865 H06641 

AA328504 AA3277B3 AW962370 

AA381437 AA628833 AW407275 

AA425488 AA496895 F23221 _ 
AW81 5330 AW968170 AI732687 AT73Z725 AA468343 AA467817 AW063961 
AW968203 AT732757 AA470353 AA468025 AA468479 A1734151 
R34356 AW969880 AA484613 
AW021726 AA487752 AA488085 
T63B57 AW971220 AA493469 T63699 
BE046609 BE046118 AA501504 

M627223 AA^^r^AA^619M643463 AA643453 AA643439 AA643438 AW802964 AW821 595 AW821 594 AA643431 AA643432 
AW827513 

AW81 5333 AW81 5409 AA632563 

AAS32644 AA635376 M6641 88 

AA926944 AA767974 AA737237 

AI147061 AA743380 M765223 AW976398 A1803927 

AF086174 W31796W04694 

W79259AF086396 W73927 

AI140497 AW749625 AW749526 AW749644 

R36075A1366546 R36167 

N24231BE617964N35313 

AW407504 W31274 AI738877 

AT742594 AI761 397 R31 198 A1819332 R31 257 

AW812535 AW812536 AW390307 

AW811633AW811652AW811898 

AW819629AW854320 
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455037 1249783 1 BE144549 AW851677 AWB51543 AW851711 AW851719 
455096 1253078_1 AW855718 AW855740AW355748 

455161 1256167J BE1459Q0 AW859906 BE145895 BE145831 BE1459H BE145820 BE145817 BE145890 BE145908 

455410 12B8380 1 AW936676 AW936637AW936682AW936585 AW936817AW936811 AW936762AW936653 AW936815AW936812 AW936683 AW936822 
5 AW936823AW936821AW936732AW936730AW936781 
455447 1292444 1 AW947507 AW947509 AW947791 BE008335 
455855 1375834J BE147440 BE147708 BE147563 BE147456 
455994 1398737J BE179190 BE179208 BE179182 BE179185 BE1791B5 BE179194 
457892 432926 1 AA744389 AA744270 AA744284 AA744299 AA745380 AA744337 AA846905 AA847698 
10 458080 471050.1 BE142728 AA834047 AW937124 

4581 15 47705.29 BE091587 BE091730 BE091577 BE091655 BE091729 BE091640 BE091578 BE091727 BE091803 BE091660 BE091721 BE088255 BE076582 

AW992312 BE008791 BE082385 BE083504 BE083466 AW997967 AW997991 BE166595 AW843686 AW844334 BE079091 AW603391 BE081427 
BE079514 BE184580 BE009962 BE008722 AW579912 AW860561 AW890184 AW795276 AW860410 AW860411 AW610330 AW860564 AW860578 
AW862519 BE073924 BE008687 BE073857 BE073921 AW274106 BE011060 AW268120 AI335067 AW793748 AW997736 BE080117 AW867987 
1 5 AI547161 AW844767 AW393596 AW579444 BE083334 A1547158 AW799863 AA585179 AW992792 AW88221 5 BE01 191 3 AW997894 AI5471 59 

AW992772 AW581 178 AA092247 AW843916 BE079190 AW878478 BE083648 BE066454 AI469937 AW393594 AW579899 AW939276 BE173265 
AW878631 AW878638 AW992802 BE079913 AA633638 AW369008 BE076590 AW843456 AW992791 BE173247 AW843921 AW843333 AWB78334 
BE090235 BE078240 BE066325 AW603276 BE169310 AW817299 BE091641 BE00O16O AW898164 AW994624 AW999391 AW862797 AW89943B 
. . . AW750667 AW939585 AW940017 A1200402 BE167391 AW939318 AW799B37 AW939953 AW939681 BE07B188 AA449059 BE076595 AW297451 

20 . BE076544AVV8033728E081223AVV939237BE084239AI174202BE077804BE078028AA512912AI124808W 

AW939254 BE171687 AW99B400 AW998348 AW998353 AW9982B8 AW998303 AW998302 AW998299 AA502748 BE077882 AW998295 BE090238 
AW604665 AI423051 BE093093 AW579913 AW606384 BE006143 BE17041 5 AW998054 BE084608 AW992779 BE0881 1 1 AW610555 AW844153 
AW939423BE085404AW579905BE080994AW468482AW8766S5BE091581 BE080940A1811189 AW86B088 AW893127 BE080064 BE1B4254 
rt AW998350 AW884228 AW992315 AW992364 BE091569 AW750680 BE06B386 AA578227 BE091735 AW938830 BE078710 BE087253 BE084182 

25 ' AW800859 AW801017 AW581371 BE088300 AW995341 BE090233AW663786BE091739BE080113AW578162AW799799AW992366AW994673 

BE1851 70 AW792778 AW663225 BE075590 BE080111 AA582934 BE090227 A1475441 BE085684 BE090223 AW581366 BE010705 AW898740 
BE083170 AW992375 BE077833 BE083557 BE010688 AW998450 AW803434 BE08328O AW892655 AA506666 BE088288 BE005859 BE173856 
BE001319 AA610814 BE011965 BE005855 BE005869 AA973929 BE185729 AW884298 BE185743 BE001342 BE005876 AI0029BB AW799056 
„ _ BE085411 AWB41 264 AW6031 10 BE006134 BE006139 BE006148 BE006147 BE006155 AA578273 BE008706 BE185440 AW946428 AA501940 

3 0 AW6031 14 BE085757 AI4601 95 AA491 1 45 AA772914 AA632730 M508388 BE080196 BE 185442 BE093446 AW946433 BE0801 19 BE001352 

AW839003 BE006145 BE085405 BE008680 BE0B1428 AW581373 AW607246 BE094328 BE001336 AW868170 BE074119 AW884149 BE091734 
BE008744 AI540B67 BE185806 BE080193 BE185858 AA476398 BE081040 BE074724 BE085426 BE074725 AW998297 AW867606 BE185798 
AW898734 BE076369 BE081672 BE088178 AA610264 BE0881 18 AA284217 AW578085 BE074518 BE001359 BE001328 AW820227 AW868196 
_ _ AW86B1 90 AW9D4548 BEO0B526 BE012037 BE079061 BE005870 AW867804 AW878433 BE008751 BE0Q5875 BE008748 BE093440 BE183050 

35 AA5Q6676 BE001329 BE008803 BE080123 BE008041 AW994688 AW994675AW994760 AW994691 AW994681 BE080189 BE080112 AW868173 

AI768000 AW883094 AW868179 BE080201 AW665449 BE067473 BE008746 BE184053 BE076437 BE076376 BE076402 AA480395 BE082436 
BE184134 BE185224 BE085428 BE008682 AW868181 AW998358 AW866102 BE083507 BE077974 BE008835 BE093439 BE076108 AI416987 
BE00B788 BEQ69909 BE093441 BE185502 BE1B3053 AW750669 BE011812 BE008672 BE081684 BE093445 AW868184 BE081839 BE008797 
AW842067 BE008678 BE008670 BE551820 AW838974 BE081637 BE046696 BE00B673 BE010328 BE083250 BE089614 BE082052 BE081424 
40 BE001678 AW581368 AA503194 AW883721 AW883522 BE085564 AW868717 BE171078 BE078249 BE078194 AA565255 BE083486 AWB420B1 

AW842080 AW868204 BE008717 AA464369 A1831719 AW997365 BE079327 AA503956 BE091999 AW793852 BE080251 BE078086 BE092515 
BE170364 AW866193 AW067958 BE008042 BE008761 BE081681 BE081671 AW86740Q BE082003 BE082253 BE081439 BE0814B6 BE081692 
AW606020 AA50177B AW996417 BE045756 BE088394 AM91068 AW893099 AW578695 8E150440 BE006150 BE084684 AW992796 BE086891 
A _ AW866792 AW753605 BE082045 BE0B1 106 BEO08373 BE075399 AW996628 AW578707 BE084309 AW753804 BE185916 AW842220 BE185222 

45 BE005152 BE008795 AW5787C6 BE08O256 BE183984 AI934532 AA449648 AW578699 BE150514 AW883580 AA493568 BE085748 AW753601 

BE150562 AW882677 BE091797 AW899123 BE081679 BE080121 AW606787 AW603410 BE001317 AW905799 BE150513 BE092206 AW996343 
BE086922 BHJ08806 AW844759 AW606009 BE150487 AW750728 BE150491 BE150515 AW606010 BE150508 BE008718 AW578702 BE1 50509 
AA436751 AW883918 BE183883 AW753607 BE008S69 BE1 50446 AA533458 BE079219 AW838B84 AW063806 AW083837 AW878479 BE078815 
BE008802 AW992789 BE007925 AW802204 BE011825 BE092130 BE184059 BE079087 BE150568 BE185497 BE078808 AW883761 AW842295 
5 0 BE161523 AA484796 AA480390 AW994667 BE073205 AW607316 BE083201 AW802265 AW578700 BEO70715 AW860403 AW897456 AW996558 

AW890602 AW86041 3 AA425412 BE008364 BE150438 AW602606 A1435236 AA574285 AI823745 AA501773 A1002987 AW832749 BE185491 
AW996489 BE001442 AW946425 BE001 586 AI524864 BE085556 AW867549 AW504038 BE079832 AI752160 AW999398 AW883904 AW882376 
AW467098 BE0801 16 AW883984 AW883995 AA424095 BE074091 AW996348 AW860625 AW860633 AW946513 BE083485 AW860412 AW602207 
BE075407AW838972 AW607023AW602201 AW799772AWB62452AW862451 BE505041 BE161537 AW602206AW860404 AW860555 BE007843 
5 5 AW860632 AW862457 AW99801 9 AW860405 BE092062 AW603921 BE183386 AW868194 BE075664 BE078184 A1541 202 AI2049493E092451 

AW5031 1 1 AA484587 AA484402 AW998675 AW895064 BE069923 AW867965 BE069919 BE092069 AA807842 AW605500 AW605501 BE0854O9 
AA506738 BE080080 AW749523 AA493134 AW370137 AA491844 AA504425 AW605473 BE092456 BE010682 AW602608 BE079093 AA48491 1 
BE010942 AI205087 AW794933 BE081848 BE011792 AW799897 BE174618 AW838848 AW821741 AW842724 BE008764 BE183962 AA501765 
BED92513 BE1B3342 AW799806 AA442935 BE092268 AA580022 AW843219 BE093308 BE092275 BE08711 1 BE183392 AW842678 BE185597 
60 BE183895 BE185278 BE082343 AW946219 BE079199 BE092272 AA5B6687 AW946109 AW946175 AW946184 BE008365 BE078172 BE085673 

BE076240 8E083194 BEO106O4 BE0791 96 AW878S36 AW799803 BE001348 BE077883 BE081835 AW992309 BE081012 BE078106 AWB61899 
BE008407 BE008410 AW842670 AW603738 BE08B661 AA484571 AI799184 BE174545 BE001405 AA436987 AW995B84 AW9957B5 AW896598 
AW883999 6E075967 AA503938 BE092281 BE092Z79 6E087460 BE087569 BE081542 AI375386 AW843886 BE080115 BE171517 BE079898 
, _ AW882382 BE001450 BE076430 AW579377 BE008412 BE008790 BE182296 BE182297 BE078805 AW899132 BE07B810 BE1 85867 BE087790 

65 AA484928 AW578985 BE008400 BE074080 AW605101 BE0761 10 AW799904 AI205094 BE008370 BE182345 BE182373 BE008401 AA984441 

BE182362 BE182372 BE008414 BE078186 BE009165 BE010266 BE009162 BE009167 BE011006 BE073335 BE1 82370 AW750556 BE182347 
BE01 1 000 AA484576 BE092982 BE183897 BE092973 AA573037 AW882317 BE081 832 AA478471 AA551613 BE182366 AW838886 AW026827 
BE008413 AW895605 AA503558 AA776622 BE084825 AA502971 BE081842 BE010628 AW802218 AI888924 AW887986 AW881775 BE079220 
A1241060 AW802041 AW802005 BE01 1244 BE087051 AA984758 AM52997 AW992786 AW797500 BE077829 BE008402 AW881760 BE093516 
70 AW802084AW369007 BE185123 BE087775 AW801018 BE093443 AW867976 AW843271 BE1 73850 AW997859 BE010620 AW992516 AW843908 

BE083200 BE164675 BE074340 AW880289 BE075433 BE008456 AW946438 BE066570 BE093547 AA508107 AW867992 BE076239 BE183881 
AW817422 BE087717 AW899147 BE010608 AW992295 AA436737 BB075412 BE093Q1 1 AW581656 BE0B9529 BE008756 BE150494 AW903020 
AWB83102 BE076370 BE000625 BE166095 AW867979 BE182159 AW577501 AW577488 AW577491 BE010637 BE069910 BE093295 BE005243 
AI6207B3 AW992550 AW890590 AW577496 AW577504 AW842725 AW842666 AW864591 AW997722 AW842662 BE009233 BE087809 BE083196 
75 AA287768AW939691 AW815631 BE001453AW&41903BE077613AW5775MBE081479AW9925^^ 

BE074339 AA501 697 AW749997 BE076249 AW867991 BE085718 AW994607 BE010678 BE075436 AW386825 AA484467 BE081 1 44 AW577492 
AW997932 AW899089 AW842706 AW890727 AW843175 BE075428 AW843155 AW842679 AW842708 BE069915 AW842721 AW438792 AI251478 
BE06991 1 BE067054 BE079889 BE075453 BE069927 AA491920 BE 170606 BE182305 BE080O52 AWB43406 BE011075 BE075969 AA525261 
0rt AW391518 BE079202 AA658195 BE076138 AW799901 AA493859 AW992510 BE011810 AA508724 8E075488 BE075661 AA258982 BE078726 

80 BE069914 AA21369B BE075376 AA484600 AW580999 BE077872 AA503571 AW884724 AW880124 AWB68454 AW577502 AW577489 AW799829 

AW992545 BE075806 AW994606 BE350368 AA557836 BE077682 AW844660 AWB83431 BE085872 AW838887 AW843890 AW86B404 AA578417 
BE074115 AW842680 AW277193 AW890728 AW605111 BEO93940 AW890710 BE085560 AW868180 AWB9677B BE069925 BE011054 BE075965 
AW842668 AWBS8310 BE01 1071 BE075429 AWB43152 AW905848 BE075397 AW842762 BEO7S402 BE077950 AW837810 BE079998 BE183965 
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BF07M31 AW81S917 AW998359 AW79S8B3 AW603782 AA557480 AW841444 BE07S915 AA548034 AW843393 AW391559 BE08326S AW939721 
SS Sm ^59MS26AW99M8BE182463MTret11AW799915BE008399BE075377AW577809BE010272 
S BBH0O6 aS HHH BBMD38 BE076597 AI817413 AW795053 AW896761 AW841433 BE182458 AW603796 AW842676 

SSmwSnS BE182447 AW582483 AW843283 AW749S20 AW867449 AW899274 AW576232 

S foamon ATOTO702 MWm BBW016 AW580994 BE076531 AA443462 AW607407 AW883382 AW939399 AW605627 AW844615 
S« «1 AW8W1 BE07S626 AW946171 AW841445 AW797994 AW815957 AA683300 ATO69004 BE075368 BE081560 

AA50M0 aSiwSo3568 AA507130 AA532944 AAS01672 BE168634 M492022 AA507662 AWB42286 AA494226 AA776038 AA442419 



TABLE ISC 

sequence of human chromosome 22/ Dunham I. et a!., Nature (1999) 402:489495. 

Strand: Indicates DNA strand from which exons were predicted. 

NLposition: Indicates nucleotide posiUons of predicted exons. 

Pkey Ref Strand NLposition 

400715 8118B85 Minus 80151-80297 

400736 8118985 Plus 143447-143851 

401008 8117391 Minus 81421-81 551 .82364-B251 2,82862-82938 

401069 3927852 Minus 45682-45631 

401375 7417809 Minus 6121-6766 

I 401405 7768126 Minus 69276-69452,69548-69958 

401539 8072433 Minus 62028-62608 

401557 8099866 Minus 112785-112924 

401654 9097132 Minus 64695-64797 

401940 3738108 Plus 153460-153592 

i 402025 7547159 Plus 173835-173998 

402442 9796503 Plus 141714-141842,142010-142122 

402682 8138477 Minus 147522-147795 

402796 3646083 Minus 6126^265,6416^689 

402967 5360987 Minus 3351*34546 

40 403038 7717439 Mnus 290021-290284 

403055 8748904 Minus 109532-110225 

403310 8139936 Minus 1B3883-184026 

403397 9438368 Minus 64481-84655 

403839 4176355 Plus 21201-22223 

45 404110 9212839 Minus 18344-18510 

404495 8151634 Minus 5944^60477 

404534 8247909 Minus 147853-148086 

404630 9796665 Plus 74495-74715 

so X S S 

404914 7341760 Plus 92603-92827 

405417 4753290 Minus 50704-51499 

405454 7656675 Plus 133807-134053 

405510 7630909 Minus 101028-101174 

55 405514 9454624 Pkis 35953-36151 

405535 9795661 Plus 164091-164162,164397-164516,166720-166790,167785-167935 

406016 8272661 Phis 4134M1940 

406410 9256394 Minus 115806-116104 

406464 9789674 Plus 72161-72562 

60 406562 7711584 Plus 37316-37426 



65 



TABLE 16* 200 GENES DOWN-REGULATED IN CERVICAL CANCER COMPARED TO NORMAL ADULT CERVIX 

Tow* ira ch™* ™ npnp. down-reaulatfid in cervical cancer compared to normal adult cervix. These were selected as for Table 15 A, except that the numerator and denominator 



were switched, the median value amongst normal cervices was greater then 
normal cervix). 

70 Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unig ene gene title 

R1: RaCo of cervical cancer to normal cervix 

75 



R1 



Pkey ExAccn UnigenelD Unigene Title 

453596 AA441838 Hs.62905 hypothetical protein FU14834 ]8.1 

443912 R37257 Hs.184780 ESTs J J* 

80 420923 AF097021 Hs.273321 differenGaSy expressed In hematopoietic lineages 13.6 

414422 ■ AA147224 Hs.337232 HomeoboxA13 

420058 AK001423 Hs.94694 Homo sapiens cDNA FUt0561 fis, clone NT2RP2002672 2.9 

412639 AW961284 Hs.296235 ESTs 12 - 4 
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418994 


AA296520 


407938 


AA905097 


410544 


A1446543 


413802 


AW964490 


423690 


AA329648 


420674 


NM.000055 


453060 


AW294092 


424765 


AA428211 


452106 


AI141031 


428780 


A1478578 


431706 


AI816086 


419589 


AW973708 


430468 


NNL004673 


443790 


NM.003500 


448944 


AB014605 


401486 


NA 


417511 


AL049176 , 


429900 


AA460421 


411908 


L27943 


408134 


AK000184 


448543 


AW897741 


437846 


AA773866 


421666 


AL035250 


450164 


A1239923 


412642 


BE244598 


42560B 


AA360486 


442746 


AI016713 


415672 


N53097 


414175 


AI308876 


409601 


AF237621 


424634 


NM_003613 


414214 


D49958 


436637 


AI7B3629 


408621 


AI970672 


432101 


AI918950 


458440 


AI095468 


424153 


AA451737 


420228 


R25023 


418390 


AF133820 


444931 


AV652066 


449394 


AA004368 


425849 


AJ000512 


410425 


BE278367 


410765 


AI694972 


424973 


X92521 


436547 


AJ297351 


429414 


AI783656 


440594 


AW445167 


452768 


AW069459 


427669 


AW451832 


448533 


AL119710 


425010 


T16837 


426342 


AF093419 



437980 R50393 



Hs.89546 selectin E (endothelial adhesion molecule 1) 
Hs.85050 phospholamban 
Hs.95511 ESTs 

Hs.32241 ESTs. Weakly similar to S65657 alpha-1 (Adrenergic rece 

Hs.23804 ESTs, Weakly similar to PN0099 son3 protein [H^apiens] 

Hs.1327 butyryfcholinesterase 

Hs.21594 hypothetical protein MGC15754 

Hs.284256 hypothetical protein FU14033 similar to hypoxia induci 

Hs.21342 ESTs 

Hs.50636 ESTs 

Hs.296341 adenylyl cyclase-associated protein 2 

Hs.201925 Homo sapiens cDNA FU1 3446 lis, done PLACE1002968 

Hs.241519 angiopotetin-ltke 1 

Hs.9795 acyl-Coenzyme A oxidase 2, branched chain 

Hs.22599 alrophuvl Interacting protein 1 ; acfiv'm receptor fate 

C400064r:gi|4758508IreflNP_004253.1[ airway trypsin-D 
Hs.82223 chordin-fike 
Hs.30875 ESTs 
Hs.72924 cytidine deaminase 
Hs.42945 acid sphingomyelinase-like phosphodiesterase 
Hs.21380 Homo sapiens mRNA; cDNA DKFZp586P1124 (from clone DKFZp 
Hs.244569 esophagus cancer-related gene-2 
Hs.1408 endothe1in3 
Hs.30098 ESTs 

Hs.809 hepatocyte growth factor (hepapoielin A; scatter factor 
Hs.92448 ESTs 
Hs.135787 ESTs 
Hs.193579 ESTs 

Hs.103849 hypothetical protein DKFZp761D1 12 

Hs.80828 keratin 1 (epidermoiytic hyperkeratosis) 

Hs.151407 cartilage intermediate layer protein, nucleotide pyroph 

Hs.75819 glycoprotein M6A 

Hs.26766 ESTs 

Hs.46638 chromosome 1 1 open reading frame 8 
Hs.123642 EphA3 

Hs.135254 Homo sapiens cbne 1 thrombospondin mRNA, complete cds 
Hs.141496 MAGE-Kke2 
Hs.12369 ESTs 

Hs.84S65 titin ImnTunogtobutin domain protein (myotiltn) 

Hs.751 1 3 general transcription factor IllA 

Hs.18160 Homo sapiens cDNA RJ11550 fis, done HEMBA1002970 

Hs.296323 serum^lucocorfcoid regulated kinase 

Hs.63510 KIAA0141 gene product 

Hs.661 80 nucteosome assembly protein 1-Cke 2 

Hs.1 54057 matrix metalloproteinase 19 

Hs^0824 leucine zipper transcription factor-like 1 

Hjl202095 empty spiracles (Drosophlla) homoiog 2 

Hs.126036 ESTs 

Hs.61539 ESTs 

HsJZ55938 ESTs, Moderately similar to WAA1200 protein (H.sapiens 
Hs.21365 nudeosome assembly protein Hike 3 
Hs.4241 ESTs 

Hs.169378 multiple PDZ domain protein 
Hs.278436 KIAA1474 protein 



425292 NWL005B24 Hs.155545 37 kDa levcine-rich repeat (LRR) proteto 

404097 NA C500O242 4 :gi|9369379I^|MF87128.1|AC00^34J4(AC00643 

422546 AB007969 Hs.301478 WAA0500 protein 

445872 A1681573 Hs.288671 Homo sapiens cDNAFLM 1997 fis, done HEMBB1001458 

429999 AI761902 Hs.99597 ESTs 

453354 W55946 Hs.234863 Homo sapiens cDNA FU12082 fis, done HEMBB1002492 

442082 R41823 Hs.7413 ESTs 

452073 AA625150 Hs.82098 ESTs 

430032 AW936136 Hs.99610 ESTs 

408767 AA057279 Hs311928 ESTs 

433234 AB040928 Hs.65366 KIAA1495 protein 

431708 AK98136 Hs.108873 ESTs 

421200 AA284811 Hs.264433 ESTs 

435133 AJ010482 Hs.31412 Homo sapiens cDNAFU 11 422 fis. done HEMBA1 001 008 

409643 AW450866 Hs.257359 ESTs 

416676 AW392022 Hs.79507 KJAA0582 protein 

420357 U94333 Hs.97199 complement component C1q receptor 

417355 . D13168 Hs.82002 endothefin receptor type B 

423448 AK000776 Hs.128753 Homo sapiens cDNA FU 20769 fis, clone COL05674 

430965 AA489732 Hs.154918 ESTs 

419968 X04430 Hs.93913 mterieukin 6 (interferon, bete 2) 

447471 AF039843 Hs.18676 sprouty (Drosophfta) homoiog 2 

404485 NA Target Exon 

429594 AK001128 Hs^10297 Homo sapiens cDNAFU10266 fis, done HEMBB1001024 

417692 R09338 Hs.50724 Homo sapiens cDNA FU10934 lis, done OVARC1000640 

432304 AA932186 Hs.69297 ESTs 

430895 U66581 Hsl248121 Gr^teiivcoupted receptor 22 

448851 AI582207 Hs.177166 ESTs 

405523 C8001409^ij7441226|pi1lS31212coIlagen alpha 1(XIV) 

240 
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450656 


AA010539 


Hs.18912 


422942 


AF054839 


Hs.122540 


401479 


T49304 


Hs.1 10950 


444192 


AW469413 


Hs.151145 


439648 


AW780192 


Hs.267596 


410378 


R23324 


Hs.41693 


444702 


AI220122 


Hs.326560 


410909 


AW898161 


Hs.53112 


452249 


BE394412 


Hs.202095 


430376 


AW292053 


Hs.12532 


411037 


BE145915 


Hs.99472 


442803 


AI675298 


Hs.199917 


414831 


M31158 


Hs.77439 


400628 


NA 




414629 


AA345824 


Hs.76688 


437110 


AL049240 


Hs.144995 


410646 


W79408 


Hs.50745 


456304 


AI820973 




401270 






419447 


BE092696 


Hs.75928 


414807 


AI738616 


Hs.77348 


427019 


AA001732 


Hs.173233 


434469 


AA634806 




444618 


AV653785 


Hs.173334 


418947 


W52990 


Hs.22860 


416434 


AW163045 


Hs.79334 


454736 


BE184348 




407945 


X69208 


Hs.606 


447499 


AW262580 


Hs.147674 


430686 


NM 001942 


Hs.2633 


409882 


AJ243191 


Hs.56874 


419047 


AW952771 


Hs.90043 


414272 


AI651603 


Hs.46988 


443808 


AW377736 


Hs.12420 


426883 


H21520 


Hs.35088 


410659 


AI080175 


Hs.68826 


431292 


AA370141 


Hs.2281 


432181 


AA527650 


Hs.156037 


422890 


Z43784 


Hs.75893 


453296 


AA034413 


Hs.62560 


400878 


NA 




401103 


NA 




436670 


AI690021 


Hs.201536 


432251 


AW972983 


Hs.232165 


408793 


BE258371 


Hs.254660 


419093 


AI804054 


Hs.1 12885 


434844 


AF157116 


Hs.22350 



ESTs 



450776 
437140 
418421 
443476 
417194 
443567 
451879 
421013 
451896 
413237 
424636 



414681 

400802 

430015 

451978 

449088 

425113 

458459 

420249 

401159 

442789 

426083 

407118 

423587 

443178 

430694 

423073 

437950 

419368 

447335 

451398 

452814 

407570 

412295 

447261 



chromosome 1 open reading frame 21 
ESTs 



C10001871-:gi|1705533|sp[P32018|CA1E^CHICK COLLAGEN ALP 
carboxylesterase 1 (monocyte/macrophage serine esterase 
ESTs 
ESTs 

gbmc21c02.y5 NCI_CGAP_Pr1 Homo sapiens cDNA done, mRN 

Target Exon 

ESTs 



gbab28c02.r1 Stratagene lung (937210) Homo sapiens cDN 
ELL-RELATED RNA POLYMERASE II, ELONGATION FACTOR 
ESTs 

nuclear factor, Interteukin 3 regulated 
gb:CMO-HT0576-010500-355«11 HT0676 Homo sapiens cDNA, 
ATPase, Cu transporting, alpha polypeptide (Menkes synd 
protocadherin beta 16 
desmoglein 1 

heat shock 27kD protein family, member 7 (cardiovascula 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

chromogranin B (secretogranin 1) 



ESTs 

Target Exon 

C12001233:gi|7305361lreflNP„038652.1l otogelin JMus mus 



NMJJ07250 Hs.320861 KruppeHflce factor 8 
AA312799 Hs^83689 activator of CREM in testis 
Hs 85050 phospholamban 

Hs.133878 ESTs, Weakly similar to YCD1_HUMAN HYPOTHETICAL PROTEIN 

gb;yz07a01.r1 Soaresjnu1Gple_sderans_2NbHMSP Homo sa 
Hs.134090 ESTs 

gb:yb52fU.y5 Stratagene ovary (937217) Homo sapiens cD 
Hs.1 345 mutated in colorectal cancers 
Hs.271 97 SUMO-I^specffic protease 
Hs.171965 ESTs 
Hs.10198 ESTs 
Hs.64004 ESTs 

Hs.74002 nuclear receptor coacfivator 1 

Target Exon 
Hs.1 12157 ESTs 

H&27371 Homo sapiens mRNA; cDNA DKFZp566J123 (from done DKFZpS 
Hs.1 96556 ESTs 

Hs.1 54658 pleckstrin and Sec7 domain protein 
Hs.48965 Homo sapiens cDNA: RJ21 693 lis, clone COL09609 
Hs.276916 nuclear receptor subfamily 1 , group D, member 1 
Target Exon 

Hs.131191 ESTs, Weakly similar to ALU7.HUMAN ALU SUBFAMILY SQ SEQ 
Hs.126712 ESTs, Weakly similar to AF191020 1 E21G5 ^.sapiens] 
Hs.262036 ESTs, Weakly similar to Z223_HUMAN ZINC FINGER PROTEIN 
Hs.284256 hypothetical protein FU 14033 similar to hypoxia indud 
Hs.47312 ESTs 

Hjl30936 ESTs, Weakly similar to K2BH_HUMAN HISTONE H2B H [Ksap 
Hs.1 231 19 MAD (mothers against decapentaptegfc, OrosophHa) homo! 
Hs.1 12642 ESTs 
Hs^09464 WAA1604 protein 
Hs.286192 hypothetical protein FU20940 
Hs.144479 ESTs 

Hs.334703 hypothetical protein FU 14529 
Hs.37096 zinc finger protein 145 (KruppeHite. expressed in pro 
Hs.1 1 7176 poly{A)-binding protein, nudear 1 



AW068594 

N53793 

AI077540 

AI821030 

M62397 

AF196304 

A1468574 

AA453734 

AI288430 

ALD79440 

NA 

AW76B399 

AWB13747 

AI654048 

AI936992 

A1124553 



NA 

AW904361 
AW962712 
AA156790 
AA328074 
AI631241 
AA810624 
BE252922 
U79244 
AI753518 
BE617695 
AI793124 
Al 092790 
Z19002 
AW088826 



NMJJ06691 Hs.17917 extracellular link domain-containing 1 



4.6 

4.6 

4.6 

4.6 

4.5 

4.5 

4.5 

4.5 

4.5 

4.5 

4.4 

4.4 

4.4 

4.3 

4.3 

4.2 

4.2 

4.2 

4.2 

4.2 

4.2 

4.2 

4.1 

4.1 

4.1 

4.0 

4.0 

4.0 

4.0 

4.0 

3.9 

3.9 

3.9- 

3.9 

3.9 

3.9 

3.9 

3.9 

3.8 

3.8 

3.8 

3.8 

3.7 

3.7 

3.7 

3.7 

3.7 

3.7 

3.6 

3.6 

3.6 

3.6 

3.6 

3.6 

3.5 

3.5 

as 

3.5 
3.5 
3.5 
3.5 
3.5 
3.5 
3.5 
3.5 
3.5 
3.5 
3.5 

as 

3.4 
3.4 
3.4 
3.4 
3.4 
3.4 
3.3 
3.3 
3.3 
3.3 
3.3 
3.3 
3.3 
3.3 
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444216 
418771 
433036 
404584 
404195 
42B819 
425198 
420833 
413156 
413607 
443960 
428790 
434520 
432247 
429303 
439734 
433546 
430317 
425130 
444195 
409007 
453773 
442974 
446936 
454085 
420271 
435545 
445175 



D25303 

AA807881 

AA574091 



AL135623 

AA352090 

R47948 

M127133 

T64741 

AI093577 

AF023456 

AA205273 

AA531287 

AW137635 

AC005013 

AI075877 

AB020645 

AA448208 

AB002351 

AL122107 

AL133761 

AI025670 

H10207 

AW885909 

A1954365 

M687415 

AV652851 



Hs.1 93914 
Hs.1 28003 
Hs.188732 



Hs.222 

Hsl25329 

Hs.105964 



Hs.255416 
Hs.193558 
Hs.177011 
Hs.105805 
Hs.44238 
Hs.149 



Hs.1 25461 
H2L239189 
Hs.99163 
Hs.10587 
Hs.49599 



Hs.1 09308 

Hs.47314 

Hs.6975 

Hs.42892 

Hs.28107 

Hs.20255 



ESTs 
ESTs 

Target Exon 

NMJ)15718*:Homosapiens NAOPH oxidase 3 (NOX3), mRNA. V 
K1AA0575 gene product 
hypothetical protein FU21213 
ESTs 

gbzl87e03.r1 Stratagene colon (937204) Homo sapiens cD 

gfcyc48f1 1.rl Stratagene fiver (937224) Homo sapiens cD 

hypothetical protein FU21986 

protein phosphatase, EF hand calaum-binding domain 2 

hypothetical protein 

ESTs 

ESTs, Weakly similar to S65657 atpha-1Cadrenergfc rece 

cAMP response element-binding protein CRE-BPa 

hypothetical protein FU11539 

glutaminase 

ESTs 

KIAA0353 protein 

Homo sapiens mRNA; cDNA DKFZp434G0827 (from clone DKFZp 
gb:DKFZp761C1413_r1 761 (synonym: hamy2) Homo sapiens c 
ESTs, Weakly similar to leucine-roh gfioma-inaclivated 
ESTs 

PRO1073 protein 

ESTs 

ESTs 

ESTs 



tnlegrin, alpha 9 



3.3 
3.3 
3.2 
3.2 
3.2 
3.2 
3.1 
3.1 
3.1 
3.1 
3.1 
3.1 
3.1 
3.1 
3.1 
3.1 
3.0 
3.0 
3.0 
3.0 
3.0 
3.0 
3.0 
3.0 
3.0 
3.0 
3.0 
3.0 



TABLE 16B 



Pkey: 

CAT number: 
Accession: 



Unique Eos probeset identifier number 
Gene cluster number 
Genbank accession numbers 



•Pkey 



CAT Number Accessions 



413156 135116J AA127133AA384396AW958912T72119 

413607 1379911J T64741 BE1 58393 BE1 52805 

417194 1657323J N53793 N53716 N53739 

434469 387447J AA634806C18732AA729161 AA729860 

451879 888642.1 AI821030 T47126 A1821318 

453773 980599J AL133761 AL133767 

454736 1232235J BE1 84348 AW81 7453 BE01 1068 

456304 176820J AIB20973 AI734077 AI820984 AA225796 AA225060 AA225101 
TABLE 16C 

Pkey: Unique number corresponding to an Ex probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. 'Dunham I. et al" refers to the publication entitled "The DMA 

sequence of human chromosome 22.' Dunham I. et al, Nature (1999) 402:489495. 

Strand: Indicates DNA strand from which exons were predicted. 

NtposRion: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposttion 


400628 


3818355 


Plus 


4185141984 


400802 


8567867 


Minus 


174571-174856 


400878 


9864757 


Plus 


31493-32842 


401103 


6568122 


Minus 


98330-98449 


401159 


6067118 


Minus 


3180-3953 


401270 


9797168 


Minus 


141659-141813 


401486 


7341763 


Plus 


32585-32756,36281-36540,4079140933.4401844179 


404097 


7770701 


Plus 


55512-55781 


404195 


3805917 


Minus 


39186-39332 


404485 


8096921 


Plus 


75166-75264,124036-124232 


404584 


9857511 


Plus 


138651-139153 


405523 


9454643 


Plus 


114550-114688,117265-117407,119490-119599,123237-123395,131140-131217 



TABLE 17A: 605 genes upregutated in testicular cancer relative to normal body tissues 

Table 1 7A Gsts about 605 genes upregutated In cervical cancer relative to normal body tissues that are likely to encode proteins amenable to modulation by small molecules, peptides, 
or antibodies. These genes were selected from 59680 probesets on the Eos/Affymetrtx Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis 
was expressed as average intensity (A!), a normalized value reflecfing the relative level of mRNA expression. The protein products of these genes often contain one or more domains 
indicative of have oncogenic function or of transducing intracellular signals, or of being modulatable by small molecules, peptides, or antibodies (e.g. pkinase, death-domain, 7tm. 
phosphatase, or ton .transporter). Certain predicted proteto'domalns are noted. 

Pkey Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UnlGenelD: UniGene number 

Pred.ProLDomains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very likely to contain; =M, 
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likely to contain; other protein domain abbreviations are from PFAM {Nucleic Acids Research, 2002, 30:276-280). 
UniGene Title: ' UniGene gene title 

R1 95th percentile of cervical cancer Als divided by the 50th percentile of norma! tissue Als, where the 10th percentile of all normal tissue Als was subtracted from 

both the numerator and denominator 

Pkey; ExAccn; UnlgenelD; Unigene Title; Pred.ProLOomains; R1 

408522; AI541214; Hs.46320; Small proBne-rfch protein SPRK [human, ; none.Cornrfin; 33.942 

422168; AA586894; Hs.1 12408; S100 calcium-binding protein A7 (psorias; efhand,S_100;TM=M;SS=N; 33.05 

424098; AF077374; Hs.139322; smaD praline-rich protein 3; &jnufin;TM=M;SS=N; 32.856 

422158; L10343; Hs.112341; protease inhibitor 3, skin-derived (SKAL; wap;TM=M;SS=Y; 29.604 

433091; Y12642; Hs.3185; lymphocyte antigen 6 complex, locus D; UPAR_LY6jmdnA:tivin_recp;TM=M;SS=Y; 27.95054945 

421948; L42583; Hs.334309; keratin 6A; filament,RhoGAP,DUI^,b2lP,Tropomyosin,tubulin.DUF164JBC^Coll^ 26.778 - 

446292; AF081497; Hs.279682; Rh type C glycoprotein; Arrjromum_fransp,FecCD;TM=Y;SS=M; 26.1133829 

407242; M18728; ; gb:Human nonspecific crossreacting antlg; lg;TM=M;SS=M; 23.382 

424687; J05070; Hs.151738; matrix metalloproteinase 9(gelatinase B; fn2 t hemrjpexin4 > eptidasej/l10;; 22.522 

412719; AW016610; Hs.816; ESTs; none,none; 21.198 

406690; M29540, Hs.220529; cardnoernbryonfc antigen-related ceH ad; lg;TM=M;SS=M; 20.028 
402075; ; ; ENSP00000251056*:Plasma membrane caldum; noner, 19.038 

431958; X63629; Hs.2877; cadherin 3, type 1. P-cadherin (placenta; cadterin,Cadherin - C_terrn;TM=Y;SS=M; 17.92061281 
412471; M63193; Hs.73946; endothelial cell growth factor 1 (platel; Grycos_transL3,Glycos_trans_3N;TM=M;SS=M; 17.8978979 
417308; H60720; Hs.81892; KIAA0101 gene product none;TM=M;SS=N; 17.08333333 
429259; AA42045O; Hs.380088; Plakophain; none,none; 17.08235294 
417079; U65590; Hs.61134; interteuWn 1 receptor antagonist; ILIr, 16.91568628 
439926; AW014875; Hs.137007; ESTs; none.none; 16.69 

419693; AA133749; Hs.301350; FXYO domain-containing Ion transport reg; ATP1G1_PLM_MAT8;TM=Y;SS=M; 16.365 
413753; U17760; Hs.75517; laminin, beta 3 (nicein (125kD), kafinin; laniiniii_EGF.Iaminin„Nterm;; 15.752941 18 
413278; BE563085; Hs.833; interferon-stimulated protein, 15 kDa; ubiquitin,- 15.48600509 
401781; ; ; Target Exon; filamentTM*M;SS=N; 15.43668831 
420440; NMJW2407; Hs.97644; mammaglobln 2; Uteroglobin;; 15.394 

441633; AW958544; Hs.1 12242; normal mucosa of esophagus specific 1; none;TM=M;SS=M; 15.12264151 
452240; AI591147; Hs.61232; ESTs; nona,none; 14.63 

428957; NMJJ03881; Hs.194679; WNT1 inducible signaling pathway protein; lspJ,vwc.lGFBP;TM=M;SS=M; 14.49772727 

414987; AA524394; Hs.294022; hypothetical protein FU14950; SH2;TM=M;SS=N; 14.4389313 

432374; W68815; Hs.301885; Homo sapienscDMA FU11346fis. done PL; none,none; 14.00909091 

400289; X07820; Hs.2258; matrix metalloproteinase 10 (slrometysin; hemopexin,Peptid3se_M10,Astadn;; 13.824 

414812; X72755; Hs.77367; monokine Induced by gamma interferon; ILB;TM=M;SS=Y; U7754386 

421552; AF026692; Hs.105700; secreted frtzzted-related protein 4; Fz^NTR;; 13.74595843 

400284; ; ; NNL000125*:Homo sapiens estrogen recepto; hcTmone_rec^C4,OesLrecep;TM=M;SS=M; 13.31578947 

428227; AA321649; Hs.2248; small inducible cytokine subfamily B (Cy; ILB;TM=M;SS=Y; 13.052941 18 

41 1274; NMJJ02776; Hs.69423; kallikrein 10; trypsin;TM=M;SS=N; 13.038 

406687; M31126; Hs.352054; matrix metaltoproteinase 1 1 (strornelysin; hemopexin.PepGd3se_M10;; 13.00311527 
427666; AI791495; Hs.180142; GtoduMke skin protein (CLSP); efhand;TM=M;SS=N; 12.79 
400301; X03635; Hs.1657; estrogen receptor 1; F-box,horrronejec^KM,Oestjecep p ^^ 

synLC^AA,E7,RF)^DNA_bmding;TM=M;SS=N; 12.472 
410001; AB041036; Hs.57771; kallikrein 11; trypsin;TM=M;SS=M; 12.47 

422310; AA316622; Hs.98370; cytochrome P460, subfamily AS. pofypept; rone,pkinase,fh3Jg: 12.28597122 
430630; AW269920; Hs.2621; cystatin A (stefin A); cysiatin;TM=M;SS=N; 12.1 3379205 
437044; AL035864; Hs.69517; tfriferenBairy expressed in Fanconfs an; none;TM=M;SS=M; 12.04945055 
418462; BE001596; Hs.85266; mtegrin, beta 4; m3^tegrirLB,Calx*eta ( EGF;TM=M;SS=M; 1 1.95538462 
443859; NMJ>1 3409; Hs.9914; folGstaSn; kazal;; 1 1 .95467422 

426350; NM_003245; Ks.2022; transglutaminase 3 (E polypepSde, prate; TrarsgtotaminJJJransglutarn^^ 11.61 
408243; Y00787; Ks.624; interieukin 8; HLH,PAS.1L8;TM=M;SS=N; 11.564 

444781; NMJH4400; Hs.11950; GPI-anchored melastasts-associated prate; UPAR_LY6,lactamasa_B; 1155285714 
428484; AF104032; Hs.184601; sohite carrier family 7 (cafionic amino ; 

aaj>eni^es 1 pyridoxaLdeC ( bron^ 
418863; AK001100; Hs.41690; desmocoHin 3; cadherin,Cadhenn_C_term,norie; 11.456 
433001; AF217513; Hs.279905; done HQ0310 PRO0310p1; none- 11.45352113 

423217; NMJJ00094; Hs.1640; collagen, type VII, alpha 1 (epidermolys; r^tz_BPTI,fh3,vwa,Coaagen,beta4ac^ 11.32234432 
428970; BE276891; Hs.194691; retindc add induced 3 (RAIG1); metebo; 7tm_3;TM=Y;SS=M; 11.28686327 
424834; AKQ01432; Hs.153408; Homo sapiens cONA FU10570 fis, done NT; none,none; 1 1.076 
451541; BE279383; Hs.26557; plakophifin 3; ArrnadiHo_seg;TM=M;SS=N; 11.0381579 
418478; U38945; Hs.1174; cydnvdependent kinase Inhibitor 2A (me; ante 11 

423673; BE003054; Ks.1695; matrix metaBoprotelnase 12 (macrophage ; hemopexirvPeptidase_M1 0;TM=M;SS=M; 11 

425071; NKL013989; Hs.1 54424; deiodinase, iodothyrontne. type II; T4_dekxftnase;TM=M;SS=Y; 10.93859649 

437938; AI950087; Hs^69628; gb^q05cO2Jc1 NCI_CGAPJQd12 Homo sapien; none,nona; 10.78064516 

425367; BE271188; Hs.155975; protein tyrosine phosphatase, receptor t none;TM=ftfcSS=Y; 10.74825175 

439706; AW872527; Hs.59761; ESTs. Weakly similar to DAP1_HUMAN DEATH; nona,none; 10.542 

437897; AA770561; Hs.1 461 70; hypothetical protein FU22SS9; zKMHOnone; 10.49538462 

431629; AU077025; Hs.265827; interferon, alpha*dudble protein (do; none;TM=M;SS=Y; 10.48210736 

41 1558; AA102670; Hs.70725; garnma-aminobutyric add (GABA) A recepto; rteur_crauUD,Neur_chan_memb;TM=Y;SS=M; 10.26714286 
409142; AL136877; Hs.50758; SMC4 (structural maintenance of chromoso; ABC_tran,M,SMC_aSMC^C,DUF1 64,none; 10.142 
421508; NM.004833; Hs.105115; absent m melanoma Z PAADJ)APIN,H1N;TM=M;SS=N; 10.1 

418641; BE243136; Hs.86947; adisintegrin and metalloproteinase doma; oTstntegnn,ReprolyslruPep_M12Bjjropep,EGF;TW=Y;SS=M; 10.072 
425397; J04088; Hs.156346; topdsomerase (DNA) II alpha (170kD); DNAjyraseB.DNA^topoisorV.HATPase.c^ 9.996353636 
414035; Y00630; Hs.7571 6; serine (or cysteine) proteinase inWbito; serpinr. 9.896825397 
421506; BE302796; Hs.105097; thymidine kinase 1. sduble; TK;TM=M;SS=N; 9.888888889 
407786; AA687538; Hs.38972; tetraspan 1; trBnsmembrane4;TM=Y;SS=M; 9.876056338 
424441; X14850; Hs.147097; H2A histone family, member X; histone, CBFD_NFYB_HM F; ; 9.851635514 
438091; AW373052; Hs.351 546; nuclear receptor subfamily 1, group I. m; hormone jec.zf-C4.none; 9.840720222 
413859; AW992356; Hs.8364; Homo sapiens pyruvate deriydrogenase kina; SAM_PNT,none; 9.823170732 
40800D; L11690; Hs.198689; bullous pemphigoid antigen 1 (23(W240kD); eftand f spedrin > GAS2,SH3,Plecfin,R\X^ 
LZ,M,ldhj:,CH^P3;TM=M;SS=N; 9.812 
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409893' AW247090; Hs.57101; mtnicrtromosome maintenance deficient (S.; MCM, aldo Jtetjed ;TM=M;SS=N; 9.787878788 

442599; AF078037; Hs.324051; RetA-assodated inhibitor, SH3,ank;TM=M;SS=N; 9.637037037 

425550; NM.001944; Hs.1925; desmoglein 3 (pemphigus vulgaris aniigen; cadherin;TM=M;SS=M; 9.596 

417900; BE250127; Hs.82906; CDC20 (cell division cycle 20, S. cerevt; WD40;TM=M;SS=N; 9.558 

444946- AW139205; Hs.156457; nypothelical protein FU22408; abhydro1ase,abhydrolase._2;TM=Y;SS=M; 9.55 

421481; AW391972; Hs.104696; KIAA1324 protein; none;TM=M;SS=M; 9.529085873 

408591; AF015224; Hs.46452; mammagtobin 1; Uterogtobin;TM=M;SS=M; 9.506 

444381; BE387335; Hs.283713; hypothetical protein BC014245; Collagen;TM=M;SS=M; 9.477961433 

444006; BE395085; Hs.334762; type I transmembrane protein Fn14; tdl_recepLa,PKD,MHCJ;TM=M;SS=Y; 9.415151515 

413719; BE439580; Hs.7549B; small inducible cytokine subfamily A (Cy; IIA; 9.408 

424364; AW383226; Hs.163834; ESTs, WeaWy similar to G01763 atrophin-; ras;TM=M;SS=N; 9.36 

429002; AW248439; Hs.2340; junction plakoglobin; ArmadiUo_seg;TM=M;SS=N; 9.315693431 

421379; Y15221; Hs.103982; ^ smaD hducible (^toidire subfarniiy B (Cy; IL8;TM=M;SS=Y; 9.31 

418004; U3751 9; Hs.87539; aldehyde dehydrogenase 3 family, member ; atdedh;TM=M;SS=M; 9.29 

454034; NM 000691; Hs.575; aldehyde dehydrogenase 3 family, member ; aldedh;; 9.264 

417389; BE260964; Hs.82045; midkine (neurite growth-promoting factor, PTN_MK;TM=M;SS=Y; 9.241561 181 

445033; AV652402; Hs.72901 ; cycMependent kinase inhibitor 2B (pi; ank;; 9^07272727 

443426; AF098158; Hs.9329; chromosome 20 open reading frame 1; none;TM=M;SS=N; 9.195167286 

439223; AW238299; Hs.250618; UL16 binding protein 2; MLrecepLa,PKD,MHCJ;TM=M;SS=Y; 9.108 

428758; AA433988; Hs.9B502; CA125 antigen; mucin 16; SEA;TM=Y;SS=N; 9.028 

421777; BE562088; Hs.108196; HSPC037 protein; none;TM=M;SS=N; 9.004 u *\ mM . i(M 

448988; Y09763; Hs.22785; gamma-aminobutyric acid (GABA) A recepto; Neur_chan.LBD,NeuLchan_memb;TM=Y;SS=M; 9.001096491 
418969; W33191; Hs.28907; hypothetical protein FU20258; SH3;TM=M;SS=N; 8.942 
455601; AI368680; Hs.816; SRY (sex determining region Y)-box 2; HMGJwx; 8.87 

42S211;AF052693;Hs.198249;gapjunctionprotri^ ^ , _ 

456906; AF117646; Hs.156637; Cas-Br-M (murine) ectopic retroviral tr, zf<C3HC4,CbLN,Cbl.N2.CbLN3;TM=M;SS=N; 8.738 

430397; AI924533; Hs.105607; bicarbonate transporter related protein ; HC03_cotransp;TM=Y;SS=N; 8.736 

417034; NM.006183; Hs.80962; neurotensin; none;; 8.592 

429083; Y09397; Hs.227817; BCL2-related protein A1; Bd-2;TM=M;S$=N; 8.536 

408113; T82427; Hs.194101; Homo sapiens cDNA: FU20869 fis, clone A; 7tm_3,none; 8.49 

439285; AL133916; Hs.47860; hypothetical protein FU2Q093; ig.pkin ase, LRR,LRRNT,LRRCT , no ne; 8.460655738 

409420; Z1 5008; Hs.54451; laminin, gamma 2 (nicein (100kD), kalini; laminin_B.laminin_EGF;; 8.41 4 

438746; A1885815; Hs.1 84727; Human melanoma-associated antigen p97 (m; transfenin,Guanylate_kin,PDZ,SH3; 8.376205788 

439606; W79123; Hs.58561; G proteiivcoupled receptor 87;7tmJ;TM=Y;SS=M;8.37 

430486; BE0621 09; Hs.241551 ; chloride channel, calcium activated, fam; none;TM=Y;SS=M; 8.364 

429170; NMJXH394; Hs.2359; dual specificity phosphatase 4; Rhodanese,DSP^Yj)hosphatase.rebosomal_S3_N;TM=M;SS=N; &266 

417771; AA804698; Hs.82547; refinoic acid receptor responder (lazaro; none,none; 8.248314607 

431620; AA126109; Hs.264981; Z-S'-cligoadenylate synthetase 2 (69-71; NTPJransf_2;TM=M;SS=N; 8.156 

412270; AC0Q5262; Hs.73797; guanine nudeolide binding protein (G pr, G-alphaMTM=M;SS=N; 8.142857143 

448733; NNL005629; Hs.187958; solute carrier family 6 (neurotransmitte; SNF;TM=Y;SS=N; 8.137559809 

427557; NMJXJ2659; Hs.179657; plasminogen activator, urokinase recepto; UPAR_LY6,ET,PLA2Jnh;; 8.043478261 

424439; AA579635; Hs.1770; figase I, DNA, ATP-dependent; DNAJigase;; 8.038194444 

418322; AA284166; Hs.841 13; cycDiHlependent kinase inhibitor 3 (CDK; Yj)hosphatase 1 DSPc;TM=M;SS=N; 8.024752475 

453857; AL0B0235; Hs.35B61; Ras-Jnduced senescence 1 (RIS1); none;TM=Y;SS=M; 8 

424046; AF027866; Hs.138202; serine (or cysteine) proteinase inhibito; serpin;TrVNM;SS=N; 7.982 

418526; BE019020; Hs.85838; solute carrier family 16 (rnonocarboxync; none;TM=Y;SS=M; 7.973684211 

413219; AA878200; Hs.118727; Homo sapiens cDNA FU13692 fis, clone PL; Hm.deaft.TNr^c*MW^Itydro; 7.892 

422809;AK001379;Hs.121028;hypotte^ , nil#B6J1 , flMM ^ 

452203; X57522; Hs.352018; transporter 1, ATP-binding cassette, sub; ABC_tranABC_rr^rnbrane,SRP54,ThymidYlate_kin;TM-Y;SS=M; 7.823874755 

431630; NM_002204; Hs.265829; integrtn, alpha 3 (antigen CD49C, alpha ; FG-GAP,Rhabd^cop,integrin_A;TM=Y;SS=M; 7.758985201 

432874; W94322; Hs.279651; melanoma inhibitory activity; SH3;TM=M;SS=Y; 7.75887574 

439453; BE264974; Rs.6566; thyroid hormone receptor interador 13; AAA,A8C_tjan,CoaE;TM=M;SS=N; 7.757751938 

452747; BE153855; Hs.61460; Ig superfamfly receptor LNIR; ig.Rhabd_glycop;TM=Y;SS=M; 7.624 

438089; W05391 ; Hs.351546; nuclear receptor subfamily 1, group I, m; hormonB_rec,zf-C4,none; 7.605660377 

427747; AW411425; Hs.180655; serine/threonine kinase 12; pkinase;TM=M;SS=N; 7.578 

430280; AA36125B; Hs.237868; mterleukin 7 receptor, fn3.none; 7.476 

429299; AI620463; Hs.347408; hypothetical protein MGC13102; none;TM=Y;SS=N; 7.442528736 

441384; AA447849; Hs.288660; refinoic acid induced 3;7tm_3,none; 7.442495127 

446163; AA026880; Hs.25252; prolactin receptor, none;NA;NA; 7.436781609 

414774; X02419; Hs.77274; plasminogen activator, urokinase; krii^te.tnrpsui.pIaJiUhfoninsn 7.435897436 

439237; AW408158; Hs.318893; ESTs, WeaWy similar to A47582 keen gr, FuriivCke.pkinase.Recep^L.domam.YLP.none; 7.398360656 

432636; AA340864; r&278562; claudin 7; PMP22_aaudin;TM=Y;SS=M; 7.394039735 

431890; X17033; Hs.271986; integral, alpha 2 (CD49B, alpha 2 subuni; v^ntegrin^FG4SAP;TM=Y;SS=M; 7.383419689 
416084; L16991; Hs.73006; deoxylhymidylate kinase (thymidylate Wn; none^one; 7.382 
436972; AA284679; Hs.25640; daudin 3; PMP2i.Claudin;TM=Y;SS=M; 7.327160494 
409799; D1 1928; Hs.76845; phosphoserine phosphalaseMite;rtydrolase;TM=M;SS=N; 7.316 

448569; BE382657; Hs.21486; signal transducer and acfivator of trans; SH2,STAT,STAT_blnd,STATjjrot;TM=M;SS=N; 7.315412186 
428450; NM_014791; Hs.184339; KIAA0175 gene product KA1,pkinasa;TM=M;SS=N; 7.2984375 
422283; AW41 1307; Hs.11431 1; CDC45 (cell division cycle 45, S.cerevts; CDC45;TM=M;SS=N; 7.28 
451253; H48299; Hs.26126; daudin 10; PMP22 - aau*n,Pef^a5eJA1,K^tetra;TM=Y;SS=M; 7.256802721 

416819; U77735;Hs.80205;pim-2 oncogene; pWnasen 7.234455959 

421817; AF146074; Hs.108660; ATP-binding cassette, sub-family C (CFTR; Fasdc!inABC_tran^BC_meniDran8 1 GTP^EFTU;TM=M;SS=M; 7.162534435 

451035; AU076785; Hs.430; dastin 1 (I isoform); efhand,Cfl.Adaptin_N;; 7.145454546 

424008; R02740; Hs.137555; putative chemokine receptor; GTP-bindlng; 7tm_1;TM=Y;SS=M; 7.126 

414482; S57498; Hs.76252; endoftelin receptor type A; 7tm_1;TM=Y;SS=M; 7.122413793 , 4M , 4ftMa 

425003; AF1 19046; Hs.154149; apurinic/awrimidinic endonuctease(APEX; TropOTin,Exo_endo_phos,IQ;TM=M;SS=N; 7.106719368 

430890; X54232; Hs.2699; glypican 1; (3ypican;TM=M;SS=M; 7.088937093 

407792; AI077715; Hs.39384; putative secreted tigand homologous to f; none;TM=M;SS=Y; 7.052 

426514; BE616633; Hs.170195; bone morphogenetic protein 7 (osteogenic; TGF-beta,TGFb_propeptide^ 7.042 

431241; AA496799; Hs.36958; ESTs; SH2.RasGEF.none; 7.03 

4371 39; W73685; Hs.1 18513; ESTs, WeaWy similar to RTA RAT PROBABLE; 7tm J;TM=Y;SS=M; 7.03 
42031 1 ; AW445044; Hs.38207; Human DNA sequence from done RP4^30115; none,none; 7.026 
439979; AW600291; Hs.6823; hypothetical protein FU10430; none;TM=M;SS=N; 7.008 
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422846; BE513934; Hs.1583; neutrophil cytosdic factor 1 (47kD, chr; SH3,PX;TM=M;SS=N; 6.991626794 
416250; AA5813B6; Hs.73452; Kremen 2; kringle.CUB.WSC;; 6.972 
430770; AA765694; Hs. 123296; ESTs; none,none; 6.95 

418869; AW516565; ; gb:xq01d05.x1 SoaresJJHteCjarvicaUumo; none,RasGAP,WW,IQ; 6.948 

428953; AA306610; Hs.348183; tumor necrosis factor receptor superfami; 60sjfeosorrd,Ribosom3JJJO,TNFRj£,DEAD;; 6.914 
418283; S79895; Hs.83942; caihepsin K (pycnodysostosis); Pepfidase^CI; 6.876190476 

419667; AU077005; Hs.92208; adisintegrin and melailoprotemasedoma; disintegrin,ReproIysin,Pep_M12Bj)ropep;TM=M;SS=M; 6.862970711 

421143; AB024536; Hs.102171; irrununogtobufln superfamily containing le; ig 1 LRR,LRRNT 1 LRRCT;TM=M;SS=M; 6.849056604 

456181; L36463; Hs.1030; ras inhibitor; RA,SH2,VPS9;TM=M;SS=N; 6.762 

436856; AI469355; Hs.127310; ESTs; pkinase,rrm;TM=M;SS=N; 6.721428571 

41 1125; AA151647; Hs.68877; cytochrome b-245, alpha polypeptide; none;TM=Y;SS=M; 6.720348837 

439750; AL359053; Hs.57664; Homo sapiens mRNA full length insert cDN; lMPDH_C,IMPDH-.N,CBS,tntegrin_B.Ricin_B_tecfin; 6.717307692 

450334; AF035959; Hs.24879; phosphatidic acid phosphatase type 2C; PAP2;TM=Y;SS=M; 6.715240642 

426437; BE076537; Hs.169895; ubiquithvconiugaling enzyme E2L 6; Arrradinoj>eg,UQ_con,none; 6.688194444 

439738; BE246502; Hs.9598; sema domain, immunogtobuTm domain (lg),; Sema,PSI,lntegrin_B;TM*Y;SS=N; 6.670553936 

428385; AF1 12213; Hs.184062; putative Rab5-interacting protein; SH2.SH3;; 6.662921348 

456534; X91195; Hs.100623; phospholipase C, beta 3, neighbor pseudo; UM,PDZ,pkinasen 6.653713299 

425289; AW1 39342; Hs.155530; interferon, gamma-induclble protein 16; PAAD_DAPIN.HIN;; 6.652671756 

426500; NMJM4638; Hs.170156; KlAA0450gene product; C2,PI-PIC-Y;TM=M;SS=N; 6.639655172 

438113; AM67908; Hs.8882; ESTs; 7tm_1.none; 6.6 

444783; AK001468; Hs.62180; aniilin (Drosophfla Scraps homolog). act; PH,none; 6.6 
408482; NM 000676; Hs.45743; adenosine A2b receptor, 7tm_1;TM=Y;SS=M; 6.548148148 

410290; AA402307; Hs.322844; hypotheUcal protein DKFZp564A176; Sema.PS1 JIG,integrin_B;TM=Y;SS=M; 6.532763533 

414809; AI434599; Hs.77356; transferrin receptor (p90, C071); PA;TM=Y;SS=N; 6.526951673 

426440; BE3B2756; Hs.169902; solute carrier family 2 (facilitated glu; sugar_tr;TM=Y;SS=M; 6.512704174 

420039; NMJXM605; Hs.3761 47; sulfotransferase famfly, cytosoHc, 2B, ; Sulfbtransfen; 6.496 

423031; Al 278995; Hs.374579; ESTs; none.none; 6,447658402 

421445; AA913059; Hs.104433; Homo sapiens, clone IMAGE:4054868, mRNA; ionJrans,K_tetntfisp; 6.426666667 
433933; AI754389; Hs.355397; Homo sapiens clone TCCCIA00164 mRNAsequ; none;NA;NA; 6.4 
435094; AI560129; Hs.289008; EST; none.none; 6.312 

4321 06- N58323; Hs.269098; ESTs, Weakly similar to RETROVIRUS-RELAT; SH3,PDZ,Guanylate_kin,none; 6.276556777 
427640; AF058293; Hs.180015; CMJopachrome tautomerase; COX8,SHMT,MlF,GST_C,EF1G_domain,GST_N > S1,Fz,Frizzted,calreticulin,7tm^rrm,P 
6.272727273 

435232; NMJJ01262; Hs.4854; cyclin-dependent kinase inhibitor 2C (p1; ank;TM=M;SS=N; 6.269720102 

418203; X54942; Hs.83758; COC28 protein kinase 2; CKS;; 6.219081272 

411263; BE297802; Hs.69360; kinesin-lfce 6 (mitotic centromere-assoc; Wnesin;TM=M;SS=N; 6.19 

409512; AW979187; Hs.293591; melanoma differentiafion associated prot DEAD,helicase_C,CARD;TM=M;SS=N; 6.188888889 

449230; BE61 3348; Hs.356392; melanoma cell adhesion molecule; ig,isoo7»,RibosomaI_L6,F-box;TM=Y;SS=M; 6.1 88046647 

440006; AK000517; Hs.6844; NALP2 protein; PYRIN-Contaming APAF1-R; AAA,NB-ARC t PAAD_DAPIN;NA;NA; 6.15503876 

450581; AF081513; Hs.25195; TGF-beta 4; TGF.beta.TGFbjropeptide;; 6.152 

432314; AA533447; Hs.285173; ESTs; Xlink,none; 6.123040752 

418844; M62982; Hs.1200; arachidonate 124rpoxygenase; lipoxyg enase,PLAT;TM=M;SS=N; 6.12 
421733; AL119671; Hs.1420; fibroblast growm factor receptor 3 (ach; ig,pkinase;TM=Y;SS=M; 6.095756355 
422051; AW327546; Hs.11 1024; solute carrier family 25 {mitochondrial ; mitojcarr;TM=M;SS=N; 6.089164786 
452683; A1089575; Hs.374574; progesterone membrane binding protein; homeobox,oone; 6.06284153 
445537; AJ245671; Hs.12844; EGF-like-domain, multiple 6; EGF.MAM;; 6.05513308 
444309; U83236; Hs.10803; calcium and integral binding protein (ON; eftand;; 6.04015544 
414166; AW888941; Hs.75789; N-myc downstream regulated; DEADMicaseJ),mr^ 

beta,DUF139,TPR,DSPc,tspJ,Ribc^ 
438108; A1471795; Hs^B7776; vanOknd receptor-related osmoticaliy a; ank,forUrans;TM=Y;SS=N; 6.004 
413869; NMJW0878; Hs.75596; interteukm 2 receptor, beta; none;TM=Y;SS=M; 5.984536083 
405484; ; ; C3002124*:gii12737280irefTXP_00668Z2l k; none;; &978964401 

414907; X90725; Hs.77597; poto (Drosophia)-tike kinase; Ri^onial_L37ae ( pkinase ( PaO_box l tRNA-synUb.dynamin,dynanT^ 5.978431373 
419216; AU076718; Hs.164021; small inducible cytokine subfamily B (Cy, ILB;; 5.976 

414135; NM 004419; Hs.2128; dual specificity phosphatase 5; RhodaneseJDSPc,Y_phosphatase;TM=M;SS=N; 5.969387755 
411756; BE294350; Hs.71891; discoidin domain receptor family, member; pktnase,F5J8Jype_C;TM=Y;SS=M; 5.95184136 
424291; AL120051; Hs.144700; ephrin-B1; Ephrin;TM=Y;SS=M; 5.951550388 
453459; BE047032: Hs.257789; ESTs; none.none; 5.95 

456373; BE247706; Hs.86693; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=N; 5538 

429359; W00482; Hs.2399; matrix metatoproteinase 14 (membranenn; henrapexin,Peptidase_M10;TM=M;SS=M; 5.917857143 

414703; BE243877; Hs.380063; ATPase, Na? transporfing, beta 3 potypep; Na_K-ATPase;TM=Y;SS=M; 5.910455487 

448775; AB025237; Hs.388; nudix (nucleoside diphosphate linked moi; NUD!X;TM=M;SS=M; 5.901 886793 

452239; AW379378; Hs.356289; protein tyrosine phosphatase, receptor t; none,none; 5^68362832 

418345; AJ001696; Hs^41407; serine (or cysteine) proteinase bihibito; serpm;TM=Y;SS=M; 5.842 

452875; BEZ75760; Hs.30928; DNA segment on chromosome 19 (unique) 11; Eirxjxwin;TM=M;SS=M; 5.816363636 

439625; AF086453; Hs.58611; ESTs; FakJ»ead,grycdyfcjenzy,Na_sulph_syrnp: 5.811594203 

447343; AA256641; Hs.236894; ESTs. Highly similar to S02392 alpha-2-m; none,none; 5.81 

422765; AW409701; Hs.1578; baculovirat IAP repeatcontaining 5 (sur, BIR;TM=M;SS=N; 5.806 

415198; AW009480; Hs.943; natural killer ceB transcript 4; none;TM=M;SS=N; 5.804137931 

431941; AK000106; Hs.272227; Homo sapiens cONA FU20099 fis, clone CO; pWrase,Furirake,Recep_L.domain,none; 5.8 

457001; J03258; Hs.2062; vitamin D(1,25- dihydroxyvitamin D3) re; hormonejec^M)4,Metallothio_5;TM=M;SS=N; 5.794 

439335; AA742697; Hs.62492; NM_052863:Homo sapiens secretoglobin. fa; nonen 5.778588808 

439246; AI498072; Hs.351474; membrane-associated tyrosine- and threon; ank,pkinase 1 UPF0073^ 5.763492064 

452461; N78223; Hs.108106; transcription factor; zK^HC4,ubiquitin,PHD,YDG - SRA;TM=M;SS=N; 5.728 

414883; AA926960; Hs.348669; CDC28 protein kinase 1; CKS;; 5.714634146 

424617; AI539443; Hs.137447; Homo sapiens cDNA FU12169 fis, clone MA; SH2,STAT,STAT_bind,STAT_prot,none; 5.701666667 

419056; M89957; Hs.89575; CD79B antigen Ommunoglobuiin-assoctated; ig,ITAM;TM=Y;SS s =M; 5.692 

432269; NMJXJ2447; Hs.2942; macrophage sfimulaOng 1 receptor (c-met; pkinase.Serna t PSI,TlGA4.EXrRA;TM=M;SS=M; 5.686 

452696; AI826645; Hs.211534; ESTs; ArfGap,PH^nk,Guanylate_km,PDZ t SH3; 5.683673469 

411030; BE387193; Hs.67896; 7-60 protein; none;TM=M;SS=N; 5.676767677 

447131; NM.004585; Hs.17466; reOnoic acid receptor responder (lazaro; none;TM=Y;SS=N; 5.672977625 

426227; U67058; Hs.154299; Human proteinase activated receptor-2 mR; 7tmJ;TM=Y;SS=M; 5.666 

407722; BE252241; Hs.38041; pyridoxal (pyridoxine, vitamin B6) kinas; pfkB;TM=M;SS=N; 5.655616943 
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427490; Z95152; Hs.178695; mitogen-activated protein kinase 13; pldnase;TM=M;SS=N; 5-648IB23 
415010- NM.004203; Hs.77783; membrane-associated tyrosine- and threon; ank.pWnase.UPF0073r. 5.648 
4526901 AI536070; Hs.15085: ESTs; pou.honieobox t Ug_chanANF_n^pton 5.646 

424321- W74048- Hs 1765" tvrrohocyte-spetific protein tyrosine kin; SH2.SH3,pkmase;TM=M;SS=N, 5.642405063 
418703 ! NM 014448-' Hs.87435; Rho guanine exchange factor (GEF) 16; SH3,PH ( r^oGEF,BimaJ/P3;TM^SS=N; 5.636 
42610B ! AA622037- Hs.166466; programmed cell death 5; DUF122;TM=M;SS=N; 5.635087719 
42449ft AJ278016; Hs.55565; ankyrin repeat domain 3; ank,pkinase;TM=M;SS=N; 5^0»0p 
432065; AA401039; Hs.2903; protein phosphatase 4 (formerly X), cats Me^^jJ^^^^ 
417018; M16038; Hs.80887; v-yes-1 Yamaguchi sarcoma viral related ; SH2 f SH3.pkmase;TM=M;SS=N; 5.5960S2W2 
430696; AA531276; Hs.59509; ESTs; pkinase.PP2C.none; 5.575112108 v pp tJ c ceco , ncc0 
435017; AA335522; Hs.12854; angiotensin II, type I receptor-associat; none;TM=Y;SS-M; L k. c c^iq^c 
439963; AW247529; Hs.6793; platelet-activating factor acetythydroia; PAF-ArLlb.Upase.GDSLiT^MiS^N, S.55bl9t>yto 
41501 2; NM 004383; Hs.77793; c-src tyrosine kinase; SH2.SH3,pkin3se;TM=M;SS=N; 5.555421687 
424909; S78l87;Hs.153752;ceaoTvision<7de2S;Rhodane^ e .. (MCHl , 
S XMOK HsJSM^phospho^ase" C. gamma 2 (phosphatidyl SH2,SH3.(*jW^ 5.541366907 
406621; X57809; Hs.181 125; immunoglobulin lambda locus; ig,HSP70.Ppx-^ppA;TM=M;SS=N; 5.54076087 
417700; M36542; Hs.1101; POU domain, class 2, transcription facto; homeobox,pou;TM=M;SS=N; 5.536 
456362; AW973003; Hs.179909; hypothetical protein FU22995; none;TM=M;SS=N; 5.52661597 
436576; AI458213; Hs.77542; ESTs; 7tm_1.DnaJ; 5.52638191 
I 425465; L18984; Hs.1904; protein kinase C. iota; pWruse,DAGJ>E-bind,pkma^ 

412276; BE262621; Hs.73798; macrophage migration inhibitory factor (; W£^.im fSJJSS «; ^orztrq 
417433; BE270266; Hs.82128; 5T4 oncofetal trophoblast glycoprotein; ^i^^^^^^^f^m 
447827; U73727; Hs.19718; protein tyrosine phosphatase, receptor t; fh3,ig,Y j)hosphatoe I MAMJM=Y^S=M; f^JKfflOT 
419508; AW997938; Hs.90786; ATP-binding cassette, sub-family C (CFTR; ABC_tranABC_membrane;TM=Y;SS=M; 5.471947195 
) 410508; AI538438; Hs.1 59087; ESTs; uHquilm 1 irdegrin_B,UBA,none; 5.465384615 

448633;AA311426;Hs.21635; tubulin, gam^^ m| _ ucc M ., jl<;nA1 ™ 

408716; AI567839; Hs.151714; Homo sapiens mRNA for KIAA1769 protein, ; UvrWiencase.RNB,Runt;TM=M;SS=N; 5.450413223 
426410; BE298446; Hs.305890; BCL2-like 1; Bcl-2,BH4,none; 5.444805195 

457B19; AA057484; Hs.35406; FU20522 Kypothetica) protein FU20522; none.none; 5.44J281525 j«Mims 
) 422597; BE245909; Hs.118634; ATP-binding cassette, sub-family B (MDW; ABC_tran^BC.membrane,PR^TM=Y;SS-N, 5.437931035 
429191; AF06521 5; Hs.1 98161; phosphoUpase A2, group IVB (cytosotic); C2,PLA2_B jmjC;TM=M;SS-N; 5.4375 
449961; AW265634; Hs.133100; ESTs; pWn3se^rWite.Recep_LJomain,none; 5.435211258 
409012; AL117435; Hs.49725; DKF2P434I216 protein; PH,RhoGEF;T^^SS=M, W33333333 AVmW , 
443466; BE243123; Hs.321045; lKK-retated kinase epsilorr, inducible Ik; pkbiase,Rl01;TM=M;SS=N; 5.429657795 
35 434826; AF155661;rte.22265;rjyruvatedehy(lrogenaseptosphatee;PP2C.none; 5.423 

423189; M59371; Hs. 171 596; EphA2; m3,pkinase,SAM,EPH_lbd;TM=Y;SS=M; 5.421621622 
452291; AF015592; Hs.28853; COC7 (cell division cycle 7, S. cerevisi; ptdnase;TM=M;SS=N; 5.412 
432527'; AVY975028; Hs. 102754; ESTs; none,none; 5.40625 Mncm . m 
422278- AF072873; Hs.114218; frizzled (Drosophiia) homotog 6; Fz,Frizzted,7tmJ2;TM=Y;SS=M; 5.405504587 
40 410024; AW191024; Hs.55016; hypothetical protein FU21935; SH3;TM=M;SS=N; 5.396 

434467; BE552368; Hs.231853; Homo sapiens cDNA FU13445 fis, done PU 7tmJ,none; 5391472858 
438974; AF08981 6; Hs.6454; chromosome 19 open reading frame 3; POZr, 5389250814 
439670; AF088076; Hs.59507; ESTs, Weakly similar to AO004858 3 U1 sm; none,none; 5.382 

45 ^c$S 6 ^^ 

• 424848; A1263231; Hs.327090; EST; SH3 f PDZ,GuanytateJdn,none; 5.36 „ t x ,„ kt c««<™ 

452721; AJ269529; Hs301871; solute carrier family 37 (glyceroW-pho; MORN,suflarJr;TM=Y;SS=M; 535971223 
405932; • • C15000305:gi|3806122|gb|AAC69198.1| (AF0; ras;TM=M;SS=N; 5.349226804 

416714; AF283770; Hs.79630; CD79A anfigen (irnrrujnoglobulln-assccialed; ig,ITAM£n_ctus;TM=Y;SS=M; 5.346153846 
50 453143; AA382234; Hs356289; protein tyrosine phosphatase, receptor t serpin;; 5.333667335 

423973; AF038461; Hs.136574; arachldonate 12-fipoxygenase, 12R type; fipoxygenase,PUT;TM=M;SS=N; 5.33 
408308; AL033377; Hs.441 97; hypothetical protein DKFZp564D0462; none,none; 5328 
414821; M63835; Hs.77424; Fc fragment of IgG, high affinity la, re; ig;TM=Y,-SS=M; 5316 
427337- Z46223- Hs.176663: Fc fragment of IgG, tow affinity nib, n ig;TM=Y;SS=M; 5309638554 

55 ^bbK^ 

415817; U88967; Hs.78867; protein tyrosine phosphatase, receptor* ^Xj*osphatase,«ir^^ 

427315 : AA179949; Hs. 175563; Homo sapiens mRNA; cDNA DKFZp564N0763 (f, none^pectrin,SH3 f PH,CH; 5.278947368 

431441; U81961; Hs.2794; sodium channel, nonvoltage-gated 1 alpha; ASQTM=Y;SS=N; 6-2747«1ffl 

416207; NM.014745; Hs.79077; Homo sapiens, clone MGG2908, mRNA, comp; none;TM=Y;SS=M; 5.272222222 

60 415117; AF120499; Hs.78016; polynucleotide kinase 3T-phosphatase; ViraLheficase1;TM=M;SS=N; 5.27 
435905; AW997484; Hs.5003; K1AAD456 protein; SH3.RhoGAP,FCH;TM=M;SS=N; 5.251865672 
409430; R21945; Hs.346735; splicing factor, argininefeerirmich 5; DSPc.Rhodanese.none; 5.248 
431846- BE019924; Hs.271580; uroplakin 1B; trartsmembrane4;TM=Y;SS=M; 5.232 
422017 ! rWL003877; Hs.110776; STAT Induced STAT tahibitor-2: SH2;; 5.212418301 

65 436469iAK001455;Hs.5198;Downsyndronie ^tm-v^^ 
421502; AF111 B56; Hs.105039; solute carrier family 34 (sodium phospha; Ribos(ma]^L20 1 Na^PLco^lM-Y^ 
425356; BE244679; Hs.1 55939; inositol polyphosphate-5-phosphatase. 14; Exo_endojteSH2;Trv^SS=N; 5.19979716 
43741* BK69288 : Hs 34744; Homo sapiens mRNA; cDNA DKFZp547C136 (fn ABC_tran,GTP_EFTU^BC_membrane,none; 5.199074074 
416602; NMJW6159; Hs.367895; Protein kinase OWnding protein NELL2; EGF.vwcTSPNr, 5.198224852 

70 429556; AW1 39399; Hs.314807; ESTs; none;TM=M;SS=N; 5.192439863 

4^:^13^17; W.288679;hyi)0^ 

400517; ; ; lengsin; none;TM=M;SS=N; 5.18 (M(llt 4W040CC 

413436; AF238083; Hs.68051; sphingosine kinase 1; DAQCc;TM=M;SSsN; 5.172881356 

423527; AI206965; Hs.105861; hypothetical protein FU13824; none;TM=M;SS=N; 5.165060241 ^ 1ccm „ iA 

75 419138; U48508; Hs.89631; ryanodine receptor 1 (skeletal); ton_traiis,SPRY,RYDK-rrPRRyR,MIR;TM=Y;SS=N; 5.156976744 
437809; AL1 37723; rte^855; Homo sapiens mRNA; cDNA DKFZp434D0818 (f; non^ncne; 5.154676259 
452069; AB028949; Hs.183994; KIAA1026 protein; Metallophos;TM=M;SS=N; 5.152360515 

409340; BE174629; Hs.321130; hypothetical protein MGC2771; , nrvrniti mt , . CAT c& „ Q . A m na . TU=u .cc =H . «: iwFKQan 
aajenneases.pyridoxaljdBCJb^^ 
80 442875; BE623003; Hs^3625; Homo sapiens done TCCCTAD0142 mRNA sequ; Kjefra.DUF51.none; 5.142 
434883; AW381538; Hs.19807; hypothetical protein MGC12959; SH3.PH,WW,RhoGAPn 5.141534392 
434808; AF1 55108; Hs.256150;NY-REN41 anfigen; none;TM=M;SS^I^14 TU _ M CC=M . , i^R9^ 

431341; AA307211; Hs.251531; proteasome (prosome, macropam) subunit; rjroteasome;TM=M;SS=N, 5.13958^54 . 
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431685; AW296135; Hs.267659; vav 3 oncogene; CH.DAG^PE.bind,PH,RhoGEF.SH2,SH3,OC1;TM=M;SS=N; 5.129476584 
411190; AA306342; Hs.69171; protein kinase Olfce 2; pkinase,pldnase_C,HR1;TM=M;SS=N; 5.121527778 

433573; AF234887; Hs.57652; cadherin, EGF LAG seven-pass Gtype rece; 7tmJ,EGF,cadherin,lammin_EGF,laminin_^^^ 5.107438017 

433562; WD7162; Hs.150826; RAB25 RAB25, member RAS oncogene family; ras,ABC_tran l arf;TM=M;SS=M; 5.10251046 

419493; AF001212; Hs.90744; proteasome (prosome, macropain) 26S subu; CDK5_activator,PCI,none; 5.095194085 

41 1027; AF072099; Hs.67846; leukocyte inunur^obulin-Bke receptor. ; inositoJ_P4g;TM=M;SS=N; 5.092 

435243; AW292886; Hs.348932; hypothetical protein d)434014.3; IRF^one; 5.092 

434417: AL110157; Hs.3843; Homo sapiens mRNA; cDNA DKFZp586F2224 (f; DSPfc,none; 5.091922006 

41 5323; BE269352; Hs.949; neutropha cytosofic factor 2 (65kD, chr; SH3,TPR;TM=M;SS=N; 5.088932806 

418529; BE247550; Hs.86859; growth factor receptor-bound protein 7; SH2.PH.RA,-; 5.082840237 

420030; BE503994; Hs.146233; KIAA0418 gene product; SH3,none; 5.080645161 

444065; AW449415; Hs.10260; Homo sapiens cDNA FU11341 fis. done PL; SH3;; 5.063953488 

421677; H64092; Hs.38282; ESTs; A1pp,Annadi!toj>eg.lBB; 5.056 

411165; NMJXJ0169; Hs.69089; galactosidase, alpha; MeHbiase;; 5.054133858 

428479; Y00272; Hs.334562; cell division cycle 2, G1 to S and G2 to; pkmase,tCE_p10,ICE j)20;TM=M;SS=M; 5.054 

423B83; AF250238; Hs.134514; ATP-binding cassette, suMamHy A (ABC1; ABC_!ran,photoRC,SRP54,Ca_cr^neLB,Rerin_.4a;TM=Y;SS=M; 5.051724138 

421917; AB028943; Hs.109445; KIAA1020 protein; BTB,zf-C2H2,PI3_PI4„kinase,R3Ka;TM=M;SS=N; 5.051282051 

422241; Y00062; Hs.170121; protein tyrosine phosphatase, receptor t kinesin.fn3,Yj)hosphatase;TM=M;SS=N; 5.04731 1828 

410026; AI912C61; Hs.55016; hypothetical protein FU21935; none,none; 5.04674221 

426395; BE151985; Hs.355669; hypothetical protein FU23316; pkinase.none; 5.040298508 

418054; NMJJ02318; Hs.83354; rysyl oxidase-Bke 2; SRCR,LysyLoxidase;TM=M;SS=M; 5.039039039 

444895; A1674383; Hs.22891 ; solute carrier family 7 (caiionic amino ; ASC,death,TNFR_c6; 5.0371 51703 

413472; BE242870; Hs.75379; solute carrier family 1 (glial Ngh affi; SDF;TM=Y;SS=M; 5.034 

445272; BE268912; Hs.14601; hematopoietic cell-specific Lyn substrat; SH3.HS1 jep;TM=M;SS=N; 5.03030303 

410772; BE275297; Hs.194685; Homo sapiens done 24675 mRNA sequence; Topoisom_bac,Topnm;; 5.027985075 

41B613; AA744529; Hs.86575; mftogen-acfivated protein kinase kinase ; pWnase,CNH;TM=M;SS=N; 5.014652015 

415166; Nr4_003652; Hs.78068; carboxypeptidase Z; Zn_carbOpepLDioxygenase,Fzr, 5.012269939 

416498; U33632; Hs.79351; potassium channel, subfamily K. member 1; ion_trans;TM=Y;SS=M; 5.00181 1594 

410687; U24389; Hs.65436; lysyl oxidase-like 1; LysyLoxidase;; 4.997983871 

430024; AI808780; Hs.227730; mtegrin, alpha 6; integrin_A,FG-GAP;TM=Y;SS=M; 4.994871795 

409220; BE243323; Hs.51233; tumor necrosis factor receptor superfami; TNFR - c6,death,Upoprotein_5,TIL;TM=Y;SS=M; 4.987135506 
423804; AW40344B; Hs.1706; interferon-stimulated transcription fact IRF,zf-C3HC4,IBR,zf-RanBP;TM=M;SS=N; 4.985185185 
423011; NMJKJ0583; Hs.123022; adrenergic, alpha-2C-, receptor; 7tm 1;TM=Y;SS=M; 4.984 
419577; L36531; Hs.91296; integrin, alpha 8; integrinJV,FG-GAP;TM=:Y;SS=N; 4.968 
402328; ; ; Target Exon; pkinase;TM=M;SS=N; 4.95728972 

421242; AW161386; Hs.13561; hypothetica! protein MGC4692; none;NA;NA; 4.966334165 

435523; T62849; Hs.11090; rnernbrane-spanning ^domains, subfamily A; none;TM=Y;SS=M; 4.964491363 

414203; BE252170; Hs.78629; ATPase, Na? transporting, beta 1 polypep; none.none; 4.961956522 

409582; R27430; Hs.271565; ESTs; iwne^eur_chan_LBD t Neur_chan_rnemb; 4.946 

451292; AB037716; Hs.26204; WAA1295 protein; SH3;TM=M;SS=N; 4.943181818 

453449; W16752; Hs.32981; sema domain, immunoglobulin domain (kj),; lg,Sema,PSI;; 4.930508475 

425233; Z17861; Hs.155218; E1B-55kDa^ssociated protein 5; SPRY,SAP,pkinase,fh3,ig; 4.925347222 

425247; NM„00594Q; Hs.155324; matrix metalioproteinase 11 (strometysin; hemopexin.Peptidase M10;; 4.92 

422282; AF019225; Hs.114309; apdipoprotein L; MotA_ExbB;TM=Y;SS=M; 4.912181303 

442572; AI001922; Hs.135121; hypothetical protein FU22415; none,HSP70; 4.910224439 

425743; BE396495; Hs.159428; BCL2-associated X protein; BcL2frW=Y;SS=N; 4.909972299 

449523; NM_D00579; Hs.54443; chemokine (C-C motif) receptor 5; 7tm_1;TM=Y;SS=M; 4.904 

409213; U61412; Hs.51133; PTK6 protein tyrosine kinase 6; SH2,SH3,pkinase;TM=M;SS=N; 4.897338403 

411770; NM.014278; Hs.71992; heat shock protein (hspl 10 famBy); HSP70;TM=M;SS=N; 4.894 

446872; X97058; Hs.16362; oyrimidinergrc receptor P2Y, G-protein c; 71m J ;TM=Y;SS=M; 4.886 

423198; M81933; Hs.1634; ceil division cyde 25A; Rhodanese,none; 4.884 

445462; AA378776; Hs.288649; hypothelical protein MGC3077; none;; 4.876379691 

448153; Y10B05:Hs.20521; HWT1 (hnRNP rr«trrytosferase, & 

427792; M63928; Hs.180841; tumor necrosis factor receptor superfarri; SRP14,TNFRjs6;; 4.873684211 

449027; AJ271216; Hs.22880; dipeptjdytoepfidase HI; Pepedase_M49,EGF,ig,Neufegt«n;TM=*l;SS=N; 4.872641509 

421541; NK/L003942; Hs.105584; ribosomat protein S6 kinase. 90kD, polyp; pkinase ) pkinase_C;TM=M;SS=N; 4.669318182 

429619; AL120751; Hs^1 1568; eukaryob'c translation initiation factor. none.none; 4.868073879 

458873; AW150717; Hs.345728; STAT induced STAT inhfoitor 3; none,none; 4.861 538462 

437669; AI358105; Hs.1 23164; ESTs. Weakly simitar to match to ESTs AA; none.pkinase.pkinase C; 4.854651163 

405545; ; ; Target Exon; ABC„tran.SRP54^BC_rnembrane;TM=Y;SS=M; 4.85 

424779; AL046851; Hs.1 53053; CD37 antigen; transmembrane4;TM=Y;SS=M; 4.848387097 

424263; M77640; Hs.1757; L1 cell adhesion molecule (hydrocephalus; fo3,ig,IRK;TW=Y;$S=M; 4.846153846 

425421; L11669; Hs.157145; tetracydine transporter-tike protein; siigarJr;TM=Y;SS=M; 4.843694494 

421267; BE314724; Hs. 103081 ; ribosomat protein S6 kinase. 70kD, polyp; pkinase,pkin3se_C;TM=M;SS=N; 4.842532468 

418736; T18979; Hs.87908; Snf2-related C8P activator protein; helicase_C^TJioox.SNF2„N;TM=M;SS^; 4.842 

444143; AW747996; Hs.160999; ESTs, Moderately similar to A56194 throm; Bd-2^ione; 4.841071429 

417331; AW41 1297; Hs.81972; SHC(Src homology 2 domain-containing) t; SH2,PID^-C2H2,SCAN^P-bindlng,KRAB;TM=M;SS=N; 4.839464883 

422010; AA302049; Hs.31 181; Homo sapiens cDNA: FU23230 fis, done C; none.SDF^igar.tn 4.837837838 

434521; NML002267; Hs.3886; karyopherin alpha 3 (importin alpha 4); Armaditlo.seg ,IBB;TM=M;SS=N; 4.833333333 

450447; AF212223; Hs.25010; hypothetical protein P15-2; NTF2;TM=M;SS=N; 4.821666667 

453082; H18835; HsJ31608; hypothetical protein FU20041; fonJrans;TM=Y;SS=M; 4.820936639 

417949; AL049795; Hs.83004; interteukin 14; none^madiBo^seg.iBB.WlMO; 4.81443299 ' 

439569; AW602166; Hs.222399; CEGP1 proteto; EGF,TNFR_c€ 1 grarunin.CU8.Kerato_B2.TIL;TM^S8=M; 4.81 

432581; AU076465; r&278441 ; WAA0015 gene product PP2QTM=M;SS=N; 4.805063231 

432194; AL040801; Hs.273219; breast cancer anfi-estrogen resistance 1; SH3;; 4.803191489 

431472; AK001023; Hs.256549; nucleotide binding protein 2 (E.co5 Min; fer4^rWaTA^PS_kinaseAsA_ATPase;TM=M;SS=N; 4.800990099 
450690; AA296696; Hs.333418; FXYDdomalrvcontaining ion transport reg; ATP1G1_PLW_MAT8;TM=Y;SS=M; 4.795480881 
448950; AF288687; Hs.9275; CGH52 protein; E1-E2JVTPase,Hydrolase;TM=Y;SS=N; 4.776923077 

427661; AB018263; Hs^84232; tumor necrosis factor receptor superfami; deaMNFR - c6,PH,XfinM^c^F,Metallotrrio 5;TM=M;SS=M; 4.772196252 
432827; Z6B128; Hs.3109; Rho GTPase activating protein 4; FCH,RhoGAP,SH3;TM=M;SS=N; 4.7601 15607 
433376; AI249361; Hs.74122; caspase 4, apoptosis-related cysteine pr; CARD,IC^_p10,lCEj)20;; 4.751162791 
419981; AA897581; Hs.128773; ESTs; pWnase.DAGJ'E-bM.pkmase^C.OPR.none; 4.748 

431657; A1345227; Hs.105448; ESTs, Weakly simitar to B340B7 hypotheti; pkmase,PA28_alphaPA28_bda,Cu^arrflr^_oxU,Cu_arrane_oxW amine oxidN3; 4.746 
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412958; BE391579; Hs.75087; Fas-activated serine/threonine kinase; none;; 4.736781609 

414443; AU077268; Hs.76144; platelet-derived growth factor receptor,; ig,pkinase;TM=Y;SS=N; 4.733 

419250; AW770185; Hs.356066; U5 snRNP-specific protein, 116 kD; 7tmJ,BAH,zf-CXXaDNAjnelhvlase; 4.725454546 

417903; NM_002342; Hs.1116; lymphotoxin beta receptor (TNFRsuperfam; TNFR.c6;TM=M;SS=M; 4.718858132 

414368; W70171 ; Hs.75939; uridine monophosphate kinase; PRK,CoaEn 4.71 8836565 

426059; BE292842; Hs.166120; interferon regulatory factor 7; IRF;; 4J18543046 

414788; X7B342; Hs.77313; cyclin-dependeni kinase (COC2-tike) 10; pkinase;TM=M;SS=N; 4.708 

407601; AC002300; Hs.37129; sodium channel, nonvoltage-gated 1, beta; ASC;TM=Y;SS=M; 4.707920792 

448520; AB002367; Hs.21355; doublecortin and CaM kinase-Iike 1; pkinase,DCX;TM=M;SS=N; 4.707671958 

407143; C14076; Hs.332329; EST; none;TM=Y;SS=M; 4.682675815 

428582; BE336699; Hs.185055; BENE protein; none;TM=Y;SS=M; 4.681818182 

408806; AW847814; Hs.75608; Homo sapiens cDNA: FU21532 fis, clone C; SH3,PDZ,Guanylate_kin,none; 4.680440771 

448133; AA723157; Hs.73769; folate receptor 1 (adult); Fo!ate_rec,MP;TM=M;SS=M; 4.679841897 

418836; AI655499; Hs.161712; ESTs; pkinase,Activtn^recp,PDZ l ZU5 1 death; 4.679180887 

425308; M97639; Hs.1 55585; receptor tyrosine kinase-fike orphan rec; igJuing!e,pkinase,Fz;TM=Y;SS=M; 4.675342466 

414665; M160873; Hs.356307; serum amyloid A1; zf^H2,BTB,KJetra,none; 4.67447496 

449843; R85337; Hs.24030; solute carrier family 31 (copper transpo; none;TM=Y;SS=M; 4.673701299 

428245; AF151048; Hs.183180; anaphase promoting complex subunit 11 (y; none;; 4.656755757 

417088; M54915; Hs.81170; pim-1 oncogene; pkinase;TM=M;SS=N; 4.656190476 

420340; NM.000734; Hs.97087; CD3Z antigen, 2eta polypeptide (TiT3com; ITAM;TM=M;SS=M; 4.65 

425966; NMJM1761; Hs.1973; cyclin F; cycDn,F-box 1 cyclin_C;TM=M;SS=N; 4.644 

417929; R27219; Hs.74647; Human T-cell receptor active alpha-chain; ig.abhydrotase; 4.640384615 

430603; AA148164; Hs.247280; HBV associated factor, zf-C3HC4;rf-RanBP,pkinase; 4.630653266 

419273; BE271180; Hs.293490; ESTs, Weakly similar to I38022 hypothec none.none; 4.628 

453880; AI803166; Hs.135121; ESTs, Weakly similar to I38022 hypothetj; HSP70,none; 4.619047619 

459399; BE407712; Hs.153998; creatine kinase, mitochondrial 1 (ubiqui; none,none; 4.618577075 

41 2970; AB026436; Hs.177534; dual specificity phosphatase 1 0; Rhodanese.DSPc;; 4.61 6 

433577; AWQ07080; Hs.2841 92; ESTs; none,none; 4.614 

444838; AV651680; Hs.208558; ESTs; inlegrin_A,FG-GAP,none; 4.612149533 

408369; R38438; Hs.1 18747; SLC15A2 Solute carrier family 15 (H+Zpep; PTR2;TM=Y;SS=N; 4.602 

450825; AC005954; Hs.25527; tight junction protein 3 (zonaoccludens; PDZ,Guany!ate_kin;; 4.596875 

443951; F13272; Hs.356835; ferritin, light polypeptide; PMP22_Claudin,none; 4.587931035 

433083; AL042759; Ks.191762; ESTs; SH3,PX;TM=M;SS=N; 4.586 

407239; AA076350; Hs.67846; leukocyte immunoglobulin-nke receptor, ; ig;TM=Y;SS=M; 4.58557047 

412926; A1879076; Hs.75061; macrophage myristoylated alanine-rich C ; MARCKSn 4.579087049 

422009; A1742B45; Hs.110713; DEK oncogene (DNA binding); SAP;; 4.576347305 

41 25B4; X54870; Hs.74085; DNA segment on chromosome 12 (unique) 24; noneJectin_c; 4.57312253 

414561; A1064813; Hs.195155; Homo sapiens amino acid transport system; AaJrans;TM=Y;SS=N; 4.57301 5873 

422627; BE336657; Hs.1 16787; fransforming growth factor, beta-Induced; FasdcOnABC_trari 1 ABC,rt>embrane 1 GTP_ERU;TM=M;SS=M; 4.570526316 
459053; A1807052; Hs.97792; ESTs; none,7tm_2.GPS; 4.569230769 

424247; X14008; Hs^34734; tysozyme (renal amyloidosis); lys,ig,FAD_SymhJdh,ldh_C,pkinase;; 4.566195373 

439975; AW328081; Hs.6817; inosine triphosphatase (nucleoside triph; Ham1pJke;TM=M;SS=N; 4.56056338 

416178; A1B08527; Hs.192822; serologlcany defined breast cancer anft none;TM=M;SS=N; 4.558 

408051; A1623351; Hs.172148; ESTs; PH,RhoGAP,none; 4.552307692 

421846; AA017707; Hs.1432; protein kinase C substrate 80K-H; efhand ( ldl_recepLa^ 4.547761194 

439659; AW9707B0; Hs.59483; leucine-rich repeat-containing G protein; 7tm_1,LRR;TM=Y;SS=N; 4.547169811 

426201; AW182614; Hs.128499; ESTs; SH3,none; 4.541666667 

424905; NMJKJ2497; Hs.153704; NIMA (never in mitosis gene a)-re!ated k; pkinase;TM=M;SS=N; 4.536 
445229; BE276013; Hs.343828; Homo sapiens rnRNAforFU00086 protein, ; G-arpha;TM=M;SS=N; 4.530588235 
413109; AW389845; Hs.110855; ESTs; PHCRnone; 4.529761905 

426125; X87241; Hs.1 66994; FAT tumor suppressor (Drosophila) homolo; EGF^erinJarninin_G;TM=Y;SS=M; 4.529710145 
402330; ; ; Target Exorr, pkinase,none; 4528070175 

439238; N47305; Hs.302161; EDG£ (endothelial dlfferenuafion, sph; 7tm_1;TM=Y;SS=M; 4.524 
433437; U20536; Hs.3280; caspase 6, apoptosis-related cysteine pn ICEj)10,ICEj>20;; 4523715415 
413781; J05272; Hs.B50; IMP fmosine monophosphate) dehydrogenas; raS,lf^DH_CJMPOH_N,NPD;TM=M;SS=N; 4.522900763 
431429; AF072813; Hs^52831; reticuton 3; Reaculon,Fz,igMigle4)kinase;TM=Y;SS=N; 4-S12 
424078; AB006625; Hs.139033; paternally expressed 3; zf-C2H2,KRAB,none; 4.512 
' 420602; AF060877; Hs.99236; regulator of G-protein signalling 20; RGS;TM=M;SS=N; 451 
449101; AA205847; Hs.23016; G protein-coupled receptor; 7trn_1;TM=Y;SS=M; 4506 
408157; AA047685; Hs.62946; ESTs; none,pkinase; 4.504 

446291; BE397753; Hs.14623; Interferon, gamrria-inducible protein 30; G1LT;TM=M;SS=Y; 450215208 
431326; AW970580; Hs.198689; KIAA0728 protein; none,none; 4.501 

428072; BE258602; Hs.182366; heat shock protein 75; HATPase_c,HSP90;TM=W;SS=N; 4.48828125 
415149; X12451; Hs.78056; cathepsin U Peptidase.CI;; 4.484375 

421959; AW751497; Hs.98370; cytochrome P450, subfamay IIS. porypept; p450;TM=Y;SS=M; 4.48 

445143; U29171; Hs.378918; casein kinase 1, delta; zK3H04,Rlamm,zf-B_box,^ 4.478092784 

421071 ; A131 1238; Hs.104476; ESTs, Weakly similar to CGHU1E collagen ; none;TM=Y;SS=M; 4.4773371 1 1 

410590; BE615216; Hs.64746; chloride intracellular channel 3; none;TM=M;SS=N; 4.476 

438774; AA431620; Hs379034; hypothetical protein MGC2745; none,none; 4.474874372 

410726; AI623859; Hs.15936; ESTs; pxinase.projsomerase^one; 4.47 

429903; AL134197; Hs.93597; cyclin-dependent kinase 5, regulatory su; CDK5_activator,none; 4.468 

426485; NM_006207; Hs.170040; plateleWerived growth factor receptor-; ig;; 4.464944649 ' 

433646; AA603319; Hs.155195; ESTs; pou,honieobox,Gg^chan^NF - receptor; 4.458 

410293; AK000047; Hs.61960; hypothetical protein; KJetra;TM=M;SS=N; 4.453020134 

453464; A188491 1; Hs.32989; receptor (calcitonin) acBvity modifying; none;TM=Y;SS=N; 4.448198198 

410583; AW770280; Hs.36258; ESTs. Moderately similar to JC5238 galac; SH3,PDZ,Guanylate_kln^one; 4.446927374 

441455; AJ271671; Hs.7854; zincfiron regulated transporter-like; 2p;TM=Y;SS=M; 4.445010183 

453064; R40334; Hs.89463; potassium large conductance calaum-acti; none,none; 4.436480187 

443303; U67319; Hs.9216; caspase 7, apoptosis-related cysteine pr; pHnase,lCE_p10.ICE_p20;TM=M;SS=M; 4.433411215 

41 1825; AK000334; Hs.352415; solute carrier family 39 (zinc transport; SNF,Zip;TM=Y;SS=N; 4.432765152 

428376; AF1 19665; Hs. 184011; pyrophosphatase (inorganic); Pyrophosphatase;TM=M;SS=N; 4.428571429 

429592; ABO29041; Hs.209646; K1AA11 18 protein; Tropwtm,ExojendCj>hos,l(*TM=M;SS=N; 4.428 

419344; U94905; Hs.277445; diacytgrycerol kinase, zeta (1 04kD); anU3AGKa,DAGKc,DAG_PE-bInd;TM=M;SS=N; 4.42622950B 
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427138; N77624; Hs.173717; phosphatide acid phosphalase type 2B; PAP2,none; 4.4234375 
414496; W73853; Hs.355424; ESTs; pkinase,F5J8_type_C.adh_shbrt,none; 4.42114094 
429432; AI678059; Hs.202676; synaplonemal complex protein 2; none;TM=M;SS=N; 4.42 
429922; Z97630; Hs2261 17; H1 histone family, member 0; linker_histone;TM=M;SS=N; 4.419207317 
446700; AW206257; Hs.156326; Human DMA sequence from clone RP11-145L2; none;TM=M;SS=N; 4.418181818 
435411; AW444619; Hs.138211; ESTs; none,pkmase; 4.414 

414581- AA256213; Hs.72010; ESTs; none.Cam acyltransf.ChdineJdnase.SCX>1^C,G^ 4.41 
41 B558- AW082266; Hs.86131; Fas (TNFRSF6>associated via death domai; death, DED;; 4.408523909 
442259- AI690269; Hs201345; ESTs; Acetyltransf,RhoGAP 1 FCH 1 SH3 1 Kelcri,fn3; 4.406 
415860; D56051; Hs.78888; diazepam binding inhibitor (GABA recepto; ACBP;TM=M;SS=N; 4.404678363 
434419; AL040606; Hs.29693B; dual specfficlry phosphatase 7; DSPc;TM=M;SS=N; 4.404 
404440; ; ; NMJ)21048:Homo sapiens melanoma antigen^ MAGE;TM=M;SS=N; 4.4 
435542; AA687376; Hs.351226; ESTs; SH3,ig,plonaseWspectrin,RhoGEF,none; 4.394 
413367; NM.006517; Hs.75317; solute carrier family 16 (monccarboxylic; sugarJr;TM=Y;SS=N; 4.39028777 
435732; AF229178; Hs.123136; leucine rich repeat and death domain con; none.none; 4.38490556 
427359; AW020782; Hs.79881; Homo sapiens cONA: FLI23006 fis, clone L; 7tmJ,none; 4.382129278 
425749; AW328587; Hs.159448; surfeit 2; none; 4.382 ..^.^^ 
417874; BE616160; Hs.82829; protein tyrosine phosphatase, non-recept; Yj)hosphatase;TM=Y;SS=N; 4.381422925 
414806; D14694; Hs.77329; phospnatidylserine synthase 1; PSS;TM=Y;SS=M; 4380681818 
* 431837; T79326; Hs.331967; olfactory receptor, family 2, subfamily ; none,7fjrL3 ) susM,ANF_.receptor; 4.376 
4171 1 5; AW952792; Hs.33461 2; small nuclear ribonucleopratein polypepl; Srapkinase;; 4.370247934 
434876; AF160477; Hs.61460; Ig superfamtly receptor LNIR; ig,Rhabd_g)ycop;TM=Y;SS=M; 4.37 
430379; AF134149; Hs.240395; potassium channel, subfamily K, member 6; ion_trans;TM=Y;SS=M; 4.367777778 
403912; ; ; C5000394*:gi|12737280|reflXP_00668Z2l k; none;TM=M;SS=N; 4367684478 
i 426268; AF083420; Hs.168913; serineAhreonine kinase 24 {Ste20, yeast pkinase;; 4.366348449 
434263; N34895; Hs.79187; ESTs; ig,none; 4.35B527132 
404760; ; ; Target Exon; cadherin;TM=M;SS=M; 4.356 

413076; U10564; Hs.75188; weel (S. pombe) homolog; pkinase;TM=M;SS=N; 4.35472973 

420757; X78592; Hs.99915; androgen receptor (dihydrotestosterone r, hormone_rec,zf-C4^ndrogen_recep;TM=M;SS=N; 4.354 
) 42681 2; AF105355; Hs. 172613; solute carrier family 12 (potassium/cMo; none;TM=Y;SS=N; 4.353244838 
431674; AA098901; Hs.301642; G-protein coupled receptor; none,GCV_H; 4.35 
431886- L77964; Hs.27198Q; mitogen-activaled protein kinase 6; pldnase;TM=M;SS=N; 4.347893916 
447719; BE387402; Hs.19333; hypothetical protein FU10349; adenylatekinase,ATP-bind;TM=M;SS=N; 4.346007605 
424837' BE276113; Hs.333034; N-acetyltransferase, homolog of S. cerev; Acetyltransf;TM=M;SS=N; 4.344 
5 449437; AI702038; Hs.100057; Homo sapiens cDNA: FU22902 lis, done K; none,none; 4.334722222 
411768; NM_013371; Hs.71979; tnterteuktn 19; IL10;; 4.322 

445350; AF052112; Hs.12540; lysophospholipase I; abhydrotase_2;TM=M;SS=N; 4.320359281 
425964; AW889928; Hs.9071; progesterone membrane binding protein; homeobox.none; 4.318867925 
450998; BE387614; Hs.25797; splicing factor 3b, subunit4, 49kD; rrm;TM=M;SS=N; 4.316573557 
0 408908; BE296227; Hs.250822; serine/threonine kinase 15; pkinase;; 4.31 6 

400290; H18836; Hs.31608; hypothetical protein FU20041; none,Cys_knot; 4.314728682 
438899; AF085833; Hs.135624; ESTs; nor« I R3_P14_kir«se r PI3KaPl3)eC2^l3K_rbd 1 PI3K w pB5B; 4314084507 
418883; BE387036; Hs.1211; add phosphatases, tartrate resistant; Metaflophos;TM=M;SS=M; 4.312121212 
419507; R52557; Hs.91579; Homo sapiens clone 23783 mRNA sequence; IMP4;TM=M;SS=N; 4.304407714 
5 421532; AW138207; Hs.146170; hypothefcal protein FU22969; Armadio_seg,HEAT;TM=M;SS=N; 4.304 
430017; AA263172; Hs.35; protein tyrosine phosphatase, norwecept Yj)hosphatase;TM=M;SS=M; 4.302 
447224; BE6171 25; Hs.142076; gb:601441 664F1 N1H _MGC_65 Homo sapiens c; none;NA;NA; 4.302 
425424; NM.004954; Hs.1 571 99; ELKL motif kinase; pklnase.UBA,KA1;TM=M;SS=N; 4301639344 
454042; H22570; Hs.47860; hypothefica! protein FU20093; ig^kInase,LRRLRRNT,LRRCT,none; 430141844 
50 446143; BE245342; Hs.306079; sec61 homolog; NUD0^ecY,E1_dehydrc^transkeLpyr.TM=Y;SS=M; 4.300872093 
428981- BE313077; Hs.93135; ESTs, Weakly simDar to ALU2.HUMAN ALU S; none^rm; 4292620865 
432562; BE531048; Hs.278422; DKFZP586G1122 protein; zf-C2H2;TM=M;SS=N; 4.290258449 
432945; AL0436B3; Hs.8173; hypotheGcal protein FU10803; none;TM=M;SS=M; 4J288405797 

421921; H83363; Hs.355993; transtocase of inner mitochondrial membr; 2f-Tim1 0_DDP ( efhand,CHs pedrir^rpii;T^M;SS=N; 4.284 
5 5 448564; AL044962; Hs.21453; Inositol 1 ,4,5-trisphosphate ^kinase C; IPKn 4.28057554 

453941; U39817; Hs.36820; Bloom syndrome; DEADjieiicase_C,HRDC;TM=M;SS=N; 4.28 

437712; X04588; Hs.85844; neurotrophic tyrosine kinase, receptor, ; Troporrr/osir^pkmase,LJRR,Lirc^ 4277477478 
417426; NMJJ02291; Hs.82124; laminin, beta 1; larrdrm_EGFJarrMiJllemi.lntegnn_Bn 4276162791 
450296; AU041949; Hs .24756; hepatocyte growth factor-regulated tyros; none^ione; 4.273927393 
60 438012; AA393254; Hs.43619; ESTs; Arrnadillo_seg t none; 4.273134328 

409619; AK001015; Hs.55220; BCl2-associated athanogene Z BAG;TM=M;SS=N; 4.273109244 
418529; AW005695; Hs.250897; TRK-fused gene; Band_41,ERHpWnase,LRRLR^ 
4.272123894 

415214; AI445236; Hs.125124; EphB2;fn3^kjnase,SAM,EPHJbd;TM*Y;SS=M;4268 ' 
65 438233; W52448; Hs.56147; ESTs; Neur_(AarLl£D.rteur„crBrLmemb l MAGE; 4-26284585 

429019; AA443280; Hs279907; myosin MA; myosiruhead 1 pkinase.PRK,IQ;TM=M;SS=N; 4262 

424959; NMJJ05781; Hs.153937; activated p21cdc42Hs kinase; tdh ( ldh.C,SH3,pkin3se.UBA;Tfyi=M;SS=N; 4258695652 

453655; AW960427; Hs.342874; transforming growth factor, beta recepto; zona_peIlucida,none; 4.257208766 

417414; AA434589; Hs367676; dUTP pyrophosphatase; dUTPase.KRAB; 4.251785714 
70 453905; NMJXJ2314; Hs.36566; UM domain kinase 1; pWnase,UM.PDZ^f-PARP;TM=M;SS=N; 4249116608 

424232; AB015982; Hs.1 43450; protein kinase C nu; pkinase,DAG_PE-bind,PH;TM=M;SS=N; 4.247692308 

404883; ; ; ENSP0000021 6009:Sarwmflrucose cotranspo; SSF;TM=Y;SS=M; 4242424242 ■ 

412507; L36645; Hs.73964; EphA4; frtf,pkhase.SAM,EPHJbd;TM=Y;SS=M; 4239285714 

41 1 089; M456454; Hs.355702; cell division cycle 2-like 1 (PITSLRE pn none,none; 4237313433 
75 436957; AA902488; Hs.122952; ESTs; noi«.DAGKc,DAGKa,R^DAG.PE-bind; 4.236 

45256B; AA805634; Hs.300870; Homo sapiens mRNA; cDNA DKFZp547M072 (tr. Pl3J>l4Jdnase;TM=M;SS=M; 423537415 

433535; AF111106; Hs.3382; protein phosphatase 4, regulatory subuni; HEAT;TM=M;SS=N; 4234793187 

432728; NMJJ06979; Hs.278721; HLA class II region expressed gene KE4; 2pJig_chan;TM=Y;SS=M; 4.234545455 

41 6350; AF188625; Hs.169507; phosphoflpase A2. group IID; phosOp;TM=M;SS=Y; 4234 
80 409533; AW969543; Hs.144609; mltogeiwcfivated protein kinase kinase ; PepCdase_C48,none; 4.230666667 

427127; AW802282; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 4228009259 

403362; ; ; NMJW1 615":Homo sapiens acfin, gamma 2, ; actinr. 422688478 

417866; AW067903; Hs.82772; collagen, type XI, alpha 1; Collagen.COLR,TSPN Jaminin_G,CorAn 4226388889 
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428897; AJ245719; Hs.194385;hypolhetica! protein FU20234; SH2;TM=M;SS=N; 4.224731183 

425771; 8E561776; Hs.159494; Bruton agammaglobulinemia tyrosine kinas; SH2,SH3 ( pkinase,PH,BTK;TM=M;SS=N; 4.223684211 
418566; C21220; Hs.321717; hypothetical protein FU10875; zf-C2H2,BTB,Kjetra,7tmJ; 4.222807018 
454098; W27953; Hs.217493; RakophiRn; none.none; 4.22 

424381; AA285249: Hs.146329; protein kinase Chk2 (CHEK2); pWnase,FHA,DnaJ;TM=M;SS=N; 4.21875 

419223; X60111; Hs.1244; CD9 antigen (p24); transm^brane4;TM=Y;SS=M; 4.217130215 

436756; Z18364; Hs.198298; v-src avian sarcoma {SchmirJt-Ruppin A-2); none.none; 4.216 

450167; AA446404; Hs.24563; NTF2-related export protein 1; NTF2;TM=M;SS=N; 4.215153934 

416224; NMJ029Q2; Hs.79088; reticulocalbm 2, EF-hand calcium bindin; efhand;; 4.212041885 

432539; AL138169; Hs.278378; karyopherin beta 2b, transportin; none,DS,UPF0139 t Glyco_hydro_38; 4.207407407 

416661; AA634543; Hs.79440; IGF-I1 mRNA-binding protein 3; KH-domain,rrm;TM=M;SS=N; 4.206 

432284; AA532807; Hs.287740; ESTs; pWnase,none; 4.205454546 

418758; AW959311;Hs: 17201 2; hypothetical^ nt Knfx ' AO „ t Aftnmm „ 

450056; BE047394; Hs.502; ESTs, Weakly similar to S71512 hypotheti; ABCJran.ABCjrembranB,ig,MHCJL^^ 4.202572347 

41 2817; AL0371 59; Hs.74619; proteasome (prosome, macropain) 26S subu; PC_rep;TM=^SS=N; 4.202061856 

425394; AA356730; Hs.323949; kangal 1 (suppression of tumorigenicity ; transmembrane4,none; 4.195014663 

449335; AW1 50717; Hs.345728; STAT induced STAT inhibitor 3; SH2;TM=M;SS=N; 4.192248062 

415023; AA932146; Hs.355397; Homo sapiens clone TCCQA00164 mRNA sequ; none;NA;NA; 4.192 

443907; AU076484; Hs.9963; TYRO protein tyrosine kinase binding pro; none;TM=M;SS=Y; 4.191878981 

445330; R52656; Hs.21691; ESTs; 7tmJ,none; 4.189922481 , 

430016; NM 004736; Hs.227656; xenotropic and polytraptc retrovirus rec; SPX,EXS;TM=Y;SS*N; 4.188333333 
434633; AI189587; Hs.120915; ESTs; SH3,PH,Rho6AP,none; 4.187106918 

452908; AB001451; Hs.30965; neuronat She adaptor homolog; SH2,PlD7n_carbOpept;TM=M;SS=N; 4.186885246 
439318; AW837046; Hs.6527; G prolehvcoupled receptor 56; 7tm_2,CytC_asm,GPS;TM=Y;SS=M; 3.930957684 
432201; AI538613; Hs.298241; Transmembrane protease, serine 3; ldl_recepU,trypsm;TM=Y;SS=M; 3.893103448 
428969; AF 120274; Hs.194689; artemin; TGF-bela;; 3.884030418 
444633; AF1 11713; Hs. 12284; junctional adhesion molecule 1; ig;TM=Y;SS=M; 3.831669044 

432305; M62402; Hs.274313; insulin-like growth factor binding prole; thyrogtobiim J.IGFBP.A2M JJ;TM=M;SS=N; 3.742996346 

405547; ; ; NMJH8833':Homo sapiens transporter 2, A; ABC_tran.SRP54,ABC^membrane;TM=Y;SS=M; 3.676 

407853; AA336797; Hs.40499; dickkopf (Xenopus laevis) homolog 1; none;TM-M;SS=Y; 3.634 

426427; M86699; Hs.1 69840; TTK protein kinase; pkinase;; 3.562 

427585; D31 152; Hs.179729; collagen, type X, alpha 1 {Schmid metaph; Clq.Coilagen;; 3.49 

405546; ; ; NIWL018833 # :Homo sapiens transporter 2, A;ABCJran,SRP54,ABCjnembrane;TM=Y;SS=M; 3.422661871 

439820; AL360204; Hs.283853; Homo sapiens mRNA fufl length insert cDN; none.none; 3.402 

404210; ; ; NNL005936:Homo sapiens myeloid/lymphoid ; FHA I PDZ,RA,DIL;TM=M;SS=N; 3.368807339 

424522; AL134847; Hs.149957; ribosomal protein S6 kinase. 90kD. polyp; pkmase,pkinase_C;; 3.213402062 

418678; NMJKJ1327; Hs.87225; cancer/tesfls antigen (NY-ESO-1); none;TM=M;SS=*l; 3.084 

451106; BE382701; Hs.25960; N-MYC oncogene; HLRh/rycJUem*TM=M;SS=N; 1.55 



TABLE 17B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

418869 12789.14 AA229762 AA230035 



TABLE 17C 

Pkey. Unique number corresponding to an Eos probeset - 

Ref- Sequence source. The 7 digit numbers m this column are Genbank Identifier (Gl) numbers. "Dunham I. et at." refers to the publication enutled The 

sequence of human crirornosorne 22/ Dunham L el aL, Nature (1999) 402:489495. 
Strand: Indicates DMA strand from which exons were predicted. 



NLposition: 


Indicates nucleotide positions of predicted exons. 


Pkey 


Ref 


Strand 


NLposition 


402075 


8117407 


Plus 


121907-122035,122804-122921,124019-12416 


401761 


7249190 


Minus 


83215^5,83531-83656,8374043901.8423 


405484 


5922025 


Pius 


199214-199579,199672-199920,200262-20049 


405932 


7767812 


Minus 


123525-123713 


400517 


9796686 


Minus 


49996-50346 


402328 


4464283 


Minus 


1375B-13922.14558-14752 


405545 


1054740 


Pius 


118677-118807,119091-119296.121626-12182 


402330 


4464283 


Minus 


15325-15380,15484-15588,15842-15915 


404440 


7528051 


Plus 


8043O41581 


403912 


7710730 


Minus 


72000.72290.72431-72700,72929-73199 


404760 


7767724 


Plus 


223266-223352,224472.224585 


404883 


5101762 


Minus 


94626-94730,96998-97059 


403362 


8571772 


Plus 


64099-64260 


405547 


1054740 


Plus 


124361-124520,124914-125050 


405546 


1054740 


Pius 


124O10-1241B3 


404210 


5006246 


Plus 


169926-170121 



Table 18A: 194 Up^egulated Genes in Uterine Cancer Versus Normal Adult Tissues 

Table 18A fists about 194 genes up-regulated in uterine cancer compared to normal adult tissues. These were selected from 59680 probesets on the Afryrrctrix/Eos-Hu03^neChip 
array such that the ratio of "average' uterine cancer to 'average' normal adutt tissues was greater than or equal to 3.0. The 'average' uterine cancer level was set to the 2 nd highest 
amongst uterine cancers. The 'average" normal adult tissue level was set to the 90* percentile value amongst non-malignant tissues, tn order to remove gene-specific background 
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levels ol non-specific hybridization, the 1 5» percentile value amongst non-malignant tissues was subtracted from both the numerator and the denominator before the ratio was 
evaluated. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1 : RaOo of tumor vs. normal tissue 



Pkey ExAccn UnigenelD Unigene Title 

449034 AI624049 gb:ts41aQ9.x1 NCLCGAP.Utl Homo sapiens cONA 

435094 A1560129 Hs.277523 EST 

438B17 A1023799 Hs.163242 ESTs 

421478 A1683243 Hs.97258 ESTs 

452838 U65011 Hs.30743 Preferentially expressed antigen m melanoma 

. 450451 AW591528 Hs.202072 ESTs 

428153 AW513143 Hs.98367 hypothefical protein FU22252 

428187 A1687303 Hs.285529 G protein-coupled receptor 49 (GPR49) (HG38) 

438993 AA828995 Hs.52620 integrin; beta 8 

436775 AA731111 Hs.291891 ESTs 

430491 AL109791 Hs.241559 Homo sapiens mRNA full length msert cDNA do 

441377 BE218239 Hs.202656 ESTs 

400289 X07820 Hs.2258 Matrix MetaUoprotemase 10(Stromolysin2) 

400292 AA250737 Hs.72472 BMPR-lb;bone morphogenetic protein receptor lb 

403899 predicted exon 

442438 AA995998 gb:os26b03.s1 NCI_CGAP_Kid5 Homo sapiens cDNA 

447350 A1375572 Hs.1939 HER4 (c-erb-B4) 

453964 AI961486 Hs.12744 ESTs 

443830 AH42095 Hs.143273 ESTs 

459325 AW088369 Hs.282184 ESTs 

415245 N59650 Hs.27252 ESTs 

446608 N75217 Hs.257846 ESTs 

426635 BE395109 Hs.129327 ESTs 

433426 H69125 Hs.133525 ESTs 

437960 A1669586 Hs.222194 ESTs 

441081 A1584019 Hs.169006 ESTs,r^eratelysimnartoplaxophifin2b[H 

440048 AA897461 Hs.158489 ESTs, Weakly similar to envelope protein [Us 

447835 AW591623 Hs.164129 ESTs 

440870 AI687284 Hs.150539 Homo sapiens cDNA FU13793 fis, clone THYRO10 

412925 A1089319 Hs.179243 ESTs 

408562 AI436323 Hs.31141 Roundabout homolog 2 transmembrane receptor (robo2) 

429272 W25140 Hs.1 10667 ESTs 

453197 AI916269 Hs.109057 ESTs, Weakly similar to ALU5_HUMAN ALU SUBFAM 

437938 A1950087 ESTs; Weakly similar to Gag-Pol polyprotein 

420610 A1683183 Hs.99348 dlstaHess homeo box 5 

448672 AI955511 Hs.225106 ESTs 

452461 N78223 Hs.108106 transcripfion factor 

413335 A1613318 Hs.48442 ESTs 

449611 AJ970394 Hs.197075 ESTs 

449260 AA741180 Hs^9879 ESTs 

412140 AA219691 Hs.73625 RAB6 interacting, kinesin-fike (rabkmesinB) 

443715 AI583187 Hs.9700 cyclinEI 

432113 AA935065 Hs.152385 ESTs mor ™ 

424834 AK001432 Hs.153408 Homo sapiens cDNA FU 10570 fis, done NT2RP20 

410658 AW105231 Hs.192035 ESTs 

426465 A1758948 gb:ty16fD7jc1 NCLCGAP_Ut3 Homo sapiens cDNA 

446704 A1337228 Hs.197083 ESTs 

419503 AA243642 Hs.137422 ESTs 

444342 NMJM4398 Hs.10887 similar to lysosome-associaled membrane glyco 

436076 AI193277 Hs.120954 ESTs 

406687 M31126 Hs372620 pregnancy specific beta-1-gtycoprotem 9 

445258 A1635931 Hs.147613 ESTs 

440901 AA909358 Hs.128612 ESTs 

434636 AA083764 Hs.241334 ESTs 

429334 D63078 Hs.186180 Homo sapiens cONA: FU23038 fis. done LNG020 

418852 BE537037 Hs.273294 hypothetical protein FU20069 

459583 AI907673 gfclL-BT1 52-080399-004 BT152 Homo sapiens cDN 

436787 AA908554 Hs.192756 ESTs 

400301 X03635 Hs.1657 . Estrogen receptor 1 

428771 AB028992 Hs.193143 K1AA1069 protein 

444929 AI685841 Hs.161354 ESTs 

453922 AF053306 Hs.36708 budding uninhibited by benzimld azotes 1 

405609 predicted exon 
410102 AW248508 Hs.279727 ESTs; 
433283 BE041135 Hs.175622 ESTs 

443270 NMJ04272 Hs.9192 Homer, neuronal immediate early gene, 1B 

410247 AF181721 Hs.61345 RU2S 
422589 AA312735 Hs.179725 ESTs 

452771 T05477 gb:EST03366 Fetal brain, Stratagene (cat93620 

407275 AJ364186 gb:qw34h07.x1 NCt_CGAP_Ut4 Homo sapiens cDNA 

420440 NM.002407 Hs.97644 rnammaglobin 2 

451105 AI761324 gb»«0b11jt1 Na_CGAP.Co16 Homo sapiens cDNA 
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R1 

55.7 

45.2 

42.6 

35.2 

27.3 

26.0 

24.8 

24.2 

16.7 

14.3 

13.5 

13.5 

12.3. 

10.7 

10.1 

10.0 

9.8 

9.7 

9.1 

9.0 

8.9 

8.9 

8.8 

8.7 

8.5 

8.3 

7.3 

7.2 

7.1 

7.0 

7.0 

6.9 

6.3 

6.2 

6.2 

6.1 

6.1 

6.1 

6.0 

6.0 

6.0 

6.0 

5.9 

5.7 

5.7 

5.7 

5.5 

5.5 

5.4 

5.4 

5.3 

5.3 

5.3 

5.3 

5.2 

5.2 

5.2 

5.2 

5.1 

5.1 

5.0 

5.0 

5.0 

5.0 

4.8 

4.8 

4.7 

4.7 

4.7 

4.7 

4.6 

4.6 
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453516 NM 003462 Hs.33846 
424115 AA335497 
414245 BE14B072 
423244 AL039379 
5 441031 Al 110684 
447048 AW393080 
458861 A1630223 
428758 AA433988 
420149 AA255920 
10 433479 AW511459 

449416 AI651016 

457551 AW821319 

450109 A1539295 

436954 AA740151 
15 415511 AI732617 

410153 BE311926 

406411 

416209 AA236776 
416456 H57052 
20 454692 AW8133S0 
452249 BE394412 
436211 AK001581 
449765 N92293 
434988 AI418D55 
25 423515 AA327017 
435407 AI149774 
440886 AW511032 
444783 AK001468 
452039 A192298B 
30 407300 AA102616 

425176 AW015644 

449433 AI672096 

419335 AW960146 

422711 D60641 
35 453096 AW294631 

441962 AW972542 

445034 AW293376 

418677 S83308 

422219 AW978073 
40 440304 BE159984 

421863 A1952677 

431322 AW970622 

400250 

428227 AA321649 
45 420092 AA814043 
415138 C18356 
437212 AI765021 
409867 AW502161 
421477 AI904743 
50 427119 AW880562 
458154 AW816379 
434539 AW748078 
424717 H03754 
412078 X69699 
55 447342 AI199268 
413472 BE242870 
446619 AU076643 
453891 AB037751 
443613 AI079356 
60 441285 NM_002374 
409731 AA125985 
417847 AI521558 
441484 M935481 
415802 AA169515 
65 448112 AW245919 
428330 122524 
402606 

407905 AW103655 
^ 424917 AI636208 
70 436982 AB018305 

451842 AIB20539 

455666 BE065813 

431731 BE266322 

443695 AW204099 
75 410358 AW97516B 

406030 

409745 AA077391 
430481 AA479678 
437641 AA811452 
80 415211 R64730xomp Hs.155986 
443450 N66045 Hs.133529 
457438 NMJM4053 hte270594 
451254 AI571016 Hs.172967 



Hs.75850 
Hs209602 
Hs.7645 
Hs.228320 

Hs.98502 

Hs.88095 

Hs.249972 

Hs.246311 

Hs.288928 

Hs.17967 

Hs.130425 

Hs.182362 

Hs.15830 

Hs.79078 
Hs.176626 

Hs.61252 

Hs.80961 

Hs.206832 

Hs.161160 

Hs.162204 

Hs.117178 

Hs.190516 

Hs.62180 

Hs.172510 

Hs.120769 

Hs.301430 

Hs.9012 

Hs.284137 

Hs.21739 

Hs.11325 

Hs.289008 

Hs.160323 

Hs.87224 

Hs.125395 
Hs.108972 



Hs.2248 
Hs.88045 
Hs.78045 
Hs.210775 

Hs.104650 
Hs.114574 

Hs.214410 
Hs.152213 
Hs.73149 
Hs.19322 
Hs.75379 
Hs313 
Ks.35353 

Hs.167 
Hs.56145 
Hs288312 
Hs.58972 
Ks.6006 
Hs^01018 
Hs.2256 

Hs252905 
Hs.96901 
Hs.5378 
Hs.267087 

Hs211374 
Hs.112759 
Hs.13337 



Hs.203269 
Hs.291911 



dyne'm, axonemal, light intermediate poiypept 
ESTs 

WAS protein family, member 1 
ESTs, Weakly similar to ubiquitous TPR motif, 
fibrinogen, B beta polypeptide 
Homo sapiens cDNA: FU23537 (is, clone LNG076 
PHD finger DNA binding protein isoform 1 fint 
Homo sapiens cDNA FU14303 fe, done PLACE20 
ESTs 
ESTs 
ESTs 

Homo sapiens cDNA: FU23296 fis, done HEP106 
ESTs. 
ESTs 
ESTs 

Homo sapiens cDNA FU12691 fis, done NT2RM40 
predicted exon 

MAD2 (mitotic arrest deficient, yeast, homolo 
hypothetical protein EDAG-1 
gb:MR*-ST0192-100100-024-g07 
ESTs 

polymerase (DNA directed), gamma 
EST, Moderately similar to ALU8_HUMAN ALU SUB 
ESTs 
ESTs 
ESTs 
ESTs 
ESTs 
ESTs 

Homo sapiens cDNA FU20463 fis, clone KAT0614 
ESTs, Moderately similar to TEF1_HUMAN TRANSC 
ESTs 

Homo sapiens cDNA FU 12888 fis, clone NT2RP20 
Homo sapiens mRNA; cDMA DKFZp586l1518 
ESTs 

Homo sapiens cDNA: FU21814 fis, done HEP010 
ESTs 

SRY (sex determining region Y)-bax 5 
gb:EST390182 MAGE resequences 
ESTs 

Homo sapiens mRNA; cOMA DKFZp434P228 
gb:EST382704 MAGE resequences, MAGK 
predicted exon 

INTE RFERON-GAMMA INDUCED PROTEIN 
ESTs 

tissue factor pathway inhibitor 2 TFPI2 
ESTs 

gb:UI-HF-BR0p^r^12*UlJl N1H_MGC_52 
hypothetical protein FU10292 
ESTs 

gb:QV4-ST0234.181 199-O35-g01 ST0234 
ESTs 

wingless-type MMTV Integration site family 
paired box gene 8 (PAX-8) 
ESTs; Weakly similar to till ALU SUBFAMILY J 
solute carrier family 1 (glial high affinity 
secreted phosphoprbtein 1 (osteopontm) 
Homo sapiens mRNA full length insert cDNA do 
gb:oz39b09x1 Soares_NhHMPu_S1 Homo sapiens c 
microtubule- associated protein 2 
thymosin, beta, identified in neuroblastoma c 
Homo sapiens cDNA: FU22316 fis, done HRC052 
ESTs 
ESTs 
ESTs 

matrix metalloproteinase 7 (matrirysm) 
predicted exon 
ESTs 

Homo sapiens cDNA: FU23049 fis, done LNG025 
spondin 1, (f-spondin) extracellular matrix p 
ESTs, Moderately similar to ALU4.HUMAN ALU SU 
gb'RC2-BT0318-110100-012-a08 BT0318 Homo sapi 
ESTs, Weakly similar to SP49J4UMAN SPUCEOSOM 
ESTs, WeaWy similar to AF1267B0 1 refinal sh 
ESTs, WeaWy simHar to unnamed protein produ 
predicted exon 

gb:7B14E12 Chromosome 7 Fetal Brain cDNA Ubr 
ESTs. Moderately sinter to ALU8_HUMAN ALU SU 
ESTs 

ESTs; Highly similar to SPERM SURFACE PROTEIN 
ESTs 

FLVCR protein 
ESTs 



4.6 

4.6 

4.6 

4.5 

4.5 

4.4 

4.4 

4.3 

4.3 

4.3 

4.3 

4.3 

4.3 

4.3 

4.3 

4.3 

4.2 

4.2 

4.2 

4.1 

4.1 

4.1 

4.1 

4.1 

4.0 

4.0 

4.0 

4.0 

4.0 

4.0 

4.0 

3.9 

3.9 

3.9 

3.9 

3.9 

3.8 

3.8 

3.8 

3.8 

3.8 

3.8 

3.8 

3.8 

3.8 

3.8 

3.8 

3.7 

3.7 

3.7 

3.7 

3.7 

3.7 

3.7 

3.7 

3.7 

3.7 

3.7 

3.6 

3.6 

3.6 

3.6 

3.6 

3.6 > 

3.6 

3.6 

16 

3.6 

3.6 

3.6 

3.6 

3.6 

3.6 

3.6 

3.6 

3.5 

3.5 

3.5 

3.5 

3.4 

3.4 

3.4 

3.4 
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419563 

427778 

435031 

407368 

417411 

431548 

432415 

423126 

433420 

435174 

444743 

452588 

427304 

419917 

417728 

419356 

458627 

435185 

416623 

405174 

403776 



AA526235 

M412323 

AI632091 

AF026942 

AW500008 

AI834273 

T16971 

AA322245 

AI674093 

AA687378 

AA045648 

AA889120 

AA761526 

AA320068 

AW138437 

AI65616S 

AW088542 

AA669490 

N74925 



Hs.193162 
Hs.105323 
Hs.1 16877 

Hs.6966 

Hs.9711 

Hs.289014 

Hs.290165 

Hs.293961 

Hs.194624 

Hs.11817 

Hs.110637 

Hs.163853 

Hs.93701 

Hs.24790 

Hs.7331 

HS.979B4 

Hs.289109 

Hs.38761 



426274 


D38122 


Hs.2007 


431255 


AA497043 


HS.1156B5 


442353 


BE379594 


Hs.49136 


456662 


NM 002448 


Hs.1494 


416530 


U62801 


Hs.79361 


454392 


BE260893 




406400 






439949 


AW979197 


Hs.292073 


430704 


AW813091 




401517 






417830 


AW504786 


Hs.132808 


435267 


N23797 


Hs.110114 


426384 


AI472078 




422797 


AB033064 


Hs.120908 


428832 


AA578229 




449722 


BE280074 


Hs.23960 


418478 


U38945 


Hs.1 174 


4226B9 


AW856665 





Homo sapiens cDNA FU11983 lis, clone HEMBB10 

ESTs 

ESTs 

gb:Homo sapiens cig33 mRNA, partial sequence. 

Human DNA sequence from clone RP1-187J1 1 on c 

Homo sapiens cDMA FU13018 fis, clone NT2RP30 

ESTs 

ESTs 

ESTs 

ESTs 

nudix (nucleoside diphosphate linked moiety X 

Homeo box A10 

ESTs 

Homo sapiens mRNA; cONA DKF2p434E232 (from cl 

K1AA1573 protein 

ESTs 

ESTs; Weakly similar to WASP-famBy protein ( 
dimethyterginineoTmethylarninohydrolase 1 
Homo sapiens cDNA: FU21 564 fis, clone COL064 
predicted exon 
predicted exon 

tumor necrosis factor (ligand) superfamity, m 

ESTs 

ESTs 

msh (Drosophila) homeo box homolog 1 (formerl 

kallikrem 6 (neurosin, zyme) 

gb:601 1 50677F1 NIHJAGCJ9 Homo sapiens cDNA c 

kallikrein 8 (neuropsln/bvasm) 

ESTs 

gb:RC3-ST0186-24040(M11-d07 ST0186 Homo sapi 
predicted exon 

epithelial cell transforming sequence 2 oncog 

ESTs . 

ESTs 

KIAA1 238 protein 

gb:n!22b12*1 NCLCGAPJ1SC1 Homo sapiens cDNA 
cycfinBI 

cycfin-dependent kinase inhibitor 2A 
gb:RC3^T0297«290100-OU<J03 CT0297 Homo sapi 



3.4 

3.3 

3.3 

3.3 

3.3 

3.2 

3.2 

3.2 

3.2 

3.2 

3.2 

3.2 

3.2 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 



TABLE 18B 

Pkey: Unique Eos probeset identifier number 

CAT number. Gene duster number 

Accession: Genbank accession numbers 



Pkey CAT number Accession 

409745 115237 1 AA077391 AI347618 AI361453 AI088754 AW207491 AW960912 AA921 874 AA286833M1 50722 BE1 52353 AW188822 BE152450 

409867 1156530J AW502161 AW502587 AW502345 

422219 213547 1 AW978073 AW978072 AA807550 AA306567 

422689 219896J AW856665AA315006 AW954733 

426384 266211 1 AI472078AA377209AAB65B07 

426465 267664 1 A1758948 AA379527 AA379948 AA379262 AW963933 

428832 296144 1 AA578229 AA436432 AA481 375 AA481353 

430704 322217 1 AW813091 AW206655 AA484440 

431322 331543 1 AW970622 AA503009 AA502998AA502989AA502805T92188 

4379tt 44573 2 AI95O087 N70208 R97040 N36809 AI3081 19 AW967677 N35320 AI251473 H59397 AW971573 R97278 W01059 AW967671 AA908598 

- AAM1875 AIB20501 AI820532 W87891 T85904 U71456 T82391 BE328571 T75102 R34725 AA884922 BE328517 AI219788 AA884444 N92578 F13493 
A^M AI560251 AOT4068AL134f^^ 

AW102B98 AI872193 A1763273 AW173586 AW150329 AI653832 A1762688 AA988777 AA4B8892 A1356394 AW103813 AI539642 AA642789 AA856975 
AW505512 AI961530 AW629970 BE612881 AW276997 AW513601 AW512843 M044209 AW856538 AA180009 AA337499 AW961101 AA251669 
AA251874 A1819225 AW205862 AI68333B A1858509 AW276905 AI633006 AA972584 AA908741 AW072629 AW513996 AA293273 AA969759 N75628 
N22388 H84729 H60052 T92487 A1022058 AA780419 AA551005 W80701 AW613456 AI373032 AI564269 FQ0531 H83488 W37181 W78802 R66056 
AI002839 R67840 AA300207 AW959581 T63226 F04005 
438993 467651 1 AA828995 AA834879 AI926361 

442438 542469J AA995998 AI91 6584 R51 781 T77332 F07756 F08149 F07647 

443613 575391 J AI079356 W23287 

449034 794817J AI624049AW1 17770 AI858360 

451105 859083J AI761324AW880941 AW880937 

452771 930983 1 T05477 T07855AI917711 

454392 115882L1 BE260B93AA078319 R85057AW803024 H85811 AA078293 
454692 1229118J AW81 3350 AW81 6082 AW81 3476 AW81 3383 
455666 1349545 1 BE065813 BE065788 BE065889 BE085832 
458154 491768 T AW816379AA888282AAB79046AA879195 
458861 798085 1 AI630223AI63047O 



TABLE 18C 

Pkey: 
Ref: 



Unique number corresponding to an Eos probeset 
Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) 
human chromosome 22." Dunham I. et at. Nature (1999) 402:489495. 
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numbers. "Dunham I. et a!." refers to the publication entifled The DNA sequence of 
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Strand: Indicates DNA strand from which exons were predicted. 
NLpositon: Indicates nucleotide positions of praficled exons. 

NLposHion 



Pkey 


Ref 


Strand 


401517 


7677912 


Plus 


402606 


9909429 


Minus 


403776 


7770611 


Minus 


403899 


7381715 


Minus 


405174 


7108030 


Minus 


405609 


5757553 


Minus 


406030 


8312328 


Minus 


406400 


9256298 


Plus 


406411 


9255407 


Plus 



29278-29770 

81747-82094 

1414-1513,1524-1756 

9144-9350 

102814-103063 

42814-4301043583-43783.4486345033.46429^5^ 

5291 B.55469^55601,571 1 1-57307.58169-58296,6021 5*0332.61482-61727 

96123-96547 

1553-1712,1878-2140.4252-4385,5922-6077 
7400-7527 



Table 19* 225 Up-Regulated Genes Encoding ExtraceBular/Cell Surface Proteins. UTERINE Cancer Versus Normal Adult Tissues 

Table 19A fists about 225 genes up-regulated in uterine cancer compared to normal adult tissues that are likely ta encode extracellular or cdl-surfaceproteins. These were selected 
asloUablK 

fn3, egf, 7tm domains, signal sequences, transmembrane domains). The predicted protein domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number. Genbank accession number 

UnigenelO: Unigene number 

Unigene Title: Unigene gene title 

PSOomain: Protein Structural Domain 

R1 : Ratio of tumor vs. normal tissue 



Pkey 



438993 



446608 
433426 
440870 
408562 
420610 
412140 
443715 
432113 
419503 
444342 
438076 
406687 
418852 
4595B3 
400301 
405609 
453922 
410102 
433283 
443270 
410247 
422569 
407275 
420440 
453616 
424115 
414245 
458B61 
449416 
420149 
433479 
457551 
406411 
416456 
454692 
436211 



444783 
440886 
425176 
445034 
418677 
400250 
428227 
415138 
458154 
421477 



ExAccn 

U65011 
AA828995 
X07820 
N75217 
H69125 
A16872B4 
Al 436323 
AI683183 
AA219691 
AI583187 
AA935065 
AA243642 
NNL014398 
A1193277 
M31126 
BE537037 
AI907673 
X03635 

AF053306 
AW248508 
BE04113S 
NM_004272 
AF181721 
AA312735 
AI364186 
NM_002407 
NM_003462 
AA335497 
BE148072 
AI630223 
A1651016 
AA255920 
AW511459 
AW821319 

H57052 
AW813350 
AK001581 
A1418055 
AK001468 
AW511032 
AW015644 
AW293376 
S83308 



UnigenelD Unigene Title 



AA321649 
C18356 
AW816379 
AI904743 



Hs.30743 
Hs.52620 
Hs.2258 
Hs^57846 
Hs.133525 
Hs.150539 
Hs.31141 
Hs.99348 
Hs.73625 
Hs.9700 
Hs.152385 
Hs.137422 
Hs.10887 
Hs.120954 
Hs.272620 
Hs.273294 

Hs.1657 

Hs.36703 
Hs.279727 
Hs.175622 
HSJ9192 
Hs.61345 
Hs.179725 

Hs.97644 
Hs.33846 
Hs.293965 
HsJ5850 

Hs^46311 
Hs.88095 
Hs349972 
Hs.288928 

Hs.176626 

Hs.80961 

Hs.161160 

Hs.62180 

Hs.190516 

Hs.301430 

Hs.1 60323 

Hs.87224 

Hs.2248 
Hs.78045 

Hs.104650 



Preferentially expressed antigen in melanoma 
integral; beta 8 

Matrix MetaBoproteinase 10 {Stromo 
ESTs 
ESTs 

Homo sapiens cONA FU13793 fis, do 
Roundabout homolog 2 transmembranB 
distal-less homeo box 5 
RAB6 Interacting, Mnesuvfite (rab 
cydin E1 
ESTs 
ESTs 

similar to r/sosome-assodated memb 
ESTs 

pregnancy specific beta-1-glycoprot 
hypothetical protein FU20069 
gb:IL-BT152-08039W)04 BT152 Homo s 
Estrogen receptor 1 
predicted exon 

budding uninhibited by benzimldazol 
ESTs; 
ESTs 

Homer, neuronal Immediate early gen 
RU2S 
ESTs 

flb:qw34h07 Jtl NQ.CX3AP.Ut4 Homo sap 
mammagtobln 2 

dyndn, axonemal, fight intermediat 
ESTs 

WAS protein family, member 1 
PHD finger DNA binding protein Isof 
ESTs 
ESTs 
ESTs 

Homo sapiens cDNA: RJ23296 lis, d 



hypothetical protein EDAG-1 

gb:MR3^T0192-1001 00-024^07 ST0192 

polymerase (DNA directed), gamma 

ESTs 

ESTs 

ESTs 

ESTs, Moderately similar to TEF1JW 
ESTs 

SRY (sex determining region Y)-box 
predicted exon 

interferon-gamma induced protein 
tissue factor pathway Inhibitor 2 T 
gb:QV4-ST0234-1 81 1 99-Q35fl01 ST0234 
hypothetical protein FU10292 



PSDomain R1 

TM 27.3 

SS.TM.integrin.B 16.7 

SS.hemopexin 12.3 

TM 8.9 

TM 8.7 

TM.PAX 7.1 

SS,TM,ig,fn3 7.0 

TM,homeobox 6.2 

TM,kinesin 6.0 

TM,cydin 6.0 

TM 5.9 

TM 5.5 

TM,Lamp 5.4 

TM 5.4 

TM,hemopexin 5.3 

TM 5.2 

TM 5.2 

TM.honTOne_rec*zf-C4 5.1 

TM,Myos"mJafl ( myosin_head 5.0 

TM 5.0 

SS.TM, 5.0 

TM 4.8 

TM 4.8 

TM 4.7 

TM 4.7 

TM 47 

TM.Uteroglobin 4.6 

TM.Rfoosoma1_S27e 4.6 

TM 4.6 

TM.WH2 4.6 

TM.PHD 4.4 

SS.TM. 4.3 

TM 4.3 

TM 4.3 

TM 4.3 

TM,vwa,FG-GAP 4.2 

TM 4.2 

TM 4.1 

TM 4.1 

TM • 4.1 

TM.PH 4.0 

TM.FG-GAP 4.0 

TM,GlycoJransf_29,TEA 4.0 

TM 3.8 

TM,HMG_box 3.8 

TM,HisLdeacetyl 3.8 

TM.IL8 3.8 

TM.Kunlt2 w BPTI,Gflamma 3.8 

THWW 3.7 

TM 3.7 
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413472 BE242870 Hs.75379 solute carrier famfly 1 (glial high 

447342 AI199268 Hs.19322 ESTs; Weakly similar to Hi! ALU SU 

446619 AU076643 Hs.313 secreted phosphoprotein 1 (osteopon 

453891 AB037751 Hs.36353 Homo sapiens mRNA full length inser 

5 441285 NM 002374 Hs.167 micrafcubulB-associated protein 2 

409731 AAl"25985 Hs.56145 thymosin, beta, identified in neuro 

441484 AA935481 Hs.58972 ESTs 

428330 L22524 Hs.2256 matrix metaHoproteinase 7 (matrily 

407905 AW103B55 Hs.252905 ESTs 

10 436982 AB018305 Hs.5378 spondin 1, (f-spondin) extracellula 

402606 predicted exon 

443695 AW204099 Hs.112759 ESTs, Weakly similar to AF1 26780 1 

437641 AA811452 Hs.291911 ESTs 

415211 R64730.comp Hs.155986 ESTs; Highly similar to SPERM SURFA 

15 443450 N66045 Hs.133529 ESTs 

457438 NM.014053 Hs.270594 RVCR protein 

435031 AI532091 Hs.116877 ESTs 

417411 AW500008 Hs.6966 Human DMA sequence from clone RP1-1 

435174 AA687378 Hs.194624 ESTs 

20 444743 AA045648 Hs.11817 nudix (nucleoside diphosphate linke 

433420 AJ674093 Hs.293961 ESTs 

419917 AA320068 Hs.93701 Homo sapiens mRNA; cDNA DKFZp434E23 

417728 AW13B437 Hs.24790 KIAA1 573 protein 

403776 predicted exon 

25 426274 D38122 Hs.2007 tumor necrosis factor (ligand)supe 

416623 N74925 Hs.38761 Homo sapiens cDNA:FLJ21 564 fis.cl 

405174 predicted exon 

431255 AA497043 Hs.115685 ESTs 

456662 NMJM2448 Hs.1494 msh (Drosophila) homeo box homolog 

30 416530 U62801 Hs.79361 kallikrem 6 (neurosin, zyme) 

* 454392 BE260893 gb:G01 1 50677F1 NIH_MGCJ9 Homo sapi 

406400 kallikrein 8 (neuropsin/ovasin) 

401517 predicted exon 

417830 AW504786 Hs.132808 epithelial cell transforming sequen 

35 435267 N23797 Hs.110114 ESTs 

449722 BE280074 Hs.23960 cyclinBI 

418478 U38945 Hs.1174 cydin-dependent kinase inhibitor 2 

422689 AW856665 gb:RC3^0297-29Q10Mia<iW CT0297 

441794 AW197794 Hs,253338 ESTs 

40 416658 U03272 Hs.79432 fibrillin 2 (congenital contractura 

431130 NMJJ06103 Hs.2719 epididymls-specific; whey-acidic pr 

418113 A1272141 Hs.83484 ESTs 

402373 AL135225 Hs.301865 dopachrome tautomerase (dopachrome 

431989 AW972B70 Hs.291069 ESTs 

45 400284 Estrogen receptor 1 

438578 AA811244 Hs.1 64168 ESTs 

423513 AF035960 Hs.129719 transglutaminase 5 

448966 AW372914 Hs.287462 HomosapienscDNARJ11875fis t cio 

431870 AW449902 Hs.105500 ESTs 

50 409457 AW818081 gb:CM4-ST0276.1 01 299-059-009 ST0276 

438777 AA825487 Hs.142179 ESTs, Weakly sirmlar to ORF2f^mus 

451807 W52854 Hs.27099 DKFZP564J0863 protein 

433326 A1379486 Hs.159430 ESTs 

448221 BE622615 gb:601440775T1 NIH_MGC_72 Homo sapi 

55 448141 AW71598 Hs.197531 ESTs 

456311 AA225632 Hs.190016 ESTs 

405454 predicted exon 

459287 AL079369 gb:DKFZp564G2378_r1 564 (synonym: h 

438935 H40665 Hs.31564 ESTs 

60 421312 AA824627 Hs.291670 ESTs 

418882 NMJJ04996 Hs.B9433 ATP-bindlng cassette, subfamily C 

424345 AK001380 Hs.145479 Homo sapiens cDNAFU10518fis, do 

417956 AA210704 Hs.190465 ESTs 

445537 AJ245671 Hs.12844 EGMkB^omain; mulOpte 6 

65 448089 AI467945 Hs.173696 ESTs 

446643 AA194417 Hs.282060 ESTs 

456671 AB011142 Hs.114293 MAA0570 gene product 

457256 AA459443 Hs.231816 ESTs 

438986 AF085888 Hs.269307 ESTs 

70 435313 AI769400 Hs.189729 ESTs 

417351 T90278 Hs.15049 ESTs 

412198 AA937111 Hs.69165 ESTs 

413278 BE563085 Hs.833 interteron-sfimulated protein, 15 k 

421502 AF111856 Hs.105039 solute carrier famfiy 34 (sodium ph 

75 418092 R45154 Hs.106604 ESTs 

410008 AA079552 gbzrn20h12s1 Stratagene pancreas ( 

420362 U79734 Hs.97206 hunfingtin interacting protein 1 

431974 AW972689 Hs.200934 ESTs 

rt _ 438209 AL120659 Hs.6111 WAA0307 gene product 

80 447578 AA912347 Hs.136585 ESTs 

414812 X72755 Hs.77367 rrwnokineirufucedbygarnmarnterfero 

421515 Y11339 Hs.105352 GalNAc alpha-2, 6-sialyrtransferase 
416402 NMJKKJ715 Hs.1012 complement component 4-binding prot 



TM.SDF 
TM 

TM.Osteoponlin 
TM 

TM.tubulin-bi tiding 

TM.Thymosin 

TM,fn3,ig,Y_phosphatase 

SS.Pepfidase_M10 

SS.TM.Ephrin 

SS.TM, 

TM 

TM 

TM 

TM.lQ.Rlla 

TM 

TM 

TM.RhoGEF.PH 
TM 

TM.SPRY 

TM,mutT 

TM 

TM 

TM 

SS.TM.IL8 

TM.TNF 

TM,Ets 

TM 

TM 

TM.homeobox 

TM.trypsin.proJsomerase 

TM 

TM,trypsm 

TM.HMG14J7 

TM 

TM 

TM.cyclin 

TM,ank 

TM.SNF2_N 

TM,ank 

TM.EGF.TB 



TM.HMGJwx 

TM.TEA 

SS 

TM,hormone_rec^f-C4 
TM.tbrmyLtransf^lRS,GARS 
TM .TransgtutamirLN 
TM 

TM.MHC_l.ig 

TM 

TM 

TM 

TM 

TM 

TM.t0P 

TM,Sec7 

TM 

TM 

TM 

TM,G-patch 

TM^BC_membrane,ABCJran 
TM 

SS,sushi 
SS.EGF 
SS.TM, 

TM,aatadaptor_s 

TM 

SS 

TM,Spin-Ssty 
TM.MBD 
TM.CH 
TM 

TM.ubtquitin 

TM,Na„PLcotrans 

TM.pkinase 

TM.FG-GAP 

TM.ENTH.LLWEQ 

TM.bZIP 

TMHLH.PAS 

TM 

SS.IL8 

TM,GlycoJransf_29 
TMisushi 

255 



3.7 
3.7 
3.7 
3.7 
3.6 
3.6 
3.6 
3.6 
3.6. 
3.6 
3.6 
3.6 

3.5 - 

3.4 

3.4 

3.4 

3.3 

3.3 

3.2 

3.2 

3.2 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.1 

3.0 
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439599 AF086534 Hs.187561 ESTs, Moderately similar to ALU 1_HU TM 14 

428242 H55709 Hs.2250 leukemia inhibitory factor (chofine SS.UF_OSM 2.4 

417693 AW959741 Hs.40368 adaptor-related protein complex 1, TM,ClaLadaptor_s 2.4 

428679 AA431765 gb:zw80c03.s1 Soares_testis_NHT Horn TM.HECT 2.4 

5 43631 1 AA708958 Hs.168732 ESTs TM 2.4 

426920 AA393351 Hs.132121 ESTs TM 2.4 

426698 AA394104 Hs.97489 ESTs TM 2.4 

443426 AF098158 Hs.9329 Homo sapiens mRNA tor fis353, compl TM 2.4 

406815 AA833930 Hs.288036 IRNA isopentenytpyrophosphate trans TM.IPPT 2.4 

10 434808 AF155108 Hs^56150 ESTs, Highly similar to NY-REN-41 a TM 13 

432441 AW292425 Hs.1634B4 EST TM,Fork_head 2.3 

435615 • Y15065 Hs.4975 potassium voltage-gated channel, KQ TM 2.3 

402298 predicted exon TM,zf-C2H2,KRA8 2.3 

435542 AA687376 Hs.269533 ESTs TM 2.3 

15 442952 AI743261 Hs.131860 ESTs TM 2.3 

418203 X54942 Hs.83758 CDC2B protein kinase 2 TM.CKS 2.3 

429228 AI553633 . Hs.104985 ESTs TM 2.3 

418969 W33191 Hs.28907 hypothetical protein FU20258 TM.SH3 13 

447570 AI868315 Hs.99669 ESTs TM.PH0 13 

20 405032 predicted exon TM,FMCMtke 2.3 

-416566 NMJJ03914 Hs.79378 cycfinAI TM.cyciin 2.3 

420900 AL045633 Hs.44269 ESTs TM,FAD_binding_5 13 

430563 AA481269 Hs.178381 ESTs TM,ABCjnembrane,p450 2.3 

417372 T99755 Hs.290814 ESTs TM 2.3 

25 449083 A1948808 Hs.191144 ESTs TM 2.3 

410361 BE391804 Hs.62661 guanylate binding protein l.lnterf TM.GBP . 13 

434131 A1858275 Hs.143659 ESTs TM 2.3 

431846 BE019924 Hs.271580 UroplaWn 1B TM,transmembrane4 2.3 

425638 NMJH2337 Hs.158450 nasopharyngeal epithelium specific TM 2.3 

30 440006 AK000517 Hs.6844 hypothetical protein RJ205 10 TM 2.3 

445B70 AW410053 Hs.13406 syniaxin 18 TM 2.3 

430639 AW025427 Hs.233552 ESTs TM r pkinase 13 

439018 AW300887 Hs.26638 membrane-spanning 4-domains. subfam SS.TM, 2.3 

422095 AI868872 Hs.288966 cerutoplasmin (ferroxidase) SS,TM,Cu-oxidase 2.2 

35 411558 AA102670 Hs.70725 "Human GABA-A receptor pi subunit m TM,neur_chan 2.2 

408380 AF123050 Hs.44532 diubiquitin TM ,7tm_3.ANFjeceptof 12 

403721 predicted exon TM 12 

440711 AA904389 Hs.143511 ESTs TM.rrm 12 

457285 A1038858 Hs.228780 ESTs. Highly similar to AF1 99597 1 TM,efhand 12 

40 422956 BE545072 Hs. 122579 ESTs TM 12 

433482 AI953499 Hs.152617 ESTs TM 2.2 

431980 AA523696 Hs.222695 Homo sapiens cDNA:FU20986fis,d TM 12 

420777 AA280223 Hs.130865 ESTs TM 12 

Ar 446659 AI335361 Hs.226376 ESTs TM 12 

45 410227 AB009284 Hs.61152 exostoses (muttiple)-tike 2 TM 12 

422282 AF019225 Hs.114309 apoHpoprotein L TM 12 

431701 AW935490 Hs.14658 ESTs TROcdudm 12 

426910 AA470023 Hs.190089 ESTs TM.MMR.HSR1 12 

405636 Hs,153595 predicted exon SS,TM,EGF,ldljecepta 12 

50 401933 predicted exon TMjonJrans 11 

436679 AH27483 Hs.120451 ESTs, Weakly similar to unnamed pro TM 11 

451061 AW291487 Hs.213659 ESTs, Weakly similar to K1AA1 357 pr TM 11 

410664 NMJXJ6033 Hs.65370 lipase, endothelial SS.TM 1 RibosomaLl22,lipase 11 

449378 AW664026 Hs.59892 ESTs TM 11 

55 433345 AI681545 Hs.152982 EST cluster (not in UniGene) TM 11 

425851 NMJKJ1490 Hs.1 59642 gtucosaminyl (N-acetyi) transferase SS,TM.Branch 11 

431832 AW276866 Hs.192715 ESTs TM,Ets,SAM_PNT 11 

448275 BE514434 Hs.20830 synaptic Ras GTPase activating prot TMJunesin ,abhydroiase_2 11 

423049 X59373 Hs.188023 ESTs TM,homeobox 11 

60 427510 Z47542 Hs.179312 smaD nuclear RNA activating comple TM 11 

418076 R6138B Hs.6724 ESTs TM 11 

413670 AB000115 Hs.75470 hypotheticat protein, expressed in TM 11 

429183 AB014604 Hs.197955 KIAA0704 protein TM 11 

439031 AF075079 gb:Homo sapiens full length Insert TM 11 

65 431060 AF039307 Hs.249171 homeoboxAH TM,homeobox 11 

451494 AI799444 Hs.247095 ESTs, Moderately similar to ALU7_HU TM 11 

419978 NMJW1454 Hs.93974 forkheadboxJ! TM,Fbrk_head 11 

404535 Z25884 Hs.121483 chloride channel 1 , skeletal muscl SS 11 

445181 AW338972 Hs.147471 ESTs TM 11 

70 452367 U71207 Hs^9279 eyes absent (Drosophila) homoiog 2 TM,Hydrolase 11 

443591 AI078281 Hs.179240 ESTs TM 11 

448105 AW591433 Hs.170675 ESTs, WeaWy similar to TMS^HUMAN TM,trypsin 11 

424310 AA338648 Hs.50334 ESTs TM 10 

450193 A1916071 Hs.224623 ESTs TM,pkinase 10 

75 436009 H57130 Hs.120925 ESTs SS.TM,Ephrfn 10 

453313 BE005771 Hs.153746 Homo sapiens cONA: FU22490 fc, cl TM 10 

419633 AA251131 Hs.220697 ESTs TM,WHEP.TRS 10 

437555 AA759263 Hs.14041 ESTs TM,Nramp 10 • 

411828 AW161449 Hs.72290 wingless-type MMTV integration site TM,wnt 10 

80 440052 A1633744 Hs.195648 ESTs TM.PAC 10 

410718 AI920783 Hs.191435 ESTs TM,SQS__PSY 10 

404767 predicted exon TM 10 

447462 AW337214 Hs.158973 ESTs TM 10 
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442255 


AI701857 


Hs.202388 


ESTs 


TM 


410292 


AA843087 


Hs.1 24194 


ESTs 


TM 


442748 


AI016713 


Hs.135787 


ESTs 


TM 


458760 


AI498631 


Hs.111334 


ferritin, fight polypeptide 


TM,HC03_cotransp 


409799 


D11928 


Hs.76845 


phosphoserine phosphatase-like 


TM,Hydrolase 


401324 






predicted exon 


TM.mycsin_head 


432140 


AK000404 


Hs.272688 


hypothetical protein FU20397 


SS 


447541 


AK000288 


Hs.18800 


hypothetical protein FU20281 


TM.zf-CCHC 


421379 


Y15221 


Hs.103982 


small Inducible cytokine subfamily 


SS/TM.IL8 



2.0 
2.0 
2.0 
10 
Z0 
2.0 
ZO 
2.0 
Z0 



TABLE 19B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession! Genbank accession numbers 



Pkey CAT number Accession 

409457 1132521 1 AW818081 AW392887 AW514700AW392881 

410008 116812J AA079552 BE142525 BE142527 

422689 219896J AW856655 AA315006 AW954733 

428879 294049 J AA431765 AA432015 

438993 467651.1 AA828995AA834879AI926361 

439031 46798 1 AF075079 H48601 H48795 

448221 75534_-1 BE622615 

454392 1 1 5882_1 BE260893 AA078319 RB5057 AW803024 H8581 1 AA07B293 

454692 1229118.1 AW813350 AW81 6082 AW81 3476 AW813383 

458154 491768J AW816379 AA888282 AA879046 AA879195 

458861 798085.1 AI630223 AI630470 

459287 977129.1 AL079369 D81804 



TABLE 19C 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham I. et al.' refers to the publication entitled The DNA sequence of 

human chromosome 2Z" Dunham I. et at, Nature (1999) 402:489495. 

Strand: Indicates DNA strand from which exons were predicted. 

NLposition: Indicates nucleotide positions of predicted exons. 

Pkey Ref Strand NLposition 

401324 9863791 Plus 234057-234174 

401517 7677912 Plus 29278-29770 

401933 3810668 Minus 4872&49057,51864-51955,52424-525B9 

402298 6598624 Plus 35758-37953 

402606 9909429 Minus 81747-82094 

403721 7528046 Minus 156647-167366 

403776 7770611 Minus 1414-1513,1624-1756 

404767 7882B27 Nfinus 23244-23759 

405032 7107731 Minus 131945-132224 

405174 7108030 Minus 102814-103063 

405454 7656675 Plus 133807-134053 

405609 5757553 Minus 42814^3010,43583^3783,44863-45033,46429^554,47815-48018,49961-50153,51624- 

51727,51823-51959,52702-52918,5546^55601^7111-57307,58169^8296,60215. 

60332,61482-61727 

405636 5123990 Plus 56384-56587 

406400 9256298 Plus 1553-1712.1878-2140,4252-4385,5922-6077 

406411 9256407 Plus 7400-7527 



Table 2QA: 56 Up-Regulated Genes Encoding Extracellular/Cell Surface Proteins, Uterine Cancer Versus Normal Adult Tissues 

Table 20A Dsts about 56 genes up-regulated tn uterine cancer compared to normal adult tissues that are Ifcef/ to encode either enzymes or proteins amenable to modulation by small 
molecules. These were selected as for Table 18 A, except that the ratio was greater than or equal to 2.0, and the predicted protein contained a structural domain that is indicative of 
enzymatic function or of being modulated by small molecules (e.g. pklnase, peptidase, Isomerase, transporters). The predicted protein domains are noted 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene titie 

PSDomain: Protein Structural Domain 



R1: 


Ratio of tumor vs. normal tissue 






Pkey 


ExAccn 


UnigenelD 


Unigene Title 


PSDomain 


R1 


4281B7 


AI687303 


Hs.285529 


G prolein-coupled receptor 49 (GPR49) 


7tmJ 


24.2 


400289 


XD7820 


Hs.2258 


Matrix Metalloproletnase 10 (Stromoly 


hemopexin 


12.3 


447350 


AI375572 


Hs.172634 


HER4 (c-erb-B4) 


kinase 


9.8 


420610 


AJ683183 


Hs.99348 


distal-less homeo box 5 


homeo box 


6.2 


405609 






predicted exon 


Myosin.tafl, myosin Jtead 


5.0 


458861 


NM.007358 


Hs.31016 


PHD finger DNA binding protein 


PHD 


4.4 


410153 


BE311926 


Hs.15830 


Homo sapiens cDNAFU 12691 Gs, clone 


NA 


4.3 



257 



WO 03/042661 



PCT/US02/36810 



436211 


AK001581 


Ks.80961 


polymerase (DNA directed), gamma 


444783 


AK00146B 


Hs.62180 


ESTs 


418677 


$8330 3 


Hs.87224 


SRY (sex determining region Y)-box 5 


413472 


BE242870 


Hs.75379 


solute carrier family 1 


443613 


AI079356 


Hs.21807 


gb:oz39b09.s1 Soares_NhHMPu_S1 Homos 


428330 


122524 


Hs.2256 


matrix metatloproteinase 7 (matrilysin) 


443695 


AW204099 


Hs.112759 


ESTs, Weakly similar to AF1 26780 1 re 


435031 


AI632091 


Hs.116877 


ESTs 


417411 


AW500008 


Hs.6986 


Human DNA sequence from done RP1-187 


435185 


AAB69490 


Hs.289109 


dimethyl arginine dimethylaminohydrola 


416530 


U62801 


Hs.79361 


kaltikrein 6 (neurosin, zyme) 


406400 


AA343629 


Hs.104570 


kallikrein B (neuropsin/ovasln) 


418478 


U38945 


Hs.1174 


cyclin-dependent kinase inhibitor 2A 


441794 


AW197794 


Hs.253338 


ESTs 


402373 


AL135225 


Hs.301865 


dopachrome tautomerase (dopachrcme de 


423513 


Af 035960 


Hs.129719 


transglutaminase 5 


448141 


AI471598 


Hs.197531 


ESTs 


415076 


NM.000857 


Hs.77890 


guanylate cyclase 1, soluble, beta 3 


418882 


NM 004996 


Hs.89433 


ATP-binding cassette, sub-family C 


448435 


BE293439 


Hs.182278 


calmodulin 2 


417351 


T90278 


Hs.15049 


ESTs 


430372 


AI2D6173 


Hs^11375 


ESTs 


431974 


AW972689 


Hs.200934 


ESTs 


428046 


AW812795 


Hs.155381 


ESTs, Moderately similar to I38022 hy 


421515 


Y11339 


Hs.105352 


GalNAc atpha-2, 6-siatytiransferase I 


403095 






predicted exon 


406815 


AA833930 


Hs.2B8036 


tRNA isopentenylpyrophosphate transfe 


435615 


Y15065 


Hs.4975 


potassium voltage-gated channel 


402298 






predicted exon 


418203 


X54942 


Hs.83758 


CDC28 protein kinase 2 


430563 


AA481269 


Hs.178381 


ESTs 


447570 


AI868315 


Hs.99669 


ESTs 


439018 


AW300887 


Hs.26638 


membrane-spanning 4-domains, subfamil 


415539 


AI733881 


Hs.72472 


BMPR-lb; 


422095 


A1858872 


1&288966 


ceruloplasmin (feiroxidase) 






lie AA^J 


XiuhimrHin 

UIUUII^UIUII 


440711 


AAS04389 


Hs.143511 


ESTs 


457285 


AKJ38858 


H&228780 


ESTs, Highly similar to AF1 99597 1 A- 


418506 


AA084248 


Hs.85339 


G protein-coupled receptor 39 


410664 


NVL006033 


Hs.65370 


lipase, endothelial 


425851 


NNL001490 


Hs.159642 


glucosaminyl (N-acetyt) transferase 1 


446275 


BE514434 


Hs.20830 


synaptic Ras GTPase activating protein 


429782 


NMJJ05754 


Hs.220689 


Ras-GTPase-acOvating protein SH3-dom 


404535 


225884 


Hs.121483 


chloride channel 1 , skeletal muscle 


448105 


AW591433 


Hs.170675 


ESTs, WeaWy similar to TMS2 


446342 


BE298665 


Hs.14846 


Cationic amino acid transporter (ecto 


458760 


AI498631 


Hs.111334 


ferritin, fight polypeptide 


409799 


D11928 


Hs.76845 


phosphoserine phosphatase-fike 


401324 






predicted exon 


TABLE 20B 







NA 


4.1 


PH 


4.0 


HMG.box 


3.8 


SDF 


3.7 


zf-C2H2 


3.6 


Peptidase_M10 


16 


NA 


3.6 


RhoGEF,PH 


3.3 


NA 


3.3 


NA 


3.1 


trypsin,proJsomerase 


3.1 


trypsin 


3.0 


ank 


3.0 


ank 


19 


TEA 


Z9 


Transglutamin_N 


18 


bZIP 


2.8 


guanylate jcyc 


2.7 


ABC membrane,ABCJran 


2.7 


NA 


16 


CH 


2.5 


SH3.efhand.C2.PH 


15 


bZIP 


15 


ank 


Z4 


GlycoJrans(_29 


14 


homeobox.PAX 


2.4 


IPPT 


14 


ionjjhannel 


2.3 


zf-C2H2,KRA8 


13 


CKS 


13 


ABC_membrane,p450 


2.3 


PHD 


13 


NA 


2,3 


bone morphogenetic protein NA 


2.2 


Cu-oxidase 


12 


ANF_receptor,sushi,7tm_1 


9 9 


rrm 


12 


efhand 


12 


NA 


12 


RibosomaLL22,lipase,PLAT 


11 


Branch 


11 


kinesm,PHO,abhydrolase.2 


11 


rrm,NTF2 


11 


NA 


11 


trypsin 


11 


NA 


10 


HC03_cotransp,zf-C3HC4 


10 


Hydrolase 


10 


myosin_head 


10 



Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 



Pkey 

443513 
458861 



CAT number Accession 



575391J 
798085J 



A1079356 W23287 
A1630223AI630470 



TABLE 20C 

Pkey: Unique number correspondtng to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (GQ numbers. "Dunham L et aT refers to the publication enfilled The DNA sequence of 

_ human chromosome 22/ Dunham I. et ai, Nature (1999) 401489-495. 

Strand: Indicates DNA strand from which exons were predicted. 

Nlposition: Indicates nucleotide positions of precficted exons. 



Pkey 


Ref 


Strand 


NLposrfion 


401324 


9863791 


Phis 


234057-234174 


402298 


6598824 


Plus 


36758-37953 


403095 


8954339 


Plus 


150025-150240,151 564-151690 


405609 


5757553 


Minus 


42814-43010.43583^83.44883-45033.46429-45554.47815^48016.49961-50153^1624- 




51727^1823-51959^2702-52918^955601^7111-57307,58169^8296,60215. 








60332,61482-61727 


406400 


9256298 


Pius 


1553-17111878-2140,4252-4385,5922-6077 
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Table 21 A: 270 Up-Regulated Genes, Uterine Cancer Versus Normal Uterus 
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Table 21A lists about 270 genes up-regulated in uterine cancer compared to normal uterus. These were selected as for Table 18A, except that the ratio was greater than or equal to 

5.0, and Ihe denominator was the median value for six non-malignant uterine specimens. 

Pkey: Unique Eos prabeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of tumor vs. normal tissue 

Pkey ExAccn UnigenelD Unigene Title R1 

449034 AI624049 gb:ts41a09.x1 NCLCGAPJJtl Homo sapiens 55.7 

435094 AI560129 Hs^77523 EST 45.2 

438461 AW075485 Hs.286049 phosphoserine aminotransferase 19.5 

434779 AF1S3815 Hs.50151 potassium inwardly-rectifying channel 15.6 

441633 AW95B544 Hs.112242 ESTs 15.2 

429183 AB014604 Hs.197955 KIAA0704 protein 14.6 

436775 AA731111 Hs.291891 ESTs 14.3 

441031 AI110684 Hs.7645 fibrinogen, B beta polypeptide 14.0 

446921 AB012113 Hs.16530 CCchernokineSCYA18 (MIP-4) (PARC) 13.0 

413753 U17760 Hs.301103 Urranin,beta3(nicein(125kD),kalinin 12.9 

421515 Y11339 Hs.105352 GalNAc alpha-2, 6-sialyltransferase I, I 12^ 

414646 AA353776 Hs.901 C048 antigen (B-Geli membrane protein) 12.0 

453891 AB037751 Hs.36353 Homo sapiens mRNA full length insert cDN 11.7 

425196 AL037915 Hs.155097 carbonic anhydrase II 11.4 

444863 AW384082 Hs.301323 ESTs 11.3 

449785 AI225235 Hs.288300 Homo sapiens cONA: FU23231 fis, clone C 11.1 

446839 BE091926 Hs.16244 mitotic spindle coKed-coD related prot 10.9 

449801 AA477355 Hs.288300 Homo sapiens cDNA FU23231 fis, clone C 10.3 

411773 NM.006799 Hs.72026 .protease, serine, 21 (tesfisin) 10.3 

414812 X72755 Hs.77367 monokine induced by gamma interferon 10.2 

410361 BE391804 Hs.62661 guanylate binding protein 1, interferon- 10.1 

423645 AI215632 Hs.147487 ESTs 10.1 

44243B AA995998 gb:os26b03.s1 NCLCGAPJ<id5 Homo sapiens 10.0 

415786 AW419196 Hs.257924 ESTs 10.0 

458017 AA813426 Hs.192034 ESTs, Weakly similar to WAA0705 protein 10.0 

435525 AI831297 Hs.123310 ESTs 9.9 

413335 AI613318 Hs.48442 ESTs 9.7 

420297 AI628272 Hs.88323 ESTs 9.6 

452799 AI948829 Hs.213786 ESTs 9.6 

434311 BE543469 Hs.266263 Homo sapiens cONAFU 141 15 lis, done MA 9.4 

40B243 Y00787 Hs.624 roterteuklnS 9.3 

430713 AA351647 Hs.2642 eukaryofjc translation elongation factor 9.3 

452092 BE245374 Hs.27842 hypothetical protein FU11210 9.2 

444342 NMJJ14398 Hs.10887 similar to lysosome-assodated membrane 9.2 

443830 AI142095 Hs.143273 ESTs 9.1 

442547 AA306997 Hs.268362 ESTs, WeaWy similar to hypothetical pro 9.0 

421633 AF121860 Hs.106260 sorfing nexln 10 9.0 

403381 0 8.9 

426635 BE395109 Hs.129327 ESTs 8.8 

440500 AA972165 Hs.1 50308 ESTs 8.7 

436291 BE568452 Hs.5101 ESTs; Highly similar to protein regulafi 8.7 

431668 AW969610 Hs.151179 ESTs 8.7 

439018 AW300887 I is. 26638 rrtembrane-spanning 4-domains, subfamily A 8.7 

424966 AU077312 Hs.1 53985 solute carrier family 7 (cationic amino 8.6 

425495 AA358454 Hs.78026 ESTs, Weakly simSar to similar to ankyr 8.6 

428862 NM_000346 Hs.2316 SRY (sexKtetermining region Y)-box 9 8.5 

438986 AF085888 Hs.269307 ESTs 8.4 

422731 AL138411 fl b:DKFZp434A1229_r1 434 (synonym: htes3) 8.4 

441081 AI584019 Hs.169006 ESTs, Moderately similar to plakopWEn 8.3 

415992 C05837 Hs.1 45807 Homo sapiens cONAFU 13593 fis, clone PL &2 

431211 M86849 Hs.5566 Homo sapiens connexb 26 (GJB2) mRNA. co 8.2 

409865 AW502208 gb:UI-HF-BR0p-a}U-e-0S-Q-Ul.r1 NlhLMGC_5 8.0 

448158 AI627292 Hs.190877 ESTs 8.0 . 

401519 0 7.9 

441730 AI243276 Hs.149017 ESTs 7.9 

432441 AW292425 Hs.1 63484 EST 7.8 

448275 BE514434 Hsl20830 synaptic Ras GTPase activating protein 1 7.8 

438424 AI912498 Hs.25895 ESTs, Weakly similar to Pl-3 kinase [fts 7.8 

447342 AI199268 Hs.19322 ESTs; Weakly simSar to !!U ALU SUBFAMI 7.7 

408369 R38438 Hs.1B2575 solute carrier family 15 (JWpeptkJe tra 7.7 

423081 AF262992 Hs.123159 sperm associated antigen 4 7.6 

414484 BE314385 gb:601154649F1 N1H.MGCL.19 Homo sapiens c 7.6 

420931 AF044197 Hs.100431 small indudble cytokine Bsubfamfly(Cy 7.6 

459142 AI903396 gb:RC-BT029-1 20199-21 9_1 BT029 Homo sapi 7.5 

411094 BE066142 gb:C^BT0320-221199-047^10BT0320rtomo 7.5 

436679 A1127483 Hs.1 20451 ESTs, Weakly similar to unnamed protein 7.5 

452607 AI160029 Hs.61438 ESTs 7.5 

443171 BE281128 HsJ030 TONDU 7.4 

459081 W07808 gb:zb03a12.r1 Soares_fetalJung_NbHL19W 7.4 

431195 AA503083 Hs.79742 ESTs 7.4 

444459 A1680624 Hs.148676 ESTs 7.4 
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422355 AW403724 Hs.140 immunogtobuTm heavy constant gamma 3 5.9 

405291 0 5.9 

432113 AA935C65 Hs.152385 ESTs 5.9 

441236 AA923489 Hs.130432 ESTs 5.9 

5 424418 BE503432 Hs.66170 HSKM-B protein 5.9 

453028 AB006532 Hs.31442 RecQ protein-tike 4 5.8 

407137 T97307 Hs.199067 EST 5.8 

443462 AI064690 Hs.171176 ESTs 5.8 

454392 BE260893 gb:601150677F1 NIHJAGC J 9 Homo sapiens c 5.8 

10 456311 AA225632 Hs.190016 ESTs 5.8 

446501 AI302616 Hs.150819 ESTs 5.8 

433921 AA618174 gb:nq14f01.s1 NCLCGAPJThyl Homo sapiens 5.8 

409615 AW444861 gb:UM-BI3^-a44-0-Ul.s1 NCLCGAP_Su 5.8 

459360 BE384526 gb*01 27791 3F1 NIH_MGC_20 Homo sapiens c 5.8 

15 403824 0 5.8 

428187 A1687303 Hs^85529 G protein-coupled receptor 49 (GPR49) 5.8 

412140 AA219691 Hs.73625 RAB6 interacting, kinesin-tike (rabkines 5.7 

410658 AW105231 Hs.192035 ESTs 5.7 

426465 AI758948 gb:ty16f07ji1 NO_CGAP_Ut3 Homo sapiens 5.7 

20 443695 AW204099 Hs.1 12759 ESTs, Weakly shrflar to AF1 26780 1 retin 5.7 

437372 AA323968 Hs.283631 hypothetical protein DKFZp547G1 83 .5.7 

405392 0 5.7 

437100 AI761073 Hs.14535 Homo sapiens cDNA:FLJ22314fis, clone H 5.7 

449796 AA004321 Hs.194397 ESTs 5.7 

25 409361 NMJKJ5982 Hs£4416 smeocu!ishorneobox{Drosophaa)r«>rnolo 5.7 

428987 NNL004751 Hs.194710 giucosaminyl (N-acetyl) transferase 3 5.7 

404220 0 5.6 

420973 M743415 Hs.291368 ESTs 5.6 

430491 AL109791 Hs.241559 Homo sapiens mRNA full length insert cDN 5.6 

30 442549 AI751601 Hs.8375 TNF receptor-associated factor 4 5.6 

409867 AW502161 gb:Ul-HF-8R0p-ajr-o,- 1 2-0-ULri Nl H_MGC_5 5.6 

451110 AI95504Q Hs.301584 ESTs 5.6 

418216 M662240 Hs.283099 AF15ql4 protein 5.6 

411897 AW875066 gb:RC6PT0Q01-1 801 0M2 1 -F04 PT0001 Homo 5.6 

35 456161 BE264645 Hs.282093 Homo sapiens cDNA: FU21918 fis, clone H 5.6 

406536 0 5.6 

432540 AI821517 Hs.105866 ESTs 5.6 

446315 N&UJ16293 Hs.14770 bridging Integrator 2 5.6 

Ar . 443270 NMJXW272 Hs.9192 Homer, neuronal immediate early gene, 1B 5.6 

40 451035 AU076785 Hs.430 plastin 1 (I isoform) 5.6 

406685 M18728 gb:Hurrani»nsrJedficcrossreactingantig 5.5 

454590 AW809762 Hsl222056 Homo sapiens cDNA FU1 1572 fis, clone HE 5.5 

402430 0 5.5 

446704 AI337228 Hs.197083 ESTs 5.5 

45 435282 AA677428 Hs.189731 ESTs 5.5 

426062 N57014 Hs.44013 ESTs 5.5 , 

415451. H19415 Hs.268720 ESTs, Moderately similar to ALU1_HUMAN A 5.5 

456002 AI628729 Hs.191450 ESTs, Weakly similar to type II membrane 5.5 

409613 AW444816 Hs.171537 Homo sapiens cDNA: RJ21596 6s, clone C ■ 5.5 

50 430259 BE550182 Hs.127826 RalGEF-like protein 3. mouse homotog 5.5 

434609 R76593 gb:yi60c11.r1 Soares placenta Nb2HP Homo 5.5 

430250 NM_016929 Hs.283021 chloride Intracellular channel 5 5.5 

418327 U70370 Hs.84136 paired-tike homeodomain transcription fa 5.4 

400379 NM_018432 Hs.283076 Homo sapiens ovarian cancer related prot 5.4 

55 436076 AI193277 Hs.120954 ESTs 5.4 

432119 T80289 gi^d03h04ji Soares Infant brain 1 NIB H 5.4 

417175 R4455B Hs.94002 ESTs 5.4 

445774 AI254165 Hs.145504 ESTs 5.4 

455604 BE011183 gb:PM3-BN0218-1W500-0(»<j09 BN0218 Homo &4 

60 411426 BE141714 gb^VUHT01O1-08109W)32-c04 HT0101 Homo 5.4 

445262 AW205650 rk253503 ESTs 5.4 

412517 BE271584 gb:601 141 065F1 NIH_MGC_9 Homo sapiens cD 5.4 

434756 AA827650 Hs^59307 ESTs 5.3 

454417 A1244459 Hs.1 10826 trinucleotide repeat containing 9 5.3 

65 439949 AW979197 rk292073 ESTs 5.3 

414995 C18200 gb:C18200 Human placenta cONA (TFupwara 5.3 

428071 AF212848 Hs.182339 transcription factor ESE-3B 5.3 

412323 AW937143 gb:PM1-DT0041-281299-001-«)1 DT0041 Homo 5.3 

434283 AW235341 Hs.58715 mouse thiamin pyrophosphokinase homolog 5.3 

70 447798 AI425049 Hs.1 19629 ESTs, Moderately similar to ALU1_HUMAN A 5.3 

401723 0 5.3 

406270 0 5.3 

452194 AI694413 Hs.298262 ESTs. WeaWy similar to dJ88J8.1 [H-sapi 5.3 

415757 AA830854 Hs.187810 ESTs 5.3 

75 430051 AA464611 Hs.52515 transducin (betaHike 2 5.2 

435615 Y15065 Hs.4975 potassium voltage-gated channel, KOT-lik 5.2 

459583 AI907673 gb:IL-8T152-08039^004BT152Homosapien 5.2 

449009 BE044755 Hs.224812 ESTs 52 

424001 W67883 Hs.1 37476 WAA1 051 protein 5.2 

80 409479 BE16380O Hs.136912 ESTs 52 

437852 BE001836 Hs^56897 ESTs, Weakly sbnaar to dJ36501 2.1 [H.sa 5.2 

435928 H64345 Hs.1 83961 ESTs 5.2 

447397 BE247676 Hs.18442 E-1 enzyme 5.2 
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449183 AW445022 Hs.196985 Homo sapiens cDNA: FU21 135 fis, done C 5.2 

410146 AW592655 gb:hf45f12jc1 Soares.NFLT_GBC.S1 Homos 5.2 

458164 AI208666 Hs.192081 ESTs 5.2 

410153 BE311926 Hs.15B30 Homo sapiens cDNAFU 12691 fis, done NT 5.1 

439509 AF086332 Hs.58314 ESTs 5.1 

422569 BE552132 Hs.118442 cydinC 5.1 

430664 AW969834 gb£ST381912 MAGE resequences, MAGK Homo 5.1 

411231 AW833501 gb:aV4-n0008-09119^02Se09n0008Homo 5.1 

412194 AW900282 Hs.115412 Homo sapiens cDNAFU 13881 fis, done TH 5.1 

425188 AK002052 Hs.1 55071 hypothetical protein FU11190 5.1 

417173 U51397 Hs.81424 uttquilin-fike 1 (senlrin) 5.1 

433279 AW971745 gb:EST3B3834 MAGE resequences, MAGI Homo 5.1 

454112 NNL000885 Hs.301806 ESTs 5.1 

423261 243509 gb:HSC1 EA031 normalized infant brain cDN 5.1 

434084 AI061640 Hs.1 92788 hypothetical protein PR01 905 5.1 

446115 AI733075 Hs.292682 ESTs, WeaWy similar to S69913 hypertens 5.1 

416719 H79731 gb^uB1f12.r1 Soares fetal liver spleen 5.1 

421482 AF016495 Hs.104624 aquaporin9 5.1 

424517 AI539443 Hs.137447 Homo sapiens cDNA FU12169 fis, done MA 5.1 

403383 0 5.1 

430832 A1073913 Hs.100686 ESTs, Weakly similar to secreted cement 5.1 

436070 AK000073 gb:Homo sapiens cONAFU20086 fis, done 5.0 

416969 AI815443 Hs.283404 organic cation transporter 5.0 

444929 AI685841 Hs.161354 ESTs 5.0 

453922 AFO53306 Hs.36708 budding uninhibited by benzimidazoles 1 5.0 

439031 AF075079 gb:Homo sapiens full length insert cDNA 5.0 

414539 BE379046 gb:601236646F1 NIH_MGC_44 Homo sapiens c 5.0 

425349 AA425234 Hs.79886 nl»se5-ph()SphateisomeraseA(ribose5 5.0 
449986 AW864502 gb:PM4^N0016-12040(W)04-b12 SN0016 Homo 5.0 
418717 A1334430 Hs.86984 ESTs 5.0 
438769 AA830684 Hs.1 63426 ESTs 5.0 
441859 AW194364 Hs.128022 ESTs, Weakly similar to RG1 MOUSE F1G-1 5.0 
446469 BE094846 Hs.1 51 13 homogentisate 1,2-dioxygenase 5.0 

TABLE 21 B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 

Pkey CAT number Accession 

409615 1143425 1 AW444861 BE074994 BE074966 BE074992 
409865 1156518 1 AW502208AW502366 AW502148 
409867 1156530J AW502161 AW502587 AW502345 
410146 1178974 1 AW592655 R05927 R06916 
411094 1231982J BE066142AW817074 

411231 12383561 AW833501 AW833506 AW833722AW833332AW833509AW833511 AW833767 AW833339 
411426 1245515~1 BE141714AW845993AW845989 

411897 1264907 1 AW875066 AW875079 AW875075 AW875062 AW875051 AW875074 

412323 1288770~1 AW937143 AW937150AW937141 AW937151 AW937132AW937160AW937191 AW937174 AW937195 AW937173 
" AW937159 AW937139 AW937171 AW937142 AW937145 AW937165 AW937163 AW937164 AW937137 AW937179 
AW937156 AW937140 AW937135 AW937170 



412517 


130281J 


BE271584AA112511 


414484 


1452830.-1 


BE314385 


414539 


1460320J 


BE379046BE395459 


414995 


1511736J 


C18200D78681T82025 


416719 


1611345J 


H79731 H79732 


422731 


220507.1 


AL138411AL138412AA315860 


422810 


221630.1 


AA31 7400 AA434 584 


423261 


226553 1 


Z43509 H090O1 AA375202 AW954383 


425858 


257265.1 


AA364923 AW963483 BE1 82774 C21461 


426465 


267664.1 


A1758946 AA379527 AA379948 AA379262 AW963933 


430564 


321423J 


AW969834AA528493AA483165AW969842 


432119 


34170.1 


T80289AF052168 


433279 


361800.1 


AW971745 AA5B1359 AA581358 


433921 


377350.1 


AA61B174 AI114549 R36464 R36465 


434609 


38950.1 


R76593AF147390 R76594 


436070 


41426.1 


AKD00073 AA380183AA380181 AW963533 


437129 


43343.1 


AU049327AA847105 


439031 


46798.1 


AF075079H48601 H48795 


442438 


542469.1 


AA995998 A1916584 R61781 T77332 F07756 F08149 F07647 


448B65 


78535J 


R35027R12Q34BE407120 


449034 


794817.1 


A1624049 AW117770 A185B360 


449986 


821463.1 


AW884502 AW864369 AI678780 


454392 


115882.1 


BE260893 AA078319 R85057 AW803024 H8581 1 AA078293 


454692 


1229118.1 


AW81 3350 AW81 6082 AW81 3476 AW813383 


455604 


1337197.1 


BE011183BE011170BE011333BE011168BE011181 BE011324 BE011161 BE011169 


458091 


472385.1 


AF150286AAB35857 


459081 


889426.1 


W07808A1822066 


459142 


918906.1 


A1903396A1903361 AI903360 
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Pkey: Unique number corresponding to an Eos probesel 

Ref : Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. 'Dunham L el at." refers to the publication 

sequence of human chromosome 22/ Dunham I. et aL, Nature (1999) 402:48*495. 
Strand: Indicates DNA strand from which exons were predicted. 

NLposition: Indicates nucleotide positions of predicted exons. 



entitled "The DNA 



Pkey 


Ref 


Strand 


NLposition 


400855 


1931571 


Minus 


17801-18228 


400995 


8099094 


Plus 


141186-141601 


401519 


6649315 


Plus 


157315-157950 


401723 


7656594 


Pius 


147273-147503 


402104 


8119072 


Plus 


122409-122600 


402430 


9796372 


Minus 


62382-62552 


403378 


9438244 


Minus 


44264-44443 


403381 


9438267 


Minus 


26009-26178 


403383 


9438267 


Minus 


119837-121197 


403485 


9965528 


Plus 


288&-3001.3198-3532.3655-4117 


403824 


9798468 


Plus 


473-887 


404220 


6706820 


Plus 


46107-46439 


404727 


8081050 


Plus 


115534-115747 


404767 


7882827 


Minus 


23244-23759 


405291 


3845420 


Plus 


19999-20473.20672-21036,21147-21285,21378-21667 


405392 


6624069 


Minus 


116167-116289,118879-119030 


406086 


7107817 


Plus 


9418-9573 


405270 


7534217 


Pius 


13136-13591 


406400 


9255298 


Plus 


1553-1712,1878-2140,4252-4385,5922-6077 


40S536 


7711478 


Plus 


25655-25782 



TABLE 22A: 430 SIGNIFICANTLY DOWN-REGULATED GENES, UTERINE CANCER VERSUS NORMAL UTERUS 

Table 22A lists about 430 genes significantly down-regulated in uterine cancer compared to normal uterus. These were selected as for Table 21 A, except that the numerator and 
denominator were switched, and the ratio was greater than or equal to 14 (/.e. 14-fold down-regulated in tumor vs. normal uterus). 

Pkey: Unique Eos probesel Identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unlgene number 

Unigene Title: Unigene gene title 

R1: Ratio of tumor vs. normal tissue 

R1 

93.0 
75.7 . 
68.7 v 
61.1 
55.1 
54.0 . 
52.6 
52.0 
51.6 
51.4 
497 
49.3 
48.0 
47.0 
46.7 
45.7 
45.6 
44.6 
43.0 
42.6 
41.1 
41.0 
39.4 
38.6 
38.2 
38.0 
37.0 
36.1 
35.4 
34.3 
33.8 
33.1 
33.1 
32.8 
32.6 
32.4 
31.7 
31.6 
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Pkey 


ExAccn 


UnigenelD 


Unigene Title 


414063 


H26904 


Hs.75736 


apdipoprotein D 


447990 


BE048821 


Hs^0144 


small inducible cytokine subfamily A, member 14 


407815 


AW373860 


Hs301716 


ESTs 


452547 


AA335295 


Hs.74120 


adipose specific 2 


415165 


AW887604 


Hs.78065 


complement component 7 


453655 


AW960427 


Hs.30087B 


ESTs, Moderately similar to TGR3_HUMAN TGF-BE 


429350 


AT754634 


Hs.131987 


ESTs 


407228 


M25079 


Hs.155376 


hemoglobin, beta 


425869 


AA524547 


Hs.160318 


FXYD domain-containing ion transport regulato 


416585 


X54162 


Hs.79386 


lelomodtn 1 (smooth muscle) 


408614 


AL137698 


Hs.46531 


Homo sapiens mRNA; cDNA DKFZp434C1915 (from c 


417542 


J04129 


Hs.82269 


progestagen-associated endometrial protein (p 


412295 


AW088826 


Hs.22971 


ESTs 


421998 


R74441 


Hs.117176 


poty(A)-blnding protein, nuclear 1 


452093 


AA447453 


Hs.27860 


Homo sapiens mRNA; cDNA DKFZp586M0723 (from c 


429707 


W76631 


Hs^11819 


matrix metalloproteinase 23B 


416950 


AL049798 


Hs.80552 


derm atopon tin 


408221 


AA912183 


Hs.47447 


ESTs 


406791 


A1220684 


Hs^72572 


hemoglobin, alpha 2 


446500 


U78093 


Hs.15154 


susM-repeat-contalning protein, X chromosome 


407938 


AA305097 


Hs.85050 


phospholamban 


410677 


NM.003278 


Hs.65424 


tetranectin (plasrrunogen-bmding protein) 


412524 


AA417813 


Hs.11177 


ESTs 


452426 


A1904823 


Hs.31297 


Homo sapiens cDNA: FU23001 fe, clone LNG002 


414290 


AJ568801 


Hs.71721 


ESTs 


439627 


BE621702 


Hs.29076 


Homo sapiens cDNA: FU21841 fis, done HEP018 


400258 




Hs.79064 


deoxyhypusine synthase 


414807 


A1738616 


Hs.77348 


hydroxy prostaglandin dehydrogenase 15-{NAD) 


410023 


AB017169 


Hs.57929 


slit (Drosophfla) homotog 3 


407663 


NMJ>16429 


Hs.37482 


COPZ2 for nonclathrin coat protein zeta-COP 


410286 


AI739159 


HS.61B98 


DKF2P586N2124 protein 


418986 


A1123555 


Hs.81795 


ESTs 


409060 


AI815667 


Hs.50130 


necdin (mouse) homotog 


436569 


BE439539 


Hs.279837 


glutathione S-transferase M2 (muscle) 


420674 


NM_000055 


Hs.1327 


butyrylchonnesterase 


417967 


BE244373 


Hs.1119 


nuclear receptor subf amity 4, group A, member 


450810 


BE207588 


Hs.25511 


transforming growth factor beta 1 induced tra 


438150 


AA037534 


Hs.300878 


ESTs, Moderately similar to TGR3.HUMAN TGF-BE 
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430468 NMJJ04673 
453060 AW294092 
424206 NM.003734 
422126 AW973784 
406082 S47B33 
421639 NM_O12082 
402520 

418043 AW377752 
443906 AA348031 
■450958 AL137669 
41B828 AF020774 
412828 AL133396 
429507 NW_003102 
400545 

425078 NMJ302599 
429942 AI338993 
438303 AB028998 
419971 AA400027 
443060 D78874 
452877 AI250789 
412442 AI983730 
424378 W28020 
421823 N40850 
447786 BE620810 
400023 

453874 AW591783 
414134 X60188 
428451 AW970451 
435520 AA297990 
437179 M393508 
441481 AA935303 
450227 BE388192 
403731 

452814 AI092790 
410036 R57171 
416B54 H40164 
418421 R58620 
407000 U12139 
421803 NM_012205 
445613 BE550889 
432302 AA345857 
420796 L34355 
423720 AL044191 
417302 BE245812 
421913 AI934365 
440130 AI083899 
431967 AJ243653 
424580 AA446539 
406907 Z25427 
443745 AB039670 
429101 AW452174 
410691 AW239226 
408853 AW291484 
407979 AA046306 
448619 AI867182 
424585 AA464840 
407891 AA486620 
407196 D11747 
426S90 AL044315 
450493 M93718 
420120 AL049610 
423690 AA329648 
402865 

417387 AW021102 
456896 NM.001928 
459722 

422927 AW247388 
402195 

418213 AW978753 
440274 R24595 
455818 AI733747 
420861. AI039044 
405228 

441292 AF131218 
432553 AA553334 
417098 AB017365 
453642 AI370936 
405313 

410243 D83402 
413186 AU077141 
425954 AK000633 
421770 AA374192 
435265 AA779958 



Hs.130699 ESTs 

Hs.21594 ESTs 

Hs.198241 amine oxidase, copper containing 3 (vascular 

Hs.1 1 2028 Misshapen/NIK-f elated kinase 

Hs.82927 adenosine monophosphate deaminase 2 (isoform 

Hs.297921 Homo sapiens mRNA fuD length Insert cDNA do 

Hs.83341 Rsapiens mRNA for tyrosine kinase receptor 

Ks.7913 ESTs 

Hs.25700 Homo sapiens mRNA; cDNA DKFZp434M0435 (from c 

Hs.88844 Homo sapiens hair and skin epidermaMype 1 2- 

Hs.74621 prion protein (p27-30) (Creutzfeld-Jakob dise 

Hs.2420 superoxide dismutase 3, extracellular 

Hs. 154437 phosphodiesterase 2A, cGMP-stimulated 

Hs.134535 ESTs 

Hs.6147 WAA1075 protein 

Hs.296234 ESTs, Highly similar to mitogen-acfivated pro 

Hs.8944 procollagen C-endopeptidase enhancer 2 

Hs.32478 ESTs 

Hs.26530 serum deprivation response (phosphaHdytserto 

Hs.184367 GTPase activating protein-tike 

Hs.28525 ESTs 

Hs.3961 9 hypothetical protein LOC57333 

AFFX control: 18S ribosomal RNA 

Hs.36131 collagen, type XIV, alpha 1 (undufin) 

Hs.861 rnitog en-activated protein kinase 3 

Hs.98570 ESTs 

Hs.9315 HNOEL-iso protein 

Hs.171409 serologically defined colon cancer antigen 8 
Hs.270553 ESTs 

Hs.78521 HomosapienscDNA:FLI21193ris,cloneCOL001 

Hs.5501 6 hypothetical protein FU21 935 

Hs.57975 calsequestrin 2, cardiac muscle 

Hs.80296 Purldnje cell protein 4 

Hs.85050 phosphoJamban 

gb:Human alpha1(Xl) collagen (COL11A1) gene. 

Hs.108441 3+ydraxyanthraniIa1e3.4^ioxyaenase 

Hs.158491 ESTs 

Hs.274307 KIAA1442 protein 

Hs.99931 sarcogiycan, alpha (SOkDdystrophin-assodate 

Hs^3388 Homo sapiens cDN A: FU21 310 fe, done COI021 

Hs.8941 ESTs 

Hs.1 09439 osteogtydn (osteoinductive factor, mlmecan) 

Hs.157527 ESTs 

Hs.283404 organic cafion transporter 

Hs.35092 ESTs 

gb:Ksadens prc^ein-serine/lhreonme kinase 

Hs.9728 ALEX1 protein 

Hs.173780 ESTs 

Hs.65450 refculon4 

Hs.254967 ESTs 

Hs.62927 ESTs 
Hs.202255 ESTs 

gb2x43h11 Jl SoaresJotaLfetus_Nb2HF8_9w Ho 
Hs.41135 Endomudn2 

Hs.177415 Rnkei-Biskis-Reilly murine sarcoma virus (FB 
Hs.173094 Homo sapiens mRNA; cDNA DKFZp564H142 (from d 
Hs.166373 nitric oxide synthase 3 (endothelial cell) 
Hs.95243 transcription elongafion factor A (SilHike 
Hs.23804 ESTs 

Hs.21509 ESTs 

Hs.1 55597 D component of complement (adipstn) 

Homo sapiens cDNA: FU23449fe, done HS1058 
Hs.301423 calcium binding protein 1 (calbrain) 

Hs.127327 ESTs 

Hs.7122 scrapie responsive protein 1 

gbznB6d04.y5 Stratagene lung rardnoma 93721 
Hs,88B27 Homo sapiens mRNA for RJ00033 protein, parti 

Hs.7765 chromosome 16 open reading frame 5 

Hs.211095 ESTs 

Hs.173859 frizzled (Orosophila) homolog 7 

Hs.34074 dipepfidylpeptidaseVl 

Hs.269006 ESTs, Weakly similar to alternately spliced 

Hs.75231 solute carrier family 16 (morwcarboxyBc acid 

Hs.1 64476 hypothetical protein FU 20526 

Hs.1081 24 ribosomal protein L41 

Hs.185932 ESTs 



31.5 

3U 

30.8 

30.5 

30.3 

30.3 

29.9 

29.7 

29.7 

29.4 

29.4 

29.4 

29.2 

29.1 

29.1 

28.9 

28J 

28.7 

28.7 

28.6 

28.6 

28.6 

27.9 

27.6 

27.5 

27.2 

27.1 

26.9 

26.6 

26.4 

26.0 

25.6 

25.5 

25.5 

25.5 

25.4 

25.4 

25.3 

25.3 

25.1 

24.8 

24.8 

24.7 

24.6 

24.6 

24.5 

24.5 

24.4 

24.2 

24.1 

23.5 

23.4 

23.3 

23.1 

22.8 

22.7 

22.6 

225 

225 

22.1 

22.0 

22.0 

21.9 

21.9 

21.9 

21.8 

21.8 

21.7 

21.6 

21.6 

21.4 

21.4 

21.3 

21.3 

21.3 

21.2 

21.2 

21.1 

21.1 

21.1 

21.0 

21.0 

20.8 
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430036 AL050284 Hs.227782 DKF2P586M1019 protein 20J 

430233 AW357902 Hs.236443 Homo sapiens mRNA; cDNA DKFZp564N 1063 (frame 20.7 

436130 AA341497 Hs.31408 ESTs 20.7 

434843 R43707 Hs.133159 ESTs, Weakly similar to P1HUSO salivary proD 20.7 

5 429303 AW137635 Hs.44238 ESTs 20.6 

442422 AI344415 Hs.156082 ESTs 20.5 

' 4103S9 BE068889 Hs.63236 synudein, gamma (breast cancer-specific prot 20.5 

435869 AF255910 Hs£4650 ESTs, Weakly similar to (deflina not availabl 20.5 

4 _ 447384 AI377221 Hs.40528 ESTs 20.5 

10 440610 A1733098 Hs.130800 ESTs 20.5 

445B06 AL137516 Hs.13323 hypothetical protein FU22059 20.4 

433657 AI244368 Hs*124 PH domain containing protein in retina 1 20.4 

436467 AW450278 HsJ1681 ESTs 20.3 

440191 A1990417 Hs.116107 Homo sapiens genomic DNA, chromosome 21q, sec 20.2 

15 417511 AL049176 Hs.82223 chortfm-like 20.2 

406976 M60299 gb:Human a!pha-1 collagen type II gene, exons 20.1 

443547 AW271273 Hs.23767 ESTs 20.1 

417998 AW967420 gb:EST379495 MAGE resequences. MAGJ Homo sapi 20.1 

- _ 419313 AA8433B7 Hs.87279 ESTs 20.1 

20 408322 AW181985 Hs.249986 ESTs 20.0 

448422 BE263813 gb:601194177F1 N1H_MGC_7 Homo sapiens cDNAd 20.0 . 

403121 19.9 

424198 AB029010 Hs.143026 KIAA1087 protein 19.9 

_ _ 459060 H69244 Hs.79625 heterogeneous nuclear ribonudeoprolein D {AU 19.9 

25 457829 A1742291 Hs.210843 ESTs, Weakly similar to dJ1039K5.2 (H.S3piens 19.9 

445029 AF195481 Hs.12256 midline 2 19.9 

424362 AL137646 Hs.146001 Homo sapiens mRNA; cDNA DKFZp586F0824 (from c 19.8 

417067 AJ001417 Hs.81086 solute earner family 22 (extraneurona! monoa 19.7 

. _ 413972 BE279548 Hs.162717 ESTs, Weakly similar to HPPD_HU MAN 4-HYDROXYP 19.6 

30 435891 AW249394 Hs.5002 copper chaperone for superoxide dismutase 19.6 

447551 BE066634 Hs.929 myosin, heavy polypeptide 7, cardiac muscle, 19.6 

400637 19.5 

409882 AJ243191 Hs.56874 heat shock 27kO protein family, member 7 (car 19.4 

. c 430310 U60115 Hs.239069 four and a half LIM domains 1 19.4 

35 402741 19.4 

401703 19.3 

409229 H60333 Hs.251928 nuclear pore complex interacfing protein 19.3 

453856 AA804789 Hs.1 9447 Homo sapiens mRNA for FU00106 protein, parti' 19.3 

An 430342 NMJJ05938 Hs.239663 myeloid/lymphoid or mixed-lineage leukemia (t 19.3 

40 404033 19.2 

411939 AI365585 Hs.146246 ESTs 19.2 

431227 X63755 Hs.2743 kerafin, cuticle, ultrahigh sulphur 1 . 19.1 

452669 AA216363 Hs.262958 ESTs, Weakly similar to alternatively spliced 19.1 

439698 AW779554 Hs.55876 ESTs 18.9 

45 416253 BE250659 Hs.15463 ESTs 18.9 

418556 T02850 gb:FB12A9 Fetal brain, Stratagene Homo sapien 18.9 

408877 AA479033 Hs.130315 ESTs 18.9 

415994 NNUJ02923 Hs.78944 regulator G-protemsignaflmg 2, 24kO 18.9 

_ rt 417054 AF017050 Hs.174151 aldehyde oxidase 1 18.8 

50 404654 18.8 

420174 AI824144 Hs.23912 ESTs 18.8 

400625 18.7 

406150 18.7 

457835 BE256338 Hs.192375 ESTs,Higr^sirrfllartod}127B»).3lH.sapiens 18.6 

55 420105 AW015571 Hs.32244 ESTs 18.6 

404619 BE514535 Hs.77171 rruridiromosorne maintenance defident (S. cere 18.5 

423282 AL137563 Hs.1 26378 putative ABC transporter 18.5 

424097 M139B1 Hs.1734 tnhibbi. alpha 18.5 

448543 AW897741 rK21380 Homo sapiens mRNA; cDNA DKFZp586P1 1 24 (from c 18.5 

60 427605 NM_000997 Hs.179779 ribosomat protein L37 18.4 

406535 18.4 

418947 W52990 Hs.22860 ESTs 18.4 

414323 NMJH4759 Hs.239500 WAA0273 gene product 18.3 

457111 AA482027 Hs.142569 ESTs 18.3 

65 418373 AW750770 Hs.B4344 CGM35 protein . 18.3 

424461 D83542 Hs.148090 cadherin 15. M^adnerin (myotubute) 18.2 
451565 NM_000897 Hs.456 teukotnene C4 synthase 18.2 
407751 BE276096 Hs.38205 from HeLa cyciln-dependent kinase 2 inlerarf 18.2 
432031 AF039196 Hs.284126 haidess (mouse) homotog 18.1 

70 404608 H5B589 Hs.35156 Homo sapiens cONA FU11027 fis, done PLACE10 18.1 

451962 AW078832 Hs.226806 ESTs 18.1 

424100 AI793080 Hs.123525 ESTs, Weakly similar to NGAL RAT NEUTROPHIL G 18.1 

451509 AI969529 Hs.171637 Homo sapiens cDNA: FU21937 fis, done HEP044 18.1 

__ 453512 ALO4016O Hs.209542 ESTs, Weakly similar b B cell linker protein 18.0 

75 429924 W39693 Hs.226138 Homo sapiens mRNA; cDNA DKFZp566H2446 (from c 17.9 

423780 AA352013 gb:EST59935 Infant brain Homo sapiens cDNA 5* 17.9 

427030 AA397600 Hs.97531 ESTs 17.9 

439872 T81058 gb:yd26c08.r1 Soares fetal Dverspteen 1NFLS 17.9 

OA 407836 T79340 Hs.22575 Horr»sapieriS(^NA:FU21042fis,ctoneCAE112 17.9 

oO 451427 AI091441 Hs.26401 tumor necrosis factor (Pgand) superfamily, m 17.9 

424462 AU076666 Hs.148101 serum constituent protein 17.9 
451533 NM.004657 Hs^653Q serum deprivation response (phosphafldytsertn 17.8 
422319 AW403342 Hs.1 15232 spOdng factor 3a, subunit 2. 66xD 17.8 
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400489 17.8 

454421 BE409759 Hs.59563 Homo sapiens mRNA for RJ00007 protein, parti 17.8 

449282 AL048056 Hs.23437 Homo sapiens cDNA FU 135556s, done PLACE 10 177 

420495 AI338247 Hs.98314 Homo sapiens mRNA; cDNA DKFZp586L01 20 (frame 17.7 

5 429790 AK001352 Hs.221737 hypothetical protein FU1 0490 17.7 

422796 AW897265 gb:CMO-NN0057-1 50400-335^04 NN0057 Homo sapi 17.7 

427980 AA418305 gbzv95g05.s1 Soares_NhHMPu_S1 Homo sapiens c 17.6 

409543 AW410200 gb^h0a>12j(1 NtH.MGC J 7 Homo sapiens cONAcI 17.6 

440206 AI762232 Hs.46794 ESTs 17.6 

10 455904 BE156173 gb:QV0-HT0367-20129W79-a02HT0367 Homo sapi 17.5 

427707 NMJKJ5578 Hs.1 80398 UM domain-containing preferred translocation 17.5 

437140 AA312799 Hs.283689 activator of CREW in testis 17.5 

417637 AA204969 Hs.234863 Homo sapiens cDNA FU 1 2082 fis, clone HEMBB10 17.5 

4 _ 419171 NMJJ02846 Hs.89655 protein tyrosine phosphatase, receptor type, 17.4 

15 417808 AF177909 Hs.12828 tweety (Drosophila) homotog 1 17.4 

426232 Z70024 Hs.168157 nuclear transcription factor Y, gamma 17.4 

440747 AW297226 Hs.137840 ESTs,l^era1dysimiiartoSIX1_HUMANHOMEOB 17.4 

415307 F05232 Hs.27495 prostate cancer associated protein 7 17.3 

_ 407049 X72632 (NONE) 17.3 

20 454054 A1336329 Hs.301519 Homo sapiens cDNAFU 12536 fis, done NT2RM40 17.3 

411085 AF022991 Hs.68398 period (Drosophila) homolog 1 17.3 

443104 AA088470 Hs.83135 p53-responsive gene 6 17.2 

424106 AA412442 Hs.98132 ESTs 17.2 

„ 446716 AA436575 Hs.16602 ESTs 17.1 

25 448677 AI560769 Hs.227051 ESTs 17.0 

434919 AI821740 Hs.116531 ESTs 17.0 

401171 AA360954 Hs.27268 Homo sapiens mRNA; cDNA DKF2p564N196 {from d 17.0 

456804 AI421645 Hs.139851 caveolm2 17.0 

453621 AW749983 gb:QV3^T0537-280100-070-e04 BT0537 Homo sapi 16.9 

30 413419 BE093686' Hs.48938 Homo sapiens cDNA:FU21 802 fis, clone HEP007 16.9 

426515 BE394222 Hs.231444 ESTs 169 

428937 T82221 Hs.56729 lymphocyte-specific protein 1 16.9 

424562 AI420859 Hs.1 50557 basic transcription element binding protein 1 16.9 

444655 AF088886 Hs.11590 calhepsinF 16.9 

35 447424 AI681105 Hs.181641 ESTs 16.8 

425439 D38024 Hs.157425 double homeobox, 2 16.8 

446707 AI591214 Hs.156336 ESTs 16.8 

405324 16.8 

434340 AI193043 Hs.1286B5 ESTs 16.8 

40 422942 AF054839 Hs.122540 tetraspan2 16.B 

421820 AW662990 Hs.108675 heme-binding protein 16.6 

420037 BE299598 Hs.135569 ESTs, Weakly similar to NEUROD [Rsapiens] 16.7 

428818 A1131291 Hs.9B866 ESTs 167 

426485 NMJJ06207 Hs.170040 plaieleWerived growth factor receptor-iike 16.7 

45 404947 16.6 

412677 AW029608 Hs.17384 ESTs 16.6 

401551 165 

408053 AW139474 Hs^46862 ESTs 165 

425016 AA376049 Hs.154162 ADP-nbosytation factor-like 2 16.6 

50 418179 X51630 Hs.1145 Wtms tumor 1 16.6 

418994 AA296520 Hs.89546 SetecSn E (endothelial adhesion molecule 1) 16.5 

457514 AA775208 Hs.136423 ESTs 165 

426275 BE151551 gb:RCO-HT0297-20119WI31-f12HT0297 Homo sapi 165 

457924 AL390142 Hs^88697 Homo sapiens cDNA FLU 3861 fis, done THYRO10 165 

55 430712 AW044647 Hs.196284 ESTs 165 

455144 AW875942 gb^M1-PT0013-131299^)67-b10PT0013 Homo sapi 16.4 

407524 X64985 gfcftsapiens mRNA HTPCRX11 for olfactory rece 16.4 

426712 AW173177 Hs.197755 ESTs 16.4 

429954 AI918130 Hs.21374 ESTs 16.4 

60 446208 BE258323 Hs^25795 ESTs, Highly simBar to OTX1_HUMAN HOMEOBOX P 16.4 

442792 AI352340 Hs.131194 ESTs 16.3 

420485 AF218586 Hs.288835 cell death-inducing DFFA-Oke effector b 16.3 

426767 AA384398 Hs.192491 ESTs 16.3 

436950 L05779 Hs.113 epoxide hydrolase 2, cytoplasmic 163 

65 . 415196 AKD00150 Hs.78185 MAX-tike bHLHZIP protein 163 

442197 AW837912 gb:QV3-LT0048-260100-C6&<tf2 LT0048 Homo sapi 16.3 

433467 AA830194 Hs.1 9941 7 Homo sapiens mRNA for FU00D27 protein, parti 16.2 

402316 16.2 

„ 409736 AA078628 gb:7P07H07 Chromosome 7 Placental cDNA Ubrar 16.2 

70 407964 AW130334 Hs.281111 ESTs 16.2 

433677 AI791912 Hs.190885 ESTs, Moderately simflar to ALU1_HUMAN ALU SU 16.2 

425507 AK84745 Hs.165983 rr/pothetica) C2H2 zinc finger protein FU2250 162 

413724 AA131466 Hs.23767 Homo sapiens cONAFU 12666 fis, done NT2RM40 16.2 

__ 408922 R87388 gb^m88gf)4 j1 Scares adult brain N2b4HB55Y Ho 16.1 

75 413055 AV655701 Hs75183 cytochrome P450, subfamily HE (ethanoUnduc 16.1 

435977 AL138079 Hs.5012 brain-specific mernbranr>ancrtored protein 16.1 

442208 AW296984 Hs.255595 ESTs, WeaWy similar to PSF_HUMAN PTB-ASSOQA 16.1 

402426 16.0 

_ 412399 N53816 Hs.14394 hypothetical protein FU20157 16.0 

80 413200 AA127395 Hs.222414 ESTs 16.0 

404597 15.9 

453143 AA382234 Hs.170121 protein tyrosine phosphatase, receptor type, 15.9 

455984 BE177442 gb:RC1-HT0595-20040(M)12-f01 HT0595 Homo sapi 15.9 
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416193 T25400 gb:FTHl069 HTCDL1 Homo sapiens cDNA 513 sim 15.9 

407065 Y10141 gb:H.sapiens DAT1 gene, partial, VNTR. 15.9 

441785 AW138139 Hs.244598 ESTs ' 15.9 

4137B4 BE165819 gb:CM0-HT0486-220300-301-d12HT0486Homosapi 15.9 

5 429092 AI190864 Hs.178226 ESTs, Weakly similar to ALU 1.HUMAN ALU SUBFAM 15.8 

408499 AW205323 Hs.253475 ESTs 15.8 

453754 AW972580 Hs.172753 ESTs 15.8 

450826 U43030 Hs^5537 cardiotrophin 1 15.8 

_ 428486 AW583497 Hs.184604 pancreatic polypeptide 15J 

10 405895 15.7 

409108 AA339443 Hs.48793 ESTs 15.7 

423334 AKO00906 Hs.127273 hypothetical protein FU1 0044 15.6 

422948 AW810824 Hs^1351 ESTs 15.6 

447852 AW504781 gb:UI-HF-BN0-atrM^4*UlJl NIH.MGCJO Homo 15.6 

15 419084 AA496539 Hs.179902 transporter-tike protein 15.6 

456771 AW016739 Hs.232201 ESTs 15.6 

438564 AA381553 Hs.198253 major histocompatibility complex, class II, D 15.6 

448705 H05072 Hs.124984 ESTs, Moderately similar to unnamed protein p 15.6 

454460 X66945 Hs.748 fibroblast growth factor receptor 1 (fms-rda 15.5 

20 458893 BE161733 Hs.97283 ESTs, WeaWyshntlar to ALU INHUMAN ALU SUBFAM 15.5 

426759 AI590401 Hs^1213 ESTs 15.5 

453769 R35261 Hs.24947 ESTs 15.4 

434179 A1743448 Hs.116177 ESTs 15.4 

404111 15.4 

25 402056 15.4 

458602 A1262208 Hs.276489 ESTs 15.3 

427530 AA405093 Hs.126519 ESTs 15.3 

414716 AF199598 Hs.97044 Kv channeHnteracting protein 2 15.3 

400632 15.3 

30 443916 AA305475 Hs.22660 Homo sapiens cDNAFLM 1658 fe. clone HEM8A10 15.3 

432037 AW450592 Hs.300459 ESTs 15.3 

412921 BE009345 Hs.128942 ESTs 15.3 

421905 AI660247 Hs.32699 ESTs, Weakly similar to LIV-1 protein (H.sapi 15.3 

441704 AI458766 Hs.201988 ESTs 15.3 

35 414272 AI651603 Hs.46988 ESTs 15.3 

448224 R48700 Hs.20733 EH-domaln containing 2 15.2 

404611 H5B589 Hs.35156 Homo sapiens cDNAFU 11 027 fis, done PLACE10 15.2 

448381 D61580 Hs.21036 HorriosaplefvsrnR^cDNADrO : Zp434A1010(frornc 15.2 

454719 BE006547 gb:RC2-BN0130^040CW)1U03BN0130Homosapl 15^ 

40 446973 H95724 Hs.4283 ESTs 15.2 

457760 AA668123 Hs.134170 ESTs 15.2 

440144 AW082297 Hs*8523 ESTs 15.2 

407387 AB000895 gb: Homo sapiens mRNA for cadherin FIB1, parti 15.2 

427850 AA416756 Hs.161051 ESTs, Moderately similar to ALU6_HUMAN ALU SU 15.2 

45 404244 15.1 

402959 15.1 

435487 W07343 Ha 182538 phospholipid scrambtase 4 15.1 

414213 BE297765 gb:601176246F1 NIH.MGC J 7 Homo sapiens cDNAc 15.0 

455916 BE156710 gb:QVO-HT0368-310300-181-d01 HT0368 Homo sapi 15.0 

50 448943 AI608810 Hs.193288 ESTs 15.0 

418026 BE379727 Hs.83213 fatty acid binding protein 4, adipocyte • 15.0 

454082 AF2B3508 Hs.63168 cell death regulator aven 14.9 

453308 AW959731 Hs.32538 ESTs 14.9 

458823 AW207574 Hs.179501 ESTs 14.9 

55 452532 AI905811 Hs.1 10757 DNA segment on chromosome 21 (unique) 2056 ex 14.9 

418464 R87580 gb,*ym89h07.r1 Soares adult brain N2b4HB55Y Ho 14.9 

409473 AL137716 HsJ296567 Homo sapiens mRNA; cDNA DKFZp434D2030 (from c 14.8 

449779 AA004258 Hs.25218 ESTs, Weakly similar to ALUBJUJMAN U!l ALU C 14.8 

457546 AA568484 Hs.153632 ESTs 14.8 

60 403368 14.8 

432163 AKDOO440 Hs.272799 hypothetical protein FU20433 14.8 

421531 AA713505 Hs.291769 ESTs 14.8 

428283 AI439096 Hs.25832 Homo sapiens mRNA; cDNA DKFZp564P1 1 6 (from cl 14.8 

_ 443528 AK00177B Hs.9547 hypothetical protein FU1 091 6 14.8 

65- 402399 14.8 

410545 U32324 Hs.64310 'mterieuWn 11 receptor, alpha 14.8 

450300 ALD41440 Ks.58210 ESTs 14* 

403552 * 14.7 

406929 U04690 gbiHuman olfactory receptor (OR1 7-210) gene, 14 J 

70 436365 AW444548 Hs.163118 ESTs 14.7 

402550 14.7 

441782 AW140126 Hs.132357 ESTs 14.7 

415672 N53097 Hs.193579 ESTs 14.7 

430582 AI215509 Hs.143964 ESTs 14.7 

75 425770 NMJ)14363 Hs.159492 spastic ataxia of Chartevoix-Saguenay (sacsin 14.7 

432683 AW995441 Hs.10475 ESTs 14.7 

441871 AI306150 Hs.153450 ESTs, Weakly simHar to 1 9091 23A Na glucose c 14.6 

447481 AF052151 Hs.1B686 Mouse Mammary Turmor Vims Receptor homdog 14.6 

405114 14.6 

80 401082 14.6 

454316 AW366144 gb:QV0-HT01 014)61 099^)32*12 HT0101 Homo sapi 14.6 

421572 AA531607 Hs.1 25143 ESTs, Weakly simBar to POL2 MOUSE RETROVIRUS 14.6 

424591 R55704 Hs.150968 hypocreSn (orexin) receptor 1 14.6 
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441503 AW172263 Hs.185202 ESTs 14.6 

416199 R83537 gb:yq12aOB.r1 Soares fetal Bver spleen 1NFLS 14.6 

420360 U83171 Hs.97203 small inducible cytokine subfamily A (Cys-Cys 14,6 

425126 N32759 Hs.172944 chorionic gonadotropin, beta polypeptide 14.5 

417421 AL138201 Hs.82120 nuclear receptor subfamily 4, group A, member 14.5 

405100 14.5 

454012 M76424 Hs.37014 carbonic anhydrase VII 14.5 

402457 14.5 

454613 AW810814 gb:MR2-ST01 29-20109^004^01 ST0129 Homo sapi 14.5 

429821 AL096749 Hs.225433 Homo sapiens mRNA; cDNA DKFZp434G153 (from cl 14.5 

431073 BE254470 Hs.249186 cone-rod homeobox 14.5 

421143 AB024536 Hs.102171 immunogtobuyn superfamily containing leucine 14.5 

401223 14.4 

438627 AI087335 Hs.123473 ESTs 14.4 

407124 R08160 Hs.268B57 ESTs, Weakly similar to ALU INHUMAN ALU SUBFAM 14.4 

437217 AW779241 Hs.155316 ESTs 14.4 

427627 R87582 Hs.179915 guanine nucleotide binding protein (G protein 14.4 

410258 X52638 Hs.739 6^hosphofmdo-2-kinase/frudose-2 t 6-biphosp 14.4 

413237 AI468574 Hs.171965 ESTs 14.4 

412975 T70956 Hs.75106 clusterin (complement lysis inhibitor, SP-40, 14.4 

426488 X03350 Hs.4 alcohol dehydrogenase 2 (class I), beta polyp 14.4 

416667 AK000526 HsJ9457 hypothetical protein FU20519 14.4 

405479 14.3 

418432 M14156 Hs.85112 insulin-tike growth factor 1 (somatomedia C) 14.3 

426316 NM.002430 Hs.301852 Human DNA sequence from clone 437G10 on chrom 14.3 

412171 AWB97452 gb:CMO-NN0058-1 5040&337-b08 NN0058 Homo sapi 14.3 

447241 BE382838 Hs.19322 ESTs 14.3 

402100 14.2 

438286 AW139266 Hs.134807 Homo sapiens cDN A FU 12057 fis, done HEMBB10 14.2 

407947 AI500332 Hs.102367 ESTs, Weakly similar to hTcf-4 [H.sapiens] 14.2 

402275 14.2 

402358 14.2 

439624 AA838771 Hs.124407 ESTs 14.2 

444455 A1149879 Hs.175024 Homo sapiens cDNA: FU 23447 fis, done HS1033 14.2 

455314 Y17114 Hs.73393 eyes absent (Drosophila) homolog 4 14.2 

427872 AA835058 Hs.21111 ESTs 14.2 

409826 AW501112 Hs.34487 hypothetical protein FU2341 2 14.2 

414002 NM.006732 Hs.75678 FBJ murine osteosarcoma viral oncogene homoto 14.2 

442682 AI014545 Hs.231027 EST 14.1 

457033 AF029674 Hs.173422 KIAA1 605 protein 14.1 

410480 R97457 Hs.63984 cadherin 13, r+cadherin (heart) 14.1 

401007 14.1 

458274 AF149297 Hs.8087 NAG-5 protein 14.1 

454106 D19687 Hs.245146 ESTs 14.1 

432928 AA570454 Hs.186467 ESTs, Moderately simflar to ALU1 .HUMAN ALU SU 14.1 

425352 NM_000939 Hs.1897 proopiomelanocortin (adrenocorticotropin/bet 14.1 

433887 AW204232 Hs.279522 ESTs . 14.1 

434927 H46612 Hs.293815 ESTs, Weakly similar to PLM.HUMAN PHOSPHOLEMM 14.1 

404282 14,1 

422581 NM.016339 Hs.118562 Link guanine nudeotide exchange factor II 14.0 

424823 NMJJ06226 Hs.153322 phospholipase C, epsilon 14.0 

408107 AA806754 Hs.62835 ESTs 14.0 

401577 14,0 

433883 A192568B Hs.222312 ESTs, Weakly simflar to B24264 proline-rich p 14.0 

408104 AW972927 Hs.293968 ESTs 14.0 

404642 14.0 

400675 14.0 

406059 14.0 

448386 AB037750 Hs.21061 WAA1 329 protein 14.0 

407287 A1678812 Hs.201658 ESTs, Weakfy similar b ALU4_HUMAN ALU SUBFAM 14.0 



TABLE 22B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 



Accession: 


Genbankacc 


ession numbers 


Pkey 


CAT number Accession 


408922 


109017 1 


R87388R84328AA05B916 


409543 


1138723 1 


AW410200 AW409705 AW411433 BE296786 BE270309 


409736 


115189 1 


AA078628 R09051 AA07B197 AA077334 AW748808 AW748807 


412171 


1280759 1 


AW897452 Z20302 D55805 D52877 D60432 


4137B4 


1389150.1 


BE165819 BE165853 W01386 


414213 


1426375J 


BE297765 BE262061 BE302686 T83915 


416193 


1577102.1 


T2540O H26834 H44554 R73193 


416199 


1577561.1 


R83537 W80940 H27358 


417998 


171375.1 


AW967420 AA210915 AA236991 AA210916 


418464 


1759038.-2 


R87580 


418556 


1767866 -1 


T02850 


422796 


221500.1 


AW897265 AW897274 AL1 19504 AW897275 AW897270 AW897312 AW897318 AW897317 AA317240 AW961361 






T06241 AA326794AL138130AW407975AW999277 


423780 


231952J 


AA352013 AA330878 AA339379 AW966303 
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424585 


241151 1 


AA464840AA343628 


426275 


263712.1 


BE151551 AA3737838E182852BE008826BE008827 BE008781 BE008699 


427980 


285225J 


AA41B305AI264351 


439872 


47823 1 


T81058AL357200T70270 


442197 


535550 1 


AWB37912 AW837934 AA984475 AW997490 


447852 


73973J 


AW5047B1 BE620394 


448422 


762770.1 


BE263813 BE253504 AI500202 BE251 145 


453621 


974526.1 


AW749983AL045823 


454316 


1109350 1 


AW366144AW366154AW366142AW366151 AW366140 AW366155 BE141715 BE141718 BE141698 


454613 


1226904J 


AW810814 AW810787 AW810854 AW810773 AW810735 AW810785 AW810660 AW810834 AW810874 AW810723 






AWff10881AW810791AW810644AW810659AW810676 


454719 


1230646.1 


BE006547AW81557B AW815311 AW856304 


455144 


1254914.1 


AW875942 AW858234 AW875938 AW875941 AW858235 AW875958 


455818 


137219J 


AI733747AA129802 


455904 


1382290.1 


BE156173 BE156305 BE156196 


455916 


1382748J 


BE156710 BE166726 BE156712 


455984 


1397288 J 


BE177442 BE177439 BE177445 BE177440 BE177448 BE177444 BE177433 



TABLE 22C 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. 'Dunham I. et at." refers to the publication entitled "The DNA sequence of 

human chromosome 22." Dunham I. et a!., Nature (1999) 402:489495. 
Strand: indicates DNA strand from which exons were predicted . 
NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


400489 


8954013 


Plus 


131475-131652 


400545 


9800107 


Minus 


124618-124881 


400625 


7228177 


Minus 


117266-117441 


400632 


3818355 


Pius 


72875-73447,75874-76425 


400637 


8894326 


Plus 


68901-69507 


400675 


8118750 


Plus 


11223-11816 


'401007 . 


8117333 


Minus 


140821-141050 


401082 


3242744 


Plus 


22937-23494,27677-27966 


401223 


8099088 


Plus 


148940-150214 


401551 


8096896 


Minus 


189824-190728 


401577 


9280797 


Minus 


139377-139674,141195-141281,142217-142340 


401703 


4826475 


Plus 


135-1229 


402056 


8084234 


Plus 


207002-207288 


402100 


8117697 


Plus 


133649-133792 


402195 


7689778 


Minus 


147901-148884 


402275 


2935596 


Minus 


31065-31233.33680-33771,34345-34411,38890-39125,39779-39943 


402316 


7527774 


. Minus 


10751-10919,18817-19052,22131-22328 


402358 


8886976 


Minus 


131788-132729 


402399 


1905915 


Minus 


24502-24666,24986-25102 


402426 


9796361 


Minus 


73590-73824 


402457 


9796782 




16513-16577,16838-16926 


402520 


7596899 


Minus 


171761-171996 


402550 


7652009 


Minus 


B0413-80673 


402741 


9212200 


Minus 


18603-18760,19719-19890 


402865 


9716300 


Plus 


3197-3429,3722-3914,5795-5987,6802-6961,86534815,9292-9660 


402959 


9368493 


Plus 


36729-37084 


403121 


9180223 


Plus 


40594258 


403368 


4388738 


Rus 


70286-70429,75165-75256 


403552 


6862638 


Minus 


117504-117662 


403731 


7543752 


Minus 


144000-144618 


404033 


8122195 


Plus 


7976-8156 


404111 


9408736 


Plus 


161506-161781 


404244 


5672609 


Minus 


98173-98517 


404282 


2276311 


Rus 


61503-62205 


404597 


9958262 


Minus 


114369-114599 


404642 


9796810 


Rus 


102999-103145 


404654 


9797010 


Rus 


6275-6527 


404947 


7382205 


Rus 


29740-30105,30176-30412 


405100 


8076846 


Rus 


144114-144234 


405114 


8096938 


Minus 


97013-97560 


405228 


7248990 


Rus 


92234-95905 


405313 


3638954 


Rus 


68924-69093 


405324 


3342751 


Minus 


5475-5677 


405479 


6453391 


Rus 


1668-1844 


405895 


7677903 


Minus 


66990-67484 


406059 


9103984 


Minus 


13856-14004 


406150 


9886026 


Minus 


59331-59701 


406535 


7711477 


Rus 


8313543362 



TABLE 23A: 626 genes upregulated in uterine cancer relative to normal body tissues 

Table 23A lists about 626 genes upregulated In uterine cancer relative to normal body tissues that are likely to encode proteins amenable to modulation by small molecules, peptides, 
or antibodies. These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis 
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was expressed as average intensity (Al). a normalized value reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more domains 
indicative of have oncogenic function or of transducing intracellular signals, or of being modulatabte by small molecules, peptides, or antibodies (e.g. pkinase, death-domain. 7tm, 
phosphatase, or ion Jrans porter). Certain predicted protein domains are noted. 

Pkey: ' Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UniGenetD: UniGene number 

Pred.ProLDomains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS. signal sequence; =Y. very fikery to contain; -M, 

likely to contain; other protein domain abbreviations are from PFAM (Nucleic Acids Research, 2002. 30:276-280). 
UniGene Title: UniGene gene title 

R1 95th percentile of uterine cancer Als divided by the 50th percentile of normal tissue Als, where the 1 0th percentile of afi normal tissue Als was subtracted from 

both the numerator and denominator 



Pkey; ExAccn; UnigenelD; Unigene Title; Pred.ProL Domains; R1 

428330; L22524; Hs.2256; matrix metalloproteinase 7 (matrirysin. ; Peptidase^! 0;; 35.1 1 

420440; NM 002407; Hs.97644; mammagtobin 2; Uteroglobin;; 22.80 

439335; M742697; Hs.62492; NM_052863:Homo sapiens secretogfobin, fa; none;; 21 .66 

425723; NM 014420; Hs.15931 1; dickkopf (Xenopus laevls) homolog 4; none;; 21.1 1 

421481; AW391972; Hs.104696; KIAA1324 protein; none;TM=M;SS=M; 20.20 

437938; AI950087; Hs.369628; gfcwq05c02.x1 NCLCGAP_Kid12 Homo sapien; none.none; 19.83 

406687; M31 126; Hs.352054; matrix metalloproteinase 1 1 (slromeiysin; hemopexin,Peptidase_M10;; 17.68 

446619; AU076643; Hs.313; secreted phosphoprotein 1 (osleoponCn, ; Ostecpontin;; 17.60 

41 8281 ; U09550; Hs.1 1 54; ovtductal glycoprotein 1 , 120kD (mucin 9; Glyco_hydroJ 8;TM=M;SS=M; 17.4B 

431130; NMJ306103; Hs.2719; HE4; epididymis-specific, whey-acicfic pn wap;TM=M;SS=Y; 16.59 

400301; X03635; Hs.1657; estrogen receptor 1; F^,hormone_rectf-C4,OesLrecep^^ 

synLCMA.E7 l RFX_DNA_binding;TM=M;SS=N; 15.11 
419356; AI656166; Hs.7331; hypothetical protein FU22316; Asparaginase_2.none; 15.90 
433222; AW51 4472; Hs.238415; dickkopf (Xenopus laevis) homolog 4; none,PH04; 15.39 
417931; W95642; Hs.82961; trefoil factor 3 (intestinal); trefoil;; 15.39 

400284; ; ; NMJ)00125*:Homo sapiens estrogen recepto; hormone - rec J zf-C4,Oest_recep;TM=M;SS=M; 15.23 
456662; NM 002448; Hs.1494; msh (Drosophila) homeo box homolog 1 (fo; homeobox,none; 15.04 
438817; AI023799; Hs.163242; ESTs; none,none; 13.72 

453857; AL080235; Hs.35861; Ras-induced senescence 1 (RIS1); none;TM=Y;SS=M; 13.67 
424687; J05070; Hs.151738; matrix metalloproteinase 9 (gelatinase B; fo2,hemopexin,Peptidase_M10;; 13.51 
458627; AW088642; Hs.97984; SRY (sex determining region Y>box 17 (S; HMGJxw;TM=M;SS=N; 13.44 
410001; AB041036; Hs.57771; talfikrein 11; trypsin;TM=M;SS=M; 13.41 

421445; AA913059; Hs.104433; Homo sapiens, done IMAGB4054868, mRNA; iorUrans,KJetra,asp; 13.27 
449048; Z45051; Hs.22920; similar to S68401 (cattle) glucose indue; Lamp;TM=M;SS=M; 12.76 
436972; AA284679; Hs.25640; daudin 3; PMP22_Oaud!n;TM=Y;SS=M; 1159 
450693; AW450461; Hs.203965; ESTs; SemaJg,none; 12.52 

415457; AW081710; Hs.7369; Homo sapiens testes specific A2 homolog ; MORN,sugar_trJM=Y;SS=M; 12.46 

41 371 9; BE439580; Hs.75498; small indudble cytokine subfamfly A (Cy; IL8;; 1 2.23 

431629; AU077025; Hs.265827; interferon, alpha-indudble protein (clo; none;TM=M;SS=Y; 1Z09 

417389; BE260964; Hs.82045; midkine (neurite growUvpromoting factor; PTN_MK;TM=M;SS=Y; 12.08 

407786; AA687538; Hs.38972; tetraspan 1; transmembrane4;TM=Y;SS=M; 11.91 

444381; BE387335; Hs.283713; hypothetical protein BC014245; Collagen;TM=M;SS=M; 11.86 

446508; N75217; Hs.175622; ESTs; Arrnadillo_seg,HEAT„PBS;TM=M;SS=M; 1 1.72 

447835; AW591623; Hs.164129; ESTs, Weakly similar to I3B022 hypotheU; none,UQ_con; 11.59 

420181; AI38Q089; Hs.158951; ESTs; none.lg.pkinase.LRR,LRRCT; 11.49 

451253; H48299; Hs.26126; dauoln 10; PMP22»aaudin,Peptidase_M1,K_tetra;TM=Y;SSs=M; 11.45 

453968; AA847843; Hs.6271 1; Kgh mobility group (nonhistone chromoso; HMG^.box.none; 11.42 

448133; AA723157; Hs.73769; folate receptor 1 (adult); FblatejecMIP;TM=M;SS=M; 11.37 

421552; AF026692; Hs.105700; secreted frizzleckelated protein 4; Fz,NTR;; 11.08 

452367; U71207; Hs.29279; eyes absent (Drosophila) homolog 2; Hydrolase;; 11.01 

409745; AA077391; ; gb:7B14E12 Chromosome 7 Fetal Brain cDNA; 7^1^aHa,fh3 ( SPRY,KRAB^raH2,rve.2f-B_box;TM=Y;SS=M; 10.95 

415138; C18356; Hs.295944; tissue factor pathway Inhibitor 2; KunUXBPTI.none; 10.91 

416658; U03272; Hs.79432; fibrillin 2 (congenital contracture! ara; EGF,TB,granulin,PSl,EB,TIL;TM=M;SS=M; 10.81 

41 1558; AA1 02670; Hs.70725; ganvna^minobutyric acid (GABA) A recepto; Neur_chan - LBD,Neur_chan_memb;TM=Y;SS^M; 10.72 

438091; AW373062; Hs.351546; nuclear receptor subfamily 1, group I, m; hormonejec,zf-C4,none; 10.66 

425071; NM.013989; Hs.154424; deiodinase, todothyronine, type H; T4_deiodinase;TM=M;SS=Y; 10.66 

430832; A1073913; Hs.100685; ESTs, Weakly similar to JE0350 Anterior ; none,none; 10.52 

451497; H83294; Hs.2B4122; Wnt inhibitory factor-1; EGF.WIF- 10.50 

421478; A1683243; Hs.97258; ESTs, Moderately similar to S29539 ribos; none.none; 10.50 

409231; AA446644; Hs.692; GA733-2 antigen; epithelial glycoprotein; thyroglobunn _1;TM=Y;SS=M; 1035 

443785; AW449952; Hs.190125; basic-heIbc4oop-heIix-PAS protein; HLH.PAS;TM=M;SS=N; 10.34 

409142; AL136877; Hs.50758; SMC4 (structural maintenance of chromoso; ABC_tran,M,SMC^N,SMC_C,DUF164,none; 10.34 

431846; BE019924; Hs.271580; uroplaWn 1B; transmernbrane4;TM=Y;SS=M; 10.34 

415539; AI733881; Hs.72472; NAME OMITTED ... receptor kinase; pWnase,Activinjecp,PDZZU5.de3th; 10.31 

41 1274; NM_002776; Hs.69423; kallikrein 10; trypsin;TM=M;SS=N; 10.24 

423673; BE003054; Hs.1695; matrix metalloproteinase 12 (macrophage ; hemopexin,Pep|jdase_M10;TM=M;SS=M; 10.24 
441377; BE218239; Hs.202656; ESTs; none,none; 10.17 

400292; AA250737; Hs.72472; NAME OMITTED ... receptor kinase; pkinaseActivin - jecp,PDZ t ZU5.death; 10.17 

452594; AU076405; Hs.29981; sdute carrier family 26 (sulfate trartsp; xan_uu)ermease,Sulfate_transp.STAS.HMG_box; 10.12 

429663; M68874; Hs.21 1587; phosphdipase A2, group IVA (cytosoBc, ; C2,PLA2_B;TM=M;SS=N; 9.87 

41 3859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase kina; SAM_PNT,none; 9.87 

408562; A1436323; Hs.31141; roundabout (axon guidance receptor, Dros; tg,fn3;TM=M;SS=N; 9.86 

428970; BE276891; Hs. 194691; refinofc add Induced 3 (RAIG1); metabo; 7tm_3;TM=Y;SS=M; 9.72 

438089; W05391; Hs.351546; nuclear receptor subfamily 1, group I. m; hormone_rec^f-C4,none; 9.68 

411089; AA456454; Hs.355702; cell division cyde 2-fike 1 (PITSLRE pr; none.none; 9.53 

450451; AW591 528; Hs.202072; ESTs; none.none; 9.53 

456062; AI866286; Hs.71962; ESTs, Weakly similar to B36298 prolines none,none; 9.50 
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418113; AI272141; Hs.83484; SRY (sex determining region Y)-box 4; HMG_box,homeobox;TM=M;SS=N; 9.38 

412791; AI131192; Hs.143199; ESTs. Weakly similar to S72481 probable ; pkinase.PBD.none; 9.36 

432435; BE218886; Hs.282070; ESTs; none.none; 9.35 

416530; U62801; Hs.79361; kaBikrein 6 (neurosin, zyme); trypsin;TM=M;SS=M; 9.32 

439018; AW30O887; Hs.26638; membrane-spanning 4-domams, subfamily A; none;TM=Y;SS«M; 9.23 

445537;'AJ245671; Hs.12844; EGF-iike-domain, multiple 6; EGF.MAM;; 9.19 

410407; X66B39; Hs.63287; carbonic anhydrase IX; carb_anhydrase;TM=M;SS=M; 9.19 

417165; R80137; Hs.302738; Homo sapiens cDNA: FU21425 lis, clone C; Sulfate Jransp,STAS,HMGJ)Ox: 9.17 

453459; BE047032; Hs.257789; ESTs; none,none; 9.14 

431674; AA098901; Hs.301642; G-protein coupled receptor; none.GCV.H; 9.05 

418004; U37519; Hs.87539; aldehyde dehydrogenase 3 famfly, member ; atdedh;TW=M;SS=M; 9.00 

413278; BE563085; Hs.833; Interferon-stimulated protein, 15kDa; ubiquitin;; 8.93 

436954; AA7401 51; Hs.130425; ESTs; none.none; 8.91 

420344; BE463721; Hs.97101; putative G protein-coupled receptor; Melhyltransf_5;TM=Y;SS=M; 8.89 

425397; J04088; Hs.155346; topoisomerase (DNA) II alpha (170kD); DNAjjyraseB.DNAJopoisolV,HATPase_c;; 8.85 

407792; AI07771 5; Hs.39384; putaDve secreted ligand homologous to f; none;TM=M;SS=Y; 8.80 

451027; AW519204; Hs.40808; Homo sapiens. Similar to RIKEN cDNA2810; none,none; 8.79 

422809; AK001379; Hs.121028; hypotheUcal protein FU10549; IQ;TM=M;SS=N; 8.72 

4133B5; M34455; Hs.840; mdoleamine-pyrrole 2,3 dioxygenase; !DO;TM=M;SS=N; 8.70 

444784; D12485; Hs.11951; ectoruicleotide pyrophosphatase/phosphodi; Son«tomedin„B,Endonucle3se.Priosphodiest;TM=Y;SS=M; 8.69 

421502; AF1 11856; Hs.1 05039; solute carrier family 34 [sodium phospha; RibosomaLL20,Na„PLcotrans;TM=Y;SS=N; 8.67 

437935; AW939591; Hs.5940; mucin 13, epithelial transmembrane; EGF,SEA;TM=Y;SS=M; B.56 

408692; AL0401 27; Hs.34074; dipeptidylpeplidase VI; DPPIV_N_term,Peptidase_S9,none; 8,55 

414812; X72755; Hs.77367; monokine induced by gamma interferon; IL8;TM=M;SS=Y; 8.53 

4281 87; AI687303; Hs.285529; G protein-coupled receptor 49; 7tmJ .none; 8.49 

448672; AI955511; Hs.374290; ESTs; rig_chan,ANF_receptor l SBP_bac_3;TM=Y;SS=M; 8.44 

425776; U25128; Hs.159499; parathyroid hormone receptor 2; 7tm_2,HRM;TM=Y;SS=M; 8.40 

443426; AF098158; Hs.9329; chromosome 20 open reading frame 1; none;TM=M;SS=N; 8.40 

452093; AA447453; Hs.27860; Homo sapiens mRNA; cDNA DKFZp586M0723 (f; 7tm_1,none; 8.33 

407894; AJ278313; Hs.41 143; phosphoinositide-specific phospholipase ; C2,P.I-PLC-Y,PI-PLOX;TM=M;SS=N; 8.23 . 

409799; D1 1928; Hs.76845; phosphoserine phosphatase-like; Hydrc!ase;TM=M;SS=N; 8.21 

419508; AW99793B; Hs.90786; ATP-binding cassette, sub-family C {CFTR; ABCJran,ABCjnembrane;TM=Y;SS=M; 8.20 

424441; X14850; Hs.147097; H2A hislone family, member X; histone,CBFD w NFYB_HMF;; 8.20 

408243; Y00787; Hs.624; interleukin 8; HLH,PAS,ll8;TM=M;SS=N; 8.00 

415752; BE314524; Hs.78776; putative transmembrane protein; none;TM=Y;SS=N; 7.99 

422608; AW160644; Hs.1 18695; potassium voltage-gated channel, subfami; tonJrans,Kjetra;TM=Y;SS=N; 7.99 

433001; AF21751 3; Hs.279905; clone HQ0310 PROO310p1; none;; 7.95 

409649; AA159216; Hs,55505; hypothetical protein FLI20442; Y_phosphatase,DSPc;TM=M;SS=N; 7.95 
424078; AB006525; Hs.139033; paternally expressed 3;zf-C2H2,KRAB,none; 7.86 
432179; X75208; Hs.291 3; EphB3; EPH Jbd,m3,pkinase,SAM;TM=Y;SS=M; 7.85 

424581; M62062; Hs.150917; catenln (cadherin-associated protein), a; Virtculin,DNAJigase_ZBD;TM=M;SS=N; 7.84 

420610; AI683183; Hs.99348; distal-less homeo box 5; homeobox;TM=M;SS=N; 7.81 

436856; A1469355; Hs,1 27310; ESTs; pkinase,rrm;TM=M;SS=N; 7.81 

41 1125; AA151647; Hs.68877; cytochrome b-245, alpha polypeptide; none;TM=Y;SS=M; 7.80 

407811; AW190902; Hs.40098; cysteine knotsuperfamily 1, BMP antagon; TGF«beta.DAN;; 7.78 

424399; AI905687; Hs.348419; AI905687:ll_-BT095-190199-019 BT095 Homo ; none;TM=M;SS=M; 7.65 

418836; AI655499; Hs.1 61 7 12; ESTs; pJdnase,Activinjecp,PDZ^U5,deafh; 7.64 

435793; AB037734; Hs.4993; KIAA1313 protein; none;TM=M;SS=N; 7.61 

426201; AW1 8261 4; Hs.1 28499; ESTs; SH3,none; 7.59 

447400; AK000322; Hs.18457; hypothetical protein FU20315; zf-C3HC4;TM=Y;SS=M; 7.55 

410850; AW362867; Hs.302738; Homo sapiens cDNA: FU21425 lis, clone C; $ulfateJransp,STAS,HMGJx>x; 7.55 

453464; AI8B491 1; Hs.32989; receptor (calcitonin) activity modifying; none;TM=Y;SS=N; 7.54 

417115; AW952792; Hs.334612; small nuclear ribonucleoprotein pdypept; Sm.pkinase;; 7.52 

437897; AA770561; Hs.146170; hypothetical protehi FU22969; zf-OHHC,none; 7.38 

443991; NM 002250; Hs. 1 0082; potassium intermediate/small conductance; CaMBD,SK L .channel,lon_trans;TM=Y;SS=M; 7.36 

414617; AI339520; Hs.288817; ESTs, Moderately similar to N Chain N, M; hexokinase,hexokinase2;TM=Y;SS=N; 7.36 

422017; NM_003877; Hs.1 10776; STAT Induced STAT inhibitor-2; SH2;; 7.33 

424834; AK001432; Hs.153408; Homo sapiens cDNA FU10570 fis, clone NT; none,none; 7.30 

409041; AB033025; Hs.50081; Hypothetical protein, XPJJ51860 (K1AA119; none;TM=M;SS=M; 7.28 

417079; U65590; Hs.81 1 34; interieukin 1 receptor antagonist; IL1r, 7.28 

429170; NMJ01394; Hs.2359; dual specificity phosphatase 4; Rhoaariese,DSPc,Yj>hosptert3Se,rab^ 7.28 
418506; AA084248; Hs.372651; Unknown protein for MGC:29643 (formerly ; none.none; 7.27 
448913; AA194422; Hs.22564; myosin VI; rrrruf-RanBP.pWnase.GSTJI.Ets.S^ 

C2H2,PHD,BTB,TFHSAT_hook,SAM;TM=M;SS=N;7^6 
409340; BE174629; Hs.321130; hypothetical protein MGC2771; 

aaj>ermeases,pyridoxal deC,bromodomain,PHD 1 MBO^TJwo^DDT,R3„PI4Jkinase,FAT,FATC l BolA,RUN;TM^SS^ 7.26 
424317; AI865032; Hs.26017; ESTs; none.pktnase; 7.21 

410361; BE391804; Hs.62661; guanylate binding protein 1, interferon-; GBP,GBP_C;TM=Y;SS=M; 7.21 
428450; NMJM4791; Hs.184339; KIAA0175 gene product; KA1 ,pkinase;TM=M;SS=N; 7.14 
438707; L08239; Hs.5326; amino acid system N transporter 2; porcir, ACAT,MBOAT;TM=Y;SS=M; 7.05 
423011; NNL000683; Hs.123022; adrenergic, alpha-2C-, receptor; 7tm_1;TM=Y;SS=M; 7.03 
435021; AA922192; Hs.73962; ESTs; EPHJbd.pkinase > fn3,SAM,npne; 7.02 
446163; AA026880; Hs.25252; prolactin receptor, none;NA;NA; 7.01 

447768; X86400; Hs.19520; FXYD domain-containing ion transport reg; ATP1G1 J>LMJAAT8;TM=M;SS=N; 7.00 

439453; BE264974; Hs.6566; thyroid hormone receptor interactor 13; AAMBCJran,CoaE;TM=M;SS=N; 6.99 

451035; AU076785; Hs.430; plastin 1 (I isoform); efhand,CH^daptin_N;; 6.99 

4505B1; AF081513; Hs.25195; TGF-beta 4; TGF-beta.TGFb_propeptide;; 6.95 

424054; AA33451 1; Hs.26638; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; 6.93 

432519; AI22131 1; Hs.130704; ESTs, Weakly similar to BCHUIA S-100 pro; none,none; 6.93 

436481; AA379597; Hs.5199; HSPC150 protein similar to ubiquitin-con; UQ_con;TM=M;SS=N; 6.92 

419693; AA133749; Hs.301350; FXYD domain-containing ion transport reg; ATP1G1„PLM_MAT8;TM=Y;SS=M; 6.92 

437139; W73685; Hs.1 18513; ESTs, Weakly similar to RTA RAT PROBABLE; 7tm_1;TM=Y;SS=M; 6.87 

418054; NWJJ02318; Hs.83354; tysyl oxidase-like 2; SRCR,LysyLoxidase;TM=M;SS=M; 6.87 
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418203; X54942; Hs.83758; COC28 protein kinase 2; CKS;; 6.86 

410467; AF102546; Hs.63931; dachshund (Drosophila) homotog; Ski.Sno;TM=M;SS=M; 6.86 

425247; NMJJ05940; Hs.155324; matrix metalloproteinase 11 (stromelysin; henwpexin.Peptidase.MIO;; 6.85 

453064; R40334; Hs.89463; potassium large conductance caldunvadi; none.none; 6.83 

452046; AB018345; Hs.27657; KIAA0802 protein; none;TM=M;SS=N; 6.79 

417771; AA804598; Hs.82547; reUnoic acid receptor responder {tazaro; none,none; 6.79 

422293; X94453; Hs.1 14366; pyrroline-5-carboxylate synthetase (glut: a!oedh,aatdnase;TM=M;SS=N; 6.77 

431470; AA832417; Hs. 139650; ESTs; none,ig,pkinase,lRR,LRRCT; 6.76 

418738; AW388633; Hs.6682; solute carrier family 7, (cationic amino; none.none; 6.75 

418751; BE389014; Hs.372548; phospholnositide-34dnase, regulatory su; SH2,none; 6.74 

417886; M214584; ; ESTs; SPRY.7triL3.ANF jeceptor,none; 6.72 

412926; AI879076; Hs.75061; macrophage myrisloylated alanine-rich C ; MARCKS;; 6.70 

437960; A1669585; Hs.369312; ESTs; none.none; 6.68 

428953; AA306610; Hs.348183; tumor necrosis factor receptor superfami; 60s_ribosomaJ l Ribosomat_L10,TNFR c6,OEAD;; 6.66 
444006; BE395085; Hs.334762; type I transmembrane protein Fn14; ldUecepLa,PKD,MHCJ;TM=M;SS=Y; 6.65 
413040; AA193338; Hs.12321; sodiumcateium exchanger. Na_Ca_Ex;TM=Y;SS=M; 6.64 
449656; AA002008; Hs.188633; ESTs; PIP5K.none; 6.64 

447495; AW401864; Hs.18720; programmed cell death 8 (apoptosis-induc; pyrjedox;TM=M;SS=N; 6.62 

446063; AI720140; Hs.151079; ESTs; ISK_Channel,none; 6.61 

424762; AL1 1 9442; Hs.1 83684; eukaryotic translation initiation factor, none.none; 6.60 

421554; AW137676; Hs.97775; ESTs; none.none; 6.59 

418478; U3B945; Hs.1 174; cyclirKiependent kinase inhibitor 2A (me; ank;; 6.55 

424905; N^L002497; Hs.153704; NIMA (never in mitosis gene aj-related k; pkinase;TM=M;SS=N; 6.54 

448730; AB032983; Hs.21894; KIAA1 157 protein; PP2C;TM=M;SS=N; 6.54 

433577; AW007080; Hs.284192; ESTs; none,none; 6.53 

422627; BE336857; Hs.1 18787; transforming growth factor, beta-induced; Fasciciin,ABC tranABCjnembrane.GTP EFTU;TM=M;SS=M; 6.53 
442133; AW874138; Hs.129017; ESTs; type la transmembrane protein; LRR,LRROT,LRRCT;TM=Y;SS=M; 6.52 
430259; BE5501B2; Hs.375142; RalGEF-Bke protein 3, mouse homotog; fn3,RA.RasGEF;TM=M;SS=M; 6.52 
434263; N34895; Hs.79187; ESTs; ig.none; 6.49 

418322; AA284166; Hs.84113; cyclin-dependent kinase Inhibitor 3 (CDK; Y_phosphalase,DSPc;TM=M;SS=N; 6.48 
419942; U25138; Hs.93841; potassium large conductance calcium-adi; CaKB;TM=Y;SS=M; 6.47 
421064; AI245432; Hs.101382; tumor necrosis factor, alphataduced pro; none;TM=M;SS=N; 6.47 
432636; AA340864; HS.27B562; claudin 7; PMP22 Claudin;TM=Y;SS=M; 6.45 

431685; AW296135; Hs.267659; vav 3 oncogene; CH,DAG_PE-bind l PH.RhoGEF l SH2.SH3.DC1;TM=M;SS=N; 6.44 
428832; AA578229; Hs.324239; ESTs. Moderately similar toZN91_HUMAN Z; Osteopontin.none; 6.39 
436775; AA731111; Hs.372225; ESTs; none,none; 6.39 

424343; AW956360; Hs.4748; adenytale cyclase activating polypeptide; 7tm_2,HRM,none; 6.37 
421071; AI311238; Hs.104476; ESTs, Weakly simitar to CGHU1E collagen ; none;TM=Y;SS=M; 6.37 
438209; AL120659; Hs.6111; aryl-hydrocarbon receptor nuclear transl; HLH.PAS,IL8;TM=M;SS=N; 6.37 
438993; AA828995; ; gb:od77b0&s1 NCLCGAP_Ov2 Homo sapiens ; EGF,metalthio,lntegrin_B,PSI.none; 6.27 
406400; ; ; kafltkrein 8 (neuropsin/ovasin) (KLK8); trypsin;TM=M;SS=M; 6.27 
429556; AW139399; Hs.314807; ESTs; none;TM=M;SS=N; 6.26 

409269; AA576953; Hs.22972; steroid 5 alpha-reductase 2-fike; H5AR g; Sten*Ldh;TM=Y;SS=M; 6.25 

435732; AF229178; Hs.1 23136; leucine rich repeat and death domain con; none.none; 6.24 

439668; A1091277; Hs.302634; frizzled (Drosophila) homolog 8; Frizzled,FzJtm_2,toxin^;TM==Y;SS=M; 6.24 

412276; BE262621; Hs.73798; macrophage migration inhibitory factor (; MlF.sugarJr.none; 6.23 

436961; AW375974; Hs.155704; ESTs; none.none; 6.23 

434808; AF155108; Hs.256150; NY-REN-41 antigen; none;TM=M;SS=N; 6.22 

440006; AK000517; Hs.6844; NALP2 protein; PYRJ ^Containing APAFI-li; AAA.NB-ARC.PAAO_DAPI N;NA;NA; 6.20 

41 6224; NM „002902; Hs. 79088; reticutocalbin 2, EF-hand calcium bindin; efhand;; 6.20 

449027; AJ271216; Hs.22880; dipeptidylpeptidase III; PepBdase_M49,EGFJg r NeureguBn;TM=M;SS=N; 6.19 

418318; U47732; Hs.84072; transmembrane 4 superfamlly member 3; transmembrane4;TM=Y;SS=M; 6.19 

452551; U27071; Hs.29877; TXK tyrosine kinase; Beach.WD40,SH2,SH3.pkinase;TM=M;SS=N; 6.14 

418969; W33191; Hs.28907; hypothetical protein FU20258; SH3;TM*M;SS=N; 6.12 

445462; AA378776; Hs.288649; hypothetical protein MGC3077; none;; 6.11 

456534; X91 195; Hs.1 00623; phosphatase C. beta 3. neighbor pseudo; UM,PDZ,pkinase;; 6.11 

449700; L02867; Hs.78358; paraneoplastic antigen; none;TM=M;SS=N; 6.10 

428479; Y00272; Hs.334562; cell division cyde 2, G1 to S and G2 to; pkinase.lCEj)10 l ICE4)20;TM=M;SS=M; 6.10 

416209; AA236776; Hs.79078; MAD2 (mitotic arrest deficient, yeast h; HORMA;TM=M;SS=N; 6.09 

433159; AB035898; Hs.150587; kinestn-fike protein 2; bZIP.kinesln;; 6.08 

432432; AA541323; Hs.115831; ESTs; ig,Sema.PSI.none; 6.07 

409619; AK001015; Hs.55220; BCL2-assodated athanogene Z BAG;TM=M;SS=N; 6.04 

412723; AA648459; Hs.335951; hypothetical protein AF301222; none;TM=M;SS=N; 6.03 

424273; W40460; Hs.144442; phospholipase A2, group X; phoslip;TM=M;SS=Y; 6.03 

409430; R21945; Hs.346735; splicing factor, arginine/serine-rlch 5; DSPc.Rhodanese.none; 6.00 

421143; AB024536; Hs.102171; immunogtobuBn superfamily containing le; ig,LRR,LRRNT,U^RCT;TM=M;SS=M: 6.00 

428677; AI657119; Hs.351582; troponin I, cardiac; none;TM=M;SS=N; 6.00 

450098; W27249; Hs.8109; hypothefca) protein FU21080; SET,zf-MYND;TM=M;SS=N; 6.00 

410422; AL042014; Hs.63348; Homo sapiens, clone MGC:15203 t mRNA, com; C1q,Co«agen;; 5.99 

419972; AL041465; Hs.182982; go!girv67; none,none; 5.99 

421251; Z28913; Hs.102948; enigma (UM domain protein); UM.PDZ," 5.97 

403362; ; ; NtuL001615':Homo sapiens acfin, gamma 2, ; actin;; 5.95 

451541; BE279383; Hs.26557; ptakophain 3; Amiadiflo_seg;TM=M;SS=N; 5.95 

420253; AI656055; Hs.96200; neighbor of A-kinase anchoring protein 9; none;NA;NA; 5.93 

421506; BE302796; Hs.105097; thymidine kinase 1, soluble; TK;TM=M;SS=N; 5.93 

450447; AF212223; Hs.25010; hypothetical protein P15-2; NTF2;TM=M;SS=N; 5.92 

450747; AI064821; Hs.129953; ESTs. Highly similar to 1818357A EWS gen; rmuf-RanBP,GAS2; 5.92 

415211; R64730xomp; Hs.155986; DEAD/H (Asp-Glu-Afa-Asp/His) box potypep; DEAD,heficasej;.rmi t Ndr,(^Juiol,TI^ 

beta.DUF139.TPR.DSPc.tspJ,Ribosorr^_S21.rvp;TM=M;SS=N; 5.91 
429910; NKL000867; Hs.2507; 5-hydroxytryptamine (serotonin) receptor; 7tmJ ;TM=Y;SS=N; 5.90 
447131; NMJM4585; Hs. 17466; reBnoic acid receptor responder (tazaro; none;TM=Y;SS=N; 5.89 
437952; D63209; Hs.5944; solute carrier famay 11 (proton-coupled; none;TM=Y;SS=M; 5.89 
446291; BE397753; Hs.14623; interferon, gamrna-lnducible protein 30; GiLT;TM=M;SS=Y; 5.89 
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453102; NM 007197; Hs.31664; frizzled (OrosophHa) homolog 10; Fz,Frizzled,7tm_2;TM=Y;SS=M; 5.87 

426761; AI0T5709: Hs.1 72089; PORIMIN Pro-oncosis receptor inducing me; none;TM=Y;SS=M; 5.85 

425367; BE271188; Hs. 155975; protein tyrosine phosphatase, receptor t none;TM=M;SS=Y; 5.85 

426108; AA622037; Hs.166468; programmed cell death 5; OUF122;TM=M;SS=N; 5.84 

450502; T08065; Hs.1 18262; ESTs; ionjrans,ion Jrans; 5.84 

442652; AI005163; Hs.20137B; Homo sapiens cDNA FU40427 fis; none;TM=M;SS=N; 5.83 

424917; A1636208; Hs.96901; hypothetical protein FU23049; none;TM=M;SS=N; 5.83 

448569; BE382657; Hs.21 486; signal transducer and activator of trans; SH2,STAT,STAT_bind,STAT_protTM=M;SS=N; 5.82 
422616; BE300330; Hs.1 18725; selenophosphate synthetase Z AIRS,AIRS..C;TM=M;SS=N; 5.82 

4451 33; AW 157646; Ks.198689; ESTs; efhand.spectrin,GAS^Sm,Rectin,RA,Xytose>orn,FliD 1 bZIP Jr(>pomyosin,Myc-l2,M,tdh_C,CH 1 AlP3;TN*=M;SS=N; 5.79 

426215; AW963419; Hs.155223; stanroocalcin 2; Stannixaltin;; 5.76 

414482; S57498; Hs.76252; endotheHn receptor type A; 7tmJ;TM*Y;SS=M; 5.75 

414809; AI434699; Hs.77356; transferrin receptor (p90, CD71); PA;TM=Y;SS=N; 5.74 

452683; AID89575; Hs.374574; progesterone membrane binding protein; homeobox,none; 5.72 

432201; AI53B61 3; Hs.298241; Transmembrane protease, serine 3; MUecepLa.trypsin;TM=Y;SS=M; 5.72 

429345; R11141; Hs.199695; hypothetical protein; KJetra,SAM; 5.72 

449458; AJ805078; Hs.208261; ESTs; Frizzled.Fz.none; 5.72 

418526; BE019020; Hs.85838; solute carrier family 16 (monocarboxylic; none;TM=Y;SS=M; 5.71 
418848; AI820951; Hs.193465; ESTs; PDZ.pkinase.none; 5.70 

426227; U67058; Hs.1 54299; Human proteinase activated receptor-2 mR; 7tm_1;TM=Y;SS=M; 5.69 

411190; AA306342; Hs.69171; protein kinase Olike 2; pkinase,pWnase_C,HR1;TM=M;SS=N; 5.69 

41 1263; BE297802; Hs.69360; kinesin-Tike 6 {mitotic centromere-assoc; Wnesin;TM=M;SS=N; 5.69 

445136; AI346014; Hs.143949; ESTs, Weakly similar to Achaete-Scute ho; lonJrans,ion_trans; 5.69 

409223; AA312572; Hs.352852; phosphoinositide-3-kinase, regulatory su; SH2,SH3,RhoGAP,none; 5.67 

43001 6; NM 004736; Hs.227656; xenotropic and polytroptc retrovirus rec; SPX,EXS;TM=Y;SS=N; 5.66 

429638; AI9?6662; Hs.21 1577; kinectin 1 (kinesin receptor); bZIPJrorx)rr^in^pectrinXBP3PLC£TP356,M;TM=Y;SS=M; 5.65 

450334; AF035959; Hs.24879; phosphatide acid phosphatase type 2Q PAP2;TM=Y;SS=M; 5.64 

453950; AA156998; Hs.348037; eukaryotic translation initiation factor; none;; 5.64 

425889; M57414; Hs.161305; tachykinin receptor 2; 7lm_1;TM=Y;SS=M; 5.64 

432527; AW975028; Hs.102754; ESTs; none,none; 5.64 

441384; AA447849; Hs.288660; retinoic acid induced 3; 7tm_3,none; 5.63 

419080; AW150835; Hs.18878; hypothetical protein FU21620; 20G-Fell_Oxy;TM=M;SS=N; 5.63 

447217; BE465754; Hs.17778; neuropilin 2; CUB,MAM.F5_F8Jype_C;TM=M;SS=M; 5.61 

440422; AW452696; Hs.130760; myosin phosphatase, target subunit 2; BTB.Kelch.anMone; 5.58 

431341; AA307211; Hs.251531; proteasome (prosome, macropain) subunit; proleasome;TM=M;SS=N; 5.58 

432B05; X94630; Hs.3107; CD97 antigen; 7tmJ,EGF,GPS 1 FecCD;TM=Y;SS=M; 5.55 

449230; BE613348; Hs.356392; melanoma ceil adhesion molecule; lg,isodh,Ribosomal_L6 ( F-box;TM=Y;SS=M; 5.55 

441607; NNL005010; Hs.7912; neuronal cell adhesion molecule; WD40,fn3,ig;TM=M;SS=N; 5.54 

400303; AA242758; Hs.79136; LIV-1 protein, estrogen regulated; none,none; 5.54 

434826; AF 155661; Hs;22265; pyruvate dehydrogenase phosphatase; PP2C,none; 5.53 

404210; ; ; NMJJ05936: Homo sapiens myeloid/lymphoid ; FHA,PQZ,RA,DIL;TM=M;SS=N; 5.53 

408051; AI623351; Hs.172148; ESTs; PH.RhoGAP.none; 5.53 

436726; AA324975; Hs.198689; ESTs, Weakly similar to T00079 hypothefi; eftaraUpectnX(^S2,SH3,Rectin,RA^ 

UM,ldh_.C,CH,A!P3;TM=M;SS=N; 5.53 
416084; LI 6991; Hs.79006; deoxythymidylate kinase (thymidytatekin; none,none; 5.52 
426667; AI375550; Hs.346868; nucleolar protein p40; homolog of yeast ; none.none; 5.51 
433907; AW296107; Hs.152686; ESTs; Armadillo^eg.none; 5.50 
442821; BE391929; Hs.8752; transmembrane protein 4; none;; 5.50 
422282; AF019225; Hs.1 14309; apolipoproteln L; MotA_ExbB;TM=Y;SS=M; 5.49 
439820; AL360204; HsJ283853; Homo sapiens mRNA full length insert cDN; none,none; 5.49 
428771; AB028992; Hs.193143; KIAA1069 protein; C2 l P1-PLC-Y,PH a LC-X;TM=M;SS=N; 5.48 
452256; AK000933; Hs.28661; Homo sapiens cDNA FU10071 fis, done HE; GDI,7tmJ,none; 5.48 
442013; AA506476; Hs.375009; Human DNA sequence from clone RP11-353C1; none,none; 5.48 
408056; AA312329; Hs.42331; ephrin-A4; Ephrin;TM=M;SS=M; 5.47 
422765; AW409701; Hs.1578; bacutovlral IAP repeat^ontaining 5 (sun BIR;TM=M;SS=N; 5.47 
420297; AI62B272; Hs.128757; ESTs. Weakly similar to ALU1.HUMAN ALU S; pkinase,TUDOR,none; 5.47 
428385; AF1 12213; Hs.184062; putative Rab5*iteracting protein; SH2,SH3n 5.45 

424517; AI539443; Hs.1 37447; Homo sapiens cDNA FU 12169 fis, clone MA; SH2,STAT,STATJjind,STAT_protnone; 5.45 

441560; F13386; Hs.7888; v-erb-a avian erythroblastic leukemia vi; pxinase,Recep_L_domain.Furin4ike 1 YLP,none; 5.44 

414883; AA926960; Hs.348669; COC28 protein kinase 1; CKS;; 5.43 

450402; BE218027; Hs.89969; ESTs; SH3,none; 5.42 

428484; AF1O4032; Hs.184601; solute carrier family 7 (cattonlc amino ; 

aaj)errreases,pyridoxaLdeabrornodoniain.PH S.42 
. 430696; AA531276; Hs.59509; ESTs; pkjnase.PP2e.none; 5.42 

412350; A1659306; Hs.73826; protein tyrosine phosphatase, norwecept; Y_phosphatase,Band.41,PDZ;TM=M;SS=r4; 5.42 

444783; AK001468; Hs.62180; anilfin (DrosophBa Scraps homolog), act PH.none; 5.41 

448379; AJ097463; Hs.21035; KIAA1 130 protein; none^ip; 5.41 

410082; AA081594; Hs.15831 1; MusasN (Drosophiia) homolog 1;rrm;TM=M;SS=N; 5.41 

411817; BE302900; Hs.72241; tratogen-activated protein kinase kinase ; pWnase;TM=M;SS=M; 5.40 

445413; AA151342; Hs.12677; CGU47 protein; UPF0099;TM=M;SS=M; 5.39 

451863; AL1 20634; Hs.331803; ATPase, Ca transporting, plasma membrane; (^nSOJCPI.EI^J^TPase.Cation^TPase.C.C^tionjATPase^N, Hydrolase^ 5.38 

442875; BE6230Q3; Hs.23625; Homo sapiens done TCCCTA00142 mRNA sequ; KJeua,DUF51,none; 5.38 

439963; AW247529; Hs.6793; platelet-activating factor acetylhydrota; PAF^AHJb f Upase_GDSUTM=M;SS=N; 5.36 

450825; ACO05954; Hs.25527; tight junction protein 3 (zona occtuoens; PDZ,Guanylate_kin~ 5.34 

441031; AI110684; Hs.7645; fibrinogen, B beta polypeptide; fibrinogen_C,G-alpha,arf;TM=M;SS=M; 5.33 

408369; R38438; Hs.1 1 8747; SLC15A2 Solute carrier family 15 (H«Vpep; PTR2;TM=Y;SS=N; 5.33 

435391; AA704588; Hs.58934; ESTs; PIP5K,none; 5.33 

411779; AA292811; Hs.72050; non-metastafc cells 5, protein expresse; NDK;; 5.33 

422170; AI791949; Hs.112432; anti-Mutlerian hormone; TGF-beta;; 5.32 

447350; AI375572; Hs.172634; v-erb-a avian erythroblastic leukemia vi; pldnase,Recep^don^Furuvlixe.YLP.none: 5.32 
449964; AW001741; Hs.24243; hypothefical protein FU10706; pkinase;TM=M;SS=N; 5.31 
426427; M86699; Hs.169840; TTK protein kinase; pkinase;; 5.30 
430407; H23551; Hs.30974; ESTs; pkinase.PBD,none; 5.29 
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416847; L43821; Hs.80251 ; enhancer of filamentetion 1 (cas-fike do; SH3;TM=M;SS=N; 5.27 

425308; M97639; Hs.155585; receptor tyrosine kinase-like orphan rec; ig.kringte,pktoase,Fz;TM=Y;SS=M; 5.27 

424596; AB020639; Hs.151017; estrogen-felated receptor gamma; hormone^ec,zf-C4;TM=M;SS=N; 5.27 

428013; AF151020; Hs.181444; hypothetical protein; none;TM=Y;SS=M; 5^6 

447384; AI377221; Hs.40528; ESTs; SH3.Sorb,none; 5.26 

441824; AB007871; Hs.7977; KIAA0411 gene product; SH3,RhoGAP;TM=M;SS=N; 5.26 

438493; A1130740; Hs.6241; phosphoinositide-3-kinase, regulatory su; SH2,SH3,RhoGAP;TM==M;SS=N; 5.26 

428579; NM.005756; Hs.184942; G protein-coupled receptor 64; 7tmJ,GPS;TM=Y;SS=M; 5.25 

414359; M62194; Hs.75929; cadherin 11, type 2, OB-cadherin {osteob; cadherin,Cadherin C_term;TM=Y;SS=M; 5.25 

426440; BE382756; Hs.169902; solute carrier family 2 (facilitated glir, sugar_tr;TM=Y;SS=M; 5.24 

427157; U51 166; Hs.173824; thyniine-DNA glycosytase; UDG;TM=M;SS=N; 5.24 

423585; BE350494; Hs.49753; uvea! autoanligen with coiled coil domai; ank,bZIP,M,DUF164,AIP3;; 5.23 

452721 ; AJ269529; Hs.301 871 ; solute carrier family 37 fefyceroW-pho; MORN,sugar_tr;TM=Y;SS=M; 5.23 

427747; AW411425; Hs.1 80655; Eertfie/threonlne kinase 12; pWnase;TM=M;SS=N; 5.23 

417821; BE245149; Hs.82643; protein tyrosine kinase 9; cofifinJVDF;; 5.23 

412507; L36645; Hs.73964; EphA4; fn3.pkinase,SAM,EPHJbd;TM=Y;SS=M; 5.23 

426770; AI94861B; Hs.150178; ESTs; Sulfate_transp.STAS;TM=Y;SS=N; 533 

422583; M4 10506; Hs.27973; KIAA0874 protein; ank,G-alpha;TM=M;SS=N; 5.22 

414368; W70171; Hs.75939; uridine monophosphate kinase; PRK,CoaEn 5.22 

448093; AW977382; Hs.15898; 2.4-dienoyl CoA reductase 2, peroxisomal; adh_short;; 5.21 

443546; AI085198; Hs.164226; Thrombospondin 1; EGF,tspJ,vwc,TSPN,tsp_3 r none; 5.18 

457916; BE085271; Hs.8834; ring finger protein 3; pkinase.none; 5.18 

433933; AI754389; Hs.355397; Homo sapiens clone TCCCIA00164 mRNA sequ; none;NA;NA; 5.18 

436469; AK001455; Hs.5198; Down syndrome critical region gene 2; none;; 5.17 

433662; W07162; Hs. 150826; RAB25 RAB25, member RAS oncogene family, ras,ABCjran,arf;TM=M;SS=M; 5.17 

450511; R07423; Hs.85092; thyroid hormone receptor inieractor 11; Myosin tall.EGF; 5.16 

409132; AJ224538; Hs.50732; protein kinase, AMP-activaled, beta 2 no; none;TM=M;SS=N; 5.15 

454438; AA224053; Hs.1 72405; ceil division cycle 27; SPRY.7tm 3.ANF recepton 5.14 

413869; NM_00087B; Hs.75596; inlerleukin 2 receptor, beta; none;TM=Y;SS=M; 5.14 

422051; AW327546; Hs.1 1 1024; solute carrier family 25 (mitochondrial ; mito_carr;TM=M;SS=N; 5.14 

415474; NMJH4252; Hs.78457; solute carrier family 25 (mitochondrial ; mito carr;TM=M;SS=N; 5.14 

411 704; AI499220; Hs.71 573; hypothetical protein FU10074; pkinase;TM=M;SS=N; 5.1 3 

422278; AF072873; Hs.1 1421 8; frizzled (Drosophila) homoiog 6; Fz,FrizzJed,7tm_2;TM=Y;SS=M; 5.13 

454128; AL031259; HsJ67900; programmed cell dealh 2; zf-MYND;TM=M;SS=N; 5.13 

431322; AW970622; Hs.376626; gb:EST382704 MAGE resequences, MAGK Homo; none,none; 5.13 

444754; T8391 1 ; Hs.1 1 881 ; transmembrane 4 superfamily member 4; none;TM=Y;SS=M; 5.12 

422867; L32137; Hs.1584; cartilage oCgomeric matrix protein (pse; tsp^3,EGF; 5.1 2 

416498; U33632; Hs.79351; potassium channel, suWamBy K, member 1; ionJrans;TM=Y;SS=M; 5.1 1 

436494; AA720997; Hs.128295; ESTs; nor«,CAP„GLY > HC03_(»transp,Gryco_hydro_63.PH; 5.11 

419833; AA251131; Hs.220697; Homo sapiens tryptophanykRNA synthetas; WHEP-TRS,tKNA-synUb,none; 5.10 

453387; AI990741; Hs.252809; ESTs; Na_Ca_Ex,none; 5.07 

413076; U10564; Hs.75188; weel (S. pombe) homolog; pkinase;TM=M;SS=N; 5.07 

456906; AF1 17646; Hs.156637; Cas-Br-M (murine) ectopic retroviral tr, 2f-C3HC4,CbLN,Cbl_N2,Cbl N3;TM=M;SS=N; 5.07 
438746; AI885B15; Hs.1 84727; Human melanoma-associated antigen p97 (m; transferrin,Guanylate_kin 1 PDZ 1 SH3; 5.07 
448520; AB002367; Hs.21355; doublecortin and CaM klnase-like 1; pkinase,DCX;TM=M;SS=N; 5.C5 
413745; AW247252; Hs.75514; nucleoside phosphorylase; Mtap_PNP;; 5.06 

407235; D20569; Hs.169407; SAC2 (suppressor of actin mutations 2, y; none.RibosomaLS 13, Galactosyl T^to,adh_short,zf-C3HC4; 5.06 

421369; NMJJ05089; Hs.171909; U2 small nuclear ribonucleoprotein auxil; rrrruf-CCCH,lectn cintegrln B;TM=M;SS=N; 5.06 

412170; D16532; Hs.73729; very low density fipoprotein receptor, idLrecepLa,lo1_recepLb.E<S ;TM=M;SS=M; 5.06 

442599; AF078037; Hs.324051; RelA-associated Inhibitor; SH3,ank;TM=to;SS=N; 5.05 

421109; L32832; Hs.101842; AT-Knding transcripfion factor 1; HMG14_174wmeobox^f-C2H2;TM=M;SS=M; 5.05 

453880; A1803166; Hs.135121 ; ESTs, Weakly similar to I38022 hypotheli; HSP70,none; 5.05 

431512; BE270734; Hs.2795; lactate dehydrogenase A; Wh,ldh_C.SH3,pldnase,UBA;TM=M;SS=N; 5.05 

435411; AW444619; Hs. 138211; ESTs; none,pWnas8; 5.04 

419088; AI538323; Hs.3676B8; integral, beta 8; integrin_B.none; 5.04 

425003; AF11 9046; Hs.1 54149; apurinic/apyrirrridinic endonuclease(APEX ; Troponln.Exo endojte,IQ;TM=M;SS=N; 5.04 

428376; AF119665; Hs.184011; pyroprujsphataseOnorganfc); Pyrophosphatase;TM=M;SS=N; 5.03 

41X73; AL038165; Hs.75187; transtocase of outer mitochondrial membr; MAS20^A20,VPS9;TM=M;SS=M; 5.03 

436415; BE265254; Hs.343258; proHferaiiorvassociated 2G4. 38kD; Peptidase^.Fimivfike.pkinase.Recep l^domain.ethand; 5.01 

449674; AW444937; Hs.233482; ESTs; (2,PI-PLC-Y,PI-PLCOCnone; 5.01 

445333; BE537641; Hs.44278; hypotheUcal protein FU12538 similar to; ras,arf.TK;; 5.01 

412133; U83460; Hs.104557; solute carrier family 31 (copper transpo; none;TM=Y;SS=N; 5.01 

446488; AB037782; Hs.15119; KIAA1361 protein; pkinase;; 5.00 

449474; AA019344; Hs.2055; ubiquitin-acfJvating enzyme El (A1S9T an; ThiF,UBACT,pldnase,UCH-2,UCH-1,rrm^f-C2H2^-RanBP,Gi)ateh; 5.00 

416365; U15131; Hs.79265; suppressing tomongenidty 5; DENN,dDENN,uDEN N;TM=M;SS=N; 5.00 

421351; AU076667; Hs.1 03755; receptor-interacting serine-lhreonine kr; CARD,pkinase;TM=M;SS=N; 4.99 

413219; AA878200; Hs.1 18727; Homo sapiens cDNA FU13692 fc. clone PL; HLH,death,WFLc6^l-CcAJiydro; 458 

442007; AA301 11 6; Hs.142838; nucleolar phosphoprotein Nopp34; rrmJRK,- 4.95 

441085; AW136551; Hs.181245; Homo sapiens cDNA FU 12532 fis, done NT; none/ione; 455 

426310; NM_000909; Hs.169266; neuropeptide Y receptor Y1;7trrLl:TM=Y;SS=M; 4.95 

45771 8; F18572; Hs.22978; ESTs, Weakly similar to ALU4 HUMAN ALU S; pkinase.pkinase; 4.94 

408805; H69912; Hs.48269; vaccinia related kinase 1; pkinase;TM=M;SS=N; 4.94 

427541 ; A1798983; Hs.375835; solute carrier family 35 {CMP-siafic aci; none,none; 4.94 

452792; AB037765; Hs.30652; K1AA1344 protein; thtored;TM=M;SS=M; 4.93 

430713; AA351647; Hs.2642; eukaryolic translafion elongation factor; GTP_EFTU , GTP_E FTU D3.GTP EFTU D2;; 4.93 
444838; AV651680; Hs.208558; ESTs; integrin_A,FG-GAP,none; 453 

440516; S42303; Hs.161; cadherin 2, type 1, N-cadherin (neuronal; HNH,cadherin,Cadherin_C term;TM=M;SS=N; 4.92 
421302; T34462; Hs.103291; neurifin; none;TM=M;SS=Y; 4.91 

452291; AF015592; Hs.28853; CDC7 (cell division cyde 7. S. cerevisi; pkinase;TM=M;SS=N; 4.91 
408657; AA782601; Hs.378649; ESTs; B55,none; 4.91 

439750; AL359053; Hs.57664; Homo sapiens mRNA full length insert cDN; IMPDH C.IMPDH N,CBS,integrin B.Ricin B lectin- 4 91 
421462; AF016495; Hs.104624; aquaporin 9; MIP;TM=Y;SS=M; 4.90 - 

424503; NMJJ02205; Hs.149609; integrin. alpha 5 (fibronectin receptor,; integrin J A t FG-GAP;TM=Y;SS=N; 4.89 
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438564; AA381553; Hs. 198253; major histocompatibility complex, class ; ig.MHC II alpha,none; 4.89 

427540; AF058293; Hs.180015; Ckfopachrome tautomerase; <X)X8,SHMT l MlF,GCT_C,EF1G_d^ 2,rrm.PAP assx;TM=Y;SS=M; 4.88 

434521; NMJJ02267; Hs.3886; karyopherin alpha 3 (importin alpha 4); Armadilto_seg,IBB;TM=M;SS=N; 4.88 

414821; M63835; Hs.77424; Fc fragment of IgG, high affinity la, re; lg;TM=Y;SS=M; 4.88 

4241 18; BE269041; Hs. 140452; cargo selection protein (mannose 6 phosp; periGpin;; 4.68 

410539; BE269047; Hs.65234; hypothetical protein FU20596; DEAD.helicase C.PRWP3;TM=M;SS=N; 4.87 

417089; H52280; Hs.18612; Homo sapiens cDNA: FU21909 lis. clone H; voltage CLC.CBS.none; 4.86 

429303; AW137635; Hs.44238; ESTs, WeaMy similar to S65657 alpha-1C-; Phosphodiest,Somatomedin B.Endonudease.none; 4.86 

417656; AI345001; Hs.82380; menage a trois 1 (CAK assembly (actor); zf-C3HC4;TM=M;SS=N; 4.86 

453854; AW021407; Hs.21068; hypothetical protein; none,none; 4.86 

453082; H18835; Hs.31608; hypothetical protein FU20041; ion trans;TM=Y;SS=M; 4.85 

413407; AI356293; Hs .75339; inositol polyphosphate phosphatase-like ; SH2,SAM,Exo_endo_phos;; 4.85 

417866; AW067903; Hs.82772; collagen, type XI, alpha 1; Cdlagen.COLfl.TSPN.laniinin G.CorA;; 4.85 

435652; N32388; Hs.334370; uncharacterized hypothalamus protein HBE; none;TM=M;SS=N; 4.84 

41 9355; M428520; Hs.90061; progesterone binding protein; hemeJ;TM=Y;SS=M; 4.83 

431441; U81961; Hs.2794; sodium channel, nonvoltage-gated 1 alpha; ASC;TM=Y;SS=N; 4.83 

408983; NM_000492; Hs.663; cystic fibrosis transmembrane conductanc; ABC_tran ABC_mernbrane,PRK,Bac_export_3;TM=Y;SS=N; 4.83 

425465; L1 8964; Hs. 1904; protein kinase C. iota; pWnase,DAG_PE-bind,pkinase C.OPR;TM=M;SS=N; 4.82 

435232; NMJJ01262; Hs.4854; cyclin-dependent kinase inhibitor 2C (p1; ank;TM=M;SS=N; 4.81 

424490; AJ278016; Hs.55565; ankyrin repeat domain 3; ank,pkinase;TM=M;SS=N; 4.81 

425743; BE395495; Hs.159428; BCl2-assccialed X protein; Bcl-2;TM=Y;SS=N; 4.81 

453354; W55946; Hs.234863; Homo sapiens cDNA FU 12082 6s, clone HE; transmembrane^ none; 4.81 

450883; NM_001348; Hs.25619; death-associated protein kinase 3; pkinase;TM=M;SS=N; 4.79 

429736; AF1 25304; Hs.212680; tumor necrosis factor receptor superfami; TNFR_c6;TM=M;SS=M; 4.79 

431183; NWL006855; Hs.250696; KDEL (Lys-Asp-Glu-Leu) endoplasmic relic; ERJumenjraepi;TM=M;SS=M; 4.79 

409960; BE261944; Hs.355264; hexokinase 1; none,none; 4.78 

422795; AB033109; Hs.37561 0; KIAA1283 protein; 7tm J ,kazaJ,A2M,A2M_N;TM=Y;SS*M; 4.78 
423619; T48691 ; Hs.2491 59; adrenergic, alpha-2A-, receptor; 7tm_1 ,7tm J;TM=Y;SS=M; 4.78 
429305; AF095727; Hs.287832; myelin protein zero-like 1; ig,transmembrane4;TM=Y;SS=M; 4.78 
427700; AA262294; Hs.180383; dual specificity phosphatase 6; Rhodanese,DSPc;TM=M;SS=N; 4.77 
447343; AA256641; Hs.236894; ESTs. Highly similar to S02392 alpha-2-m; none.none; 4.76 

444672; Z95636; Hs.11669; laminin, alpha 5; lammin.EGFJamininJS.EGF.TNFRjtf.lam^^^ 4.76 

407722; BE252241; Hs.38041; pyridoxal (pyridoxine, vitamin B6) kinas; pfkB;TM=M;SS=N; 4.75 

438330; AW450572; Hs.257316; ESTs; pWnase,zf-C4,ERM,CNH,none; 4.75 

410687; U24389; Hs.65436; lysyl oxidase-like 1 ; LysyLoxidase;; 4.75 

411165; NM_000169; Hs.69089; galactosidase, aftha; Melibiase;; 4.75 

425548; AA890023; Hs.1906; prolactin receptor, fn3;TM=Y;SS=M; 4.73 

434158; T85534; Hs.14372; ESTs; adenylalekinase,none; 4.73 

459035; AW291 109; Hs.332563; ESTs, Weakly similar to T3161 1 hypctheti; norie,SH3.myosinJiead,1Q; 473 
409012; AL1 17435; Hs.49725; DKFZP434I216 protein; PH,RhoGEF;TM=M;SS=M; 4.73 
434503; T96231; Hs.17752; ESTs; SH3.Sorb.none; 4.73 

446342; BE298665; Hs.14846; solute carrier family 7 (cationic amino ; none;TM=M;SS=N; 4.72 
427418; AA402587; Hs.356667; LAT1-3TM protein; none.none; 4.71 

449433; AJ672096; Hs.901 2; ESTs, Weakly similar to S26650 DNA-bindi; Frizzled.Fz,Frizzled,Fz; 4.71 
418910; 225821 ; Hs.89456; Homo sapiens, Similar to dodecenoyl-Coen; ECH;; 4.70 

414907; X90725; Hs.77597; polo (DrosophiaHike kinase; fol»sonialJ.37ae,pidnase,POLOJ)ox,W 4.70 

442199; BE277633; Hs.372542; etoposide-induced mRNA; none;TM=Y;SS=M; 4.69 

418870; AF147204; Hs.89414; chemokine (OX-C motif), receptor 4 (fus; 7tmJ Jtm 2;TM=Y;SS=M; 4.69 

453922; AF053306; Hs.36708; budding uninhibited by benzimidazoles 1 ; none;; 4.69 

418558; AW082266; Hs.86131; Fas (TNFRSF6)-associated via death domai; death,DED;; 4.68 

434164; AW207019; Hs.148135; serine/threonine kinase 33; pkinase;TM=M;SS=N; 4.68 

443323; BE560621; Hs.9222; estrogen receptor binding site associate; none;TM=M;SS=M; 4.68 

4002B8; X06256; Hs.149609; integrin. alpha 5 {fibronectin receptor,; integrin_A,FG-GAP;TM=Y;SS=N; 4.68 

418838; AW385224; Hs.3519B; ectonucteotide pyrophosphatase/phosphodi; Phosphodlest;TM=Y;SS=M; 4.67 

417426; NMJW2291; Hs.82124; laminin, beta 1; laniinin_EGF,laminin_Ntermjntegnn B;; 4.67 

425976; C75094; Hs.334514; NG22 protein; voltage CLC;TM=Y;SS=M; 4.66 

407844; AW073716; Hs.8037; ESTs; transmembrane4,none; 4,66 

450656; AA010539; Hs.18912; unnamed protein product; zf-C2H2;; 4.66 

42031 1; AW445044; Hs.38207; Human DNA sequence from clone RP4-53QI15; none,none; 4.65 

404287; ; ; FGENESH predicted novel CUB-domain conta; none.none; 4.64 

452747; BE153B55; Hs.61460; Ig superfamiry receptor LNIR; lg,Rhabd_glycop;TWNY;SS=M; 4.63 

426580; AA320160; Hs.17181 1; adenylate kinase 2; adenylatekinase;TM=M;SS=N; 4.63 

430397; AI924533; Hs.1 05607; bicarbonate transporter related protein ; HC03_cotransp;TM=Y;SS=N; 4.63 

447656; NM-003726; Hs.19126; src klnase-associated phosphoprotein of ■ SH3,PH;TM=M;SS=N; 4.63 

414271; AK000275; Hs.75871; protein kinase C binding protein 1; bromodomain,PHD,PWWP^f-MYND;TM=M;SS=N; 4.62 

429126; AW172356; Hs.99083; ESTs; 7tmJ,none; 4.61 

429150; AF120103; Hs.197366; smoothened (Drosophfla) homolog; COX8,SHMT,MIF,(KTj; t EF1Gjjomam,GST^^^^ 
4.60 

409220; BE243323; Hs.51 233; tumor necrosis factor receptor superfami; TNFR^c6,death,Lipoprotein_5 i TlL;TM=Y;SS=M; 4.60 

421921; H83363; Hs.355993; translocase of inner mitochondrial membr, zf-Tim10_DDP,emand,CH.spectrin,serpin;"rM=M;SS=N; 4.60 

429083; Y09397; Hs.227817; BCL2-related protein A1; BcW;TM=M;SS=N; 4.59 

400290; H18836; Hs.31608; hypotheticat protein FU20041; none.Cys.knot; 4.59 

430379; AF1 34149; Hs.240395; potassium channel, subfamily K, member 6; ionJrans;TM=Y;SS=M; 4.59 

409645; Al 142265; Hs.5549B; geranylgeranyl diphosphate synthase 1; polyprenyl_syntTM=M;SS=N; 4.59 

427373; AB007972; Hs.130760; myosin phosphatase, target subunit 2; ank;TM=M;SS=N; 4.58 

437212; AI765021; Hs.210775; ESTs; UDPGT.none; 4.58 

430396; D49742; Hs.241353; hyaluronan-binding protein 2; ank.deathZUS.EGF.Mngte.trypsin.Nebulin.UM;; 4.57 

452069; AB028949; Hs.183994; K1AA1026 protein; Metallophos;TM=M;SS=N; 4.56 

416041; AA345547; Hs.53263; hypothetical protein FU13287; WO40;; 4.55 

434511; R28982; Hs.18106; ESTs; pkinase,GlycoJivdro_39; 4.55 

410174; AA306007; Hs.59461; DKFZP434C245 protein; none.DSPc; 4.55 

418758; AW959311; Hs.172012; hypoihetical protein DKF2p434J037; pkinase,RI01;TM=M;SS=N; 4.55 

451367; AA923729; Hs.26322; cell cyde related kinase; pkinase;TM=M;SS=N; 4.54 
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417433: BE270266; Hs.82128; 5T4 oncofetal trophoWast glycoprotein; LRRLRRNT,LRRCT;TM=Y;SS=M; 4.54 

41 1296; BE207307; Hs.10114; growth suppressor 1; 20G-Fell Oxy;TM=M;SS=M; 4.53 

439975; AW328081; Hs.6817; inosine triphosphatase (nudeosFde triph; Ham1pJike;TM=M;SS=N; 4.53 

431992; NM_002742; Hs.2891; protein kinase C, mu; pkinase,DAG_PE-bind,PH;TM=M;SS=M; 4.53 

443303; U67319; Hs.9216; caspase 7, apoptosis-relaled cysteine pr, pkinase,ICEj>10,ICEj>20;TM=M;SS=M; 4.53 

428005; AW302245; Hs.181390; casein kinase 1, gamma 2; pkinase;TM=M;SS=N; 4.52 

407775; NMJW4914; Hs.38772; RAB36, member RAS oncogene family; ras,arf;TM=M;SS=N; 4.52 

435523; T62849; Hs. 11090; membrane-spanning 4-domains, subfarrfly A; none;TM=Y;S$=M; 4.51 

447321; AW271217; Hs.281434; Homo sapiens cDNA FU14028 fis. done HE; none.none; 4.51 

405484; ; ; C30021 24-;gr|1 2737280|ref]XP_0066SZ2i k; none;; 4.50 

443605; H06865; Hs.134131; ESTs; efhand,ion_trans,none; 4.50 

431738; AW237726; Hs.288549; hypothetical protein FU14710; 7tmJ.zW^HC4MSPRY,KRAB^-C2H2,rve^box;TM=Y;SS=M; 4.50 
422112; BE540240; Hs.1 11783; Lsm1 protein; Sm,BAG;; 4.49 

418869; AW516565; ; gb3(q01d05jc1 Soares_NHCeC_cervfca!Jumo: none.RasGAP.WW.IQ; 4.48 

447898; AW969638; Hs.1 1 2318; 6.2 kd protein; none.none; 4.48 

450B07; AL050373; Hs.25213; hypolheticai protein; SH3;TM=M;SS=N; 4.48 

418918; X07871; Hs.89476; CD2 antigen (p50), sheep red blood cell ; tg;TM=Y;SS=M; 4.48 

424823; NM_006226; Hs.153322; phospholipase C, epsilon; C2,PH,PI-PLC-Y t PI-PLC-X;TM=M;SS=N; 4.48 

426812; AF105365; Hs.1 7261 3; solute carrier family 12 (polassiumfchlo; none;TM=Y;SS=N; 4.47 

439237; AW408158; Hs.318893; ESTs, Weakly similar to A475B2 B-cell gn Furin-iike,pkinase,Recep^domain,YLP,none; 4.47 
435615; Y15065; Hs.4975; potassium voltage-gated channel, KQT-IQc t ionJrans,KCNQ1_channel;TM=Y;SS=N; 4.47 
427557; NM_002659; Hs.179657; plasminogen activator, urokinase recepto; UPARJ.Y6.ET, PLA2_inh;; 4.47 
428727; AF078847; Hs.78452; general transcription factor IIH, polype; PH04,UM;TM=M;SS=N; 4.46 
412760; AW379030; Hs.41324; ESTs; CbLN,aLN2,Cbl_N3 t UBA^f-C3HC4 1 none; 4.45 

409093; BE243834; Hs.50441; CGI-04 protein; RibosornaLU7ae I pWnase,POLO„box,tRNA-synL1b l dynarnin,dynamin J,GED,bZIP,M;; 4.46 
434375; BE277910;Hs.3833;3 , -phosphoadenosine5'-phosphosuifatesy;APS kinase.ATP-sulfurylase.PRK.Thymidylate kin;; 4.46 
447434; R16890; Hs.137135; ESTs; pkinase,fn3,ig,pkinase,fn3; 4.45 

422010; AA302049; Hs.31 181; Homo sapiens cDNA: FU23230 fis, clone C; none.SDF,sugar tr; 4.45 

414108; AI267592; Hs.75761; SFRS protein kinase 1; ank,PH,OxysteroI_BP lP kinase;TM=M;SS=N; 4.44 

457001; J03258; Hs.2062; vitamin D (1,25-dihydroxyvitamin D3) re; hormone_rec,zf-C4,Metallothio„5;TM=M;SS=N; 4.44 

409686; AK000002; Hs.55879; Homo sapiens mRNA; cDNA DKFZp434L0827 (f; ABC_tran,ABC^membrane;TM=M;SS=M; 4.44 

4081 13; T82427; Hs.194101; Homo sapiens cDNA: FU20869 fis, clone A; 7tm_3,none; 4.44 

436823; AW749865; Hs.1 17077; ESTs, Weakly similar to I38022 hypolheti; aa_permeases,zf- 

C2H2.KRAB,pyrioYwaLde(;brom^ 
450505; NNL004572; Hs.25051; plakophilin 2; Armadillo_seg;TM=M;SS=N; 4.43 
437915; A1637993; Hs.202312; Homo sapiens clone N11 NTera2D1 teratoca; none.none; 4.43 
417412; X16896; Hs.82112; inlerieukin 1 receptor, type I; ig,TlR;TM=M;SS=M; 4.43 
445033; AV652402; Hs.72901 ; cyclin-dependent kinase inhibitor 2B (p1; ank;; 4.43 
41 1027; AF072099; Hs.67846; leukocyte irnmunoglobulin-fflce receptor, ; inositol_P,^;TM=M;SS=N; 4.43 
452124; AA454220; Hs.61170; ESTs; pkinase,none; 4.43 

422599; BE387202; Hs.118638; non-metastatic cells 1, protein (KM23AJ ; NDK,PH,Oxysterol_BP;; 4.42 
416202; AW964492; Hs.169624; ESTs; none;TM=M;SS=N; 4.42 
441518; AW161697; Hs.2941 50; ESTs; Yj)hosphatase.DSPc.none; 4.42 

441680; AW444598; Hs.7940; RAP1, GTP-GDP (fissociation sfimutator 1; Armadillo_seg;TM=M;SS=N; 4.42 
431429; AF072813; Hs.252831; reticulon 3; Reticuton,Fz,lg,kringle,pkinase;TM=Y;SS=N; 4.42 
453870; AW385001; Hs.8042; Homo sapiens cDNA FU23173 fis, done L; FG-GAP,integrin_ANIF; 4.41 
421242; AW161386; Hs.13561; hypothetical protein MGC4692; none;NA;NA; 4.41 
456362; AW973003; Hs.179909; hypothetical protein FU22995; none;TM=M;SS=N; 4.41 
419073; AW372170; Hs.183918; Homo sapiens cDNA FU12797 fis. clone NT; death,ZU5;; 4.41 
432211; BE274530; Hs.273333; hypothetical protein FU10986; FGGY_C;TM=M;SS=N; 4.41 
413367; NMJQ06517; Hs.75317; sohite carrier family 16 (monocarboxytic; sugar tr,TM=Y;$S=N; 4.41 
458097; AW341135; Hs.58104; ESTs; none,SH3,PtD; 4.40 

458248; BE407379; Hs.1O8082; ESTs, Weakly similar to T31636 hypothec C1q,Collagen;TM=M;SS=Y;4.40 

427681; AB01 8263; Hs.284232; tumor necrosis factor receptor superfami; dealhJ^^PH^[ink,RrwGEF,Metallolhio_5;TM=M;SS=M; 4.40 

443693; AI344782; Hs.9683; DnaJ (Hsp40) homolog, subfamily C. membe; rrm,DnaJ.TPR;TM=M;SS=N; 4.40 

437162; AW005505; Hs.5464; wyroid hormone receptor coacQvating pn bxwnodomain;TM=M;SS=N; 4.39 

453891; AB037751; Hs.301242; Homo sapiens mRNA full length insert cDN; nonejone; 4.39 

442572; AI001922; Hs.135121; hypothetical protein FU22415; none.HSP70; 4.39 

427337; Z46223; Hs.176663; Fc fragment of IgG, low affinity Hlb. r, ig;TM=Y;SS=M; 4.37 

445817; NMJW3642; Hs.13340; histone acetyltransferase 1; none;TM=M;SS=N; 4.37 

444895; AI674383; Hs.22891; solute carrier family 7 (cationic amino ; ASC,death,TNFRjc6; 4.37 

408912; AB011084; Hs.48924; KIAA0512gene product ALEX2; Armatfilto seg;TM=M;SS=M; 4.37 

432106; N58323; Hs.269098; ESTs, Weakly similar to RETROVIRUS-RELAT; SH3,PDZ,GuanylateJdn I none; 4.37 

418283; S79895; Hs.83942; cathepsin K (pycnodysostosis); Peptidase C1n 4.37 

445826; BE313754; Hs.13350; Homo sapiens mRNA; cDNA OKFZp586D0918 (f; ig 1 tsp_UU5.NucleosWe,tran; 4.37 
417874; BE616160; Hs.82829; protein tyrosine phosphatase, non-recept Y_phosphatase;TM=Y;SS=N; 4.36 
400257; ; Hs.76366; ENSP00000000452:BAO protein (BCL-2 bindr. none;TM=M;SS=N; 4.36 
431476; BE612705; Hs.256597; histidine triad nucleofide-binding prote; HIT;; 4.36 
416178; AI808527; Hs.1 92822; serologically defined breast cancer anti; none;TM=M;S$=N; 4.36 
456829; AW891965; Hs.367942; histone deacetyiase 3; HSPSO.HATPase c^f-C2H2.PHD,none; 4.36 
' 427716; L38951; Hs.180446; karyopherin fimporfin) beta 1; Armadiflo_seg,HEAT;TM=M;SS=N; 4.35 
425843; BE313280; Hs.159627; death assodated protein 3; myb_DrM-binding.PAH 1 BAH f bromodomain,PHD.SET;TM=M;SS=N; 4.35 
420261; AW206093; Hs.748; fibroblast growth factor receptor 1 (fms; pkinase 1 ig,pkinase l ig,p450,SET,PWWP; 4.35 
445926; AF054284; Hs.334826; splidng factor 3b, subunit 1, 155kD; none;TM=M;SS=N; 4.35 
410726; AI623859; Hs.1 5936; ESTs; pkinase,projsomerase,none; 4.35 
433996; AW135357; Hs.192374; ESTs; HSP90,HATPase_c,UDG; 4.34 
433592; NP^.004642; Hs.3436; deleted in oral cancer (mouse, homolog) ; none;TM=M;SS=N; 4.34 
437103; AW139408; Hs.152940; ESTs; Chofine_klnase,none; 4.34 
410068; AI633888; Hs.58435; FYN-binding protein (FYB-12Q/130); SH3;TM=M;SS=N; 4.34 
427349; AA360154; Hs.177415; Finkel-Biskis-Reiliy murine sarcoma viru; ubtqui6n;TM=M;SS=N; 4.33 
439807; AA376417; Hs.374608; hypothetical protein MGC:5244,; abhydrolase_2;TM=M;SS=M; 4.33 
453308; AW959731; Hs.323099; ESTs; none,pldnase,Activia_recp; 4.33 
424893; AW295112; Hs.153648; Homo sapiens cDNA FU13303 fis, done OV; SAM;; 4.33 
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444664; N26362; Hs.11615; map kinase phosphatase-like protein MK-S; DSPc;TM=M;SS=N; 4.33 
429555; U48959; Hs.21 1 582; myosin, light polypeptide kinase; pkinase,fn3,ig,none; 4.32 
409121; AA902256; Hs.78979; Goigi apparatus protein 1; cys_rich.FGFR.none; 4.32 
430280; AA361258; Hs.237868; interleukin 7 receptor; fn3,none; 4.32 

423798; AF047033; Hs.1 32904; solute carrier family 4, sodium bicarbon; HC03 cotransp;TM=Y;SS=M; 4.29 

425554; AB033022; Hs.158654; K1AA1 1 96 protein; zf-C2H2;TM=M;SS=N; 4.29 

457500; NM J02759; Hs.274382; protein kinase, interferon-inducible doir. dsrm,pkinase;TM=M;SS=N; 4.29 

4271 27; AW802282; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 4.29 

447191; NM_014521; Hs.17667; SHWomain binding protein 4; SH3;TM=M;SS=fl; 4.29 

408331; NM.007240; Hs.44229; dual specificity phosphatase 12; DSPc;TM=M;SS=N; 4.29 

441130; AI160734; Hs.267604; Homo sapiens PNAS-129 mRNA, complele cds; BTB,Kelch,KJetra,DSPc;TM=M;SS=N; 4.28 

430057; AW450303; Hs.2534; bone morphogenetic protein receptor, typ; ActMn_recp,pkinase;TM=Y;SS=M; 4.28 

430250; NM_016929; Hs.283021; chloride intracellular channel 5; none;TM=M;SS=N; 4.28 

406774; AW518383; Hs.177592; ribosomal protein, large, P1; 60s_ribosomat;; 4.28 

413809; L25851; Hs.851; mtegrin, alpha E (antigen CD103, human ; vwaMegrin_AFG-GAP;TM=M;SS=Y; 4.27 

443960; A1093577; Hs.255416; hypothetical protein FU21986; TTUTM=M;SS=N; 4.27 

427378; BE515037; Hs.177556; melanoma antigen, family D, 1; MAGE;TM=M;SS=N; 4.27 

412204; AI125507; Hs.24937; ESTs; ig^rm.none: 4.26 

439506; AI361238; Hs.41136; ESTs; MAM,pkinase,Nucleoptasrnin f none; 4.26 

451295; A1557212; Hs.17132; ESTs, Moderately similar to 154374 gene ; pWnase,DAGJ 3 E-bind,pkinase_C,OPR,none; 4.26 
452488; N74921; Hs.184389; ESTs; none;TM=M;SS=N; 4.26 

450973; AF012072; Hs.25732; eukaryotic translation initiation factor; W2,MA3,MlF4G;TM=M;SS=N; 4.26 
452437; AA026237; Hs.181272; ESTs; efhand,ionJrans,none; 4.26 
438204; AI589645; Hs.128690; ESTs; none.7tm J; 4.25 

424756; AW504657; Hs.152931; lamin B recepton ERG4_ERG24.FKBP;TM=Y;SS=N; 4.25 

430570; AI417881; Hs.292464; ESTs; 7tmJ2,Fz,Frizzled,none; 4.25 

445709; H02592; Hs.74280; ESTs; PDZ,none; 4.25 

428134; AA421773; Hs.161008; ESTs; Armadiilo.seg.none; 4.24 

434149; Z43829; Hs.244624; hypothefical protein MGC5469; none;TM=M;SS=M; 4.24 

425118; AU076611; Hs.1 54672; methylene tetrahydrofolate dehydrogenase; myb.DNA- 

bindingJHF_DHG_CYH,THF_DHG_CYH_C,CAP_GLYMA,LON ) Peptidase_C9,bZIP,M,xan_ur_per^ 4,24 
433376; AI249361; Hs.74122; caspase 4, apoptosis-related cysteine pn CARO,lCE_p10,ICE_p20;; 4.24 
44781 B; W79940; Hs.355279; Homo sapiens clone 24670 mRNA sequence; none.pkinase; 4.24 
450684; AA872605; Hs.25333; interleukin 1 receptor, type II; ig;TM-Y;SS=M; 4.23 
435542; AA687376; Hs.351226; ESTs; SH3Jg,pkinase,PH,speclrin,RhoGEF.none;4.23 
426224; BE085860; Hs.374468; karyopherin (imporiin) beta Z ArmarJiflo_seg,HEAT;TM=M;SS=N; 4.23 
413284; AU077055; Hs.289107; baculoviral IAP repeat-containing 2; zf-aHC4,CARD,BIR t death,ig;TM=M;SS=N; 4.22 
421917; AB028943; Hs.109445; K1AA1020 protein; BTB.zf-C2H2,PI3_PI4_kinase > PI3Ka;TM=M;SS=N; 4.22 
431239; AL039971; Hl251216; hypothetical protein DKFZp434A196; SH2.ank.WH2n 4.22 
419685; W76083; Hs.134185; ESTs; none;TM=M;SS=N; 4.22 

431630; NM.002204; Hs.265829; Integral, alpha 3 (antigen CD49C, alpha ; FG-GAP,Rhabd_glycop,integrin^;TM=Y;SS=M; 4.22 
425177; AF127577; Hs.155017; nuclear receptor interacting protein 1; none;; 4.21 
422219; AW978073; Hs.1010; regulator of mitotic spindle assembly 1; pkinase.none; 4.21 
450746; D82673; Hs.278589; general transcripUon factor II. i; none,SH3,PX; 4.21 
428023; ALD38843; Hs.374530; Homo sapiens cDNA: FU23602 fis, done U 

aaj)errneases,pyridoxaLdeC,bronTc^omam,PHD,MBO^T hook.DDT.Pl3 PI4_kinase,FAT,FATC,BcM,RUN;TM=M;SS=N;4.21 
416907; W60909; ; gb.zrJ29g10.s1 SoaresJetaLhearLNbHH19W; ion trans.none; 4.21 
411768; NM.013371; Hs.71979; interleukin 19; IL10;;4.21 
425262; D871 1 9; Hs.15541 8; GS3955 protein; pkinase;; 4.21 

430035; NM.003463; Hs.227777; protein tyrosine phosphatase type WA. m; Yjhosphatase.DSPc;TM=M;SS=N; 4.21 

41 1789; AF245505; Hs.72157; AdBcan; lg,LRR,LRRNT,LRRCT;TM=M;SS=M; 4.15 

416636; N32536; Hs.42645; solute carrier family 16 (monocarboxyKc; none,none; 4.14 

419452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; {g.pWnase;TM=Y;SS=M; 4.13 

431745; AW972448; Hs.163425; Novel FGENESH predicted cadherin repeat ; none.none; 4.10 

416965; N26223; Hs.160436; MDAC1; none;NA;NA; 3.94 

426890; AA393167; Hs.41294; ESTs; none.none; 3.88 

442438; AA995998; Hs.370007; gb:os26b03.s1 NCI.CGAP J0d5 Homo sapiens; none,DNAj»LB,DNA_pcLB_exo; 3.86 
412314; AA825247; Hs.356084; downstream of: G protein-coupled recepto; 7tmJ;TM*Y;SS=M; 3.84 
448243; AW369771; Hs.367688; integrin, beta B; tntegrin_B,none; 3.64 

439318; AW837046; Hs.6527; G protein-coupled receptor 56; 7bru2,CytC_asm,GPS;TM=Y;SS=M; 3.61 
415999; AA172179; Hs^94029; ESTs; none.none; 3.60 
429466; M85835; Hs.1 2827; ESTs; none.none; 3.45 

407853; AA336797; Hs.40499; dickkopf (Xenopus laevis) homolog 1; none;TM=M;SS=Y; 3.34 
400517; ; ; lengsin; none;TM=M;SS=N; 3.17 

439180; AI393742; Hs.199067; v-erb-b2 avian erythroblastic leukemia v; Furin4ike,pldnase,RecepJ^tom3in,FuTi^^ 2.88 
426158; NM-001982; Hs.199067; v-erb-b2 avian erythroblastic leukemia v; Furirv4ike,pldnase,RecepJ^dom^ 2.84 
414521; D28124; Hs.76307; neuroblastoma, suppression of tumorigeni; DAN;TM=M;SS=M; 2.81 
424522; AL134847; Hs.149957; ribosomal protein S6 kinase. 90kD, polyp; pkinase,pkinase_C;; 2.70 
438167; R28363; Hs.24286; chemoklne binding protein 2 (CCBP2), mRN; none;TM=Y;SS=M; 2.68 
418888; AU076801; Hs.89435: cadherin 17. U cadherin (nver-intestin; cadherin;TM=Y;SS=M; 2.17 

TABLE 23B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 

Pkey GAT Number Accession 

409745 MH1944J BI030997 AA921874 AW188822 BI027862 AI347618 AI361453 AI088754 AW207491 AA077391 BG012775 BG997382 AA286833 AA150722 BI007625 
BI027864 B1009100 BI006Z75 BI006270 B1031000 B1029864 BI006277 BI007627 BI006266 BI005991 BI006990 BI007763 BI007762 BG997377 AA150780 BI033518 
BI027818 BG015789 BI033807 AA341445 

417886 1031334J AA21 0987 D57294AA21 4584 AA207006 D56572 

438993 2580 163 J AI926361 AA834879 AA828995 
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416907 



12789J4 AA229762AA230035 

1112245.1 W60909 W61051 M78905 BG959483 



TABLE 23C 



Pkey: Unique number corresponding to an Eos probesel 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham I. et al." refers to the publicaSon entitled The DNA 

sequence of human chromosome 22." Dunham t. et aL, Nature (1999) 402:489-495. 

Strand: Indicates DNA strand from which exons were predicted. 

NLposition: Indicates nucleotide positions of predicted exons. 

Pkey Ref Strand . NLposition 

406400 9256298 Rus 1553-1712,1678-2140.4252-4385,5922-6077 

403362 8571772 Rus 64099*4260 

404210 5006246 Rus 169925-170121 

404287 2326514 Plus 53134-53281 

405484 5922025 Plus 199214-199579,199672-199920,200262-20049 

400517 9796686 Minus 49996-50346 



TABLE 24A 571 GENES UP-REGULATED IN HEAD AND NECK TUMORS COMPARED WITH NORMAL BODY TISSUES 

Table 24A lists about 571 genes up-regulated in head and neck tumors compared with normal body tissues. These genes were selected from 59680 probesets on the Eos/Affymetrix 
Hu03 Genechip anay. Gene expression data for each probeset obtained from this analysis was expressed as average intensity (Al), 8 normafized value reflecting the relative 
level of mRNA expression 

Pkey: . Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

52: 70th percentile of Al for head and neck cancer samples vs. the 80th percentile of the Al for normal body tissues 



Pkey 


ExAccn 


UnigenelD 


421155 


H87879 


Hs.102267 


452401 


NMJM7115 


Hs.29352 


434377 


AW137148 


Hs.306593 


438274 


AI918906 


Hs.55080 


401486 






446999 


AA151520 


Hs.334822 


423887 


AL080207 


Hs.134585 


419569 


A1971651 


Hs.91143 


428505 


AL035461 


Hs.2281 


420602 


AF060877 


Hs.99236 


445019 


AI205540 


Hs.281295 


452281 


T93500 


Hs.28792 


449722 


BE280074 


Hs.23960 


423575 


C18863 


Hs.163443 


424086 


AI351010 


Hs.102267 


447078 


AW885727 


Hs.301570 


429597 


NM.003816 


Hs.2442 


409506 


NMJJ06153 


Hs.54589 


426471 


M22440 


Hs.170009 


413268 


AL039079 


Hs.75256 


419948 


AB041035 


Hs.93847 


451807 


W52854 


Hs.27099 


442875 


BE623003 


Hs.23625 


452795 


AW392555 


Hs.18878 


420931 


AF044197 


Hs.100431 


416283 


NMJJ05429 


Hs.79141 


450221 


AA328102 


Hs.24641 


449101 


AA205847 


Hs.23016 


442611 


BE077155 


Hs.177537 


43B533 


AI440266 


Hs.170673 


414132 


AIS01235 


Hs.48480 


447164 


AF026941 


Hs.17518 


402047 


AK001921 


Hs.169575 


414972 


BE263782 


Hs.77695 


452943 


BE247449 


Hs.31082 


416661 


AA534543 


Hs.79440 


427099 


AB032953 


Hs.173560 


449318 


AW236021 


Hs.78531 


418345 


AJ001696 


Hs.241407 


415076 


NM.000857 


Hs.77890 


414142 


AW368397 


Hs.150042 


432865 


AI753709 


Hs.152484 


431808 


M30703 


Hs.270833 


411750 


BE562298 


Hs.71827 


418612 


AB037788 


Hs.224961 


438394 


BE379623 


Hs.27693 


452198 


A1097560 


Hs.61210 


423020 


AA383092 


Hs.1608 



Unigene Title 


R1 


rysyl oxidase 


166.00 


tumor necrosis factor, alpha-Induced pro 


156.00 


Homo sapiens cDNA FIJ1 1382 fis, done HE 


80.00 


ESTs 


28.00 




121.00 


hypothetical protein MGC4485 


126.00 


DKF2P434G232 protein 


13.00 


jagged 1 (Alagille syndrome) 


98.00 


chromogranln B (secretogranin 1) 


1.00 


regulator of G-protein signalling 20 


35.00 


ESTs 


93.00 


Homo sapiens cDNA FU1 1 041 fis, clone PL 


270.62 


cycOn B1 


9.81 


Homo sapiens cDNA FU11576 fis, clone HE 


373.00 


rysyl oxidase 


200.00 


ESTs 


164.00 


a (fisintegrin and metalloproteinase doma 


177.00 


NCK adaptor protein 1 


170.00 


transforming growth factor, alpha 


158.00 


regulator of G-protein signalling 1 


155.00 


NADPH oxidase 4 


140.00 


hypothetical protein FU23293 similar to 


139.00 


Homo sapiens done TCCCTA00142 mRNA sequ 


111.00 


hypothetical protein FU21620 


109.00 


small inducible cytokine B subfamily (Cy 


106.00 


vascular endothelial growth factor C 


95.00 


cytoskeleton associated protein 2 


9100 


G protein-coupled receptor 


92.00 


hypothetical protein DKFZp761B1514 


86.00 


ESTs, Weakly similar to T24832 hypolhefi 


85.68 


ESTs 


65.00 


Homo sapiens cig5 mRNA, partial sequence 


83.00 


hypothetical protein MGC2550 


80.00 


WAA0008 gene product 


74.00 


hypothetical protein FU 10525 


74.00 


IGF-llmRNA-binding protein 3 


71.00 


odd OzAen-m homolog 2 (Drosophfla, mous 


70.19 


Homo sapiens, Similar to RIKEN cDNA 5730 


66.25 


serine (or cysteine) proteinase inhibito 


66.00 


guanylate cyclase 1, soluble, beta 3 


64.00 


Homo sapiens cDNA FU 14438 fis, done HE 


63.00 


ESTs, Weakly similar to 138022 hypotheti 


60.00 


amphiregutin (schwannoma-denved growth 


58.00 


KIAA01 12 protein; homolog of yeast ribos 


57.00 


deavage and poryadenylafjon specific fa 


57.00 


pepGdylprolyl isomer ase (cyctoph3in)-) 


54.00 


ESTs, Weakly similar to I38022 hypotheti 


54.00 


replication protein A3 (14kD) 


49.00 
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422426 


W79117 


Hs.5B559 


ESTs 


49.00 


406747 


AI925153 


Hs.217493 


annaxin A2 


46.00 


445828 


F05802 


Hs.81907 


ESTs 


46.00 


431806 


AF186114 


Hs.270737 


tumor necrosis factor (ligand) superfamt 


44.00 


452909 


NMJM5368 


Hs.30985 


pannexin 1 


43.95 


432226 


AW182766 


Hs.273558 


phosphate cytidylyl transferase 1, cholin 


43.00 


458027 


L49054 


Hs.85195 


myeloid leukemia factor 1 


43.00 


443354 


AW970672 


Hs.9247 


protein kinase, AMP-adivated, alpha 1 c 


43.00 


416049 


AI970536 


Hs.16603 


hypothetical protein FU13163 


4£00 


431494 


AA991355 


Hs.298312 


hypothetical protein OKFZp434A1315 


40.00 


433859 


AW896758 


Hs.273789 


ESTs 


38.00 


426753 


T89832 


Hs.170278 


ESTs 


37.00 


400792 


AA635062 


Hs.50094 


Homo sapiens mRNA; cDNA DKF2p434O0515 (f 


36.00 


402034 








35.00 


424073 


U03493 


Hs.138959 


gap junction protein, alpha 7, 45kD (con 


34.00 


458424 


A1084049 


Hs.206761 


ESTs 


34.00 


435159 


AA668879 


Hs.1 16649 


ESTs 


33.00 


409269 


AA576953 


Hs.22972 


hypothetical protein FU13352 


32.00 


444361 


W76027 


Hs.23920 


hypothetical protein FU11 105 


31.00 


439128 


AI949371 


Hs.153089 


ESTs 


29.20 


420795 


AA323037 


Hs.128645 


sorting nexin 16 


26.00 


422505 


AL1 20862 


Hs.124165 


ESTs 


25.00 


434828 


D90070 


Hs.96 


phorboH 2-myristate-1 3-acetate-induced 


24.00 


410561 


BE540255 


Hs.6994 


Homo sapiens cDNA: FU 22044 fis, clone H 


22.10 


423035 


AW449679 . 


Hs.156739 


Haptens XG mRNA (clone PEP11) 


19.00 


417655 


AA780791 


Hs.14014 


hypothetical protein FU14813 


19.00 


414869 


AA1 57291 


Hs.21479 


ubinuclein 1 


17.37 


453049 


8E537217 


Hs.30343 


ESTs 


16.00 


417801 


AA417383 


Hs.82582 


tntegrin, beta-like 1 (with EGF-Jike rep 


14,00 


435243 


AW292886 


Hs.261373 


hypothetical protein dJ434014.3 


13.00 


431211 


M86849 


Hs.323733 


gap junction protein, beta 2, 26kD (conn 


10.80 


407746 


AK001962 


Hs.38114 


hypothetical protein FU11100 


10.00 


416498 


U33632 


HsJ9351 


potassium channel, subfamily K, member 1 


9.60 


414231 


AI468004 


Hs.278958 


hypothetical protein FU12929 


9.00 


426227 


1)67058 


Hs.168102 


Human proteinase activated receptor-2 mR 


8.09 


439452 


AA918317 


Hs.57987 


B-ce!l CLL/lymphoma 11 B (zinc finger pro 


8.07 


439999 


AA115811 


Hs.6838 


ras homolog gene family, member E 


8.07 


417791 


AW955339 


Hs.1 11471 


ESTs 


8.04 , 


436486 


AA742221 


Hs.1 20633 


ESTs 


7.23 


432731 


R31178 


Hs.287820 


Cbronectin 1 


7.00 


429903 


AL134197 


Hs.93597 


cydin-dependent kinase 5, regulatory su 


5.18 


435039 


AW043321 


Hs.130526 


ESTs 


5.00 


419743 


AW408762 


Hs.5957 


Homo sapiens clone 24416 mRNA sequence 


4.25 


457001 


J03258 


Hs.2062 


vitamin D (1 ,25- tfhydroxyvitamin 03} re 


4.24 


.450684 


AA872605 


Hs.25333 


interteukin 1 receptor, type I! 


3.74 


422440 


NM_004812 


Hs.1 16724 


aldo-keto reductase family 1, member B 10 


3.19 


458531 


AA367718 


Hs.1 59083 


ESTs 


3.00 


416065 


BE267931 


Hs.78996 


profife rating cell nuclear antigen 


Z53 


411388 


X72925 


Hs.69752 


desmocoflin 1 


1.00 


419750 


AL079741 


Hs.183114 


Homo sapiens cDNA FU14236 fis. clone NT 


1.00 


429370 


CI 9097 


Hs.89709 


glutamate-cysteine ligase. modifier subu 


1.00 


429921 


AA526911 


Hs.82772 


collagen, type XI, alpha 1 


1.00 


449467 


AW205006 


Hs.197042 


ESTs 


1.00 


453102 


NM_007197 


Hs.31664 


frizzled (Drosophila) homolog 10 


1.00 


453637 


NMJJ02589 


Hs.34073 


BH-protocadherin (brain-heart) 


1.00 


400289 


X07820 


Hs.2258 


matrix metalloproteinase 10 (stromelysin 


517.00 


418007 


M13509 


Hs.83169 


matrix metalloproteinase 1 (interstitial 


616.00 


428368 


BE440042 


Hs.83326 


matrix metalbproteinase 3 (stromelysin 


226.00 


428227 


AA321649 


Hs.2248 


small inducible cytokine subfamBy B (Cy 


278.00 


450375 


AA009647 


Hs.8850 


a disintegrin and metalloproteinase doma 


56.11 


427585 


D31152 


Hs.1 79729 


collagen, type X, alpha 1 (Schmid metaph 


264.00 


424717 


H03754 


Hs.152213 


wingless-type MMTV integration site fami 


124.00 


424735 


U31875 


Hs.272499 


short-chain alcohol dehydrogenase family 


1.00 


420159 


AI572490 


Hs.99785 


Homo sapiens cDNA: FU21245 fis, done C 


1.00 


415511 


AI732617 


Hs. 182362 


ESTs 


1.00 


406467 








141.00 


422330 


D30783 


Hs.1 15263 


eplreguBn 


98.00 


452461 


N78223 


Hs.108106 


transcription factor 


159.00 


415542 


R13474 


Hs.290263 


ESTs, Weakly similar to 138022 hypothefi 


1.00 


413324 


V00571 


Hs.75294 


corticotropin releasing hormone 


1.00 


431571 


AW500488 


Hs.180610 


splicing factor proline/gtutamine rich ( 


7.60 


443211 


AI128388 


Hs.143655 


ESTs 


99.00 


451844 


T61430 




gb:yc06a03.s1 Stratagene king (937210) H 


1.00 


441877 


AW273802 


Hs.11340 


hypothetical protein FU23047 


3.00 


439926 


AW014875 


Hs.137007 


ESTs 


2.79 


43201S 


AL1 57504 


Hs.159115 


Homo sapiens mRNA; cDNA OKFZp586O0724 (f 


94.00 


421103 


AI625835 


Hs.27104 


Homo sapiens mRNA; cDNA DKF2p667D226 (fr 


1.22 


448062 


AW295923 


Hs.255472 


KIAA1843 protein 


1.00 


432222 


AI204995 




gb:anO3c03j(1 Stratagene schizo brain SI 


1.27 


421577 


BE465451 


Hs.105925 


single-minded (Drosophila) homolog 1 


1.00 


421187 


NWL014721 


Hs.102471 


K1AA0680 gene product 


5.00 


408908 


BE296227 


Hs.250822 


serine/lhreonine kinase 15 


89.00 


437214 


BE092336 




gb:lL2-BT0734-24040(M)72^12 BT0734 Homo 


1.00 
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449773 • 

443054 

432097 

453216 

430184 

432239 

415025 

416575 

443171 

424834 

400844 

409402 

412420 

435563 

400751 

436361 

455612 

447437 

404148 

431089 

446619 

416658 

442994 

415327 

418624 

452850 

401747 

442432 

418259 

432374 

403381 

420923 

418216 

444649 

407811 

402230 

412530 

447334 

432829 

418686 

421508 

410553 

419183 

425721 

420370 

417720 

437652 

431753 

402075 

423017 

406687 

405064 

428664 

441233 

456034 

414221 

412296 

405494 

407189 

403085 

408633 

435257 

410044 

445162 

417275 

418406 

421110 

406081 

449448 

451668 

408243 

436246 

440304 

402778 

406117 

406360 

435347 

445550 

451359 

419559 

429486 

425420 

402901 



R76294 Hs.302383 ESTs 

AI745185 Hs.8939 yes-associated protein 65 kDa 

X51730 Hs.2905 progesterone receptor 

AL137566 Hs.32405 Homo sapiens mRNA; cONA DKF2p586G0321 (f 

AB013802 Hs.234790 contactin5 

X81 334 Hs .2936 matrix metalloproteinase 1 3 (collagenase 

AW207091 Hs.72307 ESTs 

W02414 Hs.38383 ESTs 

BE281128 Hs.9030 TONDU 

AK001432 Hs.153408 Homo sapiens cONA FL) 10570 fis, done NT 



AF208234 Hs.695 

AL035668 Hs.73853 

AF210317 Hs.95497 

AA825814 Hs.149065 

BE042896 Hs.274848 

U07225 Hs.339 



cystatin B (steftn B) 

bone morphogenetic protein 2 

sohite carrier family 2 (facilitated gtu 

ESTs 
ESTs 

purinergic receptor P2Y, G-protein coupl 



• BE041395 Hs.283676 ESTs, Weakly similar to unknown protein 

AU076643 Hs.313 secreted phosphoprotein 1 (osteopontin, 

U03272 Hs.79432 fibrilBn 2 (congenital contractual ara 

AI026718 Hs.16954 ESTs 

H22769 gfcym54c02r1 Soares infant brain 1NIB H 

AI734080 Hs.104211 ESTs 

H23230 Hs.22481 ESTs, Moderately similar to A46010 X-lin 

Homo sapiens keratin 17 (KRT17), 

BE093589 Hs.38178 hypothetical protein RJ23468 

AA215404 Hs.137289 ESTs 

W6B815 Hs.301885 Homo sapiens cONA FU11346 fis, clone PL 

AF09702 1 Hs.273321 differentially expressed in hematopoieti 

AA662240 Hs.283099 AF15q14 protein 

AW207523 Hs.197628 ESTs 

AW190902 Hs.40098 cysteine knot superfamily 1 , BMP antagon 

AA766268 Hs.266273 hypothetical protein FU 13346 

AA515032 Hs.91109 ESTs 

W60377 Hs.57772 ESTs 

Z36830 Hs.87268 annexin A8 

NM.004833 Hs.105115 absent in melanoma 2 

AW016824 Hs.255527 hypothetical protein MGC1 4 128 

U60669 Hs.89663 cytochrome P450, subfamay XXTV (vitamin 

AC002115 Hs.159309 uroplakinIA 

Y13645 Hs.97234 uroptakin2 

AA205625 Hs.208067 ESTs 

BE001836 Hs.256897 ESTs, Weakly similar to (U3650121 [H.sa 

X76029 Hs.2841 neuromedin U 

AW178761 Hs.227948 serine (or cysteine) proteinase inhtbrto 

M31 126 Hs.272620 pregnancy specific beta-1-glycoprotein 9 

AK001 666 Hs.189095 simlar to SALL1 (sal (DrosophilaHike 

AA972965 Hs.135568 ESTs 

AW450979 gb:Ul-H^I3-a!a-a-12-(UJI-s1 NCI_CGAP_Su 

AW450979 gb:UI-1«l3da-a-12^UU1 NCI_CGAP_Su 

AW936233 gb:QVO-DT002(H)90200-107-a06 DT0020 Homo 

AA598927 gb:ae37e03.s1 Gessler Wilms tumor Homo s 

AW963372 Hs.45677 PRO2000 protein 

AA677026 Hs.191217 ESTs 

BE566742 Hs.58169 highly expressed in cancer, rich in lex 

AW189787 Hs.147474 ESTs 

X63578 Hs.295449 parvalbumin 

X73501 Hs.84905 cytokeratin 20 
AJ250717 Hs.1355 cathepsinE 

D60730 Hs^7471 ESTs 

Z43948 ' H&326444 cartilage acidic protein 1 

Y00787 Hs.624 InterieukinB 

AW450963 Hs.1 19991 ESTs 

BE159984 Hs.125395 ESTs 



AW014873 Hs.116963 ESTs 

A1242754 Hs.137306 ESTs 

Hs.336623 ESTs 
Hs.91096 



H85334 
Y07828 
AF155827 
BE536911 



ring finger protein 
Hs.203963 hypothetical protein FU10339 
Hs.234545 hypothetical protein NUF2R 
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0.62 
0.86 
8.44 
268 
222 
78.00 
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414918 AI219207 Hs.72222 hypothetical protein FU 13459 0.87 

417715 AW959587 Hs.86366 ESTs 5.12 

442577 AA292998 Hs.163900 ESTs 2.19 

418867 D31771 Hs.89404 msh (Drosophlla) homeo box homolog 2 1.54 

5 426088 AF038007 Hs.16$196 ATPase, Class I. type 8B, member 1 1.11 

412610 X90908 Hs.74126 fatty acid binding protein 6, teat {gas 1.27 

414663 S78296 Hs.76888 hypothetical -protein MGC12702 0.67 

431322 AW970622 gb:EST382704 MAGE resequences, MAGK Homo 0.03 

403903 ... 0.87 

10 405033 0.13 

422282 AF019225 Hs.114309 apoBpoprotein L 2.13 

425852 AK001504 Hs.159651 death receptor 6, TNF superfamBy member 1.05 

414987 AA524394 Hs.294022 hypothetical protein FU14950 2.59 

430168 AW968343 Hs.24255 DKFZP4341 1735 protein 1.69 

15 459702 AJ204995 1.00 

446082 AI274139 Hs.156452 ESTs 0.60 

400843 0.76 

417409 BE272506 Hs.82109 syndecan 1 178 

439738 BE246502 Hs.9598 sema domain, Immunoglobulin domain (ig), 1.20 

20 437181 AI306615 Hs.125343 ESTs, Weakly similar lo KIAA0758 protein 0.50 

404875 0.80 

435293 A1601188 Hs.120910 ESTs 1.40 

422809 AK001379 Hs.121028 hypothetical protein FU 10549 3.03 

425883 AL137708 Hs.161031 Homo sapiens mRNA; cDNA DKFZp434K0322 (f 0.94 

25 404977 Insufin4ke growth factor 2 (somatomedi 0.99 

431347 AI133461 Hs.251664 insulin-Jike growth factor 2 (somatomedi 1.10 

413804 T64682 gb:yc48b02.r1 Stratagene liver (937224) 0.85 

432842 AW674093 Hs.334822 hypothetical protein MGC4485 ' 1.20 

420876 AA918425 Hs.177744 ESTs 0.85 \ 

30 422119 AI277829 Hs.111862 KIAA0590 gene product 0.71 

400846 sortilin-related receptor, L(DLR class) 0.75 

421100 AW351839 Hs.1 24660 Homo sapiens cDNA: FL J 21 763 lis, clone C 4.01 

430152 AB001325 Hs.234642 aquaporin3 1-74 

402777 . 0.70 

35 417151 AA194055 Hs.29385B ESTs 0.99 

411248 AA551538 Hs.334605 Homo sapiens cDNA FU 14408 fis, clone HE 1.48 

405034 AL035754 Hs.2474 toWike receptor 1 1.00' 

406671 AA129547 ,Hs.285754 met proto-oncogene (hepatocyte growtfi fa 18.68 

431070 AW408164 Hs.249184 transcription factor 19 (SC1) 1.94 

40 453134 AA032211 Hs.118493 ESTs 0.70 

440006 AK000517 Hs.6844 hypothetical protein FU 20510 2.19 ■ 

418068 AW971155 Hs.293902 ESTs, Weakly similar to ISHUSS protein d 0.25 

424364 AW383226 Hs.201189 ESTs, Weakly similar to G01 763 alrophin- 2.74 

439780 AL10968B gb:Homo sapiens mRNA full length insert 3.07 

45 438315 R56795 Hs,82419 ESTs 0.65 

418937 T71508 Hs.13861 ESTs. Weakly similar to T42383 probable 1.18 

444163 AI126098 gb:qc54g07Jt1 Soares_placenta_8to9weeks^ 0.85 

444444 AI149332 Hs.14855 ESTs 0.59 

407581 R48402 Hs.173508 P3ECSL 0.82 

50 433078 AW015188 Hs.1 21575 Homo sapiens cDNA FU12231 fis, done MA 0.92 

417003 AL038170 Hs.80756 betatoe-tomocystene nie^ 0.62 

446024 AB040946 Hs.284227 KIAA1 51 3 protein 0.92 

427747 AW411425 Hs.180555 serine/threonine kinase 12 1.42 

419741 NMJ07019 Hs.93002 uWquitin earner protein E2-C 1.68 

55 453883 AI638516 Hs.22630 cofactor required for Spl transcriptiona 1.57 

426847 S78723 Hs.298623 54iydroxytryptamine (serotonin) receptor 0.08 

446009 AI989885 Hs^31926 ESTs 1.00 

457292 AI921270 Hs.334882 hypothetical protein FU 14251 0.98 

415949 H10562 Hs^1691 ESTs 0.61 

60 420281 A1623693 Hs.191533 ESTs 7.01 

446673 NMJJ16361 Hs.15871 LPAP for lysophosphatidic acid phosphate 0.72 

450983 AA305384 Hs.25740 EROI (S. cerevisiae)-lite 2.21 

414792 BE314949 Hs.87128 hypothetical protein FU23309 0.99 

437553 AI829935 Hs.130497 ESTs. Weakly similar to MAT8.HUMAN CHLOR 0.54 

65 421218 NM_000499 Hs.72912 cytochrome P450, subfamily I (aromatic c 0.06 

426900 AW163564 Hs.142375 ESTs 0.48 

414595 AA641726 Hs.289015 hypothetical protein MGC4171 0.83 

402305 0.89 

453823 AL1 37967 gbflKFZp761D2315_r1 761 (syrtonyrn: harny2) 0.04 

70 445911 A1985987 Hs.145645 ESTs, Moderately similar to ALU1_HUMAN A 0.49 

435608 AA628980 Hs.192371 down syndrome critical region protein DS 0.65 

423916 AW993496 Hs.17235 Homo sapiens done TCCC1A00176 mRNA sequ 0.63 

405932 1- 76 

401760 2.61 

75 452240 AJ591147 Hs.61232 ESTs 453.00 

421064 A1245432 Hs.101382 tumor necrosis factor, alpha-induced pro 1.04 

421373 AA808229 Hs.167771 ESTs 17.00 

427239 BE270447 Hs.1 74070 ubiquitm carrier protein 1.16 

_ _ 435099 AC004770 Hs.4756 flap stnjcture-spedfic endonudease 1 1.68 

80 422406 AF025441 Hs.116206 Opa4nleracting protein 5 3.19 

413278 BE563085 Hs.833 interferon-sGmulated protein, 15 kDa 1.73 

453389 BE273648 Hs.32963 cadherin 6, type 2. K-cadherin (fetal ki • • 1.00 

454789 BE156314 gb^V0-HT0367-150200-114-d02HT0367Homo 1.00 
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434487 AF143857 Hs.337588 ESTs, Moderately similar to S65657 alpha 0.06 

424008 R02740 Hs.137555 putative chemokine receptor; GTP-binding 145 

418067 AI127958 Hs.83393 cystaBn E/M 1.41 

441801 AW242799 Hs.86366 ESTs 140.00 

5 423536 L22075 Hs.1665 guanine nucleotide binding protem (G pr Z45 

410153 BE311926 Hs.15830 hypothetical protein FU 12691 58.00 

400409 AF153341 . Hs.283954 Homo sapiens winged helix/forkhead trans 1.17 

452316 AA298484 Hs.61265 ESTs. Moderately similar to G786_HUMAN P 0.86 

1/x 427587 BE348244 Hs.202628 ESTs, Weakly similar to 176885 serine/th 0.91 

10 451161 AA211329 Hs.26006 hypothetical protein FU10559 1.00 

453204 R10799 Hs.191990 ESTs 1.13 

437240 AA747537 gb:nxB5c05.s1 NCLCGAP_GCB1 Homo sapiens 1.00 

405531 0.92 - ' 

440249 AI246590 Hs.337275 ESTs 1.32 

15 426783 219084 Hs.172210 MUF1 protein 1.17 

434192 AW387314 Hs.34371 ESTs 1.00 

407881 AW072003 Hs.40968 heparan sulfate (glucosamine) 3-Osulfot 87.14 

402001 37.00 

433967 AF113018 Hs.284302 PR01621 protein 1.00 

20 451592 AI805416 Hs.213897 ESTs 10.00 

422170 AI791949 Hs.112432 anti-Mullerian hormone 0.67 

408947 AL080093 Hs.49117 Homo sapiens mRNA; cONA DKFZp564N1662 (f 1.00 

452732 BE300078 Hs.80449 Homo sapiens; done IMAGE:3535294, mRNA, 0.99 

441940 AW298115 Hs.12B152 ESTs 0.88 

25 425048 H05468 Hs.164502 ESTs 0.33 

444008 BE544855 Hs.220756 ESTs, Weakly similar to SFR4 HUMAN SPUC 1.01 

421307 BE539976 Hs.103305 Homo sapiens mRNA; cDNA DKFZp434B0425 (f 1.06 

423853 AB011537 Hs.133466 srit(DrosophHa) homotog 1 0.45 

407846 AA426202 Hs.40403 Cbp/p300-interacting transactivator. wit 0.62 

30 410348 AW182663 Hs.95469 ESTs 1.00 

419078 M93119 Hs.89584 insulinoma-associated 1 0.04 

414907 X90725 Hs.77597 polo (Drosophia)-like kinase 1.04 

441795 N58115 Hs.21137 AD024prolein 10.00 

0 _ 418583 AA604379 Hs.86211 hypothetical protein 1.22 

35 444342 NMJ14398 Hs.10887 simflar to lysosorne-associated membrane 106.67 

413385 M34455 Hs.840 indoteamine-pyrrols 2,3 dioxygenase 230 

441495 AW294603 Hs.127039 ESTs 0.44 

417933 X02308 Hs.82982 IhymMylate synthetase 2.48 

412661 N32860 Hs.24611 ■ ESTs, Weakly similar to I54374 gene NF2 1.00 

40 411880 AW872477 gb:hm30f03jc1 NCLCGAP_Thy4 Homo sapiens 1.00 

417771 AA804698 Hs.82547 retinoic acid receptor responder (tazaro 1.44 

430034 X60155 . Hs.227767 zbic finger protein 41 1.00 

421379 Y15221 Hs.103982 small Inducible cytokine subfamily B(Cy 2.87 

. _ 454417 A1244459 Hs.110826 trinucleotide repeat containing 9 0.54 

45 429257 AW163799 Hs.198365 2>bisphosphoglycerate mutase Z27 

417599 AA204688 Hs.136201 ESTs 1.01 

438366 AA805760 Hs.303567 ESTs 1.00 

438746 AI885815 Hs.184727 ESTs 1.47 

409691 T89983 Hs.246042 Homo sapiens, clone MGC:5437, mRNA. comp 1.00 

50 408827 AW275730 Hs.254825 ESTs 1.00 

414735 BE468016 Hs^81904 ESTs 1.00 

422278 AF072873 Hs.1 14218 frizzled (Drosophila) homolog 6 5.21 

412719 AW016610 Hs.129911 ESTs 494.00 

417034 NM 006183 Hs.80962 neurotensin 1.00 

55 430486 BE052109 Hs.241551 chloride channel, calcium activated, (am 23.36 

407788 BE514982 Hs.38991 S100 calcium-binding protein A2 6.98 

413753 U17760 Hs.75517 laminin, beta 3 (nicem (125kD), kaKnin 7.50 

424012 AW368377 Hs.137569 tumor protein 63 kDa wim strong tomotog 9.77 

425650 NMJM1944 Hs.1925 desmoglein 3 (pemphigus vulgaris antigen 445.00 

60 412140 AA219691 Hs.73625 RAB6 interaciing, kines'm-like {rabk'mes 13.93 

423673 BE003054 Hs.1695 matrix metaJloproteinase 12 (macrophage 12.77 

452838 U65011 Hs.30743 preferentially expressed antigen in mela 45.00 

418663 AK001100 Hs.41690 desmocdlln 3 10.89 

409532 W74001 Hs.55279 serine (or cysteine) proteinase inhibit© 6.29 

65 429610 AB024937 Hs.211092 LUNX protein; PLUNC (palate lung and nas 0.88 

406690 M29540 Hs .220529 carcinoembryonic antigen-related cen ad 38.31 

421948 L42583 Hs.334309 keratin 6A 36.81 

431B46 BE019924 Hs.271580 uroplakinIB 1.37 

424098 AF077374 Hs.139322 small proHne-rich protein 3 8.85 

70 453964 AI961486 Hs.12744 ESTs 0.40 

446856 AI814373 Hs.164175 ESTs 1.16 

443648 AI085377 Hs.143610 ESTs Z15 

408522 AI541214 Hs.46320 Small profine-rich protein SPRK {human. 4.39 

431384 BE158CO0 gb:MR2.rTr0377-150200.202-e03HT0377Horno 1.18 

75 422158 L10343 Hs.112341 protease inhibitor 3, skin-derived (SKAL 4.22 

435505 AF200492 Hs.211238 lnterteukto-1 homolog 1 164.00 

417366 BE185289 Hs.1076 small proline^ich protein 1B (comifin) 9.85 

431958 X63629 Hs.2877 cadherin 3, type 1,P<adherin (placenta 5.59 

OA 441020 W79283 Hs.35962 ESTs 5.76 

oO 423217 NM_000094 Hs.1640 collagen, type VII, alpha 1 (epfdermolys 1.97 

448733 NM_005629 Hs.187958 solute carrier family 6 (neurotransntitte 109 

444371 BE540274 Hs.239 forkhead box M1 Z44 

422168 AA586894 Hs.1 12408 SlOOcalcwrrvbinding protein A7(psorias 8.39 
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429259 AA420450 Hs.292911 ESTs. Highly simBar to S607 12 rjand-6-pr 2.53 

426440 BE382756 Hs.169902 solute carrier family 2 (facilitated ghi 1.67 

437044 AL035B64 Hs.69517 cDNA for differentially expressed C01 6 g 2.30 

423662 AK001035 Hs.130881 B-cell CLLflymphorna 11A (zinc finger pro 1.04 

5 428484 AF104032 Hs.184601 solute carrier family 7 (cationic amino 3.11 

401781 11.07 

401780 9.54 

429211 AF052693 Hs.196249 gap junction protein, beta 5 (connexin 3 1.62 

417389 BE260964 Hs.82045 midkine (neurite growth-promoting factor 1.12 

10 423634 AW959908 Hs.1690 heparin-binding growth factor binding pr 947.00 

417515 L24203 Hs.82237 ataxia-telangiectasia group D-associated Z79 

441362 BE614410 Hs.23044 RAD51 (S. cerevistae) homotog (E colt Re 3.16 

440704 M69241 Hs.162 insulin-like growth factor binding prate 1.08 

425322 U63630 Hs.155637 protein kinase, DNA-activated, catalytic 5.20 

15 431221 AA449015 Hs.286145 SRB7 (suppressor of RNA polymerase B, ye 2.53 

449003 X76342 Hs.389 alcohol dehydrogenase 7 (class IV), mu o 72.00 

431009 BE149762 Hs.4B955 gap junction protein, beta 6 (connexin 3 19.96 

409103 AF251237 Hs.112208 XAGE-1 protein 0.47 

417542 J04129 Hs.82269 progestagen-associated endometrial prote 0.66 

20 428471 X57348 Hs.184510 stratifin 3.39 

418004 U37519 Hs.87539 aldehyde dehydrogenase 3 family, member 1.61 

414761 AU07722B Hs.77256 enhancer of zeste (Drosophila) homolog 2 2.31 

451541 BE279383 Hs.26557 ptakophitin3 1.82 

„ 418203 X54942 Hs.83758 COC28 protein kinase 2 5.60 

25 447343 AA256641 Hs.236894 ESTs, Highly similar to S02392 alpha-2-m 2.78 

437016 AU076916 Hs.5398 guanine monphosphate synthetase 2.01 

429612 AFD62649 Hs.252587 pituitary tijmor-transforrning 1 2.18 

449230 BE613348 Hs.211579 melanoma cell adhesion molecule 2.58 

446989 AK00189B Hs.16740 hypothetical protein FU 11 036 4.63 

30 457819 AA057484 Hs.35406 ESTs, Highly similar to unnamed protein 2.25 

410555 U92649 Hs.64311 a disintegrin and metalloproteinase doma 11.88 

430677 Z26317 Hs.94560 desmoglein2 1.38 

424687 J05070 . Hs.1 51738 matrix metalloproteinase 9 (gelatinase B 2.09 

414430 AI346201 HsJ6118 ubiquitin carboxyl-terminal esterase L1 1.09 

35 422963 M79141 Hs.13234 ESTs 2.28 

418462 BE001596 Hs.85266 integrin, beta4 1.40 

450832 AW970502 Hs.105421 ESTs 13.31 

410274 AA381807 Hs.61762 hypoxia-inducible protein 2 1.25 

408353 BE439838 Hs.44298 mitochondrial ribosomaJ protein S1 7 1.89 

40 458933 AI638429 Hs.24763 RAN binding protein 1 1.54 

439394 AA149250 Hs.56105 ESTs 3.89 

418478 U38945 Hs.1174 cyctin-dependent kinase inhibitor 2A (me 1.77 

453633 AA357QQ1 Hs.34045 hypothetical protein FU20764 1.52 

AC 446269 AW263155 Hs.14559 hypothetical protein FL) 10540 3.11 

45 422765 AW409701 Hs.1578 baculoviral IAP repeat-containing 5 (sur 2.10 

436481 AA379597 Hs.5199 HSPC150 protein similar to ubiquitin-con 1.84 

440325 NF4.00381 2 Hs.7164 a disintegrin and metalloproteinase doma 0.61 

439606 W79123 Hs.58561 G protein-coupled receptor 87 303.00 

453884 AA355925 Hs.36232 KIAA0186 gene product 10.55 

50 452934 AA581322 Hs.4213 hypothetical protein MGC1 6207 1.38 

451743 AW074266 Hs.23071 ESTs 2.90 

413129 AF292100 Hs.104613 RP42 homolog 2.38 

406974 M57293 gb:Human parathyroid hormone-related pep 1.00 

413281 AA861271 Hs.222024 transcription factor BMAL2 5.92 

55 444781 NM014400 Hs.11950 GPl-anchored metastasis-associated prote Z18 

416819 U77735 Hs.80205 plm-2 oncogene 1.01 

451320 AW1 18072 Hs.89981 diacytgrycerol kinase, zeta (104kD) 0.67 

418543 N1UL005329 Hs.65962 hyaluronan synthase 3 1.19 

454034 NNL000691 Hs.575 aldehyde dehydrogenase 3 family, member 2.55 

60 425397 J04088 Hs.156346 topoisomerase(DNA) II aipha(170kD) 3.06 

413004 T35901 Hs,75117 interteukin enhancer binding factor 2, 4 1.64 

407634 AW016569 Hs.136414 UDP-GlcNAc:betaGalbeta-1,3-N-acetylgluc 7.04 

415817 U88967 Hs.78867 protein tyrosine phosphatase, receptoM 203.00 

_ 435013 H91923 Hs.1 10024 NADH:ubiqulnone oxidoreductase MLRQ subu 1.33 

65 430337 M36707 Hs.239600 catmoduiin-fike 3 1.32 

419121 AA374372 Hs.89626 parathyroid hormone-tike hormone 81.00 

448993 AI471630 Hs.8127 KIAA0144 gene product 1.03 

440138 AB033023 Hs318127 hypothetical protein FU 10201 28.00 

421817 AF146074 Hs.108660 ATP-bindmg (^ette, sub-famfly C(CFTR 1.24 

70 425245 AI751768 Hs.155314 K1AA0095 gene product 1.40 

430393 BE185030 Hs.241305 esUogen-responsive B box protein 1.55 

420462 AF050147 Ks.97932 chondromoduKn I precursor 1.00 

418678 NM.001327 Hs.1 67379 cancer/testis antigen 0.82 

428182 BE386042 Hs.293317 ESTs, Weakly similar to GGC1„HUMAN G ANT 1.00 

75 427335 AA448542 Hs.251677 G antigen 7B 0.91 

409420 Z15008 Hs.54451 laminin, gamma 2 (nfcein (100kD), kafini 6.53 

438956 WQ0847 Hs.1 35056 Human DNA sequence from clone RP5-850E9 1.35 

421917 AB028943 Hs. 109445 K1AA1 020 protein 0.94 
404440 38.57 

80 409582 R27430 Hs.271565 ESTs 3.19 

415669 NM 005025 Hs.78589 serine (or cysteine) proteinase tnhOxto 2.45 

433091 Y12642 Hs.3185 lymphocyte antigen 6 complex, locus D 1.61 

408122 A1432652 Hs.42824 hypothetical protein FU1 071 8 1.95 

283 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



408380 
437412 
449976 
446102 
428479 
422487 
423761 
436291 
423725 
440659 
434360 
437915 



441553 

418379 

436396 

429413 

422283 

415380 

423849 

446292 

429538 

447289 

428004 

415091 

416209 

408572 

404996 

438915 

453922 

424046 

430563 

438702 

444378 

433485 

407839 

439223 

409041 

429228 

409757 

411089 

436511 

449207 

453331 

409935 



AF 123050 Hs.44532 diubiquifin 

BE069288 Hs.34744 Homo sapiens mRNA; cDNA OKFZp547C136 (fr 

H06350 Hs.1 35056 Human DNA sequence from clone RP5-850E9 

AW168067 Hs.252956 ESTs 

Y00272 Hs.184572 cell division cycle 2, G1 to S and G2 to 

AJ01 0901 Hs.1 98267 mucin 4, tracheobronchial 

NMJ06194 Hs.132576 paired box gene 9 

BE568452 Hs.5101 protein regulator of cytokinesis 1 

AJ403108 Hs.132127 hypothelica) protein LOC57822 

AF134160 Hs.7327 claudin 1 

AW015415 Hs.127780 ESTs 

AI637993 Hs.202312 Homo sapiens done N1 1 NTera2D1 teratoca 

AI819863 Hs.106243 ESTs 

AA281219 Hs.121296 ESTs 

AA218940 Hs.137516 fidgeUn-like 1 

AI683487 Hs.152213 wingless-type MMTV integration site faml 

NM 014058 Hsl201877 DESC1 protein 

AW41 1307 Hs.1 1431 1 COC45 (cell division cycle 45, S.cerevis 

F07953 Hs.16085 putative G-protein coupled receptor 

AL1 57425 Hs.133315 Homo sapiens mRNA; cDNA DKFZp761J1324 (f 

AF081497 Hs.2796B2 Rh type C glycoprotein 

BE1 82592 Hs.1 1261 small proflne-rich protein 2A 

AW24701 7 Hs.36978 melanoma antigen, family A, 3 

AA449563 Hs.151393 glutemate-cysteine ligase. catalytic sub 

AL044872 Hs.77910 3-hydroxy-3-methylglutaryl-Coenzyme A sy 

AA236776 Hs.79078 MAD2 (mitotic arrest deficient, yeast, h 

AA055611 Hs.226568 ESTs. Moderately sirrdar to ALU4.HUMAN A 



445443 

407137 

401785 

412723 

450701 

405770 

439453 

420783 

414774 

424629 

437789 

454Q9B 

453968 

427441 

403478 

400842 

441525 

452865 

405646 

427260 

431413 

401994 

402420 

404298 

404927 

434105 

436961 

429563 

426087 

428810 

426897 

443892 

413223 

413691 

423934 

425159 

420758 



AA280174 


Hs.285681 


Williams-Beuren syndrome chromosome regi 


AF053306 


Hs.36708 


budding uninhibited by benzimidazoles 1 


AF027866 


Hs.138202 


serine (or cysteine) proteinase inhibit© 


AA481269 


Hs.108660 


ATP-binding cassette, sub-family C (CFTR 


A1879064 


Hs.54618 


ESTs 


R41339 


Hs.12569 


ESTs 


A1493076 


Hs.201967 


aldo-keto reductase family 1 . member C2 


AA045144 


Hs.161566 


ESTs 


AW238299 


Hs.250618 


UL16 binding protein 2 


AB033025 


Hs.50081 


WAA1199 protein 


AI553633 


Hs.337139 


ESTs 


NM_001898 


Hs.123114 


cystafinSN 


AA456454 


Hs.183418 


cell division cycle 2-like 1 (P1TSLRE pr 


AA721252 


Hs.291502 


ESTs 


AL044222 


Hs.23255 


nudeoporin 155kD 


A1240665 


Hs.8895 


ESTs 


AW511413 


Hs.278025 


ESTs 


AF120274 


Hs.194689 


artemin 


AV653838 


Hs.322971 


ESTs 


T97307 




gb:ye53h05.s1 Soares fetal fiver spleen 


AA648459 


Hs.335951 


hypothetical protein AF301222 


H39960 


Hs.288467 


Homo sapiens cONA FU 12280 (is, clone MA 


BE264974 


Hs.6566 


thyroid hormone receptor interacted 13 


AI659838 


Hs.99923 


lectin, gaiactoside-bbding. soluble. 7 


XD2419 


Hs.77274 


plasminogen activator, urokinase 


M90656 


Hs.151393 


glutamale-cysteine Bgase, catafytic sub 


AI581344 


Hs.127812 


ESTs, Weakly similar to T17330 hypoihefj 


W27953 


Hs.292911 


ESTs. Highly similar to S60712 band-6-pr 


AA847843 


Hs.62711 


Homo sapiens, clone iMAGE:3351 295, mRNA 


AA412605 


Hs.178053 


SPANX family, member C 



AW241867 


Hs.127728 


ESTs 


AI924046 


Hs.119567 


ESTs, Weakly similar to A47582 B-cefl gr 


AA663848 




gb:ae70b06.s1 Stratagene schtzo brain S1 


AA504777 


Hs.105293 


ESTs 


AW952124 


Hs.13094 


presenifins associated rhomboid-like pro 


AW375974 


Hs.156704 


ESTs 


BE619413 


Hs.2437 


eukaryotic translation initiation factor 


AW664691 


Hs.97053 


ESTs 


AF068236 


Hs.193788 


nitric oxide synthase 2A (inducible, hep 


AW976570 


Hs.97387 


ESTs 


A1B89572 


Hs.134791 


ESTs 


AI732182 


Hs.191866 


ESTs 


AB023173 


Hs.75478 


ATPase, Class VI, type 1 1B 


U89995 


Hs.159234 


forkhead box E1 (thyroid transcription f 


NM.004341 


Hs.154868 


carbamoyt-phosphate synthetase 2. aspart 


AW297536 


Hs33053 


ESTs 



7.23 

1.35 

0.81 

1.03 

137.00 

7.91 

36.00 

5.35 

207.00 

3.06 

189 

1.28 

1.73 

1.47 

40.42 

14.25 

5.17 

1.95 

0.18 

1.00 

2.09 

6.14 

1.00 

44.00 

149.00 

127.00 

20.00 

147.00 

1.00 

54.00 

139.00 

22.00 

1.00 

1.00 

41.00 

7.50 

3.39 

245.00 

10.89 

3.19 

0.78 

0.23 

1.68 

5.21 

0.75 

1.17 

I. 00 

II. 42 
2.76 
107.00 
2.17 
2.42 
4.24 
4.50 
1.95 
1.44 
1.00 
1.33 
1.11 
5.00 
0.78 
0.16 
0.79 
1.50 
1.05 
0.79 
1.00 
3.25 
0.05 
0.64 
88.00 
0.96 
3.58 
0.92 
0.97 
0.66 
1.29 
1.00 
0.79 
1.51 
Z59 
1.39 



284 



WO 03/042661 



PCT/US02/36810 



423816 


AL031985 


Hs.133034 


447534 


AW953935 


Hs.30837 


451919 


W05086 


Hs.1 14256 


409228 


R16811 


Hs.22010 


403715 






428645 


AA431400 


Hs.98729 


425734 


AF056209 


Hs.159396 


436839 


AA767346 


Hs.291614 


413582 


AW295647 


HsJ1331 


413573 


AI733859 


Hs. 149089 


430686 


NM_001942 


Hs.2633 


438993 


AA828995 




448243 


AW369771 


Hs.52620 


444783 


AK001468 


Hs.62180 


426427 


M88699 


Hs.169840 


422956 


BE545072 


Hs.1 22579 


445537 


AJ245671 


Hs.12844 


453392 


U23752 


Hs.32964 


424905 


NMJXJ2497 


Hs.153704 


400298 


AA032279 


Hs.61635 


415989 


A126770O 


Hs.317584 


408000 


L11690 


Hs.620 


453160 


A1263307 • 


Hs.239884 


409361 


NM.005982 


Hs.54416 


416208 


AW291168 


Hs.41295 



hypothetical protein 
ESTs 

ESTs, Weakly similar to 178885 serine/th 
ESTs, Weakly similar to 210926QA B cefl 

ESTs, Weakly similar to 2017205A dihydro 
pepiidytgjycine alpha-amidating monooxyg 
ESTs 

hypothetical protein MGC5350 
ESTs 

desmoglein 1 

gb:od77b08.s1 NCI.CGAP_Ov2 Homo sapiens 
integrin, beta 8 

anilfin (Drosophila Scraps homolog), act 
TTK protein kinase 
hypothetical protein FU10461 
EGF-like-domain, multiple 6 
SRY (sex determining region Y)-box 11 
NIMA {never in mitosis gene a}-retated k 
six transmembrane epithelial antigen of 
ESTs 

bullous pemphigoid antigen 1 (23Q7240kD) 
H2B histone family, member L 
sine ocutis homeobox (Drosophila) homolo 
ESTs, Weakly similar to MUC2.HUMAN MUCIN 



1.00 

1.88 

0.11 

0.92 

0.89 

1.00 

37.00 

1.00 

59.00 

78.00 

127.08 

1.00 

133.00 

23Z00 

66.00 

148.00 

40.75 

13.00 

106.00 

159.00 

196.00 

32.44 

7.00 

4.13 

45.00 



TABU; MP 



Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accessions: Genbank accession numbers 



Pkey ' 

411880 
412296 
413804 
414221 

415327 
427260 
431322 
431384 



432222 
437214 
437240 
438993 
439780 
444163 
451844 
453823 
454789 
456034 



CAT number Accessions 



12631 10J 
1288043 1 
1390710.1 
142696J 

1534137J 
276598 1 
331543J 
33264.1 



343347.1 

434730.1 

435139J 

467651.1 

47673J 

593658J 

888230J 

982526.1 

1234742.1 

142696.1 



AW872477 BE088101 T05990 
AW935233AW936272 
T64682 BE168190 BE168256 

AW450979 AA136653 AA136556 AW419381 AA984358 AA492073 BE168945 AA809054 AW238038 BE011212 BE011359 BE011367 
BE01 1368 BE011362 BE011215 BE01 1365 BE011363 
H22769 R35182 Z43545 F05783 N92089 H71928 
AA663848 AA400100 AA401424 

AW970622AA503009AA502998AA502989AA502805 T92188 

BE158000 BE157999 H75671 H70965 C18895 BE386512 BE385815 BE390298 AI341995 BE074534 AA055592 AA132265 AI733757 

AA134504 BE145037 AA055887 BE070191 R66492 AW858018 AW858058 AW817057 AW862031 AW8616B8 AW862029 AW858805 AW858792 

AW862028 AW858017 AW819164 AW853698 A1522161 AW854789 AW817408 BE152005 AI73241 1 AA133084 

A1204995 AW827539 AW969908 AW440776 AA528758 

BE092336 BE092259 BE092497 BE092051 AA746882 AI336378 

AA747537 BE089068 BE089070 

AA828995 AA834879 AI926361 

AL109688 R23665 R26578 

AI1 25098 AI1 B4746 AI148521 

T61430AI820546A1821336 

AL137967BE0S416OBE064186 

AW4 5 5W79M1^a ^36656 AW419381 AA98435B AA492073 BE1 68945 AA809054 AW238038 BE011212 BE011359 BE0113B7 
8E011368 BE011362BE011215 BE011365 BE011363 



TABLE 24C 



Pkey: Unique number corresponding to an Eos probesel 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (GI) numbers. 'Dunham 1. et at/ refers to the publication entitled The DNA sequence of 

human chromosome 22." Dunham I. etal., Nature (1999) 402:489-495. 
Strand: Intficates DNA strand from which exons were predicted. 
NLposltion: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


400751 


7331445 


Minus 


400842 


1927148 


Plus 


400843 


9188605 


Plus 


400844 


9188605 


Plus 


400846 


9188605 


Plus 


401486 


7341763 


Plus 


401747 


9789672 


Minus 


401760 


9929699 


Plus 


401780 


7249190 


Minus 


401781 


7249190 


Minus 


401785 


7249190 


Minus 


401994 


4153858 


Minus 


402001 


9501818 


Plus 



NLposition 

35395-35533 
90462-90673 

5863-5970,7653-7784,8892-9023,9673'9807,10634-10789,15254-15403,23827-23958 

24746-24872,25035-25204 

39310-39474 

32585-32756,36281-36540,40791-40933,44018-44179 
118596-116*16,119119-119244,119609-1^^ 
131932.132451-132575,133580-134011 
83126-83250,85320-85540,94719-95287 

28397-28617,28920-29045^9135-292963111-29567,29705-29787,30224-30573 

83215^3435 83531-83656,83740-83901,84237-84393,84955^5037,86290^6814 

165776-165996,166189-166314,166408-166569.167112-167268,167387-167469,168634-168942 

42904-43124,43211-43336,44607^4763,45199-45281,46337-46732 

68052-68223 
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402034 7684482 Minus 86227-86451 

402075 8117407 Plus 121907-122035.122804-122921,124019-124161.124455-124610,125672-126076 

402230 9966312 Minus 29782-29932 

402305 7328724 Plus 40832-41352 

402420 9796339 Plus 129750-129919 

402777 9588235 Plus 126786-126948 

402778 9586235 Plus 128560-128702 
402901 8894222 Minus 175426-175667 

403085 B954241 Plus 165035-165334,165420-165713 

403381 9438267 Mews 26009-26178 

403478 9958258 Rus 116458-116564 

403715 7239669 Plus 85128-85292 

403903 7710671 Mnius 101165-102597 

404148 . 9863703 Rus 78218-78418.79571-79709 

404298 9944263 Minus 73591-73723 

404440 7528051 Plus 80430-81581 

404875 9801324 Rus 96588-96732,97722-97831 

404927 7342002 Rus 68690-69563 

404977 3738341 Minus 43081-43229 

404996 6007B90 Plus 37999-38145.38652-38998.39727-39872,40557-40674.42351-42450 

405033 7107731 Minus 142358-142546 

405064 7658416 Plus B1207-81416 

405494 8050952 Minus 70284-70518 

405531 9665194 Rus 35602-35803 

405646 4914350 Plus 741-969 

405770 2735037 Rus 61057-62075 

405932 7767812 Minus 123525-123713 

406081 9123861 Minus 38115-38691 

406117 9142932 Plus 54304-54584 

406360 9256107 Minus 7513-7673 

406467 9795551 Plus 182212-182958 



TABLE 25A: 691 genes upregulated in head and neck cancer relative to normal body tissues 

Table 25A lists about 691 genes upregulated In head and neck cancer relative to normal body tissues that are likely to encode proteins amenable to modulation by smalt molecules, 
peptides, or antibodies. These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this 
analysis was expressed as average Intensity (Al), a normalized value reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more 
domains Indicative of have oncogenic function or of transducing intracellular signals, or of being modulatable by small molecules, peptides, or antibodies (e.g. pkinase. death-domain, 
7tm, phosphatase, or ionjransporter). Certain predicted protein domains are noted. 

Unique Eos probeset identifier number 
Exemplar accession number, GenBank accession number 
UniGene number 

Certain predicted protein domains. Abbreviations used: TM. transmembrane domain; SS. signal sequence; =Y, very fikely to contain; =M. 
GkeJy to contain; other protein domain abbreviations are from PFAM (Nucleic Acids Research, 2002. 30:276-280). 
UniGene gene title 

85th percentile of head and neck cancer Ate divided by the 50th percentile of normal tissue Als, where the 10th percentile of alt normal tissue Als was 
subtracted from both the numerator and denominator 



Pkey: 
ExAccn: 
UniGenelD: 
Pred.ProL Domains: 

UniGene TiBe: 
R1 



Pkey; ExAccn; UnigenelD; Unigene Title; Pred,ProtDomains; R1 

422168; AA586894; Hs.1 12408; SIOTcalriumtindtng protein A7 (psorias; eftand,SJ00;TM=M;SS=N; 4625 
408522; A1541214; Hs.46320; Small protine-rich protein SPRK [human, ; rione,&3rnifin; 40 37 
417366; BE185289; Hs.1076; small proGne-rich protein 1B (comifin); Cornifin;TM=M;SS*N; 38.94 
401781; ; ; Target Exon; filarrcntTM=M;SS=N; 29.74 

422158; L10343; Hs.112341; protease inhibitor 3. skin-derived (SKAL; wap;TM=M;SS=Y; 29.54 
401780; ; ; NM_005557*:Homo sapiens kerafin 16 (foca; Hamenlffiament; 28.58 
424098; AF077374; Hs.139322; small proOna-rich protein 3; Comifln;TM=M;SS=N; 28.55 

421948; L42583; Hs.334309; keratin 6A; fflarr^RhoGAP,DUF286,bZiP,Tro|)omy^ 25.74 

428471; X57348; Hs.184510; strafifin; 14-3-3;TM=M;SS=N; 23.65 

417079; U65590; Hs.81 1 34; InterleuxJn 1 receptor antagonist IL1 n 21.02 

421574; AJ000152; Hs.105924; defensin, beta 2; DefenslnJ>eta;TM=M;SS=M; 20.83 

409601; AF237621; Hs.8082B; keratin 1 (epiderrnolyfic hyperkeratosis); filarr£r^bZlP.UvrtW«Bcase,TBCA;TM=M;SS=N; 20.72 

433091; Y12642; Hs.3185; lymphocyte antigen 6 complex, locus D; UPAR_LY6.toxin.Activin_recp;TM=M;SS=Y; 19.63 

446292; AF081497; Hs.279682; Rh type C glycoprotein; AninionIunUransp I FecCD;TM=Y;SS=M; 19.53 

420783; A1659838; Hs.99923; lectin, galactosWe-binding. soluble, 7 ; Gal-brodJedin;TM=M;SS=N; 19.12 

407788; BE514982; Hs.3B991; S1 00 calcium-binding protein A2; efhand,S_100,SJOO,efhand; 17.93 

416091; AF295370; Hs.283082; defensin, beta 3; Defensin„beta;TM=M;SS=M; 17.63 

43121 1; M86849; Hs.323733; gap junction protein, beta 2, 26kD (conn; connexirr.TM=Y;SS=M; 1 6.94 

429259; AA420450; Hs.380088; PlakophHin; none,none; 14.92 

417515; L24203; Hs.82237; ataxia-telangiectasia group D-assodated; zf-B_box^-UBR1;TM=M;SS=N; 14.75 

423634; AW959908; Hs.1590; heparin-Hnding growth factor binding pn none;TM=M;SS=M; 14.45 

418007; M13509; Hs.83169; matrix melaUoproleinase 1 {interstitial; hemop^n,PepUdase_M10^lacin,PG_brnding_1;; 13.02 

409632; W74001; Hs.55279; serine (or cysteine) proteinase inhibito; serpinn 12.82 

406621; X57809; Hs.181 125; immunoglobulin lambda kxms; ig,HSP70,Ppx-GppA;TM=M;SS=N; 12.81 

431958; X63629; Hs.2877; cadherin 3, type 1, P-cadherin (placenta; cadherin,Cadherin_Cjerm;TM=Y;SS=M; 12.45 

446921; AB0121 13; Hs.16530; small inducible cytokine subfamily A (Cy; IL8;; 11.71 

401760; ; ; Target Exon; none.bromodomain; 1 1.68 

407839; AA045144; Hs. 161 566; ESTs; cadherin.cadherin; 1 1 .65 

454034; NMJJ00691 ; Hs.575; aldehyde dehydrogenase 3 family, member ; aWedh- 1 1 .56 

444781; NM 014400; Hs.11950; GPI-anchored metastasis-associated prote; UPARJ.Y6,lactarnase_B; 11 31 
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453857; AL080235; Hs.35861; Ras-induced senescence 1 (R1S1); none;TM=Y;SS=M: 11.03 

424012; AW368377; Hs.137569; tumor protein 63 kOa wilh strong homolog; SAM,P53;TM=M;SS=N; 10.75 

430630; AW269920; Hs.2621 ; cyslatin A (slefin A); cystatin;TM=M;SS=N; 10.58 

419693; AA133749; Hs.301350; FXYD domain-containing ion transport reg; ATP1G1_PLM_MAT8;TM=Y;SS=M; 10.30 

411274; NMJM2776; Hs.69423; kailikrein 10; trypsin;TM=M;SS=N; 10.25 

441633; AW958544; Hs.1 12242; norma! mucosa of esophagus specific 1; none;TM=M;SS=M; 9.B4 

446989; AK001B98; Hs.16740; hypothetical protein FU11038; none;TM=Y;SS=N; 9.74 

402075; ; ; ENSP00000251056*:Plasma membrane calcium; none;; 9.50 

444381; BE387335; Hs.283713; hypothetical protein BC014245; Collagen;TNt=M;SS=M; 9.50 

431009; BE149762; Hs.48956; gap junction protein, beta 6 (connexin 3; connexin;TM=Y;SS=M; 9.48 

439310; AF086120; Hs.102793; ESTs; caseinjcappa.pkinase.ig.none; 9.43 

414987; AA524394; Hs.294022; hypothetical protein FU14950; SR2;TM=M;SS=N; 9.33 

418004; U37519; Hs.87539; aldehyde dehydrogenase 3 family, member ; aldedh;TM=M;SS=M; 9.14 

408000; 111690; Hs.198689; bullous pemphigoid antigen 1 (230/2401^); efhand,spectrb,GAS2 1 SH3 1 F1ectin 1 RA,Xylose_isor^ 

LZ,M,ldh C,CH.AIP3;TM=M;SS=N;9.12 
451541; BE2793B3; Hs.26557; ptakophilin 3; Armadillo„seg;TM=M;SS=N; 9.11 
425650; NtA_001944; Hs.1925; desmoglein 3 (pemphigus vulgaris antigen; cadherin;TM=M;SS=M; 8.66 
452240; A1591147; Hs.61232; ESTs; none.none; 8.57 
429228; A1553633; Hs.356828; ESTs; none,none; 8,46 

400289; X07820; Hs.2258; matrix metalloproteinase 10 (stromelysin; hemopexin,PeptidaseJll10,Astacin;; 8.44 

425071; NR.013989; Hs.154424; deiodinase, iodothyronine, type II; T4_dek)dinase;TM=M;SS=Y; 8.15 

407242; M18728; ; gb:Human nonspecific crossreacting anfig; lg;TM=M;SS s M; 8.05 

407944; R34008; Hs.239727; desmocollin 2; cadherin,Cadherin_C_term,Hanta„G2;TM=Y;SS=M; 7.90 

413278; BE563085; Hs.833; Inlerferon-stimulated protein, 15 kDa; ubiquitin;; 7.82 

428330; L22524; Hs.2256; matrix metalloproteinase 7 {matrilysin, ; Peptidase_M10;; 7.82 

417308; H60720; Hs.81892; KIAA0101 gene product none;TM=M;SS=N; 7.77 

413753; U17760; Hs.75517; laminin, beta 3 (nicein (125kD), kalinin; laminin_EGF4aininin_Nlerm;; 7.76 

423217; NM_000094; Hs.1640; collagen, type VII, alpha 1 (epidermotys; Kunitz3PTIMvwa 1 Collagen,bela-lactarnase;TM=M;SS=M; 7.71 
430686; NM_001942; Hs.2633; desmoglein 1; cadhenn,Cadherin_CJerm;TM=Y;SS=M; 7.69 
412270; AC005262; Hs.73797; guanine nucleotide binding protein (G pn G-a!pha,arf;TM=M;SS=N; 7.54 
428484; AF1 04032; Hs.1 84601 ; solute carrier family 7 (cationic amino ; 

aaj)eimeases,pyridoxaljJeC,bromo 
418663; AK001100; Hs.41690; desmocollin 3; cadherin.Cadherin.CJerrr^none; 7.30 
452281; T93500; Hs.28792; Homo sapiens cDNA FLJ 11041 fis, clone PL; TGFb_propeptlde,TGF-beta ( none; 7.28 
429211; AF052693; Hs.198249; gap junction protein, beta 5 (connexin 3; connexin;TM=Y;SS=M; 7.26 
412719; AW016610; Hs.816; ESTs; none.none; 7.17 

446619; AU076643; Hs.313; secreted phosphoprotein 1 (osteopontin, ; Osteopontin;; 7.10 

423961; D1 3666; Hs.1 36348; periostin (OSF-2os); Fascicfin;TM=M;SS=M; 7.09 > 
427666; A1791495; Hs.180142; calrnoduiin-iike skin protein (CLSP); efhand;TM=M;SS=N; 7.08 
431846; BE019924; Hs.271580; uroplakin 1B; transmembrane4;TM=Y;SS=M; 7.06 

. 423573; BE003054; Hs.1695; matrix metalloproteinase 12 (macrophage ; hemopexin p PepBdase_M10;TM=M;SS=M; 7.03 
401747; ; ; Homo sapiens keratin 17 (KRT17); none.bromodomain; 7.01 
413859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase kina; SAM_PNT,none; 6.98 
429002; AW248439; Hs.2340; junction plakoglobin; Arrnadilloj;eg;TM=M;SS=N; 6.96 
432239; XB1334; Hs.2936; matrix metanoproteinase 13 (coHagenase; hemopexin,Peptidase_M10;; 6.87 
417715; AW9595B7; Hs.86366; ESTs; none,none; 6.72 

422440; NM 004812; Hs.1 16724; aldo-keto reductase family 1. member B10; aldo.keLred,ROK;TM=M:SS=N; 6.50 

429359; W00482; Hs.2399; matrix metalloproteinase 14 {membrane-in; hemopexin,Peptidase_M10;TM=M;SS=M; 6.39 

418844; M62982; Hs.1200; arachidonate 12-iipoxygenase; fipoxygenase,PLAT;TM=M;SS=N; 6.38 

420039; NM 004605; Hs.376147; sulfotransferase famfly, cytosoBc, 2B, ; Sulfotransfen; 6.38 

425397; J04088; Hs.1 56346; topoisomerase (DNA) II alpha (170kD); DNA^raseB.DNAJopoisotV.HATPase.c;; 6.35 

442599; AF078037; Hs.324051; RelArassociated inhibitor; SH3,ank;TM=M;SS=N; 6.30 

409420; Z1500B; Hs.54451; laminin, gamma 2 {nicein (100kO), kalini; lamjnln_B 1 laminin_EGF;; 6.28 

424364; AW383226; Hs.163834; ESTs, Weakty similar to G01763 atrophin-; ras;TM=M;SS=N; 6.27 

414812; X72755; Hs.77367; monokine Induced by gamma interferon; IL8;TM=M;SS=Y; 6.23 

424687; J05070; Hs.151738; matrix metalloproteinase 9 (gelatinase B; fn2,hemopexin,Peptidase_M10;; 6.22 

443426; AF098158; Hs.9329; chromosome 20 open reading frame 1; none;TM=M;SS=N; 6.21 

428970; BE276891; Hs.194691; retinoic acid induced 3 (RA1G1); metabo; 7tm_3;TM=Y;SS=M; 6.12 

423017; AW178761; Hs.227948; serine (or cysteine) proteinase inhibito; serptn;; 6.08 

424834; AK001432; Hs.153408; Homo sapiens cDNA FU10570 fis, done NT; none,none; 6.08 

426440; BE382756; Hs.169902; solute carrier family 2 (facilitated gtu; sugar_tr;TM=Y;SS=M; 6.04 

439335; AA742697; Hs.62492; NM_052863:Homo sapiens secretoglobin, fa; none;; 5.81 

439223; AW238299; Hs.250618; UL16 binding protein 2; !dljecepLa.PKD,MHCJTM=M;SS=Y; 5.77 

418054; NMJJ02318; Hs.83354; lysyl oxidase-Bke 2; SRCR,LysyL05ddase;TM=M;SS=M; 5.72 

454098; W27953; Hs,217493; Rakophilin; none,none; 5.71 

417900; BE2501 27; Hs.B2906; COC20 (cell division cycle 20, S. cerevi; WD40;TM=M;SS=N; 5.70 

435505; AF200492; Hs.211238; lnterleukin-1 homolog 1; IL1;TM=M;SS=N; 5.69 

406685; M18728; ; gb:Human nonspecific crossreacting antig; kj;TM=M;SS=M; 5.67 

430280; AA361258; Hs.237868; interieukin 7 receptor; fh3,none; 5.63 

4304B6; BE062109; Hs.241551; chloride channel, calcium activated, fam; none;TM=Y;SS=M; 5.61 

449722; BE280074; Hs.23960; cyclin B1; cycIm,cycrm - C;TM=M;SS=N; 5.61 

439606; W79123; Hs.58561; G protehvcoupled receptor 87; 7trnJ;TM=Y;SS=M; 5.60 

452862; AW378065; Hs.B6B7; ADAMTS2 (adisintegrin-like and metallo; Pep„M12B_propep,tspJ,Reprolysin,none; 5.58 
433662; W07162; Hs.150826; RAB25 RAB25, member RAS oncogene family; ras,ABCJrar^arf;TM=M;SS=M; 5.57 
411296; BE207307; Hs.10114; growth suppressor 1; 20G-FelLOxy;TM=M;SS=M; 5.55 
433848; AF095719; Hs.93764; carboxypeptidase A4; Zn„carbOpept,Propep_M14;; 5.54 
416819; U77735; Hs.80205; pim-2 oncogene; pkinasen 5.48 

428368; BE440042; Hs.B3326; matrix metalloproteinase 3 (stromelysin ; hemopexin,Peptklase_M10,As!acin;; 5.47 

452747; BE153855; Hs.61460; tg superfamily receptor LNIR; ig,Rhabd_glycop;TM=Y;SS=M; 5.45 

444946; AW1 39205; Hs.156457; hypothetical protein FU22408; abrrydrolase,abhydrolase„2;TM=Y;SS=M; 5.42 

413719; BE439580; Hs.75498; small inducible cytokine subfamily A (Cy; 118;; 5.35 

445033; AV652402; Hs.72901; cycfin-dependent kinase inhibitor 2B (p1; ankr, 5.28 

418462; BE001596; Hs.85266; integrin, beta 4; fn3 f integrin^B,Catx4)eta,EGF;TM=M;SS=M; 5.26 
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429554; NMJI12275; Hs.207224; interleukjn 1, delta; IL1;TM=M;SS=N; 5.14 

421508; NM.004833; Hs.105115; absent in melanoma 2; PAADJ)APIN,HIN;TM=M;SS=N; 5.13 

439979; AW600291; Hs.6823; hypothetical protein FU10430; none;TM=M;SS=N; 5.11 

427099; AB032953; Hs.173560; odd Oz/ten-m homolog 2 (Drosophila, mous; NHL;TM=M;SS=N; 5.11 

428227; AA321649; Hs.2248; small inducible cytokine subfamily B (Cy; IL8;TM=M;SS=Y; 5.08 

436396; AI6B3487; Hs.152213; wingless-type MMTV integration site (ami; wntnone; 5,07 

406690; M29540; Hs.220529; cartinoembryonic antigen-related cell ad; ig;TM=M;S$=M; 5.05 

453905; NMJJ02314; Hs.35566; UM domain kinase 1; pkinase,UM,PDZ,zf-PARr > JM=M;SS=N; 5.04 

414035; Y00630; Hs.75716; serine {or cysteine) proteinase inhibito; serpin;; 5.00 

413219; AA878200; Hs.1 18727; Homo sapiens cDNA FU13692 fis, clone PL; HlHdealh JNFRj:5,Acy1-CoAJrydro; 4.96 
421506; BE302796; Hs.105097; thymidine kinase 1, soluble; TK;TM=M;SS=N; 4.93 
41 2140; AA219691; Hs.73625; RAB6 interacting, kinesin-like (rabkines; Wnesin,Tropomyosin;TM=M;SS=N; 4.92 
445537; AJ245671; Hs.12844; EGFJkfrdomain, mutfiple 6; EGF.MAM;; 4.91 

428953; AA306610; Hs.348183; tumor necrosis factor receptor superfamr, 60s_ribosomal.RibosomaLL1 QJNFRjtf.DEACfc 4.90 

436553; AW4071 57; Hs.161125; immunoglobulin lambda locus; ig,H5P70,Ppx-GppA;TM=M;SS=N; 4.89 

447343; AA256641; Hs.236894; ESTs, Highly similar to S02392 dpha-2-m; none.none; 4.84 

430024; AI808780; Hs.227730; integrin, alpha 6; integrin _A,FG-GAP;TM=Y;SS=M; 4.81 

439706; AW872527; Hs.59761; ESTs. Weakly similar to DAP1.HUMAN DEATH; none,none; 4.80 

444371; BE540274; Hs.239; forkhead boxM1; FofK».head;TM=M;SS=N; 4.75 

428582; BE336699; Hs.185055; BENE protein; none;TM=Y;SS=M; 4.74 

419596; BE379320; Hs.91448; MKP-1 like protein tyrosine phosphatase; DSPcr. 4.69 

431630; NM 002204; Hs.265829; integrin, alpha 3 (antigen CD49C, alpha ; FG-GAP,Rhabdjlycop,integrin_A;TM=Y;SS=M; 4.69 
422310; AA316622; Hs.98370; cytochrome P450, subfamily US, polypept none,pkinase,fn3,ig; 4.68 
418067; A1127958; Hs.83393; cystafin E/M; cystaDn;; 4.66 

414774; X02419; Hs.77274; plasminogen activator, urokinase; kringie,trypsin,planLthionins;; 4.64 
456534; X91 195; Hs.1 00623; phosphoKpase C, beta 3, neighbor pseudo; UM,PDZ,pkinase;; 4.62 
410418; D31382; Hs.63325; transmembrane protease, serine 4; ldl_recepLa,trypsin;TM=Y;SS=M; 4.60 
417866; AW067903; Hs.82772; collagen, type XI, alpha 1; Collagen,COLFI,TSPN,laminin_G,CorAr, 4.60 
4381 13; AI467908; Hs.8882; ESTs; 7tmJ .none; 4.60 

418140; BE613836; Hs.83551; microfibrillar-associated protein 2; none;TM=M;SS=M; 4.57 
408380; AF1 23050; Hs.44532; diubiquitin; ubiquitin;TM=M;SS=N; 4.55 

422627; BE336857; Hs.1 18787; transforming growth factor, beta-induced; FascicIin > ABC_tran,ABC^membrane,GTP„EFTU;TM=M;SS=M; 4.50 
425247; NMJ05940; Hs.155324; matrix metalloproteinase 11 (stromelysin; hemopexin,Peptidase„M10;; 4.50 
418558; AW0B2266; Hs.86131; Fas (TNFRSF6)-associated via death domai; death.DED;; 4.49 
408482; NM_000676; Hs.45743; adenosine A2b receptor; 7tm_1 ;TM=Y;SS=M; 4.48 

414166; AW888941; Hs.75789; N-myc downstream regulated; DEAD,herjcase_C,rrm,Ndr,Cys^knot,TlL l vwa,vwc,vwd,ia 

bela,rXJF139,TPR,DSFt l tspJ,Ribosomal„S21 ,rvp;TM=M;SS=N; 4.47 
416178; A1808527; Hs.192822; seroTogically defined breast cancer anti; none;TM=M;SS=N; 4.47 
41 1789; AF245505; Hs.72157; AdHcan; ig,LRR,LRRNT,LRRCT;TM=M;SS=M; 4.47 
414561; AI064813; Hs.1 95155; Homo sapiens amino acid transport system; AaJrans;TM=Y;SS=N; 4.47 
422765; AW409701; Hs.1578; baculoviral IAP repeak»ntaming 5 (sun BIR;TM=M;SS=N; 4.45 
427557; NM 002659; Hs.179657; plasminogen activator, urokinase recepto; UPARJ.Y6,ET I PLA2Jnh;; 4.43 
418322; AA284166; Hs.84113; cycfin-dependent kinase inhibitor 3 (CDK; Y_phosphatase,OSPtr,TM=M;SS=N; 4.42 
409041; AB033025; Hs.50081; Hypothetical protein, XP_051860 (KIAA119; none;TM=M;SS=M; 4.41 
406908; Z25437; ; gb:H.saptens proteirvtyrosine kinase gen; none.none; 4.40 
450701; H39960; Hs.288467; hypothetical protein XP_098151 (leucine-; none.LRRCT.LRR; 4.40 
409213; U61412; Hs.51133; PTK6 protein tyrosine kinase 6; SH2,SH3,pkinase;TM=M;SS=N; 4.3B 

429500; X78565; Hs.289114; hexabrachion (tenascm C, cytotactin); EGF,m3,fibnnogen - C,toxin„2 ( Keratin_B2;TM^M;SS=Y; 4.38 

448569; BE382657; Hs.21486; signal transducer and activator of trans; SH2 f STAT,STAT_bind,STAT_prat;TM=M;SS=N; 4.32 

423725; AJ403108; Hs.132127; hypothetical protein LOC57B22; none;TM=M;SS=N; 4.32 

411573; AB02900O; Hs.70823; WAA1077 protein; Sulfatase;TM=M;SS=N; 4.31 

408243; Y00787; Hs.624; interleukin 8; HlH,PAS,IL8;TM=M;SS=N; 4.31 

41 8738; AW388633; Hs.6682; solute carrier family 7, (cationic amino; nonB,none; 4.30 

437897; AA770561; Hs. 146170; hypothetical protein FU22959; zf-DHHC.none; 4.29 

424247; X14008; Hs.234734; lysozyme (renal amyloidosis); lys^g,FAD_Synth,Wh,tdh_C,pkinase;; 4.29 

414821; M63835; Hs.77424; Fc fragment of IgG, high affinity la. re; ig;TM=Y;SS=M; 4.29 

404996; ; ; Target Exon; Peptidase_C1;TM=M;SS=M; 4.29 

416539; Y07909; Hs.79368; epithelial membrane protein 1; PWP22_aaiHTin,oxidored_q5„N;TM=Y;SS=M; 4.28 

409142; AU36877; Hs.50758; SMC4 (structural maintenance of chromoso; ABC.tran,M,SMC^N,SMC - C.DUF164,none; 4.25 

421532; AW138207; Hs.146170; hypothetical protein FU22969; Armaalo„seg,HEAT;TM=M;SS=N; 4.25 

424503; NM 002205; Hs.149609; integrin, alpha 5 (fibronectin receptor,; tntegrin^G-GAP;TM=Y;SS=N; 4.24 

414809; A1434699; Hs.77356; transferrin receptor (p90, CD71); PA;TM=Y;SS=N; 4.24 

439720; A1935202; Hs.31 181; Homo sapiens cDNA: FU23230 fis. done C; none.SDF^ugar.tn 4.23 

437044; AL035864; Hs.69517; differentially expressed in Fanconrs an; nons;TM=M;SS=M; 4.23 

409956; AW103364; Hs.727; Inhibin, beta A (activin A. activin AB a; TGF-beta.TGFb_propeptide,Tub;; 4.20 

439453; BE264974; Hs.6566; thyroid hormone receptor interactor 13; AAA^BC_tran,CoaE;TM=M;SS=N; 4.20 

417389; BE260964; Hs.82045; midkine (neurite growth-promoting factor, PTN_MK;TM=M;SS=Y; 4.19 

407137; T97307; ; gb:ye53h05.s1 Scares fetal Ever spleen ; GDA1_CD39,none; 4.18 

419235; AW470411; Hs.288433; neurotrimirr, none,none; 4.18 

410290; AA402307; Hs.322844; hypothetical protein DKFZp564A176; Sema,PSI.TlG,tntegrin_B;TM=Y;SSsM; 4.18 

456906; AF117646; Hs.156637; Cas-Br-M (murine) ectropic retroviral tr, zf^3HC4,Cbl_N,Cbl - N2.aLN3;TM=M;SS=N; 4.17 

448775; AB025237; Hs.3B8; nudix (nucleoside diphosphate linked moi; NUDIX;TM=M;SS=M; 4.17 

400288; X06256; Hs.149609; Integrin, alpha 5 (fibronectin receptor,; integrin_AFG-GAP;TM=Y;SS=N; 4.14 

409799; D11928; Hs.76845; phosphoserine phosphatase-like; HydrcIase;TM=M;SS=N; 4.13 

445417; AK001058; Hs.12680; a disintegrin-fike and metalloprotease w; tspj ,Reprolysin.Pep_M12B_propep t none; 4.12 

433895; A1287912; Hs.3628; rnitogen-acuvated protein kinase kinase ; pkmase,zf-C4,CNH,ERM;TM=M;SS=N; 4.12 

424490; AJ278016; Hs.55565; ankyrin repeat domain 3; ank.pkinase;TM=M;SS=N; 4.09 

419121; AA374372; Hs.89626; parathyroid hormone-like hormone; none^one; 4.08 

416602; NMJJ06159; Hs.367895; Protein kinase C-binding protein NELL2; EGF.vwc.TSPN;; 4.07 

424008- R02740; Hs.137555; putative chemokine receptor; GTP-binding; 7tm_1;TM=Y;SS=M; 4.07 

427747; AW411425; Hs.180655; serine/threonine kinase 12; pkinase;TM=M;SS=N; 4.06 

427490; 295152; Hs.1 78695; rnitogen-activated protein kinase 13; pkinase;TM=M;SS=N; 4.03 

439738; BE246502; Hs.9598; sema domain, immunoglobulin domain (Ig).; Sema.PSl,integrin_B;TM=Y;SS=N; 4.02 
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414B83; AA926960; Hs.348669; CDC28 protein kinase 1; CKS;; 4.02 

413186; AU077141; Hs.374548; solute carrier famfly 16 {monocarboxylic; sugar JnTM=Y;SS=M; 4.01 
41B203; X64942; Hs.83758; CDC28 protein kinase 2; CKS;; 4r01 

406906; 225424; ; gb:H.sapens proteirvserineT^^ , . n .... . _ O0 

450375; M009647; Hs.352537; a disintegrin and metatloproteinase doma; Reprolysin^ep^M12Bj)ropep,disinteBrin,Reprolysin,Pep„M12Bj)ropep t disintegnn; 3.98 

410687; U24389; Hs.65436; tysyt oxidase-Iike 1; Lysyloxidase;; 3.96 

410342; R31350; Hs.743; Fc fragment of IgE, high affinity 1, rec; ITAM;TM=Y;SS=M; 3.95 

425849; AJ000512; Hs.296323; serum/glucocorticoid regulated kinase; pkinase,pxinase_C;TM=M;SS=M; 3.95 

417433; BE270256; Hs.82128; 5T4 oncofetal trophobtast glycoprotein; LRR,LRRNT,IRRCT;TM=Y;SS=M; 3.95 

427792; M63928; Hs.180841; tumor necrosis factor receptor superfami; SRP14JNFR,c6;; 3.93 

407792; A1077715; Hs.39384; putative secreted ligand homologous to f, ncne;TM=M;SS=Y; 3.91 

424441; X14850; Hs.147097; H2A histone family, member X: his ton e, CBFD_NFYB_HMF;; 3.91 

41 5989; AI267700; Hs.351 201 ; ESTs; none.none; 3.90 

423189; M59371; Hs.171596; EphA2; fn3,p!dnase,SAM.EPHJbd;TM=Y;SS=M; 3.90 

443859; NM_013409; Hs.9914; foffistatin; kazal;; 3.89 

429612; AF062649; Hs.252587; pituitary tumor-transforming 1 ; none;; 3.89 v 
419073; AW372170; Hs.183918; Homo sapiens cDNA FU12797 frs. done NT; death,ZU5;; 3.88 
450684; AA872605; Hs.25333; interteukin 1 receptor, type II; ig;TM=Y;SS=M; 3.88 
428450; NM 014791; Hs.184339; KIAA01 75 gene product; KA1 ,pkinase;TM=M;SS=N; 3.86 
413441; AI929374; Hs.75367; Src-tike-adapter; SH2,SH3;TM=M;SS=N; 3.84 

437763; AA469369; Hs.5831; tissue inhibitor of metailoproteinase 1 ; TIMP,pkinase,DAG_PE-bind,RBD; 3.83 
436291; BE56B452; Hs.344037; protein regulator of cytokinesis 1; none;TM=M;SS=N; 3.82 
417512; X76534; Hs.B2226; glycoprotein (transmembrane) nmb; PKE>.TM=Y;SS=M; 3.81 
427647; W19744; Hs.180059; Homo sapiens cDNA FU20653 fis, clone KA; none.pkinase; 3.80 
431629; AU077025; Hs.265B27; interferon, alpha-inducible protein (do; none;TM=M;SS=Y; 3.80 
434699; AA643687; Hs.149425; Homo sapiens cDNA FU11980 fc, clone HE; Nucleoside Jra2, none; 3.80 
430378; Z29572; Hs.2556; tumor necrosis factor receptor superfami; IL2;; 3.79 
4281 57; AI73871 9; Hs.198427; hexokinase 2; hexokinase,hexok?nase2,none; 3.78 

409512; AW9791 87; Hs.293591; melanoma differentiation associated prot; DEAD,helicase_C,CARD;TM=M;SS=N; 3.78 
417720; AA205625; Hs.208057; ESTs; none.none; 3.77 

439237; AW408158; Hs.318B93; ESTs, Weakly similar to A47582 B-cell gr; Furin-like.pkinase.Recep^LJoman.YLP.none; 3.77 
449029; N28989; Hs.22891; sdule carrier family 7 (cationic amino ; aa_permeases;TM=Y;SS=M; 3.76 
413436; AF238083; Hs.68061; sphingostne kinase 1; DAGKc;TM=M;SS*N; 3.75 

416714; AF283770; Hs.79630; CD79A antigen {immunogtobulirvassodaled; ig,ITAM,Znj:lus;TM=Y;SS=M; 3.74 

4132B1; AA861271; Hs.222024; transcription factor BMAL2; HLH.PAS;; 3.74 

436481; AA379597; Hs.5199; HSPC150 protein similar to ubiquitin-con; UQ_con;TM=M;SS=N; 3.74 

431 890; X17033; Hs.271 986; integrin, alpha 2 (CD49B. alpha 2 subuni; vwa,integrin J A 1 FG-GAP;TM=Y;SS=M; 3.74 . 

424118; BE269041; Hs.140452; cargo selection protein (mannose 6 phosp; penTtpin;; 3.73 

426471; M22440; Hs.170009; transfbrming growth factor, alpha; EGF;TM=M;SS=M; 3.72 

422487; AJ010901; Hs.198267; mucin 4, tracheobronchial; EGF.vwd.AMOP;; 3.72 

450125; AA005418; Hs.158186; ESTs; CIDE-N.7tm_1.none; 3.71 

427337; Z46223; Hs.176663; Fc fragment of IgG, tow affinity IHb, r, ig;TM=Y;SS=M; 3.70 

444006; BE395085; Hs.334762; type I transmembrane protein Fn14; ldLrecepLa,PKD,MHCJ;TM=M;SS=Y; 3.70 

422010; AA302049; Hs.31 181; Homo sapiens cDNA: FU23230 fis, clone C; none,SDF,sugarJr; 3.70 

418969; W33191; Hs.28907; hypothetical protein RJ20258; SH3;TM=M,SS=N; 3.69 

415817; U88967; Hs.78B67; protein tyrosine phosphatase, receptor-t; fn3,Y_phosphatase.carb^anhydrase;TM-Y;SS-M; 3.68 

443759; BE390832; Hs.134729; FXYD domarH»ntaming ion transport reg; ATP1G1_PLM_MAT8;TM=Y;SS=M; 3.68 

452344; AI264357; Hs.55405; hypothetical protein MGC16212; Sulfate Jransp.STAS;; 3.68 

439625; AF086453; Hs.58611; ESTs; ForltJead.gtycolytic^enzy.Na.sulph^symp; 3.66 

426227; U67058; Hs.154299; Human proteinase activated receptor-2 mR; 7tmJ;TM=Y;SS=M; 3.66 

452363; AI582743; Hs,94953; Homo sapiens, Similar to complement comp; C1q,Coilagen;; 3.65 

447365; BE383676; Hs.334; Rho guanine nucleotide exchange factor 0 SH3,PH,RhoGEF;TM=M;SS=N; 3.64 

418883; BE387036; Hs.1211; acid phosphatase 5, tartrate resistant; Metatophos;TM=M;SS=M; 3.64 

438707; L08239; Hs.5326; amino add system N transporter 2; porcu; ACAT,MBOAT;TM=Y;SS=M; 3.64 

422596; AF06361 1; Hs.1 18633; ^S'-oIigoadenylate synthetase-like; ubiquitm;; 3.63 

449318; AW236021; Hs.78531; Homo sapiens, Similar to RIKEN cDNA 5730; none;TM=M;SS=N; 3.62 

438746; AI885815; Hs.184727; Human melanoma-assodated antigen p97 (m; transferrin,GuanylateJdn,PDZ,SH3; 3.62 

446291; BE397753; Hs.14623; interferon, gammaHnducfbte protein 30; G!LT;TM=M;SS=Y; 3.62 

452696; AI826645; Hs.211534; ESTs; ArfGap,PH,ank,Guanytate_kin,PD2 t SH3; 3.60 

407634; AW016569; Hs.136414; UDP-GteNAc:betaGat beta-1^-N-acetylgluc; GalactosyLT;TM=M;SS=Y; 3.59 

423575; C18863; Hs.163443; intron of periostin (OSF-2os); Fascfcfin.none; 3.59 

421391; AW304350; Hs.191958; irnmunogtobtitin superfamily receptor Iran; ig.none; 3.58 

41 9452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; ig,pktnase;TM=Y;SS=M; 3.58 

419912; AF249745; Hs.6066; Rho guanine nudeoMe exchange factor {; SH3,PH,RhoGEF;TM=M;SS=N; 3.5B 

431457; NMJJ12211; Hs.256297; integrin. alpha 11; FG-GAP,vwa;TM=Y;SS=M; 3.57 

430379; AF1 34t49; Hs.240395; potassium channel, subfamily K. member 6; ion_trans;TM=Y;SS=M; 3.55 

418526; BE019020; Hs.85838; solute carrier family 16 (mwKxarboxylic; none;TM=Y;SS=M; 3.55 

441362; BE614410; Hs.23044; RAD51 (S. cerevisiae) homolog (Ecoli Re; nones 3.53 

426500; NM 014638; Hs.170156; KIAA0450 gene product C2,PI-PLC-Y;TM=M;SS=N; 3.53 

429556; AVH39399; Hs.314807; ESTs; none;TM=M;SS=N; 3.52 

449101; AA205847; Hs.23016; G protein-coupled receptor; 7tm_1;TM=Y;SS=M; 3.52 

432636; AA340864; Hs.278562; daudin 7; PMP22_Qaudin;TM=Y;SS=M; 3ii1 

433470; AW960564; Hs.351316; transmembrane 4 superfamily member 1; none;TM=Y;SS=M; 3.51 

452203; X57522; Hs.352018; transporter 1, ATP-bindtog cassette, sub; ABC.tran^C.rnembrane,SRP54,Thymidylate>n;TM=Y;SS=M; 3.49 
425566; AW162943; Hs.250618; UL16 binding protein 2; WUecepLa.PKD,MHC_l;TM=M;SS=Y; 3.48 
402447; ; ; C1000201:gil204416|gb|AAA02627.1| (UD519; ncne;TM=Y;SS=M; 3.48 

431183; NM_006855; Hs.250696; KDEL (LysAsp-Glu-Leu) endoplasmic retjc; ERJumen_recept;TM=M;SS=M; 3.48 

448988; Y09763; Hs.22785; gamma-aminobutyric add (GABA) A recepto; Neur_chan_LBD.Neur_chan_memb;TM=:Y;SS=M; 3.48 

41 5323; BE269352; Hs.949; neutrophil cytosotic factor 2 (65kO, chr. SH3,TPR;TM=M;SS=N; 3.48 

425003; AF1 19046; Hs.154149; apurinic/apyrimidinic endonudease(APEX ; Troponin,Exo_endoj)hos.tQ;TM=M;SS=N; 3.47 

424909; S78187; Hs.153752; cell division cycle 258; Rhodanese;; 3.44 

446051; BE048061;Hs.370M;ephrifWtt;Ephrin^^ 

418641; BE243136; Hs.86947; a disintegrin and metailoproteinase doma; disbitegrtn,ReproIysm l Pep_M12Bj)ropep,EGF;TM=Y;SS=M; 3.42 
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417426; NM 002291; Hs.82124; taminin, beta 1; lamwn_EGF,laminMtenn,integrin_B:; 3.42 
411263; BE297802; Hs.69360; kinesin-like 6 (mitotic centromere-assoc; kinesin;TM=M;SS=N; 3.42 
430044; AA464510; Hs. 1528 12; ESTs; nonejone: 3.42 

425289; AW1 39342; Hs. 155530; interferon, garnrna-inducibte protein 16; PAAD_DAPIN,HIN;; 3.39 
425354; U62027; Hs.155935; complement component 3a receptor 1; 7tmJ;TM=Y;SS=M; 3.39 
428293; BE250944; Hs.1 83556; solute carrier family 1 (neutral amino a; elF6,SOF;TM=M;SS=N; 3.39 
443648; AI085377; Hs.1 43610; ESTs; Fork head.none; 3.39 

418869; AW516565; ; gb:xq01d05.x1 Soares NHCeCjervicaLturno; none.RasGAP,WW,IQ; 3.38 
432179; X75208; Hs.2913; EphB3; EPH_lbd,fn3,pkinase,SAM;TM=Y;SS=M; 3.38 
418918: X07871; Hs.89476; C02 anUgen (p50). sheep red Wood eel) ; ig;TM=Y;SS=M; 3.38 
414368; W70171; Hs.75939? uridine rnonophosphate kinase; PRK,CoaE;; 3.37 

408716; AI567839; Hs.1 51714; Homo sapiens mRNAfor K1AA1769 protein. ; Uvr04iertc3se,RNB.RimtTM=M;SS=N; 3.37 
457001; J03258; Hs.2062; vitamin D (1,25- dihydroxyvitarnin D3) re; hormone_rec^f-C4 1 Metanoth]o_5;TM=M;SS=N; 3.37 
422283; AW41 1 307: Hs. 1 1431 1 ; CDC45 (cell division cycle 45, S.cerevis; CDC45;TM=M;SS=N; 3.37 

421817; AF146074; Hs.108660; ATP-bindmg cassette, sub-family C (CFTR FasdcBn^BC^tran,ABC_menirjrane,GTP.EFTU;TI^M;SS=M; 3.36 
400298; AA032279; Hs.61635; six transmembrane epithelial antigen of ; none;TM=Y;SS=N; 3.35 
428385; AF1 12213; Hs.184062; putative Rab5-interacting protein; SH2.SH3;; 3.33 
400261; ; Hs.1802; Eos Control; kj,MHCJI_beta;TM=Y;SS=M; 3.33 
410024; AW191024; Hs.55016; hypothe&al protein FU21935; SH3;TM=M;SS=N; 3.32 
412584; X54870; Hs.74085; DNA segment on chromosome 12 (unique) 24; nonejectin.c; 3.32 
416065: BE267931; Hs.78995; proliferating cell nuclear antigen; PCNA,PCNA_C;TM=M;SS=N; 3.31 
426437; BE076537; Hs. 169895; ubiquifiiMionjugating enzyme E2L 6; Armadi!lo_seg,UQ_con.none; 3.31 
426840; BE244217; Hs.172690; diacylglycerol kinase, alpha (80kD); efh and.DAG _PE-bind,DAGKa,DAGKc,DC1 ;TM=M;SS=N; 3.31 
434419; AL040606; Hs.296938; dual specificity phosphatase?; DSPc;TM=M;SS=N; 3.31 
418758; AW959311; Hs.172012; hypothetical protein DKFZp434J037; pkinase,RI01;TM=M;SS=N; 3.31 
424779; AL046851; Hs.1 53053; CD37 anUgen; transmembrane4;TM=Y;SS=M; 3.31 
• 423973; AF038461; Hs.1 36574; arachkJonate 1 2-lipoxygenase, 1 2R type; lipoxygenase,PLAT;TM=M;SS=N; 3.30 
421733; AL1 19671 ; Hs.1 420; fibroblast growth factor receptor 3 (ach; ig lP kinase;TM=Y;SS=M; 3.30 
449027; AJ271216; Hs.22880; dipeptidylpeplidase III; Peptidase„M49.EGFjg.Neuregufin;TM=M;SS=N; 3.28 
423778; Y09267; Hs.1 32821; flavin conlaining monooxygenase 2; FMO-Gke 1 pyr_redQx;TM=Y;SS=M; 3.28 
426457; AW894667; Hs.380138; chimerin (chimaerin) 1; DAG^PE-bind, RhoGAP,SH2;TM=M;SS=N; 3.28 
435523; T62849; Hs.1 1090; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; 3.27 
431886; L77964; Hs.271980; milogen-activated protein kinase 6; pkinase;TM=M;SS=N; 3.27 
430397; A1924533; Hs.1 05607; bicarbonate transporter related protein ; HC03.cotransp;TM=Y;SS=N; 3.27 

425322; U63630; Hs.155637; protein kinase, ONA-acOvated. catalytic; PI3_PI4.kinase,FAT,FATC;TM=M;SS=N; 3.26 

445006; NM_004403; Hs.1 3530; deafness, autosomal dominant 5; none;TM=M;SS=M; 3.26 

444783; AK001468; Hs.62180; aniltin (Drosophila Scraps homdlog), act PKnone; 3.25 

422278; AF072873; Hs.1 1 421 B; frizzled (Drosophila) homolog 6; Fz,FrizzIed,7tm_2;TM=Y;SS=M; 3.25 

405932; ; ; C15O00305:gf|3806122|gb|AAC69198.1l (AF0; ras;TM=M;SS=N; 3J25 

400205; ; Hs.81848; NM.006265*:Homo sapiens RAD21 (S. pombe); DUF173;; 3.25 

432874; W94322; Hs.279651; melanoma inhibitory activity; SH3;TM=M;SS=Y; 3.24 

412942; AL120344; Hs.75074; mitogen-acfivated protein Wnase-activat; pkinase;TM=M;SS=N; 3.23 

435472; AW972330; Hs.283022; triggering receptor expressed on myeloid; ig;TM=M;SS=M; 3.22 

439285; AL133916; Hs.47860; hypothetical protein FU20093; kj,pkinase,LRR.LRRNT,LRRCT,none; 3.22 

410434; AF051 1 52; Hs.63668; lolHike receptor 2, UW,LRRCT,TIR;TM=M;SS=M; 3.22 

427318; AF186081; Hs.175783; zinc transporter, 2rp;TM=Y;SS=M; 3.22 

436075; BE090176; Hs.179902; transporter-ake protein; rtone;TM=Y;SS=M; 3.22 

428698; AA852773; Hs.334838; KIAA1866 protein; none;NA;NA; 3.22 

448888; AW196663; Hs.200242; caspase recruitment domain protein 6; CARD;TM=M;SS=N; 3.22 

415149; X12451; Hs.78056; cathepsin L; Pepudase.dn 3.21 

423393; R37772; Hs.21420; p21-activated protein kinase 6; pkinase,PBD;TM=M;SS=N; 3.21 

424618; 129472; Hs.1802; major histocompatibility complex, dass ; ig,MHCJLbeta;TM=Y:SS=M; 3.20 

438564; AA381553; Hs.198253; major histocompatibility complex, ctess ; ig.MHCJLalpha,none; 3.20 

456181; L36463; Hs.1030; ras inhibitor; RA,SH2.VPS9;TM=M;SS=N; 3.20 

418613; AA744529; Hs.86575; mtogen-activated protein kinase kinase ; pkinase,CNH;TM=M;SS=N; 3.19 

440582; AW362152; Hs.27181; nuclear receptor binding factor-2; cycHn,bZIP;TM=M;SS=N; 118 

415010; NM.004203; Hs.77783; membrane-associated tyrosine- and threon; ank.pkinase,UPF0073;; 3.16 

419216; AU076718; Hs.164021; small Inducible cytokine subfamily B (Cy; ILB^ 3.16 

450737; AW007152; Hs.63325; rransmembrane protease, serine 4; trypsin,ldLrecepLa.none: 3.16 

426395; BE15198S; Hs.355669; hypothetical protein FU23316; pkinase,none; 3.15 

412939; AW411491; Hs.75069; eukaryoSc translation elongafion factor; none,none; 3.15 

433376; AI249351; Hs.74122; caspase 4. apoptosls-related cysteine pr; CARD,ICE_p10.ICE_p20;; 3.15 

41066B; BE379794; Hs.159651; hypothetical protein; death.TNFR_c6;TM=Y;SS=M; 3,15 

431441; U81951; Hs.2794; sodium channel, nonvoltage-gated 1 alpha; ASC;TM=Y;SS=N; 3.15 

432251; AW972983; Hs.232165; polycythemia rubra vera 1; cell surface ; none;TM=M;SS=M; 3.15 

407844; AW073716; Hs.8037; ESTs; transmembrane4 t none; 3.14 

408634; AW407254; Hs.356216; catmodufin 2 (phosphorytase kinase, dell; nonexone; 3.14 

423051; AI290473; Hs.44807; ESTs; integrin^B.Serna.PSl.TIG.none; 3.14 

438974; AF069816; Hs.6454; diromosome 19 open reading frame 3; PDZ;; 3.13 

431236; AV656840; Hs.285115; InterteukJn 13 receptor, alpha 1; fn3;TM=Y;SS=M; 3.13 

425394; AA356730; Hs.323949; kangal 1 (suppression of tumorigenlcity ; transrnembrane4,none; 3.13 

429336: AB005038; Hs. 199270; <vtochrome P450, subfamily XXvllB (25-hy; p450;; 3.13 

449230; BE613348; Hs.356392; melanoma cell adhesion molecule: ig;isodri,Ribosoma)^L6,F-box:TM=Y;SS==M; 3.13 

429305; AF095727; Hs.287832; myelin protein zero-like 1 ; ig,transmembrane4;TM=Y;SS=M; 3.12 

419034; NM 002110; Hs.B9555; hemopoietic cell kinase; SH2,SH3,pkinase;TM=M:SS=N; 3.12 

417386; AL037228; Hs.301957; D123gene product; NUDIX,secY,E1 jtehydrog,transk8LpynTM=Y;SS=M; 3.11 

419138: U48508; Hs.89631; ryanodine receptor 1 (skeletal); lorutraris,SPr^.RYOr\.ITPR,RyaWR;TM=Y;SS=N; 3.11 

440006; AK000517; Hs.6844; NALP2 protein; PYRIN-Containing APAFU; AAA,NB-ARC,PAAD_DAPiN;KA^A; 3.10 

406467; ; ; Target Exon; efharKl^cyItransferase,none; 3.10 

422956; BE545072; Hs.122579; ECT2 protein (Epithelial cell transform!; BRCT,RhoGEF;TM=M;SS=N; 3.10 
417771; AA804698; Hs.82547; retinoic acid receptor responder(tazaro; none,none; 3.09 
43701 6; AU076916; Hs.5398; guanine monphosphate synthetase; PHD,SET,zf- 

CXXaEGF.anMotch.VvW.FCH.GATase.GMP^ 3.09 
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441384; AA447849; Hs.288660; reUnotc acid induced 3; 7tm_3,none; 3.09 

416836; N32536; Hs.42645; solute carrier family 16 (monocarboxylic; none.none; 3.09 

416498; U33632; Hs.79351; potassium channel, subfamily K, member 1; ionJrans;TM=Y;SS=M; 3.09 

426108; AA622037; Hs.166468; programmed cell death 5; DUF122;TM=M;SS=N; 3.08 

414806; D14694; Hs.77329; phosphatldylserine synthase 1; PSS;TM=Y;SS=M; 3.08 

402233; ; ; NM_03Q760*:Homo sapiens endolheBal diff; 7tmJ;TM=Y;SS=M; 3.07 

430066; AI929659; Hs.237825; signal recognition particle 72kf>. TPI^AIRCSAI CAR_synl; 3.07 

425367; BE271188; Hs.1 55975; protein tyrosine phosphatase, receptor 1; none;TM=M;SS=Y; 3.06 

434263; N34895; Hs.79187; ESTs; lg,none; 3.06 

443907; AU076484; Hs.9963; TYRO protein tyrosine kinase binding pro; none;TM=M;SS=Y; 3.05 

409378; U423B7; Hs.54426; pancreatic polypeptide receptor 1; 7tm_1;TM=Y;SS=M; 3.05 

410165; BE560228; Hs.71869; apoptosis-associated speck-like protein ; PAAD_DAPIN,CARD;TM=M;SS=N; 3.05 

440270; NM 015986; Hs.71 20; cytokine receptor-like molecule 9; fn3;; 3.05 

449003; X76342; Hs.3B9; alcohol dehydrogenase 7 (class IV), mu o; adh_zinc;TM=M;SS=N; 3.05 

420189; AW296380; Hs.95821; osteoclast slimulafing factor 1; SH3,ank;; 3.05 

429732; U20158; Hs.2488; lymphocyte cytosotic protein 2 (SH2 doma; SH2;; 3.05 

421541; NM 003942; Hs.105584; ribosomal protein S6 kinase. 90kD, polyp; pkinase,pkinase_C;TM=M;SS=N; 3.04 
415444; BE247295; Hs.78452; solute carrier family 20 (phosphate tran; PH04,UM;TM=M;SS=N; 3.03 

425118;AU076611;rte.154672;methylenetetrahyto ti4j , po u 

binding,THFJ)HGj;YHJHFJDHGj;YHj;,CAPJ3W^ 3.03 
449048; Z45051 ; Hs.22920; similar to S68401 (cattle) glucose indue; Lamp;TM=M;SS=M; 3.03 
413869; NM_000878; Hs.75596; interteukin 2 receptor, beta; none;TM=Y;SS=M; 3.02 
442875; BE623003; Hs.23625; Homo sapiens clone TCCCTA00142 mRNA sequ; Kjetra,DUF51,none; 3.02 
436576; A1458213; Hs.77542; ESTs; 7tmJ.DnaJ; 3.02 

446269; AW263155; Hs. 14559; hypothetical protein FU10540; none;TM=M;SS=N; 3.02 

418870; AF147204; Hs.89414; chemokine (C-X-C motif), receptor 4 (fus; 7tmJJtm_2;TM=Y;SS=M; 3.01 

421379; Y15221; Hs.103982; small inducible cytokine subfamily B (Cy; IL8;TM=M;SS=Y; 3.00 

421267; BE314724; Hs.103081; ribosomal protein S6 kinase, 70kD, polyp; pkinase,pkinase_C;TM=M;SS=N; 3.00 

409705; M37762; Hs.56023; brain-derived neurotrophic factor; NGF;; 2.99 

429903; AL1 34197; Hs.93597; cydin-dependent kinase 5, regulatory su; COK5_activator,none; 299 

430696; AA531276; Hs.59509; ESTs; pkinase,PP2C,none; 2.98 

418299; AA279530; Hs.B3968; integrin, beta 2 (antigen C018 (p95), ly; tntegrin_B.EGF,PSI;TM=Y;SS=M; 2.97 

410026; AI912061; Hs.55016; hypothetical protein FU21935; none.none; 2.97 

448733; NMJMJ5629; Hs.187958; solute carrier family 6 (neurotransmitte; SNF;TM=Y;SS=N; 2.97 

432562; BE531048; Hs.278422; DKFZP586G1122 protein; zf-C2H2;TM=M;SS=N; 2.97 

453035; AW581943; Hs.334; Rho guanine nucleotide exchange factor (; none,none; 297 

42731 5; AA179949; Hs.175563; Homo sapiens mRNA; cDNA DKFZp554N0763 (f; none,spectrin,SH3,PH t CH; 2.97 

431941; AK0001 06; Hs.272227; Homo sapiens cDNAFU20099fis, clone CO; pMr)ase,Furiri-like,Recep„L_doma)n,none; 2.96 

441389; AF134838; Hs.7835; endocytic receptor (macrophage mannose r; fn2tectinj:;TM=Y;SS=M; 2.95 

412276; BE262621; Hs.73798; macrophage migration inhibitory factor 0 MIF.sugarJr.none; 2.94 

427359; AW0207B2; Hs.79881 ; Homo sapiens cDNA: FU23006 fis, clone U 7tmJ,none; 294 

402558; ; ; C1 000201 :gi]204416Jgb|AM02627.1 1 (10519; none;TM=Y;SS=M; 294 

425852; AK001504; Hs.159651 ; death receptor 6, TNF superfamily member; death,TNFR_c6;TM=Y;SS=M; 294 

442080; AW444761; Hs.72901; ESTs; ank;; 294 

450447; AF212223; Hs.25010; hypothetical protein P15-2; NTF2;TM=M;SS=N; 293 

444809; BE207568; Hs.20821 9; oculospanin; transmembrane4;TM=Y;SS=N; 2.93 

449843; R85337; Hs.24030; solute carrier family 31 (copper transpo; none;TM=Y;SS=M; 2.93 

416110; Z42262; Hs.322844; hypothetical protein DKFZp564A176; Sema,PSl,TIG r integrin_B;TM=Y;SS=M; 293 

453768; BE382670; Hs.19851 1; Homo sapiens mRNA; cDNA DKFZp761l177 (fr, arf,G-aIpha,none; 2.92 

414825; X06370; Hs.77432; epidermal growth factor receptor (avian ; Furin-IH(e 1 pkinase 1 Recep_LjOTaui;TM=M;SS=M; 292 

421429; NM.014922; Hs.104305; deaft effector fflament-forming Ced-4-G; LRR,PAAD_DAPINMA,CARD,NB-ARC;NA;NA; 2.92 

434826; AF155661; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C.none; 2.91 

451292; AB037716; Hs.26204; KIAA1295 protein; SH3;TM=M;SS=N; 2.91 

422127; AW504286; Hs.112049; SET binding factor 1; dDENN,DENN,GRAM,Prfc 2.91 

419508; AW997938; Hs.90786; ATP-binding cassette, sub-family C (CFTR; ABCJran,ABCjneriibrane;TM=Y;SS=M; 290 

430451; AA836472; Hs.297939; cathepsin B; PepDdase.d .projsomerase;; 290 

424046; AF027866; Hs.1 38202; serine (or cysteine) proteinase inhibito; serpin;TM=M;SS=N; 289 

414907; X90725; Hs.77597; poto (Drosophia)-like kinase; f^osonTaU37ae,pldn3se^LOJ>0)^ 2.89 

429619; AL120751; Hs.21 1 568; eukaryofJc translaflon Initiation factor; none,none; 289 

413879; AA132951; Hs.21 2533; Homo sapiens cDNA: FU22572 fis, clone H; none.none; 289 

417018; M16038; Hs.80887; v-yes-1 Yamaguchi sarcoma viral related ; SH2.SH3,pkinase;TM=M;SS=N; 289 

422610; AF153820; Hs.1547; potassium inwardfy-reclifying channel, s; 1RK;TM=Y;SS=N; 289 

4<>5556;;;homec<ionran-foteract^ ... 
423804; AW403448; Hs.1706; interferon-stimulated transcription fact; IRF,rf-C3HC4,lBR,zf-RanBP;TM=M;SS=N; 289 
425262; D87119; Hs.155418; GS3955 protein; pkinase; 288 

422599; BE387202; Hs.1 18638; norwnetastalic cells 1, protein (NM23A) ; NDK,PH,OxysteroLBPn 288 
452888; AW955454; Hs.30942; ephrin-B2; Ephrin,fn2;TM=Y;SS=M; 288 

414703; BE243877; Hs.380063; ATPase, Na? transporting, beta 3 potypep; Na_K-ATPase;TM=Y;SS=M; 2B7 

444143; AVY747996; Hs.160999; ESTs, Moderately sirdar to A56194 throm; Bd-2,none; 286 

413472; BE242B70; Hs.75379; solute carrier family 1 (glial high affi; SDF;TM=Y;SS=M; 286 

458039; AA8358B4; Hs.130685; leukolriene b4 receptor (chemokine recep; ClDE-N,none; 2.86 

434417; AL110157; Hs.3843; Homo sapiens mRNA; cONA OKFZp586F2224 (f; DSPc,none; 2.86 

425802; Y14838; ; chemokine-fike receptor 1; 7tm_1,none; 286 

403112; ; ; Target Exon; efhand,C2,PH.Pl-PLC-Y,PI-PlC-X;; 286 

435563; AF210317; Hs.95497; solute carrier family 2 (facilitated g!u; sugarJr,TM=Y;SS=N; 285 

4421 17; AW664964; Hs.128899; ESTs; hypothetical protein for IMAGE:447; none.none; 2.84 

45781 9; AA0574B4; Hs.35406; FU20522 Hypothetical protein FU20522; none,none; 284 

456629; AW891965; Hs.367942; histone deacetylase 3; HSP90,rttTPase_c f zf-C2H2,PHD l none; 2.B3 

408873; AL046017; Hs.356216; calmodufin 2 (phosphorylase kinase, delt; none,none; 283 

446947; AF1 46747; Hs.2321 65; polycythemia rubra vera 1 ; cell surface ; none;TM=M;SS=M; 283 

448386; AB037750; Hs.21061; KIAA1329 protein; PKD,BNR;TM=Y;SS=M; 2.82 

427857; AL1 33017; Hs.288679; hypotheGcal protein FU22B65; myoan_head,IQ^f-MYND;TM=M;SS=M; 282 

407601; AC002300; Hs.37129; sodium channel, nonvcJtage-gated 1. beta; ASC;TM=Y;SS=M; 282 
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459707; AA631 362; Hs.120866; gb:npB6b01.s1 NCt_CGAP_Thy1 Homo sapiens; 7lm J .none; 182 

422699; BE41059D; Hs.1 19257; emsl sequence (mamrnary tumor and squamou; SH3,HS1_rep;TM=M;SS=N; 2.82 

4381 08; AI471795; Hs.287776; vanilloid receptor-related osmolically a; ank,ion Jrans;TM=Y;SS=N; 2.82 

422241; Y00062; Hs.170121; protein tyrosine phosphatase, receptor t; Wnesin t fn3,Yj>hosphatase;TM=M;SS=N; 2.82 

448595; AB014544; Hs.21572; K1AA0644 gene product; LRRLRRCT;TM=Y;SS=M; 2.81 

423598; BE247600; Hs.377968; ESTs; 7lm_1;TM=Y;SS=M; 2.81 

412970; AB025436; Hs.177534; dual specificity phosphatase 10; Rhodanese,DSPc 2.81 

414198; AW505308; Hs75812; phosphoenolpyruvate carboxyldnase 2 (mil; PEPCK.-; 181 

436729; BE621807; Hs.351 31 6; transmembrane 4 superfamiry member 1 ; none;TM=Y;SS=M; 181 

432314; AA533447; Hs.285173; ESTs; XEnk,ncne; 2.81 

416207; NMJ514745; Hs.79077; Homo sapiens, clone MGC:2908, mRNA, comp; none;TM=Y;SS=M; 2.80 
446985; AL038704; Hs.1 56827; ESTs. Weakly similar to ALU^HUMAN ALU S; SAM.SH3.HS1 jep; 180 
428023; AL038843; Hs.374530;.Homo sapiens cDNA: RJ23602 fis, clone U 

aajjermeases,rjyridoxaijdeC^ 
432886; BE159028; Hs.279704; chromatin accessfoility complex 1; none;TM=M;SS=N; 2.80 
426006; R49031; Hs.22627; ESTs; pkinaseJBC; 2.79 

41 4217; AI309298; Hs.279898; Homo sapiens cDNA: FU23165 fis, clone L; none;NA;NA; 2.79 
411165; NNt000169;Hs.69089;galactosidase. alpha; Melibiase;; 179 

450056- BE047394; Hs.502; ESTs, Weakly similar to $71512 hypothec ABCJran.ABCjTiembrane.ig.MHCJ^ 2.78 

424291! AL120051; Hs.144700; ephrin-B1; Ephrin;TM=Y;SS=M; 2.78 

421448; AF033850; Hs.104519; phosphoTipase D2; PH.PLDc,PX;TM=M;$S=N; 2.78 

410226; AI831958; Hs.61053; hypothetical protein; SH3,TPR;TM=M;SS=N; 2.78 

433535; AF1 1 1 106; Hs.3382; protein phosphatase 4, regulatory subuni; HEAT;TM=M;SS=N; 178 

442503; AF147078; Hs.375031; p53-responsive gene 5; KJetrajonJrans.none; 177 

413900; AW409747; Hs.75612; stress-tnduced-phosphoprotein 1 (Hsp70/H; TPaPDZ,WW.Guanylate_1dn;TM=M;SS=N: 2.77 

454294; AB000734; Hs.50640; JAK binding protein; SH2;TM=M;SS=N; 177 

440188; AK001812; HsJ036; N-Acetylglucosamine kinase; ROK;TM=M;$S=N; 177 

449539; W80363; Hs.58446; ESTs; pkinase.Furm-like.RecepJ-jiornain.none; 176 

422667; H25642; Hs.132821; ESTs; FMCMike.FMO-like; 176 

415012; NMJ)04383; Hs.77793; c-src tyrosine kinase; SH2.SH3.pkinase;TM=M;SS=N; 2.76 

402316; ; ; NM_013447:Homo sapiens egWike module c; 7tm_2,GPS;TM=M;SS=M; 2.75 

425465; L18964; Hs.1904; protein kinase C, iota; pkinase.DAG_PE-bind,pkinase_C.OPR;TM=M;SS=N; 175 

447250; A1878909; Hs.17883; protein phosphatase 1G (formerly 2C), ma; PP2C;TM=M;SS=N; 2.75 

438629; AI187380; Hs.257170; ESTs, WeaWy similar to T1 251 5 hypotheti; TNFR_c6,none; 175 

451144; AW956103; Hs.61712; pyruvate dehydrogenase kinase, isoenzyme; HATPase.c.none; 2.74 

408543; N78098; Hs.44289; ESTs; none;TM=M;SS=N; 2.74 

429345; R11141; Hs.199695; hypothetical protein; K_tetra,SAM; 2.74 

407722; BE252241; Hs.38041; pyridoxaJ (pyridoxine, vitamin B6) kinas; pfkB;TM=M;SS=N; 173 

420602; AF060877; Hs.99236; regulator of G-protein signalling 20; RGS;TM=M;SS=N; 173 

407217; AA477136; Hs.105584; rfbosoma) protein S6 kinase, 90kD. polyp; pkinase,pkinase_C;TM=M;SS=N; 173 

414135; NNL004419; Hs.2128; dual specificity phosphatase 5; Rhodanese,DSPc.Y_phosphatase;TM=M;SS=N; 173 

410590; BE615216; Hs.64746; chloride intracellular channel 3; none;TM=M;SS=N; 173 

411125; AA1 51647; Hs.68877; cytochrome b-245, alpha polypeptide; none;TM=Y;SS=M; 173 

438022; AW517524; Hs.135201; NOD2 protein; LRR,CARD.GTP_CDC,Viral_helicase1;TM=M;SS=N; 2.72 

420929; A1694143; Hs.326248; programmed cell death 4; MA3;TM=M;SS=N; 2.72 

421 1 55; H87879; Hs.102267; lysyl oxidase; Lysvt_o»dase^oose„epim t Epimerase;; 2 12 

448564; AL044962; HsJ*1453; inositol 1,4,5-trisphosphate 3-kinase C; IPK;; 171 

449961; AW265634; Hs.133100; ESTs; pkinaM,Furm-lil^Recep_l w domam l none; 2.71 

444633; AF11 1713; Hs.1 2284; junctional adhesion molecule 1; ig;TM=Y;SS=M; 171 

412259; A1560292; Hs.279909; protein phosphatase 2 (formerly 2A), reg; WD40;TM=M;SS==N; 171 

419569; AI971651; Hs.91 143; jagged 1 (Alagiile syndrome); DSL,EGF.taminin„EQ : ,vwcjnetalthio;TM=M;SS=M; 171 

452401; NM_0071 1 5; Hs.29352; tumor neaosis factor, alphaHnduced pro; XDnk,CUB;; 171 

458190; BE561793; Hs.21446; K1AA1716 protein; ASC.GalactosyLT.none; 170 

432126; AA855239; Hs.37196; ESTs; 7tm_1;TM=Y;SS=M; 170 

422S16; BE300330; Hs.11B725; selenophosphate synthetase Z AIRS,AIRS_C;TM=M;SS=N; 170 

424717; H03754; Hs.152213; wingless-type MMTV integration site fami; wntnone; 170 

414108; AI267591 Hs.75761; SFRS protein kinase 1; ank.PH.Oxyslerol3P,pkmase;TM=M;SS=N; 170 

446272; BE268912; Hs.14601; hematopoietic cell-specific tyn substrat SH3,HS1 jep;TM=M;SS=N; 170 

41 6084; L1 6991; Hs.79006; deoxyftymidylate kinase (thymidytate kin; none,none; 169 

427157; U51166; Hs.173824; foymine-DNA glycosylase; UDG;TM=M;SS=N; 169 

404891; ; ; Target Exon; none.none; 169 

432581; AU076465; Hs.278441; K1AA0015 gene product; PP2C;TM=M;SS=N; 169 

424321; W74048; Hs.1765; lymphocyte-specific protein tyrosine kin; SH2,SH3,pkinase;TM=M;SS=N; 2.68 

425308; M97639; Hs.155585; receptor tyrosine kinase-Gke orphan rec; tg,krfngle,pklnase.Fz;TM=Y;SS=M; 168 

414443; AU077268; Hs.76144; plateteWerived growth factor receptor,; ig,pkinase;TM=Y;SS=N; 168 

427274; NM.00521 1 ; Hs.174142; colony stimulating factor 1 receptor, fo; ig,pkmase;TM=Y;SS=M; 16B 

436856; AI469355; Hs.127310; ESTs; pkinase l rrm;TM=M;SS=N; 168 

437429; H79981; Hs.5613; Homo sapiens mRNA; cDNA DKFZp564E2222 (f; SH2.SH3.BTB; 167 

450690; AA296696; Hs.333418; FXYD domain-containing ion transport reg; ATP1G1_PLM_MATB;TM=Y;SS=M; 167 

452069; AB028949; Hs.183994; WAA1026 protein; Metatophos;TM=M;SS=N; 167 

445330; R52656; Hs.21691; ESTs; 7tmJ,none; 167 

452698; NMJ01295; Hs.301921; chemokine (C-C motif) receptor 1; 7tmJ;TM==Y;SS=M; 167 

41 9754; H52299; Hs.308467; Homo sapiens mRNA; cDNA DKFZp586l0523 (f; none;TM=M;SS=N; 167 

434237; AF1 19908; Hs.235516; hypothetical protein PR02955; none;; 167 

445826; BE313754; Hs.13350; Homo sapiens mRNA; cDNA DKFZp5B6D0918 (f; ig,tspJ.ZU5,NucleosideJran; 2.66 

446696; AF279265; Hs.298476; solute carrier family 26, member 6; Sunate_transp,STAS,xan_urj)ermease;TW=Y;SS=N; 2.66 

439750; AL359053; Hs.57664; Homo sapiens mRNA full length insert cDN; iMPOH_C,IMPDH^CBS,integrin^B,recin_B Jeclin; 2.66 

413745; AW247252; Hs.75514; nucleoside phosphorylase; Mtap_PNP;; 166 

429083; Y09397; Hs.227817; BCL2-*elated protein A1; Bct-2;TM=M;SS=N; 2.66 

449523; NM_000579; Hs.54443; chemokine (C-C motif) receptor 5; 7tmJ;TM=Y;SS=M; 166 

449030; AI365582; Hs.57100; Homo sapiens mRNA for FU00016 protein, ; transmembrane4;TM=Y;SS=M; 2.66 

434979; A! 953054; Hs.89643; transketolase (Wemfcke-KorsakorT syndro; ASC,trar^tdase,transkeU)yr.tr3r^ketoiasB_C.pkkiase; 166 

406137; ; ; NM_000179*:Homo sapiens mutS (E coG) h; MutS_CPWWP.MutS - N;TM=M;SS=N; 166 
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412935: BE267045; Hs.75064; tubulin-specific chaperone c; none;; 2.66 

408633; AW963372; Hs.222088; PRO2000 protein; bromodornain.AAA,Sigma54_adivat;; 2.66 

412817; AL037159; Hs.74619; proteasome (prosome, macropain) 26S subu; PC_rep;TM=M;SS=N; 2.65 

452682; M456193; Hs.374574; progesterone membrane binding protein; homeobox.none; 265 

401752; ; ; RAN binding protein 3; SH2,STAT,STAT_bind,STAT_prot,ion.trans,PAC,PAS.Orexin; 165 

450747; AI064821; Hs.129953; ESTs. Highly similar to 1818357A EWS gen; rrm,zl-RanBP 1 GAS2; 265 

425776; U25128; Hs.159499; parathyroid hormone receptor 2; 7tm_2,HRM;TM=Y;SS=M; 2.64 

452701; NM 0051 10; Hs.30332; glutamine-fn* tose-6-phosphate transamin; GATase_2,SIS;TM=M;SS=N; 2.64 

433933; AI754389; Hs.355397; Homo sapiens clone TCCCIA001 64 mRNA sequ; none;NA;NA; 2.64 

421677; H64092; Hs.38282; ESTs; A1pp,ArmadiIlo_seg,IBB; 264 

436469; AK001455; Hs.5198; Down syndrome critical region gene 2; none;; 2.64 

423198; M81933; Hs.1634; ceB division cycle 25A; Rhodanese,none; 264 

435905; AW997484; Hs.5003; WAA0456 protein; SH3,RhoGAP,FCH;TM=M;SS=N; 2.64 

437712; X04588; Hs.85844; neurotrophic tyrosine kinase, receptor, ; Tropomyosin,ptae f U*aurcCT,Hydanlota 2.63 

458946; AA009716; Hs.42311; ESTs; none,DSPcY_phosphatase; 263 

447217; BE465754; Hs.17778; neuropilin 2; CUB,MAM,F5_F8_type„C;TM=M;SS=M; 263 

445462; AA378776; Hs.288649; hypothetical protein MGC3077; none;; 2.63 

425075; AA506324; Hs.1852; acid phosphatase, prostate; acid_phosphat;TM=Y;SS=M; 2.63 

405588; ; ; NMJ>00299*:Homo sapiens plakophilin 1 (e; Armadillo_seg;TM=M;SS=N; 263 

438330; AW450572; Hs.257316; ESTs; pklnase,zf-C4,ERM,CNH,none; 263 

448243; AW369771; Hs.367688; integrin, beta 8; mtegrin_8,none; 2.63 

452012; AA307703; Hs.279766; kinesin family member 4A; ktnesw,DNAJopoisolV,K-box;TM=M;SS=N; 2.63 

412182; AA20558B; Hs.73737; Splicing factor, arginine/serine-rich. 4; nm,hormone_rec,zf-C4,suQar_tn; 2.63 

423887; AL080207; Hs.1 34585; DKFZP434G232 protein; ABC_tran;TM=Y;SS=N; 2.63 

417497; AW402482; Hs.82212; CD53 antigen; transmembrane4;TM=Y;SS=M; 262 

413407; AI356293; Hs.75339: inositol polyphosphate phosphatase-Kke ; SH2,SAM,Exo_endo_phos;; 2.62 

414998; NM_002543; Hs.77729; oxidised low density lipoprotein (lectin; leclin_c;TM=Y;SS=M; 262 

417880; BE241595; Hs.82848; selectin L (lymphocyte adhesion molecule; EGF,lectin_c,sushi;TM=M;SS=M; 2.62 

429922; Z97630; Hs.2261 17; H1 histone family, member 0; linker Jistone;TM=M;SS=N; 2.62 

401812; ;; sorting nexin 14;AMNB-ARC,APS_kinase,cdc48_N,cdc48_2 l none; 261 

417886; AA2145B4; ; ESTs; SPRYJtrn_3,ANF_receptor,none; 2.61 

457670; AF1 19666; Hs.23449; insulin receptor tyrosine kinase subslra; SH3;TM=M;SS=N; 2.61 

428512; AI018187; Hs.375624; Human DNA sequence from clone RP1 1-243J1; none;; 2.61 - 

426746; J03626; Hs.2057; uridine monophosphate synthetase (orotat; Pribosyltran,OMPdecase;TM=M;SS=N; 2.61 

454042; H22570; Hs.47860; hypothetical protein FU20093; ig.pkinase.LRR.LRRNT.LRRCT.none; 2.61 

421077; AK000061; Hs.101590; hypothetical protein; anKpkinase,deau\SPRY,SAP 1 RtoosornaLL24e,SRP54,dDENN,OENN,uDENN;TM=M;SS=N; 2.60 

420162; BE378432; Hs.95577; cycfin-dependent kinase 4; pkinase;TM=M;SS=N; 2.60 

416661; AA634543; Hs.79440; IGF-ll mRNA-binding protein 3; KrWomain,rrm;TM=M;SS=N; 260 

417B21; BE245149; Hs.82643; protein tyrosine kinase 9; cofilirLADF;; 260 

411133; AW819204; ; gb:CM1-ST0283-071299-061-h03 ST0283 Homo; ANFjeceptor.none; 260 

405602; ; ; Target Exon; pkinase;; 260 

400440; X83957; Hs.83870; nebulin; SH3,Nebutin;; 260 

424848; AI263231; Hs.327090; EST; SH3 1 PDZ,GuanytateJdn,none; 259 

432268; BE311B56; Hs.274230; J-phosphoadenosine S'-phosphosuifate sy; APSJclnaseATP-sulfurylase;TM=M;SS=N; 259 

452690; AI536070; Hs.15085; ESTs; pou^omeobox,ng_chan ANF.receptor; 259 

422753; AI928995; Hs.1575; small nuclear ribonucleoprotem D3 polyp; Sm;; 2.59 

42B02B; U52112; Hs.182018; interfeukin-1 receptor-associated kinase; death,pkinase;TM=M;SS=N; 258 

433573; AF234887; Hs.57652; cadherin, EGF LAG seven-pass G-type rece; 7tn^2EGF,cadr^in,larninin_EGF,lamin^^ 258 

422785; AI8241 1 4; Hs.289Q88; heal shock 90kD protetn 1, alpha; zf-C2H2,none; 258 

418685; U76376; Hs.87247; harakiri. BCL2-interacting protein (cont none;TM=M;SS=M; 258 

452329; N36626; Hs.29106; mitogen-activated protein kinase phospha; DSPc;TM=M;SS=N; 258 

428405; Y00762; Hs.2266; cholinergic receptor, nicofintc, alpha p; Neur_chan_LBD,Neur_chan_memb;TM=Y;SS=M; 2.58 

421251; Z28913; Hs.102948; enigma (UM domain protein); UM,PDZn 257 

407245; X90568; Hs.172004; Ctin; fn3,ig.SGXXSG,pkinase;TM=M$ S=N; 257 

422309; U79745; Hs.114924; solute camerfamily 16 (monocarboxylic; sugarJr;TM=Y;SS=M; 257 

401751; ; ; RAN binding protein 3; Orexin.SH^STAT.STAT.buKJ.STA^ 257 

447887; AA114050; Hs.211610; caspase 6. apoptosis-retated cysteine pr; ICEj>10,ICE_p20,DED;TM=M;SS=N; 257 

422282; AF019225; Hs.1 14309; apoprotein L; MotA_ExbB;TM=Y;SS=M; 257 

439863; BE547830; Hs.375208; paired immunogk)butin-6ke receptor beta; fipoxygenase,PLAT,tipoxygenase,PLAT; 257 

425743; BE396495; Hs.159428; BCL2-associa1ed X protein; Bcl-2;TM=Y;SS=N; 257 

401218; eukaryotic translation etongafion fador. ton Jrans;TM=Y;SS=N; 257 

412773; H15785; Hs.74573; similar to vaccinia virus HindlH K4L OR; PLOc;TM=M;SS=N; 257 

444743; AA045648; Hs.301957; nudix (nucleoside diphosphate finked md; NUDlX,secY,E1 _dehydrog,transkeLpynTM=Y;SS=M; 2.56 

429782; NMJJ05754; Hs.220689; Ras-GTPase-acfjvating protein SH3-domam; rrm,NTF2;TM=M;SS=N; 256 

442994; AI026718; Hs.16954; ESTs; ank,pldnase,death,RiDosornal_S14: 256 

456602; AA41 1607; Hs.1 18964; ESTs, Weakly similar to KIAA1 150 protein; none,pkinase; 256 

422846; BE513934; Hs.1583; neutrophacytosollc factor 1 (47kD, chr; SH3,PX;TM=M;SS=N; 256 

441699; AW511126; Hs.127572; ESTs; none,AaJrans; 256 

447912; AW576549; Hs.165728; ESTs, Weakly similar to 138022 hypolheti; none.GSHPx^ABCJran; 2.56 
442945; AI024849; Hs.1 31853; ESTs: pkinase,none; 256 

453199; A1336266; Hs.32353; mitogen-activated protein kinase kinase ; pkinase;TM=M;SS=N; 256 
451477; AI798425; Hs.42710; ESTs; SH3.none; 256 

415091; AL044872; Hs.77910; 3-hyoroxy-3-rnemylglutaryl-Coen2yme Asy; HMG_CoA_synt;; 255 
413529; U11874; Hs.846; interleukin 8 receptor, beta; 7tmJ;TM=Y;SS=N; 255 

425345; AU077297; Hs.155894; protein tyrosine phosphatase, non-recept; Yjjhosphatase.DSPc;TM=M;SS=M; 255 
401321; ; ; receptor tyrosine Wnase-like orphan rec; none;TM=M;SS=N; 2.55 
446999; AA151520; Hs.351416; hypothetical protein MGC4485; none,none; 255 
401057; ; ; eukaryotic translation elongation factor; ton Jrans,IQ;TM=Y;SS=N; 2.55 
414509; AW1 61 31 1; Hs.76294; CD63 antigen (melanoma 1 anfigen); traremembrane4;TM=Y;SS=M; 255 
408204; AA454501; Hs.43666; protein tyrosine phosphatase type NA, m; Y_phosphatase;TM=M;SS=N; 254 
424539; L0291 1; Hs.150402, AcGvin A receptor, type I (ACVR1) (ALK; pkinase,ActivinJecp;T^4=M;SS=M; 254 
459060; H89244; Hs.303527; heterogeneous nuclear ribonucleoprotein ; rrm,pkinase;TM=M;SS=N; 2.54 
450167; AA446404; Hs.24563; NTF2-relaled export protein 1; NTF2,TM=M;SS=N; 254 
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425966; NM 001761; Hs.1973; cyclin F; cydin,F-box,cyclin w C;TM=M;SS=N; 2.54 

446566; H95741; Hs.17914; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; Z54 

412834; R77123; Hs.79B81; Homo sapiens cDNA: FU23006 fis, clone L; 7tm_1,none; 2.54 

457255; AL133011; Hs.253920; Homo sapiens mRNA; cDNA DKFZp434P201 (fr, none.none; 2.54 

43134V AA307211; Hs.251531; proteasome (prosome, macropain) subunit; proteasome;TM=M;SS=N; 2.53 

417331; AW411297; Hs.81972; SHC (Src homology 2 domain-containing) t; SH2.PID^2H2,SCAN,AN4P-binding,KRAB;TM=M;SS=N; 2.53 
414570; Y00285; Hs.76473; insulin-like growth factor 2 receptor, fn2,ClMR;TM=M;SS=M; Z53 
444838; AV651680; Hs.208558; ESTs; integrinJ^FG-GAP.none; Z53 

422609; 246023; Hs.1 1 8721 ; siafidase 1 (lysosomal siafidase); BNR,SH2,SH3.pkinase;TM=Y;SS=M; Z53 

450296; AL041949; Hs.24756; hepatocyte growth factor-regulated tyros; none,none; 2.53 

400702; ; ; Target Exon; fig_chan,SBP_bac_3ANF_receptor;TM=Y;SS=M; 2.53 

432336; NM 002759; Hs.274382; protein kinase. Interferon-inducible dou; dsrm,pWnase;TM=M;SS=N; 2.53 

442643; U82756; Hs.374973; PRP4/STK/WD splicrng factor; WD40;; Z52 

452060; W26980; Hs.349089; ATP-btnding cassette. suManfly F (GCN2; ABC_tran.lRK.SWiB; 2.52 

443951; F13272; Hs.356835; ferritin, fight polypeptide; PMP2ZJ3audin 1 none; Z52 

42B975; NM.004672; Hs.1 94694; mHogen-acfivated protein kinase kinase ; pWnase;; Z52 

407608; AI928218; Hs.380063; ATPase, Na? transporting, beta 3 polypep; none.none; 2.51 

4144B2; S57498; Hs.76252; endothefin receptor type A; 7tm_1 ;TM=Y;SS=M; 2.51 

410293; AK000047; Hs.61960; hypothetical protein; rUetra;TM=M;SS=N; 2.51 

429663; M68874; Hs.211587; phospholipase A2. group IVA (cytosolic. ; C2.PU2^B;TM=M;SS=N; 2.51 

425424; NM_004954; Hs.157199; ELKL motif kinase; pkinase,UBA,KA1;TM=M;SS=N; Z51 

457013; AA037145; Hs.172865; deavage stimulation factor, 3* pre-RNA,; WD40;TM=M;SS=N; 2.51 

439221; AA737106; Hs.32250; ESTs, Moderately similar to I78885 serin; adh - short,Bcl-2 t BH4.none; 2.51 

405429; ;; Target Exon; Y_phosphatase.none; 2.51 

443466; BE243123; Hs.321045; IKK-related kinase epsilon; inducible Ik; pkinase,RI01;TM=M;SS=N; 2.51 

418478; U38945; Hs.1 174; cyclin-dependent kinase inhibitor 2A (me; ank,~ 2.50 

408056; AA31 2329; Hs.42331 ; ephrin-A4; Ephrin;TM=M;SS=M; 2.50 

414419; F06829; Hs.76090; tumor necrosis factor, alpha-induced pro; KJetra;TM=M;SS=N; 2.50 

405369; ; ; NM_005569*:Homo sapiens UM domain kinas; pkinase.UM.PDZ;; Z50 

418216; AA662240; Hs.283099; AF15q14 protein; Hemagglutinin,squash;TM=Y;SS=N; 2.50 

404321; ; ; C700174r:gil2499629lsplQ63932lWPK2_MOUS; none.none; 2.50 

430900; U91939; Hs.248123; G protein-coupled receptor 25; 7tm J ;TM=Y;SS=M; 2.49 

440861 ; BE2441 15; Hs.7482; KIAA0682 gene product; rrm,GuanylateJdn;TM=M;SS=N; 2.49 

415801; R24219; Hs.278443; Fc fragment of IgG, low affinity lib. re; ig;TM=Y;SS==N; 2.49 

418741; H83265; Hs.8881; ESTs. Weakly similar to S41044 chromosom; pkinaseActivm^recp.pldnase^ctjvinjecp; 2.49 
' 417034; NNL006183; Hs.80962; neurotensin; none;; 2.49 
400303; AA242758; Hs.79136; LTV-1 protein, estrogen regulated; none.none; 2.49 
408805; H69912; Hs.48269; vaccinia related kinase 1; pkinase;TM=M;SS=N; 2.49 
418255; AW135405; Hs.37251; ESTs; pkinase.none; Z49 

424905; NWL0O2497; Hs. 153704; N1MA (never in mitosis gene a)-related k; pkfoase;TM=M;SS=N; Z44 

417791; AW965339; Hs.44269; ESTs; none 1 fer2,FAD_binding_5Ald_Xan_dh_C,fer2_2^ld_Xan_dh_C2,CO_dehJav_C; Z44 

453941; U39817; Hs.36820; Bloom syndrome; DEAD,heTicase_C ( HRDC;TM=r/;SS=N; 2.41 

417849; AW291587; Hs.82733; ntdogen % EGF,WI_n3cepLb.lhyroglobunn_1;TM=M;SS=M; Z39 

408908; BE296227; Hs.250822; serine/threonine kinase 15; pkinase;; 2.32 

428513; BE220806; Hs.184697; plexm C1 ; PSI.none; Z31 

426761; AI015709; Hs.172089; PORIMIN Pro-oncosis receptor inducing me; none;TM=Y;SS=M; 2J31 

427585; 031152; Hs.179729; collagen, type X, alpha 1 (Schmid metaph; C1q.Collagen;; Z28 

412723; AA648459; Hs.335951; hypothetical protein AF301222; none;TM=M;SS=N; 2.28 

452461; N78223; Hs.108106; transcription factor; zf-C3HC4.uriquitm.PHD.YOG_SRA;TM=M;SS=N; 2^6 

429547; AW009166; Hs.99376; FGENESH predicted novel secreted protein; none,none; Z15 

429486; AF1 55827; Hs.203963; hypothetical protein FU10339; SNF2_r^heRcase_GTM=M;SS=N; 2.15 

401486; ; ; C4000647*:gil4758508|ref|NP_004253.1| ai; none;TM=Y;SS=M; 2.15 

416209; AA236776; Hs.79078; MA02 (mitotic arrest deficient, yeast h; HORMA;TM=M;SS=N; Z14 

424399; A1905687; Hs.348419; AI905687:IL-BT095-1 90199-019 BT095 Homo ; none;TM=M;SS=M; Z14 

423761; NMJJ06194; Hs.132576; paired box gene 9; PAX;TM=M;SS=N; 2.13 

439670; AF088076; Hs.59507; ESTs, Wealdy similar to AC004B58 3 U1 sm; noncnone; Z13 

43931 8; AW837046; Hs.6527; G protein-coupled receptor 56; 7tm_2,CytC_asm.GPS;TM=Y;SS=M; Z03 

445019; A1205540; Hs.281295; ESTs; none,none; ZOO 

44321 1; A1128388; Hs.143655; ESTs; none,none; 1.98 

449448; D60730; Hs.57471; ESTs; none.none; 1.92 

435243; AW292886; Hs.348932; hypothetical protein dJ434014.3; IRFjone; 1.85 

406360; ; ; Target Exon; WO40;TM=M;SS=N; 1.84 

41 13B8; X72925; Hs.69752; desmocolfin 1; cadherin;TM=Y;SS=N; 1.84 

453102; NM.007197; Hs.31664; frizzled (Drosophila) homolog 10; Fz,Frizzted,7trn_2;TM=Y;SS=M; 1.79 

419183; U60669; Hs.89663; cytochrome P450. subfamily XXIV (vitamin; p450;; 1.78 

420344; BE463721; Hs.97101; putative G proteirwoupled receptor; Methyltransf J;TM=Y;SS=M; 1.77 

432842; AW674093; Hs.334822; hypothetical protein MGC4485; Ribosomal_L4;TM=M;SS=N; 1.76 

419743; AW408762; Hs.5957; Homo sapiens done 24416 mRNA sequence; none.none; 1.73 

426427; M86699; Hs.169840; TTK protein kinase; pkinase;; 1.62 

437915; AI637993; Hs.202312; Homo sapiens done N11 NTera2D1 teratoca; none.none; 1.58 

433336; AF017986; Hs.31386; secreted frizzled-relaled protein 2 (str, Fz,NTR;; 1.50 

434377; AW1 37148; Hs.306593; intron of periostin (OSF-2os); FascicHn.none; 1 .47 

451592; Ai805416; Hs.213897; ESTs; none.none; 1.47 

404927; ;; Target Exon; GalactosyU;TM=M;SS=Y; 1.28 

421552; AF026692; Hs.1 05700; secreted frizzled-relaled protein 4; Fz,NTRn 1.27 

427335; AA448542; Hs.278444; G antigen 7B; none;; 1.25 

431808; M3Q7Q3; Hs.270833; amphiregutin (scrwannorna-derived growth ; EGF;TM=Y;SS=M; 1.24 
447993; AW1 39525; Hs.170362; ESTs; none,none; 1.21 

428182; BE386042; Hs.293317; ESTs. Weakly similar to GGC1_HUMAN G ANT; none;TM=M;SS=N; 1.18 
453637; NM_002589; Hs.34073; BH-protocadherin (brain-heart); cadherin;TM=Y;SS=M; 1.14 
438274; AI918906; Hs.55080; ESTs; PAXnone; 1.14 

453965; BE148734; Hs.63325; transmembrane protease, serine 4; trypsin.tdljecepLa.none; 1.10 
413268; AL039079; Hs.75256; regulator of Gixotein signalling 1; RGS;TM=M;SS=N; 1.07 
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429921; AA526911; Hs.82772; collagen, type XI. alpha 1; CoUagen.O)LJn,TSPN,lamininJ3 1 CorA;; 1.00 
452795; AW392555; Hs.18878; hypothetical protein FU21620; 20G-Fell_Oxy;TM=M;SS=N; 1.00 



TABLE 25B 



Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

406685 0.0 M18728 

418869 12789 14 AA229762 AA230035 

425802 8884 j AA1 22298 AA360788 

417886 1031334 1 AA21 0987 D57294AA21 4584 AA207006 D56572 

411133 1070995 1 AW81 9203 AW81 9204 AW819197 AW819202 AW819211 BE 1 58469 AW81 9221 BE1 58473 AW81 9235 AW81 9207 AW81 9220 AW81 9208 AW8 19238 
AW819198AW819234 



TABLE 25C 

Pkey: Unique number corresponding loan Eos probeset . ... « . lt ... ,. ....j^ru r»u A 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham I et at. refers to the publication entitled The DNA 

sequence of human chromosome 21" Dunham I. et al., Nature (1999) 401489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposition 


401781 


7249190 


Minus 


8321543435,83531-83656,83740-83901,8423 


401780 


7249190 


Minus 


28397-28617,28920-29045.29135-29296,2941 


401760 


9929699 


Pius 


83126-83250,85320-85540,94719-95287 


402075 


8117407 


Plus ' 


121907-122035.122804-122921,124019-12416 


401747 


9789672 


Minus 


118596-118816,119119-119244,119609-11976 


404996 


6007890 


Plus 


37999-38145,38652-38998,39727-39872,4055 


402447 


9796640 


Plus 


47605-47729.51696-51821,52070-52257,5330 


405932 


7767812 


Minus 


123525-123713 


406467 


9795551 


Plus 


182212-182958 


402233 


7690102 


Plus 


90281-91477 


402558 


9863760 


Plus 


19047-19145.21133-21293.33968-34069 


405556 


1552511 


Plus 


163497-163623,164715-164968,165369-16550 


403112 


8980973 


Minus 


113051-113195- 


402316 


7527774 


Minus 


10751-10919,18817-19052,22131-22328 


404891 


7329392 


Rus 


84974-85125 


406137 


9166422 


Minus 


30487-31058 


401752 


9828651 


Rus 


144600-144794 


405588 


5002511 


Plus 


4618046366 


401812 


7407975 


Minus 


55084-55391 


405602 


4753260 


Plus 


44647-44778 


401751 


9828651 


Plus 


139165-139322 


401218 


9929301 


Minus 


4079341031 


401321 


9863631 


Minus 


104278-104748 


401057 


8117645 


Rus 


158309-159238 


400702 


8118856 


Minus 


1 1457-1 1585,2631 1-26538,27902-28067,3204 


405429 


7321905 


Minus 


51577-51723 


405369 


2078469 


Minus 


34183-34357,35686-35751 


404321 


9665209 


Minus 


76594-77805 


401485 


7341763 


Rus 


32585-32756,36281-36540,40791-40933.4401 


406360 


9256107 


Minus 


7513-7673 


404927 


7342002 


Plus 


68690-69563 



TABLE 25A: 834 GENES UP-REGULATED IN EWING"S SARCOMA COMPARED TO NORMAL ADULT TISSUES 

Table 26A fists about 834 genes up-regulated in Ewing/s sarcoma compared to normal adult tissues. These were selected from 35403 probesels'on the Affymetrix/Eos Hu03 
GeneChip array such that the ratio of "average" kidney cancer to "average" normal adult tissues was greater than or equal to 1 .5. The "average" kidney cancer level was setto the 
75* percentile amongst Ewtng sarcomas. The "average" normal adult tissue level was set to the 85* percentile amongst non-malignant tissues. In order to remove gene-specific 
background levels of non-specific hybridization, the 7.5* percentile value amongst run-malignant tissues was subtracted from both the numerator and the denominator before the rc 
was evaluated • — 



Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of Ewing sarcoma to normal tissue 



Pkey * ExAccn 

101447 M21305 

115881 NMJJ05756 

110278 AF061573 

121362 AF050147 

101104 AW862258 



Uni&nelb — UniSene Title 



Hs.1 84942 
Hs.19492 
Hs.97932 
Hs.1 69266 



gb:Human alpha satellite and 
G protein-coupled receptor 64 



chondromodulin I precursor 
neuropeptide Y receptor Y1 



-rT" 

38.4 
34.2 
312 
30.3 
26.3 
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121792 AW969726 
121619 AA528339 
104659 AW969769 
106533 AL134708 
124008 AI147155 
110728 AA737106 
105782 H09748 
102836 U94320 
104691 U29690 
121231 AAB14948 
129526 S69681 
119791 M554907 
116301 AW969706 
123308 C14187 
127742 AW293496 
131601 NM-007115 
127489 AA650250 
115909 AW872527 
101063 054745 
134570 U66615 
100299 049493 
127987 AI022103 
131313 R96290 
126799 AW753865 
125847 AW161885 
100380 D82343 
114837 BE244930 
123049 BE047680 
129977 NMJWQ399 
127695 AA714731 
125186 AA610620 
118844 AA443241 
119717 AA918317 
101879 AA176374 
113003 AW292315 
126645 AA316181 
101050 AU077324 
116790 AW161357 
119082 AF252297 
132315 AF091086 
126098 M79088 
125077 M78772 
126426 AA125984 
131307 NMJXJ0025 
123619 AA602964 
128361 AW172570 
127003 AW816515 
100020 

125556 AB033064 
105316 AI671245 
112268 W39609 
106516 AL137311 
128132 AA225632 
129012 R81936 
125447 AI582222 
134676 W28051 
119040 RD2394 
128391 AW188326 
123829 AF251237 
123949 AA621665 
126872 AW450979 
101266 136645 
121309 AA293834 
130637 AA356764 
125464 N71807 
135175 M91463 
107599 AW664072 
102681 Y08890 
131688 AI935413 
120147 A1917116 
110343 AW136703 
127664 AA806164 
103076 NMJJ01034 
126127 N95428 
125558 R59305 
100335 AW247529 
133421 AF134160 
102581 AU077228 
113577 AI300699 
118397 BE139479 
115773 AW445044 
128659 AW630087 
127262 AA828125 



Hs.98381 ESTs, Weakty similar to serine protease 24.4 

Hs.178062 ESTs, Weakly similar to phosphatidyls eri 23.4 

Hs.105201 ESTs 20.2 

Hs.145998 ESTs 16.9 

Hs.270016 ESTs 15.0 

Hs.32250 ESTs, Moderately similar to I78885 serin 14.8 

Hs.57987 B-cell CLL/lymphoma 1 1 B (zinc finger pro 1 4.6 

Hs.158330 neuropeptide Y receptor Y5 14.5 

Hs.37744 Homo sapiens beta-1 adrenergic receptor 1 3.7 

Hs.96343 ESTs.WeaktysimilartoALUC^HUMAN!!!! 12.3 

Hs.177582 surfactant pulmonary-associated protein 12.1 

Hs.58291 ESTs 117 

Hs.293332 ESTs 11-2 

Hs.103538 ESTs 10.9 

Hs.180138 . ESTs 10 8 

Hs .29352 tumor necrosis factor, alpha-induced pro 10.7 

Hs,272076 ESTs 10-6 

Hs.59761 ESTs, Weakty similar to DAP1 .HUMAN DEATH 10.6 

Hs.80247 cholecystokimn' 10.6 

Hs.172280 SWI/SNF related, matrix associated, acli 10.5 

Hs.2171 growth differentiation factor 10 10.1 

Hs.124511 ESTs 10-1 

Hs.336629 ribosomal protein L44 9.2 

Hs.74376 olfactomedin rotated ER localized protei 8.5 

Hs.249034 ESTs 7.0 

Hs.18551 neuroblastoma (nerve Issue) protein 6.9 

Hs.166895 ESTs 6.6 

Hs.21 1869 dickkopf (Xenopus laevis) homotog 2 6.6 

Hs.1 395 early growth response 2 (Krox-20 (Drosop 6.5 

Hs.291457 ESTs. Weakly simflar to heterogeneous r 6.5 

Hs.181 244 major histocompatibility complex, class 6.4 

Hs.336629 ribosomal protein 144 6.3 

Hs.57987 B-cell CLL/lymphoma 1 1 B (zinc finger pro 6.3 

Hs.243886 nuclear autoantigenic sperm protein (his 6. 1 

Hs.7215 ESTs 5.8 

Hs.61635 six transmembrane epitheHal antigen of 5.7 

Hs.1832 neuropeptide Y * 5.7 

Hs.101174 microtubulB-associated protein tau 5.5 

Hs.91546 cytochrome P450 reSnoid metaboliztng pr 5.1 

Hs.44563 hypothetica! protein 50 

gb:EST01236 Subtracted Hippocampus, Stra 4.9 

Hs.210835 ESTs « 

gb.zn27h06.r1 Stratagene neuroepithelium 4.6 

Hs.2549 adrenergic, beta-3-, receptor 4.5 

gb:no97c0Zs1 NCLCGAP_Pr2 Homo sapiens 4.4 

Hs.130246 ESTs 4.3 

Hs.173540 ATPase, Class V, type 10D 4.3 

4.2 

Hs.334806 KIAA1238 protein 4.2 

Hs.24835 hypothetical protein FU14594 4.0 

Hs.22003 solute carrier family 6 (neurotransmitte 4.0 

Hs.234074 Homo sapiens mRNA; cDNA DKFZp761G02121 ( 3.9 

gb:nc08a07.r1 NCI_CGAP_Pr1 Homo sapiens 3.9 

Hs336629 ribosomal protein L44 3.9 

Hs.128686 ESTs 3.8 

Hs.87819 Homo sapiens, clone MGG2492, mRNA, comp 3.6 

Hs.269436 ESTs, Moderately similar to PC4259 ferri 3.6 

Hs.170652 ESTs 3.5 

Hs.112208 XAGE-1 protein 3.4 

Hs.208957 EST 3.4 

gb:Ul-H-BI3^a-a-12.0-Ul.6l NQ_CGAP.Su 3.4 

Hs.73964 EphA4 3.3 

Hs.97312 ESTs 3.3 

Hs.17109 integral membrane protein 2A 3.2 

gb.7z29dQ9.r1 Soaresjnutu*pte_sderosis_ 3.2 

Hs.95958 solute earner family 2 (facilitated gfu 3.2 

Hs.60136 ESTs 3.2 

Hs.1 1 3503 karyopherin (importin) beta 3 3.2 

Hs.30692 p21 (COKN1A)-activated kinase 2 3.1 

Hs.1S5376 hemoglobin, beta 3.1 

Hs.17268 ESTs 3.1 

Hs.116502 ESTs 3.0 

Hs.75319 ribonucleotide reductase M2 polypeptide 3.0 

gb:zbB0d09.s1 Soares_senescentJbroblas 3.0 

gb:yh16c10Jl Soares infant brain 1 NIB H 3.0 

Hs.6793 ptatelel-acfiva«ngfa(toacetylhydrola 2.9 

Hs.7327 daudinl *8 

Hs.77256 enhancer of zeste (Drosophila) homolog 2 Z8 

Hs.278937 PRO0470 protein 2.B 

Hs.161492 ESTs 2.8 

Hs.38207 Human DNA sequence from clone RP4-530I1 5 Z8 

Hs.103315 trinucteofide repeat containing 1 2.8 

8 b:od71a09.s1 NQ_CGAP_Ov2 Homo sapiens 2.8 
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106472 AI207162 

125032 T74884 

127315 AF1 16622 

126500 M699949 

120325 AA195651 

127256 AI738610 

117357 N24829 

126735 M69113 

102745 AW753865 

128040 AW5004B6 

129706 AA443241 

107731 AA0160B6 

128283 AI076570 

125165 W45350 

111148 AB020690 

105577 AWB52257 
128301 US0552 
130262 D63216 
132967 AA316181 
102479 NMJ01991 
128531 H03721 
126165 AI741816 
126086 H75681 
118967 AI668670 
120830 AI568170 
127229 AA316181 
129428 AA256906 
110151 H18835 
M92642 



131381 
133761 



AFO41430 



80 



125590 R23B5B 
126693 C05723 
126021 AA775894 
125905 AI678638 
102507 U52154 
125743 H17151 
130580 N32388 
113119 T47910 
123110 AA486256 
113283 T66813 
107711 W96141 
128992 H04150 
106111 AW875398 
129948 A1537162 
125728 AW954565 
116728 F13687 
103100 NM.005574 
124971 T23800 
131019 W28614 
128671 AIB85045 
111795 A1435437 
119127 AA708035 
117602 N35020 
111898 R38944 
131916 AA025976 
130850 AB040922 
100571 L14561 
126722 N66148 
123720 AA609734 
113609 T93263 
131136 AB033099 
129001 AA443323 
133529 W45623 
107593 A1093688 
123910 AA621262 
128817 BE395776 
103080 AU077231 
128367 AW611791 
123729 AL039779 
112342 AW410273 
114721 051939 
127768 AW085002 
127706 AI174238 
126029 AA704253 
124250 AA350256 
117265 AA451966 
112501 AA972447 
129079 AK000157 
127252 AI049545 
129228 U40714 
114092 H81213 
109252 BE440157 
127889 AI147408 



staUimin-tike-protein RB3 2.7 

gb:yc58d02.s1 Stratagene liver (937224) 2.7 

gb:Homo sapiens clone FLB4217 mRNA seque 2.7 

ESTs 2.7 

ESTs 2.7 

ESTs, Moderately simitar to ALU8.HUMAN 2.7 

gb:yx98h12.s1 Soares melanocyte 2NbHM Ho 2.7 

glutathione S-transfefase pi & 

olfactomedin related ER localized pratei 2.7 

splicing factor proQne/glutamine rich ( 2.6 

ribosoma! protein L44 2.6 

ESTs, Weakly similar to 138022 hypotheli 2.6 

ESTs 2.6 

gb:zc81h08.s1 Pancreatic Islet Homo sapi 2.6 

paraneoplastic anfigen MA2 2.6 

C-terminal binding protein 2 2.6 

butyrophilm, subfamily 3, member A1 2.6 

frizzled-related protein 2.6 

six transmembrane epithelial antigen of 2.6 

enhancer of zeste (Drosophfla) homolog 1 2.6 

ribosomal protein S15a 2.6 

ESTs 2.6 

gb:yr77g01.r1 Soares fetal liver spleen 2.5 

Hs.216756 ESTs 2 -5 

ESTs 2.5 

six transmembrane epithelial antigen of 2.5 

ESTs, Weakly similar to ubiquitous TPR m 2.5 

hypothetical protein FU20041 2.5 

collagen, type Xvl, alpha 1 2.5 

brain protein 13 2.5 

Homo sapiens, clone IMAGE:3840937, mRNA, 2.5 

gb:C05723 Human pancreatic islet Homo sa 2.5 

ESTs 2.5 

chaperonin containing TCP1 , subunit 2 (b 2.5 

potassium inwardly-rectifying channel, s 2.5 

gb:ym37aQ5.r1 Soares infant brain 1NIBH 2.5 

uncharacterized hypothalamus protein HBE 2.5 

gb:yb18b1 1.s1 Stratagene fetal spleen (9 2.4 

EST 2.4 

EST 2.4 

ESTs 2.4 

ESTs 2.4 

PRO0659 protein 2.4 

ESTs 2.4 

B-ceH CLL/lymphoma 1 1 B (zinc finger pro 2.4 

EST 2.4 

UM domain only 2 (rhombotin-like 1) 2.4 

hypothetical protein FU14728 2.4 

chorionic somatomammotropin hormone 1 (p 2.4 

phcsr^oinoshTde-^ktnase, regulatory s 2.4 

ESTs, Weakly similar to KBF3_HUMAN NUCl 2.4 

ESTs 2.4 

C3HC4^ike zinc finger protein . 2.4 

Homo sapiens clone 25061 mRNA sequence 2.4 

ESTs 2.4 

DKFZP566C134 protein 2.4 

ATPase, Ca~ transporting, plasma membra 2.4 

HSPC033 protein 2.4 

EST 2.4 

ESTs, Weakly similar to S23650 retrovir 2.4 

KIAA1 273 protein 2.4 

BPOZ protein 2.4 

ADP-ribosylafion factor 1 2.4 

ESTs 2-4 

ESTs. Weakly similar to S65657 alpha-1C- 2.4 

ankylosis, progressive (mouse) homolog . 2.4 

cycKn D1 (PRAD1 : parathyroid adenomatos 2.4 

ESTs 2.4 

membrane component, chromosome 1 1 , surfa 2.4 

longevity assurance (LAG1 , S. cerevisiae , 2.3 

ESTs 2.3 

ESTs 2.3 

ESTs 2.3 

ESTs 2.3 

Hs.323875. EST, Weakly similar to 21 09260A B cell 13 

Hs.43005 RAB9-like protein 2.3 

Homo sapiens mRNA; cDNA DKFZp434KD87 (fr 2.3 

hypothetical protein FU20150 2.3 

DnaJ (Hsp40) homolog, subfamily A, membe 2.3 

tyrosyl-lRNA synthetase 2.3 

ESTs, WeakJy similar to KIAA1503 protein Z3 

ESTs 2.3 

ESTs 2.3 



Hs.3815 



Hs.191385 
Hs.1 04106 
Hs.267967 

Hs.226795 
Hs.74376 
Hs.1 80610 
Hs.336629 
Hs.272106 
Hs.134053 

Hs.7782 
Hs.171391 
Hs.284283 
Hs.153684 
Hs.61635 
Hs.194669 
Hs.2953 
Hs.125897 



Hs.968B6 
Hs.61635 
Hs.11 1354 
Hs.31608 
Hs.26208 
Hs.75922 
Hs.143375 

Hs.1 87516 

Hs.6456 

Hs.193044 

Hs.334370 

Hs.193510 

Hs.1 2947 

Hs.220687 

Hs.107708 

Hs.6451 

Hs.263988 

Hs.57987 

Hs.227976 

Hs.184585 

Hs.151001 

Hs.306155 

Hs.211586 

Hs.24567 

Hs.12248 

Hs.44685 

Hs.183475 

Hs.34569 

Hs.20237 

Hs.78546 

Hs.1 1125 

Hsll12755 

Hs.16875 

Hs.23413 

Hs.107812 

Hs.74571 

Hs.60051 

Hs.179923 

Hs.168640 

Hs.82932 

Hs.150742 

Hs.278672 

H^92614 

Hs.103822 

Hs.156187 

Hs.186982 

Hs.169359 



Hs.288833 

Hs.1 08502 

Hs.94 

Hs.239307 

Hs.14825 

Hs.85944 

Hs.144941 
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121292 AA401807 

128797 NM 002975 

132985 AL045579 

125174 W51835 

125401 AI204637 

135278 M399542- 

119155 R61715 

123423 AA598484 

123258 AA490929 

128826 Z40313 

105014 AA121123 

101086 AA382524 

110679 AA004798 

126879 D90391 

132317 BE262438 

124691 R05835 

113474 R50752 

103175 X690B9 

129052 BE275031 

129248 W04606 

100780 BE561958 
135416 BE28101B 
129928 AI338993 
103319 X83492 
110256 H63947 
120734 AA299948 



111777 


AK001100 


Hs.41690 


128963 


J03890 


Hs.1074 


108451 


AA079195 




134964 


A1803516 


Hs.272891 


127248 


AA364195 




125761 


R68351 




101358 


M10058 


Hs.12056 


101613 


M24283 


Hs.168383 


107121 


AB015427 


Hs.250493 


118751 


N74210 


Hs.50454 


128952 


AL043463 


Hs.6755 


126581 


W73306 


Hs.306668 


127634 


AA633469 


Hs.193283 


130755 


BE293520 


Hs.18910 


132867 


AF226667 


Hs.58553 


126323 


N77584 


Hs.68644 


111790 


AW769683 


Hs.6734 


125549 


R20215 




128059 


AA972446 


Hs.145096 


132342 


AW16275B 


Hs.45232 


125722 


H29796 


Hs.269622 


106383 


AA447453 


Hs.27860 


127644 


N88858 


Hs.155101 


128179 


AW2936B9 


Hs.127116 


133461 


NMJJ00762 


Hs.334345 


126962 


R12014 


Hs.20976 


112369 


AW966243 


Hs.4243 


133582 


BE391579 


Hs.75087 


112276 


R53442 


Hs.26038 


108743 


A1580150 


Hs.71074 


133726 


AI803186 


Hs.252716 


131263 


AU077002 


Ks.24950 


109929 


M773187 


Hs.294027 


129059 


AW069534 


Hs.279583 


110724 


AW016783 


Hs.30799 


116962 


H79577 




119232 


A1655226 


Hs.117659 


106711 


BE390125 


Hs.143187 



135191 X16866 

125822 H03162 

130215 BE301683 

133363 A1866286 

126250 AL050391 

103392 X94563 

129794 AF161399 

100253 D38024 

130743 AL049266 

125466 R08234 

122682 AA984531 

133347 BE257758 

104455 AL110261 

116332 AA491208 

131163 AA099524 

109592 A1198059 

128721 AW403911 

114046 BE018658 

128434 AI190914 



gb:zv65f11.s1 Soares jDtalJetusjMHF 8_ 2.3 

Hs.105927 stem cefl growth factor lymphocyte seer 2.3 

Hs.62113 KIAA0717 protein 2.3 

Hs.231082 EST 2.3 

Hs.337585 ESTs. Highly similar to KIAA0350 (H.sapi 2.3 

Hs.229671 EST, Moderately similar to PEPTIDYL-PROL 2.3 

Hs.31059B ESTs, Moderately similar to ALU1_HUMAN 2.3 

gb:ae38f04.s1 Gessler Warns tumor Homo s 2.3 

Hs.105274 ESTs, WeaWy similar to RMS1_HUMAN RE6UL 2.3 

Hs.106330 Homo sapiens done IMAGE:23371 , mRNA seq 2.3 

Hs.269267 ESTs, Weakry similar to AF1 61 361 1 HSPC 2.3 

Hs250959 htsteiinl 2.3 

Hs.108311 ESTs, Weakly similar to T00351 hypothec 2.3 

Hs.1 265 branched chain keto acid dehydrogenase E 2.3 

Hs.44592 beta-1,4rnannosyltransferase 2.3 

Hs.110153 ESTs 2.3 

Hs.23856 hypothetical protein MGC5297 2.3 

Hs.79227 myomesin (M-protein) 2 (1 65kD) 2.2 

Hs.158210 hypothetical protein MGC2555 2.2 

Hs.171637 hypothetical protein MGC2628 2.2 

Hs.302063- immunoglobulin heavy constant mu 2.2 

Hs.99969 fusion, derived from t{1 2;16) malignant 2.2 

Hs.134535 ESTs 2.2 

Hs.82359 lumor necrosis factor receptor superfami 2.2 

Hs^37955 RAB7, member RAS oncogene family 2.2 

gb:EST1 2544 Uterus tumor I Homo sapiens 2.2 

desmocollin 3 2.2 

surfactant pulmonary-associated protein 2.2 

gb:zm92h12.s1 Stratagene ovarian cancer 2.2 

hippocaldn-like protein 4 2.2 

gb:EST75015 Pineal gland !l Homo sapiens 2.2 

gb:yh99b03.r1 Soares placenta Nb2HP Homo 2.2 

asialoglycoprotein receptor 1 2.2 

intercellular adhesion molecule 1 (COM) 2.2 

zinc finger protein 219 2.2 

ESTs 2.2 

RaP2 interacting protein 8 2.2 

Homo sapiens cDNA FU14089 fis, clone MA 2.2 

ESTs, Weakly similar to unnamed protein 2.2 

prostate cancer overexpressed gene 1 2.2 

CTP synthase II 2.2 

Homo sapiens microsoma! signal peptidase 2.2 

ESTs, Weakly similar to S26650 DNA-bindi 12 

gb:yg18b09.r1 Soares infant brain 1MB H 2.2 

ESTs 2.2 

ESTs. Weakly similar to ALU5_HUMAN ALU S 2.2 

ESTs 2.2 

Homo sapiens mRNA: cDNA DKFZp586M0723 (f 2.2 

ATP synthase, H+ transporting, mitcchond 2.2 

ESTs 2.2 

cytochrome P450, subfamily 11A (phenobar 2.2 

ESTs 2.2 

hypothetical protein FU 1 2650 2.2 

Fas-activated serine/threonine kinase 2.2 

ESTs, Weakly similar to 138022 hypothet 2.2 

ESTs 2.2 

oxysterol-binding protein-related protei 2.2 

regulator of G-protein signalling 5 2.2 

ESTs 2.2 

CGI-81 protein 2.2 

Homo sapiens cDMA FU13471 fis. done PL 12 

gb:yu76g10.s1 Soares fetal liver spleen 2.2 

ESTs, Weakly similar to T46481 hypolheti 2.2 

hypothetical protein 2.2 

Hs.301086 cytochrome P450. subfamily IID (debrisoq 2.2 

Hs.268768 ESTs 12 

Hs.1 52707 gBoblastoma amplified sequence 2.2 

Hs.71962 ESTs, Weakry similar to B36298 proline-r 2.2 

Hs.321247 Homo sapiens mRNA; cDNA DKFZp586A181 (fr 12 

gbtRsapiens dbi/acbp gene exon 1 & 2. 2.2 

Hs.23259 hypothetical protein FU 13433 2.2 

Hs.1 57425 double homeobox, 2 2.2 

Hs.18724 Homo sapiens mRNA; cDNA DKFZp564F093 {fr 2.2 

Hs.180461 ESTs 2.2 

Hs.159293 ESTs 2.2 

Hs.71475 arid duster protein 33 2.2 

HS.15721V DKFZP586B0621 protein 2.2 

Hs.62620 chromosome 6 open reading frame 1 2.2 

Hs.23754 ESTs 11 

Hs.26370 ESTs 2.2 

Hs.266175 phosphoprotein associated with GEMs Z1 

Hs.141003 Homo sapiens cONA:FU21691 fis, clone C Z1 

Hs.143880 ESTs 2.1 
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103163 


AU077018 


Hs.3235 


112379 


AK001713 


Hs.17860 


127507 


AA249573 


Hs:152618 


133097 


W03512 


Hs.6479 


126153 


H85692 


Hs.40730 


122110 


AI123000 


Hs.301240 


100554 


M95923 




104799 


AA029703 




132664 


AI740461 


Hs.54542 


114620 


AA642974 




115348 


AA281562 


Hs.292100 


133231 


AK000517 


Hs.6844 


133160 


N54968 


Hs.66309 


124656 


AW297702 


Hs.102915 


133576 


M19650 


Hs.150741 


132676 


N92589 


Hs.261038 


126505 


AA282881 


Hs.190057 


116865 


AA736405 


Ks.54530 


134267 


AI174596 


Hs.196209 


134104 


135253 


Hs.79107 


133493 


AW998046 


Hs.194369 


112853 


T02843 




117457 


N29682 


Hs.44071 


112246 


R51321 


Hs.25780 


134869 


AH 5751 8 


Hs.90421 


128869 


AA768242 


Hs.60618 


129179 


AW969025 


Hs.109154 


104857 


A1920902 


Hs.19058 


101651 


AL037111 


Hs.75641 


129726 


H15474 


Hs.132898 


117186 


H98968 


Hs.42612 


126271 


A1250773 


Hs.270012 


116925 


H73110 


Hs.260603 


128468 


T23625 


Hs.150580 


.116031 


AA452239 


Hs.103329 


130724 


AK0O1507 


Hs.306084 


121897 


AA427419 


Hs.229162 


123808 


AA620552 




122333 


AA625872 


Hs.98977 


127841 


AW136558 


Hs.1 25246 



100023 
113002 
111567 
113697 
128033 
105225 
112370 
132786 
113226 
117997 
116996 
127002 
122591 
107279 
103898 
110312 
127447 
128352 
113649 
128275 
125976 
120820 
134937 
129602 
129535 
106095 
128538 
105593 
105788 
128148 
125982 
125746 
127835 
100661 
124282 
126926 
100221 
126053 
100944 
125581 
128604 
114612 
130453 



BE243513 

F12628 

T97183 

A1248705 

AA211777 

AF052095 

BE083422 

A1821008 

N52090 

H83935 

AL353940 

AS188219 

S57296 

AA248884 

BE256986 

AA386192 

AW137413 

N94768 

AI218235 

AA436760 

AA347417 

A1251449 

AJ282193 

AA397972 

AF 115402 

R44214 

AA279341 

AB009698 

AA918175 

R98091 

AL137506 

AA748762 

BE623001 

AA018408 

AA179472 

D28383 

H64450 

L07518 

A1272848 

AI879099 

AI124557 

U80735 



Hs.7212 
Hs.334786 
Hs.17992 
Hs.149321 

Hs.167344 
Hs.56B51 
Hs.10697 
Hs.47420 
Hs.40535 
Hs.24979 
Hs39311 
Hs^23910 

Hs.11896 
Hs.193482 
Hs.169942 
Hs.16400 
Hs.131240 

Hs.96869 
Hs.171939 
Hs.198298 
Hs.169965 
Hs.11713 
Hs.101189 
Hs.174151 
Hs.23965 
Hs.126637 

Hs^74256 
Hs.163113 
Hs.132748 
Hs.1 10287 
Hs.B32 



Hs.159593 
Hs.75309 
Hs.102397 
Hs.95456 
Hs.173854 



keratin 4 

hypothetical protein FU10851 

ESTs, Moderately similar to ZN91.HUMAN Z 

hypothetical protein MGC13272 

ESTs 

melanocortin 1 receptor {alpha melanocyt 
gbiHuman 12-fipoxygenase mRNA, partial c 
gb2e95h08.s1 SoaresJetaLhearLNbHH19W 
ESTs 

gb:nr60h01.s1 NCLCGAP_Lym3 Homo sapiens 
ESTs 

hypothetical protein FU20510 
hypothetical protein MGC1 1061 
ESTs 

Z^-cycBc nucleotide 3* phosphodteste 
ESTs, Weakly simflar to I38022 hypothet 
ESTs 
ESTs 

RAE1 (RNA export 1, S.pombe) homolog 
mitogen-activated protein kinase 14 
arginine-glutamic acid dipepfide (RE) re 
gb:FB11H5 Fetal brain, Stratagene Homos 
ESTs, Weakly similar to ALU5.HUMAN ALU 
Homo sapiens cDKA FU12252 lis, clone MA 
PR02463 protein 
hypothetical protein 
ESTs 

ESTs, Moderately simBar to S65657 alpha 
galactose-1 -phosphate uridylyltransferas 
fatty acid desaturase 1 

ESTs, Weakly similar to ALU INHUMAN ALU S 
ESTs 

ESTs, Moderately similar to A47582 B-ce 
putative translation initiation factor 
K1AA0970 protein 

Homo sapiens clone FLB6914 PR01821 mRNA, 
EST, Weakty similar to ZN91.HUMAN ZINC 
gb:ae58g11.s1 Stratagene lung carcinoma 
ESTs, Moderately similar to T34561 hypot 
ESTs 

hypothetical protein PP1044 
hypothetical protein MGC16O40 
Homo sapiens mRNA cDNA DKFZp434J1726 (f 
ESTs 

gb:zn57d02s1 Stratagene muscle 937209 H 
Homo sapiens clone 2391 1 mRNA sequence 
hypothetical protein MGC2668 
ESTs 
EST 
ESTs 

hypothetical protein DKFZp761P1010 
ESTs, Weakly similar to HSJ2_HUMAN DNAJ 
v-erb-b2 avian erythroblastic leukemia 
gb:k3517.seq .F Human fetal heart, Lambda 
hypothetical protein FU12089 
Homo sapiens cDNA FU11903 fis. done HE 
ESTs 

ESTs. Weakly similar to KIAA1435 protein 
ESTs 

gb:zv67d11.r1 SoaresJotaLfetus_Nb2HF8_ 
EST 
ESTs 

v-src avian sarcoma (Schmldt-Ruppin A-2) 
chimerin (chimaerin) 1 
E744&e factor 5 (ets domain transcript 
ESTs 

aldehyde oxidase 1 
solute carrier family 22 (organic anion 
ESTs 

gb:yr30e11 j1 Soares fetal Bver spleen 
hypothetical protein FU 23563 
ESTs, Weakly similar to 138022 hypolheti 
Homo sapiens ribosomal protein L39 mRNA, 
ESTs 

ESTs, Highly similar to A41029 integrin 
gb:Human mRNA for ATP synthase B chain. 
gb:yu62dQ1.r1 Weizmann Olfactory Epilhd 
mucin 6, gastric 

eukaryotic translation elongation factor 
GIOT-3 for gonadotropin inducible transc 
ESTs 

PAX transcription activation domain mte 
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135060 AK001B87 
114419 AI248013 
126283 N40359 
112003 AW978731 
127391 AW380893 
127717 F12209 
126893 AJ252060 
106798 BE252749 
103760 AA642973 
118922 AW206193 
133195 A1434760 
133424 AA350994 
133765 M62194 
132347 BE271016 
125599 H13295 
114459 AW445217 
128478 AA708205 
127271 H96820 
111122 N63753 
130695 T97205 
133571 BE515037 
119244 AW407564 
127603 A1016798 
113626 T94318 
128115 A1435590 
117639 AA377165 
127033 AF169301 
112411 R43090 
114601 AA075565 
127573 AA594196 
125500 AW952654 
119416 T97186 
115467 AI366784 
128902 AA036637 
127684 AA668631 
126288 AW449560 
122059 AA431737 
125486 AJ023895 
128895 AW467000 
105301 AW352357 
125536 F08266 
121387 AA405854 
134126 NMJKJ3747 
126860 BE242814 
102907 BE409861 
127804 AA740634 
130566 R85474 
113782 AK001567 
124119 AA040123 
132490 NMJ01290 
125494 AU077029 
100237 D30715 
127687 AW772383 
103136 AF087917 
125704 R55094 
126208 N22588 
131902 AA180145 
128660 AA011597 
118049 N53145 
134624 AF035119 
127432 AW067708 
126414 AI363157 
120861 AA350394 
124669 AI571594 
126096 F08208 
103891 NMJKJ7212 
128727 A1223335 
126831 AI929107 
125360 AW898892 
124276 H83465 
126524 Z45455 
126647 AK000283 
125957 H41694 
121782 AW452957 
124059 BE387335 
130945 U20582 
126348 T16243 
103558 BE616547 
126982 AA211419 
125613 AA765957 
129601 AB032964 
126007 H51097 
123627 AA909619 



protein kinase, AMP-activaied, gamma 2 n 
ESTs, WeaHy similar to 138588 reverse t 
ESTs 

hypothetical protein PR01331 
hypothetical protein MGC2722 
CK2 interacthTfl protein 1; HQ0024c prote 
TRABID protein 
hypothetical protein FU20345 
ubiquitin B 

hypothetical protein DKFZp761B2423 
K1AA1007 protein 
KIAA1700 

cadherin 11, type 2, OB-cadherin (osteob 
ESTs, Weakly similar to T21554 hypolhefi 
ESTs 
ESTs 
ESTs 

gb:yv99b03.r1 Soares melanocyte 2NbHM Ho 
DKFZP564G2022 protein 
ESTs, Weakly similar to 2109260A B cell 
melanoma antigen, family D, 1 
ribosoma) protein S18 
hypothetical protein FU20772 
ESTs, Moderately similar to RL44.HUMAN 6 
ESTs 
ESTs 

sulfate transporter 1 

ESTs, Moderately similar to ALU INHUMAN A 
gb:zm88fQ6.s1 Stratagene ovarian cancer 
ESTs, Weakly similar to S65657 alpha-10 
ESTs 

gb:ye50h09.s1 Soares fetal liver spleen 
TATA box binding protein (JBP)-associate 
ESTs 

KIAA0379 protein 

inner mitochondrial membrane peptidase 2 
EST, Moderately similar to T42671 hypoth 
ESTs 
ESTs 

MAGE1 protein 

ESTs, Weakly similar to ALU1.HUMAN ALU S 
gb:zu66g08.s1 Soares Jes(is_NHT Homo sap 
tankyrase.TRFI-lnteracting ankyrirwela 
ESTs, Weakly similar to T27544 zinc resi 
heme oxygenase (decycling) 1 
ESTs 
ESTs 

Homo sapiens cDNA FU 10705 fo, clone NT 
solute carrier family 27 (fatty acid tra 
UM domain binding 2 
antigen idenfified by monoclonal anfibod 
Human PAP (pancreatitis-associated prot 
ESTs 

olfactory receptor, family 1, subfamay 
Human DNA sequence from clone RP1 1-438B2 
Homo sapiens cDNA FU12368 6s, done MA 
Homo sapiens mRNA; cDNA DKFZp434P0235 (f 
ESTs 

gb:yv55f09.s1 Soares fetal fiver spleen 
deleted 'm liver cancer 1 
heterogeneous nudear ribonucleoprotein 
hepatocyte growth factor-regulated tyros 
ESTs 

hypothetical protein MGC12916 
similar to rat trtcarboxytate carrier-G 
ring finger protein 2 

Janus kinase 1 (a protein tyrosine kinas 
cyclin I 
ESTs 

gb:ys91a11.s1 Soares retina N2b5HRHomo 
heterogeneous nuclear ribonucteoprotejn 
hypothetical protein FU20276 
g b:yo06b06.r1 Soares adult brain N2b5HB5 
Homo sapiens, clone MGG15203, mRNA, com 
ESTs, Weakly similar to S64054 hypotheti 
acBnBke protein 

Homo sapiens cDNA FU 13992 fe, done Y7 
keratin 17 

gbzn55g05.s1 Stratagene musde 937209 H 
Hs.21077 K1AA0532 protein 
Hs.115726 WAA1138 protein 
Hs.143261 ESTs 
Hs.112668 ESTs 



Hs.259842 
Hs.106532 
Hs.271896 
Hs.301824 
Hs.11039 
Hs.173380 
Hs.26320 
Hs.20558 
Hs.183842 
Hs.91065 
Hs.279949 
Hs.20281 
Hs.75929 
Hs.169850 
Hs.106135 
Hs.103362 
Hs.100343 

Hs.16492 
Hs.17998 
Hs.177556 
Hs.275865 
Hs.9925 
Hs.17359 
Hs.130168 
Hs.44833 
Hs.9098 
Hs.271510 

Hs.269464 
Hs.244624 

Hs.48820 
Hs.107052 
Hs.32556 
Hs.89576 
Hs.98749 
Hs.190587 
Hs.106985 
Hs.7457 
Hs.77948 

Hs.131814 
Hs.323494 
Hs.202833 
Hs.292084 
Hs.16073 
Hs.311002 
Hs.248953 
Hs.4980 
Hs.177543 
Hs.306333 
Hs.300635 
Hs.247936 
Hs.26239 
Hs.288548 
Hs.34348 
Hs.177398 

Hs.B700 
Hs.170311 
Hs.24756 
Hs.96952 
Hs.102943 
Hs.283844 
Hs.124186 
Hs.50651 
Hs.79933 
Hs.189741 

Hs.182447 
Hs.270502 

Hs.334698 
Hs.283713 
Hs.2149 
Hs.6473 
Hs.2785 
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1115B7 AM25867 
135231 BE613615 
128897 AW979134 
109891 HM757 
127704 AA679609 
129340 H75334 
126502 T10077 
129619 AA209534 
127136 R36277 
110636 H72868 
128862 BE250742 
104689 AA420450 
130829 BE262530 
125768 AI557486 
123613 AA60915B 
127506 T61039 
123546 AA608817 
126516 R95872 
103973 AA305729 
127426 AAB54756 
112339 R56570 
129101 NMJJ13403 
109442 AW296134 
118103 AA401733 
125752 AW136622 
102926 W28363 
133975 C18356 
134470 X54942 
127329 AW160551 
126659 T16245 
127297 AW629485 
127640 AI557486 
103409 NM 004454 
127964 F06298 
122365 AA813546 
128193 AJ224442 
115173 BE612940 
125532 AI734146 
126541 AJ271671 
127309 A1669765 
129062 AA452970 
126770 AI292320 
127775 AA128808 
126994 AA455265 
130734 AW137091 
114461 AA531187 
100842 U05597 
1273B9 T65126 
125394 BE178502 
107736 AA016239 
125669 R51308 
100370 D79989 



Hs.20734 ESTs 

Hs.74280 hypothetical protein FU22237 
Hs.10700 hypothetical protein 
Hs.323176 ESTs 

gb:ag72c02.s1 Gesster Wilms tumor Homo s 
Hs.1 1 050 F-box only protein 9 
Hs.1 3453 hypothetical protein FU14753 
Hs.284243 tetraspan NET-6 protein 
Hs.7773 Homo sapiens ubiquiGn conjugating enzym 
Hs.19110 ESTs 

Hs.106673 eukaryotic translation initiation factor 
Hs.292911 ESTs, Highly similar to S60712 band-6-pr 
Hs.2006 glutathione S-transferase M3 (brain) 
Hs.1 1 9122 riboscmal protein L13a 
Hs.291166 EST 
Hs.252574 ribosoma! protein L10a 
EST 

chemokine binding protein 2 
amino acid transporter system A1 



Hs.112597 
Hs.1 17572 
Hs.18272 
Hs.124076 ESTs 
Hs.50547 ESTs 
Hs.108665 
Hs.86999 
Hs.184134 



113479 


AI023133 


Hs.10739 


105165 


BE2B0787 


Hs.16079 


120602 


AA808018 


Hs.109302 


112399 


R60920 


Hs.296770 


123474 


AA599209 




134212 


AA654353 


Hs.17719 


104204 


AK001691 


Hs.57655 


127464 


AW971875 


Hs.292071 


116715 


AL117440 


Hs.170263 


115041 


AA252457 


Hs.86543. 


132380 


AW373665 


Hs.46853 


120087 


AF186780 


Hs.79219 


116356 


AI371223 


Hs.288671 


125499 


H10543 




128846 


AA730767 


Hs.285753 


123869 


AA620924 


Hs.112923 


108889 


AA135722 


Hs.61481 


126528 


Z24895 




127629 


AA293279 


Hs.29173 


130004 


AA703884 


Hs.245474 


130847 


AI672483 


Hs.20220 


111620 


R14853 


Hs.307478 


131971 


BE567100 
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zinedin 

ESTs, Weakly similar to S65657 alpha-IC- 
ESTs 
Hs.206673 ESTs 

Hs.239752 nuclear receptor subfamily 2, group F, m 
Hs.295944 tissue factor pathway inhibitor 2 
Hs.83758 CDC28 protein kinase 2 
Hs.1 24021 soggy-1 gene 

gb:NIB1005R Normalized infant brain, Ben 
Hs.140720 GSK-3 binding protein FRAT2 
Hs.1 19122 ribosoma! protein L13a 
Hs.43697 els variant gene 5 {ets-relaled molecule 

gb:HSC13F081 normalized infant brain cDM 
Hs.99034 GTP-binding protein Rho7 
Hs.1 55020 (jutativemetrryttransferase 
Hs.88252 ESTs 

Hs.271600 ESTs, Weakly similar to alternatively sp 
Hs.7854 zinc/iron regulated transporter-like 
Hs.133184 ESTs 

Hs.1 5521 8 E1 B-55kDa-associated protein 5 

Hs.81361 heterogeneous nuclear ribonudeoproteln 

Hs.179902 transporter-Take protein 

Hs.86686 ESTs, Moderately similar to 154374 gene 

Hs.18624 K1AA1052 protein 

Hs.126705 ESTs 

gb:Human anion exchanger 3 cardiac Isofo 
Hs.1 2743 carnitine Oodanoyttransferase 
Hs.173772 ESTs, Weakly similar to 178885 serine/th 
Hs.60715 ESTs 

Hs.333256 ESTs, WeaWy similar to ALU8.HUMAN ALU 
Hs.1 84884 WAA0167 gene product 
ESTs 

hypothetical protein FU10233 
ESTs 



gb:ag34b11.s1 Jia bone marrow stroma Horn 
EBP50-PDZ tnteractor of 64 kD 
hypothetical protein FU10829 
ESTs 

tumor protein p53-bindlng protein, 1 
ESTs, Moderately similar to T00256 hypot 
ESTs 

Ra!GDS-Cke gene; KIAA0959 protein 

Homo sapiens cDNA FU11 997 fis, done HE 

gfcym04c06.r1 Soares Infant brain 1NIB H 

SCG1f>Cke-protein 

EST 

ESTs 

gb:HSB67F122 STRATAGENE Human skeletal m 
hypothetical protein FU20515 
ESTs. Moderately similar to ALU5_HUMAN A 
lipase protein 

EST, WeaWy similar to 139058 hypotheli 

hypothetical protein MDS025 

ESTs, Weakly similar to DYLX.HUMAN CYTOP 

gbAJ003322 Selected chromosome 21 cDNA 

ESTs 

ESTs, Weakly similar to T15936 hypothefi 
gbzv70g02.il Soares_totalJetus_Nb2HF8_ 
ESTs, Moderately similar to B34087 hypo 



Homo sapiens cDNA FU 14407 fis, done HE 
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126826 AA099764 gbznBI fl 2x1 Stratagene muscle 937209 H 

105483 NM_006548 Hs.30299 IGF-II mRNA-bmding ptolein 2 

129765 M86933 Hs.123B amelogenin (Y chromosome) 

115904 AI167560 Hs.61297 ESTs 

5 125514 AB040912 Hs.191098 hypothetical protein FL) 11 598 

125797 H03117 Hs.1 11497 similar to mouse neuronal protein 15.6 

133179 U81599 Hs.66731 homeobox B13 

115167 AA749209 Hs.43728 hypothetical protem 

118036 AI471862 Hs.196008 Homo sapiens cONA FU1 1723 fis, clone HE 

10 124540 N63232 gb:yz39a12.s1 Morton Fetal Cochlea Homo 

126183 BE018708 Hs.81972 SHC(Srchoniolc^2dorriaifVcontaining) t 

127897 AA773681 gb:a!77b12.r1 Soares_NhHMPu_S1 Homosapi 

126680 F07097 Hs.1 33855 transmembrane 6 superfamfly member 1 

126972 NMJM6255 Hs.95260 Autosomal Highly Conserved Protein 

15 130605 BE514352 Hs.306024 FK506-binding protein 3 (25kD) 

127541 AA573449 Hs.171515 ESTs 

127392 A1816736 Hs.14B96 DHHC1 protein 

106879 AI190785 Hs.33020 Homo sapiens, done IMAGE:3939163, mRNA, 

12B303 AI096444 Hs.7187 hypothetical protein FU 10707 

20 126469 BE384361 Hs.182885 ESTs, Weakly similar to JC5024 UDP-galac 

125756 BE174587 Hs.289721 growth arrest specinc transcript 5 

132332 AW978906 Hs.45005 hypothetical protein FU 12960 

127142 AW452942 Hs.1 30393 ESTs 

128416 F13165 Hs.12549 ESTs, Weakly similar to 2109260A B ceD 

25 103790 AL1 22044 Hs.331633 hypolhefical protein DKFZp566N034 

134578 AL1 10193 Hs.224137 hypothetical protein 

110023 AW294701 Hs.31040 ESTs 

125511 AJ271379 Hs.76194 ribosomal protein S5 

111483 R06569 Hs.269534 ESTs 

30 127363 AF054104 Hs.22116 CDC14 (cell division cycle 14, S. cerevi 

126231 AA991766 Hs.300793 ESTs 

106181 AI803651 Hs.191608 ESTs 

114767 AI859865 Hs.1 54443 minichromosome mainle nance deficient (S 

119929 W86464 Hs.304825 ESTs 

35 132542 AL137751 Hs.263671 Homo sapiens mRNA; cDNA DKFZp434l0812 (f 

127155 AA284993 gb:zt23e10.r1 Soares ovary tumor NbHOT H 

125956 AK000214 Hs.129014 hypothetical protein FU20207 

126854 AJ275985 Hs.71414 transcription factor (SMIF gene) 

131330 D13969 Hs.184669 zinc finger protein 144 (MeM 8) 

40 129445 W52452 Hs.29797 ribosomal protein L10 

113427 T85105 Hs.15471 ESTs 

106124 H93366 Hs.7567 Homo sapiens cDNA: FU21962 fis, done H 

126135 AA954381 Hs.269721 ESTs, Moderately similar to ALU1_HUMAN 

111450 R02728 Hs.117331 ESTs 

45 125636 H12382 Hs.25119 ESTs, Weakly similar to YEXOJfEAST HYPOT 

134118 BE336680 Hs.182877 KIAA011 6 protein 

111570 AF059203 Hs.20580 sterol O-acyltransferase 2 

113511 T89578 Hs.189740 ESTs 

113296 AW449560 Hs.89576 inrermitocrwrelrialrnembrane peptidase 2 

50 109875 H03260 Hs.30385 ESTs 

105930 AF016371 Hs.9880 peptidyJ prolyl isomerase H (cyctophiTin 

105564 BE616694 Hs.288042 hypothetical protein FU 14299 

128063 A1377750 Hs.167177 ESTs 

109779 AB029396 Hs.3353 beta-1^lucuronyltransferase 1 (glucur 

55 125334 T86569 Hs.182118 ESTs 

127206 AW816490 Hs.337508 ESTs 

108845 AW362901 Hs.68864 ESTs, Weakly similar to phosphatidylseri 

132520 AA257992 Hs.50651 Janus kinase 1 (a protein tyrosine Wnas 

114082 AI560984 Hs.27283 ESTs 

60 122550 AA451859 Hs.99253 ESTs 
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127019 AI929355 Hs.2B6128 hypothetical protein FU23329 

106251 R12607 Hs.35101 proliiie-ridiGla{G^art)Oxyg!utamlcackl 

112670 AL138012 Hs.183840 ESTs, Moderately similar to ALU7_HUMAN A 

65 114913 AI435199 Hs.58940 ESTs,WeaWysimiiarto I38022 hypotheti 

126604 A1023299 Hs.269806 ESTs 

125324 R07785 gb:yf15cQ6.r1 Soares fetal liver spleen 
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70 126935 AI198535 Hs.89463 potassium large conductance caicium-acti 
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133541 H75334 Hs.1 1050 F-box only protein 9 
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103456 AA496425 Hs.9629 papillary renal eel) carcinoma (transloc 
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134075 NM.012201 
127585 AA604144 
125824 Z45258 
127606 AA621135 
125585 AW298113 
107757 BE621721 
109978 H09356 
132297 BE272446 
115784 AW402151 
127880 W39735 
102305 AL043202 
102868 X02419 
133457 J0494S 
130339 AA435746 
125444 N28476 
123470 AW3032B5 
100025 

127063 A1276526 
127945 AA815031 
111557 R09510 
116009 AW137635 
119858 W01370 
106509 AJ042309 
124124 AW294404 
126713 AW249181 
126475 AW959075 



Hs.38034 
Hs.93002 
Hs.177990 



Hs.208334 
Hs.155482 
Hs.107528 

Hs.7063 
Hs.110092 
Hs.169161 
Hs.55406 
Hs.12082 
Hs.274422 
Hs.268575 
Hs.57874 
Hs.3463 

Hs.91389 
Hs,91910 
Hs.255015 
Hs.154868 
Hs.105613 
Hs.31755 
Hs.87929 
Hs.35006 
Hs.24956 
Hs.196008 
Hs.1 20429 
Hs.47213 
Hs.169274 
Hs.104019 
Hs.2351 
Hs.8935 

Hs.80624 
Hs.109697 
Hs.98745 
Hs.268754 
Hs.237536 
Hs.1 17950 

Hs.143648 
Hs.67991 
Hs.97461 
Hs.59558 
Hs.251064 
Hs.29852 
Hs.71433 
Hs.14318 
Hs.103501 
Hs.177592 
Hs.76305 
Hs.14757 
Hs.9265 

Hs.78979 
Hs.190632 
Ks.286013 
Hs.136552 
Hs.92909 
Hs.280792 
Hs.22528 
Hs.265317 
Hs.54673 
Hs.73818 
Hs.90073 
Hs.77274 
Hs.333509 

Hs.159161 
Hs.303632 



Homo sapiens cDNA FU12924 fis. clone NT 

ubiquitin carrier protein E2-C 

ESTs 

gb:zs41a03.s1 Soares_NhHMPu_S1 Homosapi 
gb:af95g01.s1 Soares_testis_NHT Homo sap 
Homo sapiens cDNA FU21874 fis, done H 
hydroxyacyi glutathione hydrolase 
androgen induced protein 
(NONE) 

Homo sapiens cONA: FU20913 fis, clone A 
ESTs 

ESTs, Highly similar to MAON_HUMAN NADP- 
Homo sapiens cDNA FU13549 fis, done PL 
Homo sapiens mRNA; cONA DKFZp566L203 (fr 
hypothetical protein FU20550 
ESTs 
ESTs 

ribosoma) protein S23 

gb:ag11a10.s1 Gesster Wilms tumor Homo s 
ESTs 
ESTs 
ESTs 

carbamoyl-phosphate synthetase 2. aspart 
ESTs 
ESTs 

Homo sapiens cDNA FU13707 fis. clone PL 
ESTs 

hypothetical protein FU22056 
Homo sapiens cDNA FU11723 fis, done HE 
ESTs 
ESTs 

ESTs, Highly similar to IFT2.HUMAN INTER 
transformi ng, acidic coiled-coil contain 
protein C (inactivator of coagulation fa 
quinolinate phosphoribosyltransferase (n 
gb:op91e06.s1 Soares_NFUX.GBC_S1 Homo s 
hypothetical protein MGC2560 
ESTs 
ESTs 

Homo sapiens cDNA RJ11949 fis. done HE 
ESTs, Weakly similar to AF1 51 067 1 HSPC2 
multifunctional polypeptide similar to S 
gb:ym19h09.r1 Scares infant brain 1NIB H 
insulin receptor substrate 2 
hypothetical protein DKFZp434G0522 
ESTs 
EST 

high-mobility group (nonhistone chromoso 
ESTs 
ESTs 

Homo sapiens done IMAGE:1 13399 mRNA seq 
rhodopsin kinase 
ribosomal protein, targe, PI 
surfactant, pulmonary-assodated protein 
ESTs 

hypothetical protein FU20917 
gb:HSC3HE011 normalized infant brain cON 
Golgl apparatus protein 1 
ESTs 

shc4 coiled-coil protein 
ESTs 

SON DN A binding protein 
hypothetical protein FU 12387 similar to 
ESTs 

hypothetical protein MGC2562 
tumor necrosis factor (ligand) superfaml 
ub^uinot^tochrorne c reductase hinge p 
chromosome segregation 1 (yeast homolog) 
plasminogen activator, urokinase 
alkafine phosphatase, placentaHike 2 
gtr.zt79e03.s1 Soares_tes0s_NHT Homo sap 
Rho GDP dissociation inhibitor (GDI) alp 
Human DNA sequence from done RP1 1-110H4 



Hs.331564 Homo sapiens mRNA; cDNA DKFZp434H1215 (f 

Hs.123598 ESTs 

Hs.20373 EST 

Hs.44238 ESTs. Weakly similar to S65657 alpha-1C- 

Hs.46824 ESTs 

Hs,64552 hypothetical protein MGC15563 

Hs.144515 Homo sapiens cDNA FU1 1672 fis, done HE 

Hs.19954 ESTs, Weakly similar to T1 9873 hypolheti 

Hs.238797 ESTs. Moderately similar to 138022 hypot 
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126851 R4D611 Hs.137565 ESTs 

104820 AW162768 Hs.22620 ESTs 

127235 AI817309 Hs.225583 ESTs, Weakly similar to 2004399A chromos 

126552 AF168711 Hs.1 59397 x 010 protein 

5 127523 AA617637 gb:np34h1Zs1 NCLCGAP_lu1 Homo sapiens 

131692 BE559681 Hs.30736 KIAA01 24 protein 

112974 AL353965 Hs.101174 rrricrotubule-associated protein tau 

118921 N91914 Hs.54751 ESTs 

100676 X02761 Hs.2B7820 fibronectin 1 

10 127721 T59578 Hs.1B8440 ESTs, Weakly similar to ALUF_HUMAN WW 

115254 AA279024 Hs.269316 ESTs, Weakly similar to S65657 a!pha-1C 

128173 AM57242 Hs.127024 ESTs 

126846 AA663527 Hs.116910 ESTs 

125294 R40025 Hs.106551 ESTs 

15 127494 AW978730 Hs.291956 . ESTs, Weakly similar to ALU8.HUMAN ALU S 

134191 W26632 Hs.7979 K1AA0736 gene product 

107394 AA864798 Hs.186180 Homo sapiens cDNA FU23038 fis, done L 

131562 NM_O03512 Hs.28777 H2A histone family, member L 

127310 AW450671 Hs.1892B4 ESTs 

20 122359 AA523486 gb:ni67f11.s1 NCLCGAPJM 2 Homo sapiens 

100524 M80902 Hs.183704 ubiquitinC 

128422 T77794 gb:yd20d09.r1 Scares fetal liver spleen 

129902 AA076278 Hs.13277 hypothetical protein FU 22054 

126784 T81887 Hs.108854 HSPC163 protein 

25 123343 AI761902 Hs.99597 ESTs 

105458 AW954377 Hs.26412 ring finger protein 26 

112266 AI652534 Hs.25934 ESTs, Weakly similar to HSHU1 1 histone H 

127622 AA628222 Hs.97883 ESTs 

113659 R06545 Hs.189781 ESTs, Weakly similar to ALU 1 .HUMAN ALU S 

30 116892 A1573283 Hs.38458 ESTs 

126995 NM 014351 Hs.189810 sulfortranferase family 4A, member 1 

111657 R0f364 Hs.268667 ESTs, Weakly similar to ALU1_HUMAN ALU 

100243 AB028125 Hs.77854 regucalcin (senescence marker protein-30 

116153 AF107203 Hs.57937 ataxin 2-binding protein 1 

35 108892 AK000002 Hs.55879 Homo sapiens mRNA; cDNA DKFZp434L0827 (f 

113294 A1037922 Hs.1 1000 teptin receptor overlapping transcript-l 

126691 W03046 Hs.283664 aspartate beta-hydroxylase 

106979 AW015227 Hs.289053 hypothetical protein FU 14733 

125546 H09950 gb:ym01d12.r1 Soares infant brain 1 NIB H 

40 113990 AI497945 Hs.83097 hypothetical protein FU22955 

129295 U63127 Hs.1 10121 SEC7homolog 

125431 AWB51639 Hs.75584 polymyositis/scleroderma autoanBgen 2 ( 

112558 AK001621 Hs.15921 hypothetica! protein FU 10759 

122046 AI560456 Hs.107319 ESTs 

45 122472 AA448509 Hs.128652 ESTs 

130753 AA205223 Hs.1 89 phosphodiesterase 4C, cAMP-specific (dun 

131714 AA642831 Hs.31016 putative DNA binding protein 

101233 AL135173 Hs.878 sorbitol dehydrogenase 

109501 AF047437 Hs.90436 sperm associated antigen 7 

50 126984 AA213820 Hs.256533 ESTs, Weakly similar to S1 1998 finger pr 

125765 BE243877 Hs.76941 ATPase,Na^+ transporting, beta 3 poly 

127693 AA676727 gb^j68b1U1 Soares Jeta|Jiver_spleen_ 

128453 X02761 Hs.287820 fibronectin 1 

119418 T97590 Hs.221711 ESTs, Weakly similar to ALU1_HUMAN ALU 

55 132669 W38586 Hs.293981 guanine nucleotide bimfing protein (G pr 

116708 F10528 Hs.70001 ESTs, Moderately similar to JC6169nucl 

122420 AA446971 gb:zwB5f11.s1 Soares JotaJJetus_Nb2HF8_ 

100238 L24959 Hs.348 cateium/calmodufin-dependent protein Wn 

109710 020044 Hs, 12929 hypothetical protein FU20721 

60 105704 AI282341 Hs.75431 fibrinogen, gamma polypeptide 

112712 R91060 Hs.330761 ESTs 

100098 AF003743 gb:Homo sapiens delayed rectifier potass 

114122 R46128 Hs.12751 ESTs 

132397 AA021160 Hs.4750 hypothetical protein DKFZp564K0822 

65 107881 A156B350 Hs.61273 hypothetical protein MGC2650 

106302 AA398859 Hs.1 8397 hypothetical protein FU23221 

125898 AK001823 Hs.92287 Homo sapiens mRNA; cDNA DKFZp564C2478 (f 

104957 AI359009 Hs.1 0026 mitochondrial ribosomal protein L1 7 

102909 NM.005269 Hs.2693 gEoma-associated oncogene homolog (zinc 

70 125559 BE29748B Hs.279877 cen division protein FtsJ 

109634 H17063 Hs.183646 ESTs 

116607 W05238 Hs.94316 ESTs, Weakly similar to T31613 hypothetl 

127175 R1 1937 gb:yf54b08j1 Soares infant brain 1N1B H 

110617 W93231 Hs.285901 Homo sapiens, clone IMAGE:3948563, mRNA, 

75 125988 W27648 gb:37e10 Human retina cDNA randomly prim 

115093 A1241932 Hs.3542 hypolhetical protein FU 11 273 

121207 AA705799 Hs.183714 ESTs 

112652 BE269699 Hs.235782 solute carrier family 21 (organic anion 

125213 AB014554 Hs.109299 protein tyrosine phosphatase, receptor t 

80 125912 AW867467 Hs.278712 eukaryotic translation initiation factor 

133046 R96881 Hs.63609 Hpall tiny fragments locus 9C 

122791 AL122055 Hs.129836 KIAA1 028 protein 
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Table 26B 



Pkey: 

CAT number. 



Unique Eos probesei idenlifier 
Gene cluster number 
Genbank accession numbers 



10 

15 

20 

25 

30 
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60 

65 
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75 

80 



108451 
124195 
123619 
125165 
125324 
126053 
126086 
126098 
125464 
125499 
126127 
125546 
125549 
125558 
125575 
125743 
125761 
126426 

127155 
127175 
126528 
125957 
125976 
125982 
125988 
127245 
127248 
127262 
126659 
126693 
127315 
126730 
103898 
127446 
126826 
126872 



CAT number Accession 

13766 27 AA079195AA084955AA1 26308 AA084956 
2606 3 H83034 H52379 
371681.1 AA602964AA609200 
1852047 1 W45350 W45406 
1692163 1 R07785T85948T86972 
1601238 1 H64450H64464 
1606216 1 H75681 H70975 
1629789 1 M79088 N88221 
168460 1 N71807AA203399 
1562851 1 H10543R11878 
1205826 1 N95428 W24040 AW751366 H81987 
356478 T H09950 R18413 AA570553 AW973425 
1702179 1 R20215R18767 
1703083 1 R59305R19748 
1566B85 1 H14983R21554 
5025 5 H17151 H11956 
1744008.1 R68351R68364 

110687 1 AA125984AA127189AA065075AA070377AA100017 nrnir 

" AA079891 AA1 13255 AA07516B M082764 AA083380 N84829 AAQ84752 AA076512 AA0851 19 AA085208 AA085045 
200358.1 AA284993 AA478122 M477923 
1695805J R11937Z45532 
1276201 1 Z24895AW891336R01294 
1583542J H41694H45213 

296453_1 AA436760 AW237453 BE327496 N47347 N56967 
1766315 1 R98091W92898 
1365728J W27648 R99193 BE090398 
226662J AA323958AA370268 
227560J AA364195 AA325029 AW962050 
231725 1 AAB28125AA834883AA330555 
1541209.1 T1 6245 R19694 F13545 H10299 T66048 T65279 H18006 
87363 1 C05723AA018342 
37938~1 AF1 1 6622 All 14507 AA640834 AA377999 
297653 1 AA442429T19477 
187213 -3 AA248884 
16001 j F13008T75435 

U2696J AW^SM^ BE168945 AA809054AW238O38BEO1 1212 BE01 1359 BE0 11 367 

BE011368BEO11362BEO11215BE011365BE011363 
AA225632 AI820970 A1820952 AA226472 AI732140 AI732059 AA226307 
AA225500 

127523 351071 1 AA617637 AA554963 
126982 171753 1 AA21 1419 AA21 1566 
128215 530345 -1 AA973310 

127704 405690.1 AA679609 AA694592 

127705 966283 2 AJ003322 AJ003324 
128422 1811283 1 T77794T85681 
127897 446527.1 AA773681 AA773857 
120734 208882J AA299948AA299949 
100098 25117.-13 AF003743 

114620 32062.8 AA642974 AA084223 

122652 26401 -30 AA454641 

100842 ligr_HT4398 U05597 

123783 genbankuAA610112 

125032 genbank_T74884 

123808 genbank_AA620552 

123864 genbank.M620882 

118049 genbank_N53145 

102406 entrei_U43177 

116962 genbank_H79677 

134076 40321 1 AF086215 W02702AA284288 W25655 

125888 266863.1 H18298H46830 

127271 321389.1 H96820 H79463 

113119 genbankJ*7910 T47910 

104799 genbank_M029703 AA029703 

127693 790317 1 AA676727 AA704704 

120415 genbankJ\A235810 AA235810 

127964 135151.1 F06298R18057 

122359 681003 1 AA5234B6 AW026780 AI821660AA443898 

122420 genbaniLAA446971 

124276 genbanK.H83465 

101447 entrez_M21305 

124540 genbanK_N63232 

124554 genbankj«5961 

117357 genbankJ424829 

103305 entrezJ(B2279 
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103392 


entrez X94563 


119416 


genbanLT97186 


1C5225 


genbank AA211777 


121292 


genbank_AA401807 


112853 


genbankJ02843 


121387 


genbank_AA405854 


114601 


genbank_AA075566 


100221 


entrez J328383 


130339 


genbank_AA435746 


100554 


tigr_HT2241 


123423 


genbankJ\A598484 


123474 


genbank_AA599209 


123489 


genbank_AA599708 



TABLE 27A: ABOUT 895 GENES UP-REGULATED IN COMBINED LUNG FIBROSIS COMPARED TO NORMAL BODY 

Table 27A lists about 895 genes that are upregulated in lung fibrosis (collection of IPF, HP, and NSIP) samples as compared with the normal "body map" samples. These were 
selected from about 59680 probesets on an Affymetrix/Eos Hu03 GeneChip array such that the ratio of -average" fibrosis sample expression level to average normal adult Ussu. 
wasgreaterthanorequaltiaboutZO. The "average" fibrosis s^ 

level was set to the 95* percentile amongst non-malignant tissues. In order to remove gene-specific background levels of non-specific hybndizauon, the 1 5* percentile value amongst 
non-malignant tissues was subtracted from both the numerator and the denominator before the raft) was evaluated. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of fibrosis to normal body tissue 



Pkey 



ExAccn UnigenelD Unigene Title R1 



431164 AA493650 
424917 A1636208 
453310 X70697 
457200 U33749 
414517 M24461 
429272 W25140 
418007 M13509 
442006 AW975183 
445885 AI734009 
440452 AI925136 
422426 W79117 
444929 AI685841 
440807 AW269421 
408826 AF216077 
446967 AI699629 
417801 AA417383 
437119 A1379921 
451103 R52804 
443450 N56045 
411880 AW872477 
432519 AI221311 
414142 AW368397 
433283 BE041135 
441082 AW444804 
452039 AI922S88 
417204 N81037 
421952 AA300900 
412372 R65998 
426274 D38122 
431007 AF039564 
443709 AI082692 
446232 AI281848 
448253 H25899 
432133 AB033088 
409238 AL049990 
431353 AA828032 
450050 AJ681268 
458194 AW383618 
414958 C16095 
425664 AJ006276 
408562 AI436323 
453672 U73531 
429420 AN001679 
421478 A1683243 
404916 

444396 T65213 
442275 AW449467 
437479 R61866 
432203 AA305746 
431433 X65018 
406747 AI925153 



Hs.94367 Homo sapiens cDNA: FU23494 fis, clone L 
Hs.96901 Homo sapiens cDNA: FU23049 fis, clone L 
Hs.553 solute carrier family 6 (neurotransmitte 
Hs.1 97764 thyroid transcription factor 1 
Hs.76305 surfactant, pulmonary-associated protein 
Hs.110667- ESTs 

Hs.83169 matrix metalloproteinase 1 (interstitial •• 

Hs.292663 ESTs 

Hs.1 27699 WAA1603 protein 

Hs.55150 ESTs, Weakly similar to CAYP_HUMAN CALCY 

Hs.58559 ESTs, Weakly simitar to rhotekin (M.musc 

Hs.161354 ESTs 

Hs.128093 ESTs 

Hs.48376 Homo sapiens clone HB-2 mRNA sequence 
Hs.156781 ESTs 

Hs.82582 integrin, beta-like 1 (with EGF-tike rep 
Hs.177043 ESTs 
Hs.25956 DKFZP564D206 protein 
Hs.133529 ESTs 

gb;hm30f03.x1 NCI_CGAPJhy4 Homo sapiens 
Hs.130704 ESTs 
Hs.150042 ESTs 
Hs.175622 ESTs 
Hs.202655 ESTs 
Hs.172510 ESTs 

Hs.1074 surfactant, pulmonary-associated protein 
Hs.98849 ESTs.ModeratetysimilartoAF161511 1 H 
Hs.1 18615 ESTs 

Hs.2007 tumor necrosis factor (figand) superfami 
Hs.248211 retinoblastoma-binding protein 9 
Hs.134662 ESTs 
Hs.165547 ESTs 
Hs.201591 ESTs 
Hs.272567 WAA1262 protein 

Hs.51515 Homo sapiens mRNA; cDNA DKFZp564G112 (fr 
Hs.189076 ESTs 
Hs.257883 ESTs 

Hs.265459 ESTs, Moderately similar to ALU2_HUMAN A 
Hs.297777 ESTs 

Hs.1 59003 transient receptor potential channel 6 
Hs.31 141 Homo sapiens mRNA for KIAA1568 protein, 
Hs.34526 G protein-coupted receptor 
Hs.202289 hypothetical protein FU10376 
Hs.97258 ESTs 

Hs.4257 ESTs 

Hs.54795 ESTs 

Hs.101277 ESTs 

Hs.49 macrophage scavenger receptor 1 

Hs.253495 surfactant pulmonary-associated protein 

Hs.217493 annexinA2 



56.0 
26.5 
25.5 
22.2 
21.1 
19.4 
19.1 
18.8 
'18.0 
17.8 
17.4 
16.5 
16.3 
14.2 
13.3 
12.3 
12.3 
11.5 
11.4 
11.3 
11.3 
11.0 
10.1 
10.1 
10.0 
9.9 
9.8 
9.8 
9.7 
. 9-4 
9.3 
9.2 
9.2 
9.1 
9.0 
8.8 
8.8 
8.8 
8.7 
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'8.6 
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8.5 
8.4 
8.4 
8.3 
8.3 
8.2 
8.2 
7.9 
7.8 
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445537 
450025 
42179B 
421155 
446917 
422798 
426830 
437157 
433231 
451561 
430656 
448206 
420209 



80 



427383 
409718 
443324 
431924 
427356 
418735 
429945 
407510 
430099 
441835 
428508 
438202 
441233 
433384 
427043 
425921 
438909 
433365 
456964 
445186 
431337 
434819 
458219 
434377 
435933 
436954 
445424 
449108 
410334 
447112 
447700 
449208 
445657 
421554 
435299 
416769 
433527 
452771 
427585 
411514 
424084 
444527 
429710 
432113 
447997 
449328 
416575 
432009 
434088 
444342 
414299 
431041 
446104 
445279 
408978 
415094 
428244 
452784 
455431 
449416 
421659 
407638 
446164 
413048 
446608 
419807 
447164 
442652 
429496 



AJ245671 
AK001875 
N74880 
HB7879 
A1347863 
R92347 
AA385751 
BE048B60 
AB040926 
N52812 
AA482900 
BE622585 
AA256444 
AA352568 
NMJXJ5411 
D86640 
R44013 
AK000850 
AW023482 
N48769 
NM 006729 
U96191 
AW194988 
AB036432 
BE252383 
AW169287 
AA972965 
A1021992 
AA397679 
NMJJ07231 
AF085839 
AF026944 
H59846 
AW614544 
N48107 
AA650099 
H22195 
AW137148 
AA805520 
M740151 
AB028945 
AI140683 
AW979261 
H17800 
AI420183 
AW263635 
AW612141 
AW137676 
AI745458 
A1339257 
AW235613 
T05477 
D31152 
AW85017B 
AI940675 
NM_005408 
AI337113 
AA935065 
H00656 
A1962493 
W02414 
AL137424 
AF116677 
NML014398 
AA142989 
AA490967 
AI674818 
R41900 
AL133617 
059513 
AI564123 
BE463B57 
AW938484 
AS651016 
NWL014459 
AJ404672 
AW273539 
M93221 
N75217 
R77402 
AF026941 
A1005163 
AA453800 



Hs.1 2844 EGF-like-domain, multiple 6 

Hs.24321 Homo sapiens cDNA FU12028 fis. done HE 

Hs.264330 N-acylsphingosine arnidohydrotase (acid c 

Hs.1 02267 lysyl oxidase 

Hs.156672 ESTs 

Hs.34574 ESTs 

Hs.1 60392 ESTs 

Hs.120655 ESTs 

Hs.143552 KIAA1493 protein 

Hs.177403 ESTs 

Hs.162080 ESTs 

Hs.3731 ESTs 

Hs.32295 Homo sapiens cDMA FU 1 2604 fis, done NT 
Hs.179747 ecotropjc viral iniegralion site 5 
Hs.177582 surfactant, pulmonary-associated protein 
Hs.56045 src homology three (SH3) and cysteine ri 
Hs.164225 ESTs 

Hs.272203 Homo sapiens cDMA FU20843 fis, done AO 
Hs.97849 ESTs 
Hs.44609 ESTs 

Hs.226483 diaphanous (Drosophila, homolog) 2 

gb:Human trophoWast hypoxia-regutated f 
Hs.20537 Homo sapiens cDNA FU 13942 fis, done Y7 
Hs.1 84 advanced glycosylate end product-speci 
Hs.184668 SBBI31 protein 
Hs.22588 ESTs 
Hs.135568 ESTs 
Hs.124244 ESTs 
Hs.298460 ESTs 

Hs.1 6221 1 solute earner family 6 (neurotransmitte 

gb:Homo sapiens full length insert cDNA 
Hs.293797 ESTs 

Hs.128355 ESTs, Moderately similar to ALU7_HUMAN A 
Hs.1 23641 protein tyrosine phosphatase, receptor t 
Hs.292593 ESTs 
Hs.291541 ESTs 
Hs.31874 ESTs 

Hs.1 36348 osteoblast spedfic factor 2 (fascidm 
Hs.192075 ESTs 
Hs.130425 ESTs 

Hs.1 2695 cortaeb'n SH3 domain-binding protein 
Hs.98328 ESTs 
Hs.291993 ESTs 
Hs.7154 ESTs 

Hs.1 71077 ESTs, Weakly similar to similar to serin 
Hs.48643 ESTs 
Hs.279575 ESTs 

Hs.97775 ESTs, Weakly similar to Testis-specific 
Hs.122614 ESTs, Weakly similar to apoptotic protea 
Hs.115436 ESTs 
Hs.133020 ESTs 

gb:EST03366 Fetal brain. Stratagene (cat 
collagen, type X, alpha 1 (Schmid metaph 
KIAA1304 protein 

Homo sapiens cDNA: FU 23056 fis, done L 
small Inducible cytokine subf amBy A (Cy 
Homo sapiens cDNA: FU23594 fis, clone L 
ESTs 



Hs.179729 
Hs.18995 
Ks.20914 
Hs.11383 
Hs.146025 
Hs.152385 
Hs.29792 
Hs.197647 
Hs.38383 



ESTs 
ESTs 
ESTs 

' gb:Homo sapiens mRNA; cDNA DKFZp761G2123 
Hs^49270 hypothetical protein PR01 966 
Hs.1 0887 similar to lysosome-associated membrane 
Hs.71730 ESTs 
Hs.105276 ESTs 
Hs.178391 ribosomal protein L44 
Hs.22245 ESTs 

Hs.49421 Homo sapiens mRNA; cDNA DKFZp434M0728 (f 
gb:HUM042H10B Clontech human fetal brain 

Hs.42500 ADP-ribosylation factor-like 5 

Hs.151258 Homo sapiens cDNA: FU21062 fis, done C 

Hs.80738 sialophorin (gpL1 15, leukosiann, CD43) 

Hs.246311 ESTs 

Hs.1 06511 protocadherin 17 

Hs.288693 Homo sapiens cDNA FU11667 fis. done HE 

Hs. 1 99329 Homo sapiens cDNA: FU23577 fis. done L 

Hs.75182 mannose receptor, C type 1 

Hs.257846 ESTs 

gb:yi75f1 t.s1 Soares placenta Nb2HP Homo 

Hs.1 751 8 Homo sapiens dg5 mRNA, partial sequence 

Hs.201 378 ESTs, Weakly similar to KIAA0944 protein 

Hs.192793 ESTs 
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429859 

432824 

425509 

424717 

436061 

444218 

453382 

447033 

417235 

416200 

427652 

431255 

441143 

452293 

443903 

422352 

424105 

439759 

428227 

430510 

425804 

435347 

446002 

452883 

442176 

443253 

419556 



NMJ07050 

AK001783 

AF079363 

H03754 

AI248584 

AF070641 

AA709285 

AI357412 

AA810278 

AW629751 

AI673025 

AA497043 

A1027604 

AIB71833 

AI220547 

AA766296 

AI142336 

AL359055 

AA321649 

AW162916 



421502 
434424 
408625 
449299 
450656 
433815 
416879 
432182 
445386 
450478 
4530B0 
435496 
443257 
453921 
419721 
432316 
435202 
440320 
43B796 
400269 
447724 
446509 
451620 
451963 
456408 
425895 
447048 
454024 
415929 
426625 
434334 
437138 
455024 
436246 
416030 
459267 
445122 
414812 
421160 
425734 
429208 
442957 
444050 
444078 
451024 
442832 
423377 
451895 
442353 
421464 
404043 
407055 
410008 
410247 
417461 



AW014873 
AI346468 
X80031 
AA9B3764 
AI041212 
U29615 
H05430 
AF111856 
A1811202 
AW243323 
AA299919 
AA010539 



AW6077B9 
A1422005 
AW451709 
AI423056 
AW840171 
AI334040 
A1824009 
NWL001650 
AW973235 
A1971313 
AA879294 
W57821 

AW298375 
AF169693 
AW449B88 
AI825440 
AI28834B 
A1269484 
AW393080 
AA993527 
AA724373 
T78300 
AA912476 
A1935622 
AW851309 
AW450963 
H15261 
AJ003631 
AW241632 
X72755 
AL080215 
AF056209 
AA447990 
AI949952 
AW138295 
BE246919 
AA442176 
AW206560 
AL049377 
T93573 
BE379594 
AA291553 

X89211 
AA079552 
AF181721 
R38403 



Hs.225952 protein tyrosine phosphatase, receptor t 
Hs.279012 hypothetical protein FU10921 
Hs. 1 5821 3 sperm associated antigen 6 
Hs. 152213 wingless-type MMTV integration site famt 
Hs.190745 Homo sapiens cDNA: FU21 326 fis, clone C 
Hs.10584 Homo sapiens clone 24421 mRNA sequence 
Hs.5997 Homo sapiens cDNA RJ13078 fis, done NT 
Hs.157601 ESTs 
Hs.24250 ESTs 

Hs.206654 ESTs, Weakly similar to alternatively sp 
Hs.43874 ESTs 
Hs.1 15685 ESTs 
Hs.159650 ESTs 

gbwm51h09j(1 NCIJXSAPJW Homo sapiens 
Hs.1 35223 ESTs 
Hs.99200 ESTs 
Hs.43977 ESTs 

Hs.67709 Homo sapiens mRNA full tength insert cON 
Hs.2248 small inducible cytokine subfamily B(Cy 
Hs.241 576 hypothetical protein PR02577 
HS.25B189 ESTs 
Hs.1 16963 ESTs 
Hs.145789 ESTs 
Hs.150318 ESTs 
Hs,128910 ESTs 
Hs.132117 ESTs 

Hs.91093 chitinase 1 (chitotriosidase) 
Hs.144455 ESTs 

Hs.1 05039 solute carrier family 34 (sodium phospha 
Hs.1 25365 Homo sapiens cDNA: FU23523 fis, clone L 
Hs.266785 ESTs 

gb:EST1 2592 Uterus tumor I Homo sapiens 
ESTs 
ESTs 
ESTs 

ESTs. Weakly similar to ALU7.HUMAN ALU S 
ESTs 
ESTs 

Homo sapiens cDNA FU 12482 fis, clone NT 
ESTs, Weakly similar to transformarjon-r 
Homo sapiens cDNA: FU23555 fis, clone L 
ESTs 

aquaporin4 
ESTs 

K1AA0551 protein 

gb:nw86e09.s1 NCLCGAPJW Homo sapiens 
genelhonin 1 



Hs.18912 
Hs.1 12757 
Hs.42599 
Hs.293119 
Hs.160380 
Hs.271200 
Hs.23921 
HS.26539B 
Hs.11614 
Hs.44577 
Hs.288550 
Hs.293697 
Hs.170204 

Hs.109590 

Hs.24477 

Hs.132892 

Hs.257224 

Hs.224952 

Hs.23450 

Hs.161427 

Hs.228320 

Hs.16261 

Hs.295306 

Hs.171409 

Hs.116750 

Hs.271245 

Hs.1 19991 
Hs.2194B 

Hs.147377 

Hs.77367 

Hs.102301 

Hs.159396 

Hs.190478 

Hs-49397 

Hs.135024 

Hs.10290 

Hs.253569 

Hs.16970 
Hs.49136 
Hs.190086 



ESTs 

protocadherin 20 

ESTs 

ESTs 

mRNA for FUQQ023 protein 

zinc finger protein 215 

Homo sapiens cDNA: FU23537 fis, clone L 

hypothetical protein FU23403 

ESTs, Highly similar to unnamed protein 

serologically defined colon cancer antig 

Homo sapiens cDNA FU13221 fis, clone NT 

ESTs 

gb:IL3<rr0220-17020W67-C11 CT0220Homo 

ESTs 

ESTs 

gbAW03631 Selected chromosome 21 cDNA 
Homo sapiens cDNA: FU23598 fis, clone L 
monokine induced by gamma interferon 
Homo sapiens mRNA; cDNA DKFZp586J0323 (f 
peptidylgrycine alpha-amldating monooxyg 
ESTs 
ESTs 
ESTs 

U5 snRNP-speafic 40 kDa protein (hPrpB- 
gbzw63b08.rt Soares_btalJetus_Nb2HF8_ 
ESTs 

gb:Homo sapiens mRNA; cDNA DKFZp586H0718 

ESTs 

ESTs 

ESTs 



gb:Hsapiens DNA for endogenous retrovir 
gfczm20h12.s1 Stratagene pancreas (93720 

Hs.61345 RU2S 

Hs.13305 ESTs 
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423609 
440444 
446254 
447505 
423244 
446921 
444271 
434217 
452571 
423575 
408771 
431322 
445034 
438842 
424906 
415025 
420313 
423448 
433492 
434636 
435747 
458158 
419261 
410060 
426116 
409203 
414259 
406671 
431889 
430414 
433426 
421764 
410785 
455235 
408399 
429784 
436982 
432231 
432837 
452166 
458154 
420362 
424202 
410658 
415457 
419503 
439479 
448404 
424268 
420637 
450715 
428927 
422544 
431207 
424508 
441484 
425916 
401793 
431169 
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439619 

446577 

450445 

459482 

445495 

428743 

426320 

432869 

419235 

429703 

413499 

406182 

417307 

430140 

436111 

449729 

457620 

428434 

406554 

451381 

443113 

421470 

446428 



Hs.218289 ESTs 
Hs.1 56984 ESTs 

Hs.1 79852 Homo sapiens cDNA FU12832 fis. clone NT 
Hs.18724 Homo sapiens mRNA; cDNA DKFZp564F093 (fr 
Hs.209602 ESTs, Weakly similar to ubiquitous TPR m 
Hs.16530 small inducible cytokine subfamily A (Cy 
Hs.149804 ESTs 
Hs.23349 ESTs 
HS34665 ESTs 

Hs.163443 Homo sapiens cDNA FU11576 fa. done HE 
Hs 47584 potassium voltage-gated channel, delayed 

gb:EST382704 MAGE resequences. MAGK Homo 
Hs.160323 ESTs 
Hs.124316 ESTs 

Hs.153716 Homo sapiens mRNA for Hmob33 protein. 3* 
Hs.72307 ESTs 
Hs.96427 KIAA101 3 protein 
Hs.128753 Homo sapiens cDNA RJ20769 fis, clone CO 

g b:MRO-rfT0241-20010(WO&g02HT0241 Homo 
Hs.241334 ESTs 
Hs.134398 ESTs 

Hs.300357 ESTs, Highly similar to dJ416F21.2 IH.sa 
Hs.89791 wingless-type MMTV integration site (ami 
Hs.58367 glypican 4 
Hs.144694 ESTs 

Hs.687 cytochrome P450. subfamily WB, polypept 
Hs.25044 Homo sapiens cDNA: FU231 31 lis. clone I 
Hs.285754 met proto-onoogene (hepatocyte growth fa 
Hs.124946 ESTs 
Hs.120388 ESTs 
Hs.133525 ESTs 

Hs.99342 ESTs. Weakly similar to KCC1_HUMAN CALCI 
gb:!L2-UM0079-OS0300-050-D03 UM0079 Homo 
gb:CM1-PT001 3-1 31299-067-f 09 PT0013 Homo 
Hs.44585 tumor protein p53-binding protein. 2 
Hs.30 membrane-spanning 4-domams, subfamily A 
Hs.5378 spondin 1 , (f-spondin) extracenular mat 
Hs.274127 CLST 11240 protein 
Hs.279512 HSPC072 protein 
Hs.264680 ESTs • 

gb:QV4-ST0234-181 199-035-g01 ST0234 Homo 
Hs.97206 huntinglm interacting protein 1 
Hs.15032 ESTs, Weakly similar b RAN binding prot 
Hs.192035 ESTs 

Hs.7369 ESTs, Weakly similar to ALU1.HUMAN ALU S 
Hs.137422 ESTs 

Hs.245367 ESTs, Weakly similar to ALU1_HUMAN ALU S 

gb:RC6-BT0709-310300-C21-G07 BT0709 Homo 
Hs.144339 Human DNA sequence from done 495010 on 

gb£ST3B8262 MAGE resequences, MAGN Homo 
Hs.31 570 ESTs, Weakly similar to K1AA1324 protein 
Hs.90250 ESTs 
Hs.118140 K1AA0716 gene product 
Hs.9394 ESTs 

Hs.149770 Homo sapiens cDNA FU 13658 lis, done PL 
Hs.58972 ESTs 
Hs.162200 urotensin 2 

AW971240 gb:EST383329 MAGE resequences, MAGL Homo 

A1732629 Hs.194161 ESTs, Weakly similar to TA2R HUMAN, BETA 

AW975998 Hs.58595 ESTs 

AB040933 Hs.15420 KIAA1 500 protein 

AW974636 Hs.1 94563 ESTs 

AA625339 Hs.237052 EST, Weakly similar to ALU1.HUMAN ALU SU 

BE622641 Hs.38489 ESTs 

AL080060 Hs.301549 Homo sapiens mRNA cDNA DKFZp564H1 72 (fr 

W47595 Hs.169300 transforming growth (actor, beta 2 

AW974094 gb:EST38S197 MAGE resequences, MAGM Homo 

AW470411 Hs.288433 neurotrimin 

T93154 Hs.28705 ESTs 

BE144884 gb:CM0-HT01 82-041 099-065*1 1 HT0182 Homo 

N99673 Hs.3585 ESTs. WeaWy similar to AF1 26743 1 DNAJ 

AW296771 Hs.221999 ESTs 

AI803082 Hs.157212 ESTs 

R72032 Hs.29235 ESTs 

AA60271 1 gb:np03h06.s1 NCt_CGAP_Pr2 Homo sapiens 

AW363590 Hs.65551 ESTs, Weakly similar to AF172993 1 PWNC 

BE241831 gb:TCAAP2E001 1 Pediatric acute myelogeno 

AI0406B6 Hs.132908 ESTs 

R27496 Hs.1378 annexinA3 

AW0B2270 Hs^10617 ESTs, WeaWy similar to ALU4.HU MAN ALU S 
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AA328348 
AA885221 
BE179829 
AL049266 
AL039379 
AB012113 
AW452569 
AW014795 
W31518 
C18B63 
AW732573 
AW970622 
AW29337S 
AA827176 
AI566086 
AW207091 
AB023230 
AK000776 
AW605849 
AA083764 
AI079519 
AW296778 
X07B76 
NM_001448 
AA866729 
AA780473 
W44633 
AA129547 
AA521277 
AW365665 
H69125 
AI681535 
AW803341 
AW875951 
NMJJ05426 
M89796 
AB018305 
AA339977 
AA310693 
AI948607 
AW816379 
U79734 
BE350295 
AW105231 
AW081710 
AA243642 
AI734258 
BE089973 
AA397653 
AW976153 
A1266484 
AA441837 
AB018259 
AA495925 
AL080103 
AA935481 
NM_006786 
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435031 AI632091 
413136 BE066941 
429228 A1553633 
420252 AW270404 
423S29 AW021173 
444339 T96555 
434164 AW207019 
404599 

426920 AA393351 
453736 AL118674 
408923 H73B81 
430919 AA489041 
431622 AW979271 
433584 AW295399 
437073 AI885608 
438394 BE379623 
446242 N55336 
452542 AW812256 
454009 AW015927 
449765 N92293 
415652 T79213 . 
453931 AL12127B 
4393B2 BE247684 
420077 AW512260 
430437 AI768801 
446745 AW118189 
408308 AL033377 
450320 AW291775 
> 429597 NMJ)03816 
449523 NNL000579 
451110 AI955040 
431745 AW972448 
410781 A1375672 
419546 AA244199 
444330 AI597655 
408761 AA057264 
409026 AL137554 
432055 AW972359 
432441 AW292425 
408045 AW138959 
427191 BE221825 
416965 N26223. 
441594 AL041080 
406992 S82472 
431941 AK0OO106 
438323 AI9B5394 
427698 AW972594 
424296 A1631B74 
450522 A1698839 
407942 AA378608 
417991 AA731452 
422589 AA312735 
437583 AA761190 
452019 AL157503 
449494 AW237014 
444188 A1393165 
400297 AI127076 
410811 AW8056B7 
450584 AA040403 
428043 T92248 
436120 A1248193 
442324 R63578 
448693 AW004854 
425555 AA359291 
431385 BE178536 
408427 AW194270 
459587 AA031956 
438128 AA904430 
408938 AA059013 
419276 BE165909 
422022 AA302420 
426890 AA393167 
427374 AI150033 
434208 T92641 
446466 H38026 
451229 AW967707 
415511 AI732617 
408776 AA057365 
421110 AJ250717 
453636 R67837 
436578 AI091435 
426083 AW962712 
419231 AL046294 



Hs.116877 ESTs 

gb:PMO-BT0340-091299402-a11 BT0340Homo 

Hs.104985 ESTs 

Hs.193161 ESTs 

Hs.18612 Homo sapiens cDNA FU21909 fis. clone H 

Hs.31562 ESTs 



Hs.148135 ESTs 

Hs.132121 ESTs 
Hs.34871 KIAA0569 gene product 
Hs.255436 ESTs 
Hs.295448 ESTs 
Hs.293184 ESTs 

gb:Ul-H-BI2-ahv-h-034-Ul.s1 NCLCGAP_Su 
Hs.94122 ESTs 
Hs.27693 CGM24 protein 
Hs.7360 ESTs 

gb:RCO-ST0174-191099-031-a07 ST0174 Homo 

Hs.233071 ESTs 

Hs.206832 EST, Moderately similar to ALU8.HUMANAL 
Hs.272073 ESTs 
Hs.25144 ESTs 
Hs.103070 ESTs 
Hs.87767 ESTs 

Hs.169943 Homo sapiens cDNA FU13569 fis, clone PI 
Hs.156400 ESTs 

Hs.44197 hypothetical protein DKFZp564D0462 
Hs.213793 ESTs 

Hs.2442 a disintegrin and metalloproteinase doma 
Hs.54443 chemokine (C-C molif) receptor 5 
Hs.301584 ESTs 
Hs.163425 ESTs 
Hs.165028 ESTs 

gb:nc06c05.s1 NCLCGAP_Pr1 Homo sapiens 
Hs.49265 ESTs 
Hs.238936 ESTs 

Hs.49927 Homo sapiens mRNA; cONA DKFZp434H1720 (f 
Hs.293334 ESTs 
Hs.163484 ESTs 
Hs.245123 ESTs 
Hs.97691 ESTs 
. Hs.160436 ESTs 
Hs.208765 ESTs 

gb:bela -po!=DKA polymerase beta {exon a 
Hs.272227 Homo sapiens cDNA FU20099 fis, clone CO 
Hs.123369 ESTs 
Hs.294140 ESTs 
Hs.169391 ESTs 

gbwd31f02jc1 Soares_NFLJT_GBC_S1 Homo s 
Hs.5894 hypothetical protein FU 10305 
Hs.190008 ESTs 
Hs.179725 ESTs 
Hs.244627 ESTs 

Hs.27552 Homo sapiens mRNA; cDNA DKFZp586N2424 (f 
Hs.288650 aquaporiU 
Hs.19175 ESTs 

Hs.288381 hypothetical protein DKFZp56401 278 
Hs.300648 ESTs 
Hs.60371 ESTs 
Hs.2240 uteroglobin 
Hs.119860 ESTs 
Hs.28426 ESTs 

Hs^2B320 Homo sapiens cDNA FU23537 fis, done L 
Hs.1 30767 Homo sapiens cDNA: FU23553 fis. done L 
Hs.1 1090 high affinity rrnnuincgiobuHn epsilon rec 
Hs.177236 ESTs 

gb:zk15e04.s1 Soares_pregnanLuterus„NbH 
ESTs. Weatty similar to U4AJ6 small nud 
ESTs 

Homo sapiens cDNA FU23161 fis, done L 
ESTs 
ESTs 



Hs.122049 
Hs.22607 
Hs.134682 
Hs.200442 
Hs.41294 
Hs,1435B6 
Hs.127648 
Hs.308 
Hs.48473 
Hs.182382 
Hs. 63356 
Hs.1355 
Hs.169872 
Hs.134859 
Hs.126712 
Hs.136245 



ESTs 

hypothetical protein PR02176 

arresOn 3, retinal (X-arrestin) 

ESTs 

ESTs 

ESTs 

cathepsin E 

ESTs 

ESTs 

ESTs, Weakly slmflar to AF191 020 1 E21G5 
ESTs. WeaWy simnar to dJ202!21 .4 [H.sa 
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408171 AA301228 
445189 AI936450 
419150 T2961B 
427457 AW779105 
435082 AA664273 
446932 AA961459 
439140 W85737 
405041" 

421306 AAB06207 
427514 AA640773 
427939 T92459 
429127 AA749382 
429590 AI219490 
433163 R40468 
439635 AA477288 
448015 AI458065 
456761 D59899 
457112 AW772449 
449540 AA001713 
447020 T27308 
412610 X90908 
433515 AA595800 
424450 AL137526 
438122 AI620270 
424086 A1351010 
438885 AI886558 
412903 BE007967 
454111 AW081681 
439398 AA284267 
449802 AW901804 
434812 AA649860 
432583 AW023624 
428104 AA421350 
408217 AI433201 
438016 AI949638 
436396 A1683487 
430887 N66801 
446311 AW007294 
416185 AW975861 
408613 AW242086 
442510 AF150179 
433293 AF007835 
413875 BE176776 
404488 

408936 AL138043 
431980 AA523696 
436738 AW102613 
451797 AW663858 
452163 A1863140 
452778 R71338 
459366 AA129703 
431448 AL137517 
430733 AW975920 
453652 AW009640 
453616 NNL003462 
411905 BE265067 
408729 AA195764 
450726 AW2O4600 
447720 AL038765 
451497 H83294 
442074 C17511 
424115 AA335497 
417728 AW138437 
433803 AI823593 
419247 S65791 
424310 AA338648 
438504 AW665281 
426486 BE178285 
430417 AA461045 
438297 AW515196 
422505 AL120862 
457285 AI038856 
428667 AI375550 
431750 AA514986 
435575 AF213457 
413385 M34455 
403903 

407910 AA650274 
423424 AF150241 
436043 AW963B38 
436645 AW023424 
408380 AF123050 
402629 



Hs.43299 Homo sapiens cDNA FU1289Q fis, clone NT 

Hs.147482 ESTs 

Hs.89640 TEK tyrosine kinase, endothelial (venous 

Hs.1 64682 ESTs, Weakly similar to ORF2 consensus s 

Hs.1 861 04 Homo sapiens cDNA FU 13803 fis, clone TH 

Hs.125644 ESTs 

HS.29OB30 ESTs 



Hs.125889 ESTs 
Hs.209224 ESTs 
Hs.16886 ESTs 
Hs.107233 ESTs 

Hs.44445 ESTs, Weakly similar to Kelch molif cont 
Hs.163582 ESTs 

Hs.94891 Homo sapiens cDNA: FU22729 fis, clone H 
Hs.23196 ESTs 
Hs.127842 CGI-142 

Hs.268081 ESTs, Weakry similar to ALU INHUMAN ALU S 

gb:zhB6e0ls1 Soaresjetaljver.spteert. 
Hs.1 6986 hypothetical protein FU1 1046 
Hs.741 26 fatty acid binding protein 6, ileal (gas 
Hs.190246 ESTs 

Hs.147472 dynein Intermediate chain 2 
Hs.129837 ESTs 
Hs.102267 lysyl oxidase 
Hs.184987 ESTs 
Hs.155795 ESTs 
Hs.269064 ESTs 
Hs.221504 ESTs 

Hs.23984 hypothetical protein FU20147 
Hs.189496 ESTs 
Hs.162282 ESTs 
Hs.191604 ESTs 

Hs.279860 hypothetical protein FU20030 
Hs.1 091 50 SHWomain binding protein 5 (BTK-associ 
Hs.2991 12 Homo sapiens cDNA FU 11441 fis, done HE 
Hs 260287 ESTs, Weakly similar to ALU7_HUMAN ALU S 
Hs.149795 ESTs, Weakly similar to ALU1JWMAN ALU S 
Hs.291995 ESTs 
Hs.253967 ESTs 
Hsl4989D ESTs 
Hs.32417 ESTs 

gb:RC3-HT0586-11030(W)11-909 HT0586 Homo 

Hs.293549 ESTs 

Hs.222695 Homo sapiens cDNA: FU20986 fis, clone C 

Hs.1 52913 ESTs 

Hs.56120 ESTs 

gb:tz43h1 1x1 NCI_CGAP_Brn52 Homo sapien 

Hs.5921 Homo sapiens cDNA: FU21592 fis, done C 

gbzn92b05.r1 Stratagene King carcinoma 

Hs.288381 hypothetical protein OKFZp56401278 

Hs^83361 ESTs 

Hs.28368 ESTs 

Hs.33846 dynein, axonemal, fight intermediate pol 

gb:601193893F1 NIH_MGC„7 Homo sapiens cD 

Hs.72639 ESTs 

Hs.264330 N-acykphlngosine amWohydrolase (acid c 

Hs.161304 ESTs 

Hs.284122 Wnt Inhibitory faclor-1 

Hs.128430 ESTs 

Hs.293965 ESTs 
Hs.24790 KIAA1573 protein 
Hs.27688 ESTs 

Hs.89764 fragile X mental retardation 1 
Hs.50334 ESTs 
Hs.224625 ESTs 

Hs.170056 Homo sapiens mRNA; cDNA DKFZp586B0220 (f 
Hs.50701 ESTs 

Hs.258238 ESTs, Moderately similar to ALU1_HUMAN A 
Hs.124165 ESTs 

Hs.228780 ESTs, Highly similar to AF199597 1 A-typ 
Hs.74407 nucleolar protein p40; homotog of yeast 
Hs.283705 ESTs 

Hs.44234 triggering receptor expressed on myeloid 
Hs.840 toddeamine-pyrrote 2,3 dioxygenase 

Hs.41296 fibronectin leurine rich transmembrane p . 

Hs.1 28433 prostaglandin D2 synthase, hematopoietic 

Hs.1 68830 Homo sapiens cDNA FU12136 Rs, clone MA 

Hs.156520 ESTs 

Hs.44532 diubiquilin 
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406594 

415122 D60708 
416747 AW876523 
420159 AI572490 
444361 W76027 
445509 BE395090 
449260 AA741180 
452311 AW304029 
413802 AW964490 
417318 AW953937 
440028 AW473675 
437960 A1669586 
433687 AA743991 
430573 AA744550 
439737 AI751438 
453204 R10799 
436751 AA732217 
408165 AL137573 
431120 AA492588 
446638 AL133063 
438458 AW975186 
446063 AI720140 
430499 AW969408 
450496 AW449251 
441330 AI692984 
424433 H04507 
434677 AW444575 
445779 AI253104 
444649 AW207523 
415451 H19415 
432222 AI204995 
404288 

408572 AA055611 
408727 AL137259 
408726 AL137379 
410095 AW589638 
410947 AK000305 
418343 AA216372 
423401 NMJM1992 
428637 AW979268 
429846 AB023021 
432507 BE391093 
433B58 N69243 
438651 H64500 
443830 AI142095 
446800 AI341635 
450262 AW409872 
451343 AW975057 
451539 AA059467 
452412 AA0296C8 
454288 8E222648 
445745 AB007924 
424943 AU07726Q 
440106 AA864968 
458429 AV646559 
415261 T40928 
420026 AI831190 
431806 AF186114 
458722 AA741545 
419449 H18417 
436260 BE172762 
433644 . AW342028 
419172 AW338625 
437982 N93466 
443348 AW873595 
417218 AA005247 
419236 AA330447 
448030 N30714 
417203 AA406341 
449275 AW450848 
436198 AK001125 
452281 T93500 
442191 W95186 
428571 NMJ06531 
453142 AA033648 
425657 T89839 
452822 X85689 
416778 M16505 
458332 AI000341 
448140 AF146761 
459644 

429125 AA446854 
44B337 AW206453 



Hs.22245 ESTs 

Hs.1 5929 Homo sapiens cDNA FU 1 2910 fis, done NT 

Hs.99785 Homo sapiens cDNA: FU21245 fis, done C 

Hs.23920 Homo sapiens cDNA FLJ 13124 fis. done NT 

Hs.15535 Human gene from PAC 886K2, chromosome 1 

Hs.29879 ESTs 

Hs.252744' ESTs 

Hs.32241 ESTs 

Hs.12891 ESTs 

Hs.125843 ESTs 

Hs.222194 ESTs 

gb:ny57g01 js\ NCI_CGAP_Pr18 Homo sapiens 

Hs.136345 ESTs 

Hs.41 271 Homo sapiens mRNA fuD length insert cDN 

Hs.191990 ESTs 

Hs.294054 ESTs 

Hs.43143 Homo sapiens mRNA; cDNA DKFZp564A2463 (f 
gb3ig99c08.s1 NCLCGAPJThyl Homo sapiens 

Hs.1 5783 Homo sapiens mRNA; cONA DKFZp434P1 1 15 (f 
Hs.1 62875 ESTs, Weakly similar to ALU1_HUMAN ALU S 
Hs.1 51079 ESTs 
Hs.231991 ESTs 
Hs.257131 ESTs 
Hs.129354 ESTs 
Hs.9218 ESTs 
Hs.130834 ESTs 
Hs.189267 ESTs 
Hs.197628 ESTs 

Hs.26B720 ESTs, Moderately similar to ALU 1 .HUMAN A 
gb:an03c03.x1 Stratagene schizo brain S1 

Hs.226568 ESTs, Moderately similar to ALU4.HU MAN A 
Hs.47115 hypothetical protein OKFZp434D0513 
Hs.47125 hypothetical protein FU13912 
Hs.258947 ESTs 

Hs.67055 hypothetical protein FU20298 
Hs.159501 ESTs 

Hs.128087 coagulation factor II (thrombin) recepto 

gb:EST391378 MAGE resequences, MAGP Homo 

Hs.225945 fucosyltransferase 9 (alpha (1 ,3) fucosy 

gb:601286042F1 NIHJAGCjW Homo sapiens c 

Hs.1 92974 Homo sapiens cDNA FU 12735 fis, done NT 

Hs.123646 ESTs 

Hs.143273 ESTs 

Hs.156486 ESTs 

Hs.271166 ESTs, Moderately similar to ALU7.HUMAN A 
Hs.293353 ESTs 
Hs.218933 ESTs 
Hs.61373 ESTs 

Hs.279458 ESTs, Highly similar to C380A1.1 b [rUap 

Hs.13245 K1AA0455 gene product 

Hs.1 53924 dealh-assodated protein kinase 1 

Hs.127699 WAA1603 protein 

Hs.12346 Homo sapiens cDNA: FU21399 6s. done C 

Hs.8346 ESTs 

Hs.166676 ESTs 

Hs.270737 tumor necrosis factor (Hgand) superfaml 
Hs.282832 ESTs 

Hs.57483 Homo sapiens cDNA FU14294 fis, done PL 
Hs.292710 ESTs, Weakly similar to ALU5.HUMAN ALU S 
Hs.256112 ESTs 
Hs.22120 ESTs 

Hs,1 21764 ESTs, Weakly similar to testicular tekfj 
Hs.57572 ESTs 

Hs.285754 met proto-oncogeno (hepalocyte growth fa 

Hs.135159 Homo sapiens cDNA FU 11 481 fis, done HE 

Hs.20161 HDCME31P protein 

Hs.269908 Homo sapiens cDNA FU11991 fis, done HE 

Hs.205457 KIAA1620 protein 

Hs.300922 Homo sapiens cDNA FU 10263 fis, done HE 

Hs.28792 Homo sapiens cDNA FU1 1041 fis, done PL 

Hs.8136 endotheSat PAS domain protein 1 , 

Hs.2291 Probe hTg737 (polycystic kidney disease, 

Hs.7473 ESTs 

Hs.119471 ESTs 

Hs.288617 Homo sapiens cDNA: FU22621 fis. clone H 
Hs.79876 steroid sulfatase (microsomal), aryisulf 
Hs.220491 ESTs 

Hs.20450 BCM-like membrane protein precursor 



Hs.271004 ESTs 
Hs.3782 ESTs 



2.6 

16 

26 

2.6 

26 

2.6 

2.6 

2.6 

Z6 

16 

2.6 

2.6 

Z6 

2.6 

2.6 

2.6 

2.6 

Z6 

2.5 

25 

2.5 

Z5 

2.5 

Z5 

2.5 

2.5 

Z5 

Z5 

2.5 

2.5 

2.5 

2.5 

25 

2.5 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

25 

2.5 

25 

25 

25 

25 

25 

25 

25 

25 

25 

24 

24 

24 

24 

24 

24 

24 

24 

24 

2.4 

24 

24 

24 

24 



313 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



427778 AA412323 
425371 D49441 
448299 AA497044 
447610 AW296286 
409519 AA075368 
441006 AW605267 
440817 A1341423 
420020 BE295866 
435395 AA729235 
424144 AA454033 
405494 

458145 AI239457 
408547 AA574291 
408941 AJ452459 
409457 AW818081 
417137 U46265 
418950 T78517 
420756 AA411800 
428316 AIB60775 
432896 NM.014097 
436148 BE005252 
436284 AA708016 
437327 AL353942 
442611 BE077155 
456062 AI866266 
433014 NMJJ14711 
401335 

428771 AB028992 
419140 AI982647 
454693 AW813428 
427785 X81053 - 
407339 AA777542 
408369 R38438 
427019 AA001732 
431089 BE041395 
452561 AI692181 
427878 C05766 
419752 AA249573 
430073 U86136 
452401 NMJJ07115 
430345 AK000282 
407905 AW103655 
427660 AI741320 
422355 AW403724 
453049 BE537217 
438558 R98865 
453445 AL036532 
424711 NM__005795 
446346 A1290205 
441974 AJ683782 
444805 AB007899 
424027 AW337575 
419606 AW294795 
428613 AB037749 
434340 AI193043 
450297 AW901347 
432779 AW979241 
433650 M603472 
419086 NMJJ00216 
428758 AA433988 
430153 AW968128 
418883 BE387036 
427669 AW451832 
400610 
402222 

407162 N63855 
415250 F02614 
421751 AW813731 
428552 AW274560 
432658 AW973769 
434742 AA648302 
436586 AI3088B2 
441675 A1914329 
442039 AW276240 
443160 A1467915 
448764 A1568607 
449579 AW207260 
439810 AL109710 
413714 A1560944 
400289 X07820 
413384 NMJ300401 
438670 AJ275803 
419991 AJ000098 



Hs.105323 ESTs 

Hs.155981 mesolheRn 

Hs.20887 hypothetical protein FU10392 

Hs.255534 ESTs 

gbzm86h1Q.r1 Stralagene ovarian cancer 

Hs.7627 CGI-60 protein 

Hs.270165 ESTs 

Hs.94382 adenosine kinase 

Hs.1 17907 ESTs 

Hs.41 644 Homo sapiens cONA: RJ 23003 lis, clone L 

Hs.1 30794 ESTs 

Hs.57837 ESTs 

Hs.165221 ESTs 



gb:CM4-STO276-101299-O59-b09 ST0276 Homo 
hypothetical protein 
ESTs 



Hs.81281 
Hs.13941 

Hs.169900 ESTs 
Hs.98506 ESTs 
Hs.279778 PR0 1693 protein 

gb:CM1-BN0116^3O400-171-gO2 BN0116 Homo 
Hs.190389 ESTs 

gb:Homo sapiens mRNA; cDNA DKF2p761L2312 
Hs.177537 ESTs 
Hs.71962 ESTs 
Hs.279912 WAA0419 gene product 

Hs.193143 K1AA1069 protein 

Hs.215725 ESTs 

gb:MR3-ST0192-010200-210-c05 ST0192 Homo 

Hs.1 80828 collagen, type IV, alpha 4 

Hs.1 32670 ESTs 

Hs.1 82575 sotute carrier family 1 5 (H+/peptide tra 

Hs.173233 hypothetical protein FU10970 

Hs.283676 ESTs, Weakly similar to unknown protein 

Hs.49169 WAA1634 protein 

Hs.1 81 022 CGMJ7 protein 

Hs.152618 ESTs 

Hs.232070 telomerase-associated protein 1 

Hs.29352 tumor necrosis factor, alpha-induced pro 

Hs.239661' hypothetical protein FU20275 

Hs.252905 ESTs 

Hs,114121 Homo sapiens cDNA: FU23228 fis, done C 

Hs.140 Immunoglobulin heavy constant gamma 3 (G 

Hs.30343 ESTs 

Hs.1 1 1 35 major histocompatibility complex, class 

Hs.91453 ESTs 

Hs.152175 calcitonin receptor-like 

gb:q!79g06jt1 Soares_NhHMPu_S1 Homosapi 

Hs.128245 ESTs 

Hs.12017 KIAA0439 protein; homolog of yeast ubiqu 

Hs.201591 ESTs 

Hs.198529 ESTs, Weakly similar to similar to acyl- 

Hs.186928 KIAA1328 protein 

Hs.128685 ESTs 

Hs.38592 Homo sapiens cDNA: FU23342 fis, clone H 

gb:EST391351 MAGE resequences, MAGP Homo 
Hs.28456 ESTs 

Hs.89591 Kallmann syndrome 1 sequence 
Hs.98502 Homo sapiens cONA RJ14303 fis, done PL 

gb:EST380338 MAGE resequences, MAGJ Homo 
Hs.1 21 1 add phosphatase 5, tartrate resistant 
Hs.255938 ESTs, Moderately similar to KIAA1200 pro 



Hs.142634 zinc finger protein 

Hs.27319 ESTs 

Hs.159153 ESTs 

Hs.129520 ESTs 

Hs.162319 ESTs 

Hs.291695 ESTs 

Hs.167028 ESTs 

Hs-5461 ESTs 

Hs.1 28352 ESTs, Weakly similar to p80 IR.norvegicu 

Hs.36053 ESTs 

Hs.182112 ESTs 

Hs.134014 prostate cancer associated protein 6 

Hs.85568 EST 

Hs.71428 ESTs 

Hs.2258 matrix melalloproteinase 10 (stromelysin 
Hs.75334 exostoses (multiple) 2 
Hs.123428 ESTs 

Hs.94210 eyes absent (Drosophila) homolog 1 
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459702 
414688 
438474 
453037 
428467 
413930 
422429 
415083 
417015 
406506 
448330 
409719 
423354 
425188 
427961 
447357 
412642 
453716 
437370 
407949 . 
427972 
453313 
426476 
424238 
452930 
424527 
453095 
449161 
429586 
423782 
458124 
450109 
421461 
412222 
418882 
441736 
401049 
440727 
419751 
445640 
421379 
422109 
410292 
434265 
449695 
429399 
444042 
432343 
436772 
428784 
445268 
402481 
412608 
416521 
416624 
4197B0 
421211 
427541 
432013 
436461 
438002 
440312 
440479 
441178 
441235 
443314 
422165 
450696 
432974 
404200 
435990 
421309 
451558 
416642 
406672 
417819 
417355 
459574 
404274 
415086 
418210 
419220 
444314 



AL039185 
AW865818 
M045175 
AK002121 
M86153 
AA310527 
A1632683 
M83772 

AL036449 
A1769160 
AB011130 
AK0020S2 
AW293165 
A1375922 
BE244598 
AA037675 
AL359567 
W21874 
AA864870 
BE005771 
NMJJ03296 
AA337401 
AW195285 
AW138558 
AW295660 
N53431 
T73510 
AM72209 
AW005548 
AI539295 
AW291023 
AA5282B3 
NWL004996 
AW292779 

AI073991 
AW195581 
AW969626 
Y15221 
S73265 
AA843087 
AA846B11 
AA164569 
AA452244 
NM 004915 
NMJW2960 
AW975688 
Y12851 
AI218358 

AA247995 
H60929 
H69044 
AA713522 
AA284966 
AI798983 
AI796879 
AW511956 
A1560246 
AW614597 
AA886461 
W90789 
A1884586 

Avmnoi 

AL041199 
AI654223 
BE348793 



AI015862 

AI222088 

NM_001089 

T96118 

M26041 

AI253112 

D13168 

AJ741122 

A1597953 
R54575 
AA811938 
A1140497 



Hs.77558 thyroid hormone receptor inieractor 7 

Hs.6232 K1M0764 gene product 

Hs.177552 ESTs 

Hs.184465 hypothetical protein FLI11259 

Hs 7561 8 RAB1 1 A, member RAS oncogene family 

gb:EST181 333 Jurkat T-celts V Homo sapie 

Hs.27179 Homo sapiens cDNA FU12933 fis, done NT 

Hs.80876 flavin containing monooxygenase 3 



Hs.207163 ESTs 

Hs.108681 ESTs 

Hs.1 27436 calcium channel, voltage-dependent, alph 

Hs.155071 hypothetical protein FU11190 

Hs.143134 ESTs 

Hs.159367 ESTs 

Hs.609 hepatocyte growth factor (hepapoiefin A; 

Hs.152675 ESTs 

Hs.1 61962 Homo sapiens mRNA; cDNA DKFZp547D023 (fr 

Hs.247057 ESTs 

Hs.181304 putative gene product 

Hs.153746 Homo sapiens cDNA: FU22490 fis, clone H 

Hs.2042 testis specific protein 1 {probe H4-1 p3 

Hs.137635 ESTs 

Hs.194097 ESTs 

Hs.267158 ESTs 

Hs.252756 ESTs 

Hs.47647 ESTs, Weakly similar to KIAA0423 [Hsapi 

Hs.209153 angiopoietjn-rike3 

Hs.288359 ESTs 

Hs.124590 ESTs 

Hs.1 7967 ESTs 

Hs.97255 ESTs 

Hs.292737 ESTs 

Hs.89433 ATP-binding cassette, sub-family C (CFTR 
Hs.169799 ESTs 

Hs.134268 ESTs 

Hs.93121 K1AA0761 protein 

Hs.31704 ESTs,Weakh;sinTilartoKlAA0227iH,sapi 

Hs.103982 small inducible cytokine subfamily B (Cy 

Hs.1473 gastrin-releaslng peptide 

Hs.124194 ESTs 

Hs.1 30554 Homo sapiens cDNA: FU23089 fis, clone L 
Hs.34550 ESTs 
Hs.16727 ESTs 

Hs.10237 ATP-binding cassette, sub-family G (WHIT 
Hs.2981 S100 caldum-bfoding protein A3 
Hs.250867 zona peflucida glycoprotein 3A (sperm re 
Hs.193470 purinergic receptor P2X, ligand-gated to 
Hs.175048 ESTs 

Hs.44898 Homo sapiens clone TCCCTA001 51 mRNA sequ 
Hs.44197 hypolhetical protein DKFZp564D0462 
gfcyr77h05.s1 Soares fetal Bver spleen 
ESTs 

ESTs. WeaWy similar to AF216312 1 type 
ESTs 
ESTs 



Hs.87752' 
HS.26630B 
Hs.97961 
Hs.162102 
Hs.293261 
Hs.201648 
Hs.72475 
Hs.208161 
Hs.153976 
Hs.135570 
Hs54646 
Hs.1481 
Hs.16026 



ESTs 

ESTs. Weakly similar to ZN42_HUMAN ZINC 

ESTs 

ESTs 

ESTs 

Homo sapiens cDNA: FU21268 fis, clone C 
ESTs 

histidine decarboxylase 

Homo sapiens cDNA: FU23191 fis, clone I 

gb:ht70g02Jd NQ_CGAP_Lu24 Homo sapiens 



Hs.1 31793 ESTs 

Hs.270449 ESTs, Moderately similar to ALU INHUMAN A 

Hs^6630 ATP-binding cassette, sub-family A (ABC1 

Hs.226313 ESTs, Weakly similar to ALU 1 .HUMAN ALU S 

Hs!l98253 major histaxinpab'bifity complex, class 

Hs.133540 ESTs 

Hs.82002 endotheTm receptor type B 

Hs.101810 Homo sapiens cDNA FU14232 fis, clone NT 

Hs.118726 ESTs 

Hs.13337 ESTs, Weakly similar to unnamed protein 

Hs.291759 ESTs 

gb:ow76b09.s1 Soares_fetalJiver_spleen_ 
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451050 
417412 
428414 
412925 
438192 
410976 
406673 
449677 
449321 
418557 
416320 
426384 
414140 
419520 



457447 
451099 
407366 
410048 
400880 
418092 
428780 
431067 
432803 
412104 
422819 
454359 
424806 
434445 
442994 
410371 
450232 
417924 
430899 
431814 
417543 
444542 
404593 
434803 
451623 
452466 
402046 
434927 
436192 
401987 
423119 
427112 
414464 
447829 
449679 
405472 
413621 
432212 
404289 
415362 
427739 
427772 
430844 
434335 
436052 
442773 
446799 
450221 
455673 
458624 
■ 405095 
447207 
433589 
438398 
447233 
447197 
431087 
409064 
427558 
426457 
438118 
427621 
452114 
445782 
403937 
416402 
452416 
451609 



AW937420 
X16896 
AL049980 
AI089319 
AI859065 
R36207 
M34996 
AA002071 
AA001150 
BE140602 
H47867 
A1472078 
AA281279 
AB009303 
AA151520 
X78261 
R52795 
AF026942 
W76467 



R45154 
AI478578 
AW574823 
AA565398 
AW205197 
AL1220B4 
N71277 
AA382523 



AI026718 
AA084482 
BE300815 
AU077231 
BE018217 
BE256242 
AA203620 
AI161293 

AW974640 
H77818 
N84635 

H46612 
W93847 

AA322201 
Z32887 
A1870175 
A1433029 
AI823951 

A1808648 
AW137742 

F08735 
AW196755 
AA412289 
T94960 
AA630107 
AI0219B3 
AB037722 
AW978373 
AA328102 
BE065939 
A1362790 

AA442233 
AA886530 
AA806526 
AW246333 
R36075 
H12723 
M062954 
D49493 
AW894667 
AW753311 
BE6211B2 
N22687 
AL050295 

NNL000715 
AA026115 
AL046019 



Hs.69662 ESTs 

Hs.821 1 2 interleukin 1 receptor, type I 
Hs.184216 DKFZP564C152 protein 
Hs.179243 ESTs 

Hs.16808 ESTs. Weakly similar to parapiegin-like 
Hs.25092 ESTs 

Hs.198253 major histocompatibiBty complex, class 

gb:zh85dD1.s1 Soares_fetalJver_spleen_ 
• Hs.132937 ESTs 

Hs.246645 ESTs 

Hs.34024 ESTs 

gb:tj85h03.x1 Soares_NSFJ : 8_9W_OT_PAJ>_S 

Hs.23317 ESTs 

Hs.297790 Human done 23734 mRNA sequence 
Hs.279525 hypothetical protein PRO2605 
Hs.272177 H.sapiens mRNA for TRE17 5* extremity an 
Hs.25954 interteukin 1 3 receptor, alpha 2 

gbiHomo sapiens cig33 mRNA, partial sequ 
Hs.274550 proline oxidase homolog 

Hs.106604 ESTs 

Hs.50636 ESTs 

Hs.200413 ESTs 

gb:nk41f01.s1 NCLCGAP_GC2 Homo sapiens 

Hs.240951 ESTs 

Hs.1 21073 hypothetical protein FU10466 

gbza36e03.s1 Soares fetal liver spleen 

Hs.105689 ESTs 

Hs.11782 ESTs 

Hs.16954 ESTs 

Hs.1 15850 ESTs 

Hs.201326 ESTs 

Hs.82932 cyclin D1 (PRAD1: parathyroid adenomatos 

Hs.1 8352B ESTs, Weakly similar to Bem46-iike prote 

Hs.270847 delta-lubulin 

Hs.110153 ESTs. Weakly similar to BCGF.HUMAN B-CEL 

Hs.146862 ESTs. Weakly similar to KIAA0525 protein 



gb:EST386744 MAGE resequences, MAGM Homo 
Hs.268991 ESTs 

Hs.29664 Human DNA sequence from clone 682J1 5 on 

Hs.29381 5 Homo sapiens HSPC285 mRNA, partial cds 
Hs.24139 Homo sapiens cDNA: FU23137 fis, clone L 

Hs.131976 EST 

Hs.290951 ESTs 

Hs.13957 ESTs 

Hs.164104 ESTs 

Hs.296668 Homo sapiens cDNA FU11846 fis, clone HE 

Hs.184156 ESTs 
Hs.293451 ESTs 

gb:HSC1JB091 normafized Infant brain cDN 
Hs.98105 ESTs 
Hs 96123 ESTs 

gb:ye38d07.r1 Stratagene tung (937210) H 
Hs.213220 ESTs 
Hs.271432 ESTs 

Hs.8707 Homo sapiens mRNA; cDNA DKFZp434N1 131 (f 
Hs.49221 ESTs, Weakly similar to zinc finger prot 
Hs.24641 cytosketeton associated protein 2 

gb:RC3-BTO319-1OO100-O12-<:11 BT0319 Homo 
Hs.181801 ESTs 

Hs.17731 hypothetical protein FU12892 
Hs.188912 ESTs 
Hs.130277 ESTs 

Hs.17901 Homo sapiens cDNA: FU21974 fis, clone H 

gb:yh88b01.s1 Soares placenta Nb2HP Homo 
Hs.290791 ESTs 
Hs.141883 ESTs 

Hs.2171 growth differentialion factor 10 
Hs.1 69965 chimerin (chimaerin) 1 
Hs.259415 ESTs 

Hs.179882 Homo sapiens cDNA FU12437 lis, clone NT 
Hs.8236 ESTs 
Hs.301550 KIAA075B protein 

Hs.1012 complement component 4-bmding protein, 
Hs.114777 ESTs 
Hs.209276 ESTs 



2.2 
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435934 R19382 
445158 A1992108 
407930 AA045847 
439335 AA742697 
443949 AW827419 
429716 R25685 
415817 U88967 
438676 AA813745 
405848 

416940 N75620 
442381 AI1B5136 
420036 R60336 
436252 AI539519 
413450 Z99716 
426572 AB037783 
439425 AF086244 
421168 AF182277 
449611 AI970394 
404548 

416734 HB1213 
435865 AA883552 
439072 AF085930 
447482 AB033059 
457292 A1921270 
444974 AI203500 
456034 AW450979 
430634 AI860851 
426782 R14614 
452943 BE247449 
445326 AI220072 
421247 BE391727 
409994 D86864 
443268 A1800271 
455226 AW902103 
417321 N68722 
423778 Y09267 
404323 

448133 AA723157 
421047 AW514772 
425497 AA524596 
444623 A11B3829 
412303 AW936336 
433563 AI732637 
406485 

428330 122524 
455807 BE141140 
425465 L18964 
449424 AW448937 
427940 AA417812 
411502 AW946605 
411365 M76477 
412369 H80456 
452959 AI933416 
416580 T61572 
428775 AA434579 
420000 AB036063 
408321 AW405882 
410011 AB020641 
411050 AW814902 
452453 A1902519 
428978 AA442784 
458562 N34128 
425527 AL162032 
403760 

424368 AB037766 
421229 AI056590 
436304 AA339622 
453498 6E181412 
439018 AW300B87 
453280 AL157476 
420193 AI460080 
444610 AI174783 
401575 

419092 J05581 
430129 BE3017O8 
410763 AF279145 
414783 AW069569 
411492 T46848 
405953 

418378 AW962081 
420831 AA280824 
424152 AL133591 
424641 AB001105 



Hs.1 17869 ESTs 

Hs.127206 ESTs 

Hs.188361 Homo sapiens cDNAFU 12807 fis, clone NT 

Hs.62492 ESTs, Weakty similar to S59856 collagen 

Hs.235070 ESTs 

Hs.21 1933 collagen, type XIII, alpha 1 

Hs.78867 protein tyrosine phosphatase, receptor-t 

Hs.123446 ESTs - 

Hs.43157 ESTs 

Hs.48650 ESTs 

Hs.52792 Homo sapiens mRNA; cDNA DKFZp586l1823 (f 

Hs. 120969 Homo sapiens cDNA FU11562 fis, clone HE 

Hs.75372 N-acetytgalari<>sarninidase, alpha- 

Hs.170623 hypothetical protein FU11183 

Hs.1 14659 ESTs 

Hs.1360 cytochrome P450, subfamily IIB (phenobar 

Hs.197075 ESTs 

Hs.14825 ESTs 

Hs.16810 ESTs 

Hs.269123 ESTs 

Hs.1 8705 KIAA1233 protein 

Hs.214178 Homo sapiens cDNA FU14251 fis, done OV 

Hs.151612 ESTs 

gb:Ul-H-Bl3-ala-a-12-0-Ul.s1 NCI_CGAP_Su 

Hs.26685 ESTs 

Hs.191254 ESTs 

Hs.31082 hypothetical protein FU10525 

Hs.165893 ESTs 

Hs.1O2910 general transcription factor HH, polype 

Hs.57735 acetyl LDL receptor, SREC 

Hs.1 29445 hypothetical protein FLJ12496 

gb:QVO-NN1022-120500-220-c07 NN1022 Homo 

Hs.191368 ESTs 

Hs.1 32821 flavin containing monooxygenase 2 

Hs.73769 folate receptor 1 (aduIO 
Hs.104473 ESTs. 
HS.18B844 ESTs 
Hs.202111 ESTs 

gb:GV4-DT0021-281299470-g11 DT0021 Homo 

Hs.277901 ESTs 



Hs.2255 

Hs.1904 

Hs.197030 

Hs.38775 

Hs.250154 

Hs.278242 

Hs.285243 

Hs.189674 

Hs.79385 

Hs.143691 

Hs.180726 

Hs.44205 

Hs.57856 



Hs.1 25445 
Hs.145268 
HS.15B258 



matrix metattoproteinase 7 (matrflysin, 

gb:MR0-HTO07fr4)21299-0O&<J07 HT0075 Homo 

protein kinase C, iota 

ESTs 

ESTs 

Homo sapiens cDNA FU 12973 fis. clone NT 
tubulin, alpha, ubiquitous 
. Homo sapiens cDNA: FU22029 fis, clone H 
ESTs 

Human done 23574 mRNA sequence 
ESTs 

Homo sapiens cDNA FU13543 fis, done PI 
cortista&n 

PFTAIRE protein kinase 1 
gb:MR1-ST0206-120400-022«f08 ST0206 Homo 
gb:QV-BT009-1 01 198-051 BT009 Homo sapien 
ESTs 
ESTs 

Homo sapiens mRNA; cDNA DKFZp434B1272 (f 



Hs.108887 
Hs.23245 
Hs.26638 
Hs.32913 



Hs.146085 KIM1345 protein 
Hs.7086 Homo sapiens cONA: FU23000 fis, done L 
ESTs 

Homo sapiens cDNA FU11767 fis, done HE 
ESTs, Weakly simBar to unnamed protein 
Homo sapiens mRNA; cDNA DKFZp761C082 {fr 
ESTs 

gb:HA2501 Human fetal liver cDNA library 

Hs.89603 mudn 1 , transmembrane 

Hs.233955 hypothetical protein FU20401 

Hs.8966 tumor endothelial marker 8 

Hs.75839 zinc finger protein 6 (CMPX1) 

Hs.70337 immunoglobulin superfamily, member 4 

gb:EST3741 54 MAGE resequences, MAGG Homo 
Hs.190035 ESTs 

Hs.301405 Homo sapiens mRNA; cDNA DKF2p434N079 (fr 
Hs.151413 giia maturation factor, beta 
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427616 


AI698684 


Hs.98028 


435115 


AI821726 


Hs.1 16603 


437636 


AA764781 


Hs.291844 


438295 


AI394151 


Hs.37932 


439430 


AF124250 


Hs.6564 


445388 


A1925260 


Hs.236842 


447101 


N72185 


Hs.44189 


448796 


AA147829 


Hs.33193 


449623 


C00719 


Hs.120440 


450159 


AI702416 


Hs.200771 


456613 


R19992 


Hs.106620 


457233 


AI355009 


Hs^21698 


457384 


AA501760 


Hs.18075 


457471 


AW971364 





ESTs 
ESTs 
ESTs 
ESTs 

breast cancer anfi-estrogen resistance 3 

EST 

ESTs 

ESTs, Highly similar to AC007228 3 BC372 
ESTs 

ESTs, Weakly similar to CAN2.HUMAN CALPA 
Homo sapiens clone 23950 mRNA sequence 
ESTs 

chromosome 9 open reading frame 3 
flb:EST383453 MAGE resequences, MAGL Homo 



2.0 
2.0 
ZO 
2.0 
2.0 
2.0 

zo 
zo 
zo 
zo 
zo 
zo 
zo 
zo 



TABLE 27B 

Pkey: Unique Eos probesel identifier number 
CAT number. Gene duster number 

Accession: Gen bank accession numbers 

Pkey CAT number Accession 

409457 1132521J AW818081 AW392887 AW514700AW392881 

409519 113722 1 AA075368 AA075369 ' 

410008 116812J AA079552BE142525BE1 42527 

410785 1221055 1 AW803341 AW803265AW803403 AW803466 AW803402AW803413 AW803258 AW803396 AW803334 AWB03355 

411050 1230330~1 AW81 4902 BE1 56656 BE156667 BE1 56590 BE1 56441 BE1 56447 

41 1880 1263110.1 AW872477 BE088101 T0599O 

411905 1265181J BE265067 BE26497B AW875420 

412303 1288130 1 AW936336 AW936339 

413136 1350379 1 BE066941 BE066911 BE066979 BE066929 BE066925 

413499 1373910J BE1 44884 H97942 

413875 1396766 J BE176776 H85072 

415094 1522103 1 D59513 D59515 D80174 D59514 

415362 1534980 1 F06735 R55896 R12110 H08697 

416624 1604694 1 H69044 T47567H75691 T50292 

418378 174656 1 AW962081 AA218925 AA354237 

419546 185766 1 AA244199 AA244272 H57440 

419807 188252 1 R77402AA262462AA250988 R06794 

420637 195241 1 AW976153AA278945AA747691 

422429 216469 1 AA310527 AW962295 Z44865 H06641 

423377 22769 1 AL049377 AL079930AL047223 AW885968AA385235 

426384 266211 1 A1472078 AA377209 AA865807 

428637 293660 1 AW979268AA878419AA431342AA431628 

430153 313709.1 AW968128AA468102AA468165 

430844 324570 1 T94960AA487679T95013 

431120 328264 1 AA492588 AA492498AA492571 

431169 328799 1 AW971240AA493843 AA493723 

431322 331543.1 AW970622AA503009AA502998AA502989AA502805 T92188 

432009 34025.1 AL137424BE007148T52277 

432222 343347 1 AI204995 AW827539 AW969908AW440776AA528756 

432507 34871M BE391093AA551334BE389643 

432779 354024 1 AW979241 AA565006 AA847102 

432803 354267 1 AA565398 AW894072 H97930 

432869 355475.1 AW974094 AA569074 AA602574 

432974 356950 1 BE348793 AA573118 N79366 

433492 367934.1 AW605849 AW262898 N41060 AA594852 

4335B4 370400 1 AW295399 AW207772 AW300641 AW070290 BE348854 AW1703B3 AA600968 AA778832 

433687 373061 J AA743991 AA604852AW272737 

434803 393471 1 AW974640AA649516N75626 

436148 41500 1 BE005252 AK000786 

437327 43610.1 AL353942AW994305 

438909 46684 1 AF085839 R69137 AW188788 R69254 

440320 491930 1 AA879294 N67538AW74541 

444314 600667~1 AI140497AW749625AW749626 AW749644 

444610 612257 1 AI174783 R83569 R12271 

446346 673545*1 A1290205 AW235762 AI651268 

447197 711623J R36075 AI366546 R36167 

448404 761515.1 BE089973 A149B612AW805032 

449299 80436.1 AA299919 AW957012 AA001107 T83631 BE156389 

449540 80945 2 AA001713 H63836 

449677 81270 1 AA002071 AA002232 T99209 

450522 837264 J AI698839 AI909260 A1909259 

451024 85565 1 AA442176 AA259181 

451381 867770.1 BE241831 AW249135 BE548B47 AW250245 

452163 902067 1 A1863140 W80703R43474 

452293 909195.-1 AI871833 

452453 918300 1 AI90251 9 A190251 8 AI902516 

452542 921410 1 AW81 2256 AW81 2257 AI906423 AI906422 

452771 930983.1 T05477 T07855A19 17711 

454359 1130674.1 N71277 AW390764 
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454693 
455024 
455226 
455235 
455673 
455807 



457471 
457620 
458154 
459267 



1229132J 
1249196 J 
1262534 J 
1265634J 
1349656.1 
1370914J 
456034 

340916J 
371514.1 
491768J 

L1 



AW813428 AW813444 AW813367 AW813368 AW813429 AW813424 
AW851309AW850888AW851419AW851412AW851299 
AW902103 AW869012 AW859139 

AW875951 AW875950 AW875936 AW875948 AW875939 AW875957 
BE065939 BE066079 BE065956 

RP1411Z0 RF14113Q BE 1 41105 BE141 143 BE141127 BE141202 BE141108 

BE01 1368 BE011362 BE01 121 5 BE01 1365 BE01 1363 
AW971364AA525021 AA570759 
AA602711 BE076290 

AW81 6379 AAB88282 AA879M6 AA879195 
AJ003631 AJ0036SO AJ003651 



15 



20 



25 



30 



35 



40 



45 



50 



55 



60 



TABLE 27C 



Re.: ^rr*^ 



Pkey: 



chromosome 22." Dunham I. et al.. Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 

NLpc-sition 



Pkey 


Dot 


St/and 


400610 


9887671 


Minus 


400880 


9931121 


Plus 


401049 


7232177 


Plus 


401335 


9884881 


Plus 


401575 


7229804 


Minus 


401793 


7263888 


Minus 


401987 


4406829 


Minus 


402046 


8072415 


Pius 


402222 


9958106 


Plus 


402481 


9797406 


Plus 


402629 


9931216 


Plus 


403760 


7712202 


Minus 


403903 


7710671 


Minus 


403937 


7711761 


Minus 


404043 


9558573 


Plus 


404200 


6010176 


Minus 


404274 


9885189 


Plus 


404288 


2769644 


Pius 


404289 


2769644 


Plus 


404323 


9719753 


Minus 


404488 


8113286 


Minus 


404548 


B570305 


Minus 


404593 


9944086 


Minus 


404599 


8705107 


Plus 


404916 


7341826 


Plus 


405041 


7547195 


Plus 


405095 


8072599 


Plus 


405472 


8439781 


Plus 


405494 


8050952 


Minus 


405848 


7651809 


Minus 


405963 


8247785 


Plus 


406182 


5923650 


Minus 


406485 


7711305 


Plus 


406506 


7711374 


Minus 


406554 


7711566 


Plus 


406594 


8248611 


Minus 



117606-117928,124040-124147 

29235-29336,36363-36580 

149157-150692 

15736-16352 

76253-76364 

102945-103083 

72893-73021,76938-77049 

166394-166555,168167-168395 

3261-3834,3939-4269 

87891-88991 

33641-33775,34182-34372,36003-35084,40343-40612 

45910-46260.47563-47824 

101165-102597 

12609-12773 

29042-29135.4659746699 
7066-7210 
104127-104318 
3512-3691 

15049-15286,30267-30457 

31913-32219 

64835-64994 

83896-84162 

74922-75788 

110443-110733 

91057-91188 

121230-121714 

138877-139066 

106297-106447,108462-108596 

702B4-70518 

28135-28244 

405&4699 

28256-28935 

125036-125422 

6843-8077 

106956-107121 

35543-35845 
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70 



75 



80 



TABLE 28A ABOUT 796 GENES DOWN-REGULATED IN LUNG FIBROSIS COMPARED TO NORMAL BODY 

TsH* 3AA Ikk of ahout 796 oenes thai are downregulated in lung fibrosis (collection of IPF, HP, and NSIP) samples as compared with normal 'body map' samples. These were 
saXw^ The-average'iK^ 

anongst non-mafignam" tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Pkey: Unique Eos probeset Identifier number 
ExAccn: Exemplar Accession number, Genbank 
UnigenelD: Unigene number 
Unigene Title: Unigene gene title 
R1 : Ratio of normal lung to fibrosis 

Pkey ExAccn UnigenelD Unigene Title 



accession number 



414002 
421218 
404518 
404795 



NMJ006732 Hs.75678 FBJ murine osteosarcoma viral oncogene h 
NWL000499 Hs.72912 cytochrome P450, subfamily I (aromatic c 
A1815601 Hs.79197 CD83 antigen (activated B lyniphocytes, i 



R1 

18.18 
9.39 
B.30 
5.56 
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403211 
417967 
400489 
425571 
406357 
407979 
452378 
408053 
421770 
425126 
402386 
402448 
448245 
413778 
419968 
447768 
405163 
437120 
409020 
431073 
433495 
403716 
424969 
404348 
407070 
412919 
402409 
456150 
427030 
426328 
429307 
400172 
431227 
433883 
446850 
405147 
406821 
402762 
401496 
421201 
402911 
425330 
438004 
448185 
433367 
416596 
400545 
418464 
426507 
403479 
406082 
401919 
449031 
400116 
401590 
401007 
404610 
408641 
407196 
410258 
433232 
457937 
406101 
407080 
419947 
421905 
454019 
428674 
402056 
425182 
425393 
433657 
402158 
404938 
403376 
418828 
402423 
416253 
435265 
425655 
428704 
425439 
445613 



BE244373 

AJ007292 

AA046306 
M025855 
AW139474 
AA374192 
N32759 



AI923551 
AA090235 
X04430 
X86400 

AI356125 
AA062549 
BE254470 
AW373784 



Hs.1119 nuclear receptor subfamily 4, group A, m 

Hs.15B306 ephrin-A2 

Hs.62927 ESTs 

Hs.19597 ESTs 

Hs.246862 ESTs 

Hs.108124 ribosomal protein L41 

Hs.172944 chorionic gonadotropin, beta polypeptide 



Hs.170843 ESTs 

Hs.75535 myosin, fight polypeptide 2, regulatory, 

Hs.93913 interteukin 6 {interferon, beta 2) 

Hs.1 9520 FXYD domain-containing ton transport reg 

Hs.1 57767 ESTs, WeaWy similar to human HOXA2 [H.s 

Hs.21162 ESTs 

Hs.2491 86 cone-rod homeobox 

Hs.71 aJpha-2-glycoprotein 1 , zinc 



AW950928 Hs.153998 creatine kinase, mitochondrial 1 (ubiqui 

gb:H.sapiens mRNAfor CD30L protein 
SRY (sex determining region Y)-box 2 



Y10209 
AI368680 

242308 
AA397600 
AW631296 
AU076592 

X63755 

A1925688 

R71245 



Hs.816 

Hs.97531 

Hs.198951 

" Hs.2743 
Hs.222312 
Hs.174303 



gb:HSC0FB121 normalized infant brain cDN 
ESTs 

gb:hh83c09.y1 NCI_CGAP_GU1 Homo sapiens 
jun B proto-oncogene 

keratin, cuticle, ultrahigh sulphur 1 
ESTs, Weakly similar to B24264 proBne-r 
ESTs 



AA977896 Hs.128873 ESTs, Highly similar to ALFA_HUMAN FRUCT 

AW241940 Hs.102500 hypothetical protein FU20481 

D25216 Hs.155650 KIAA001 4 gene product 

AA774984 Hs.220549 ESTs, Weakly similar to FCE2 MOUSE LOW A 

AI633040 Hs.172730 ESTs 

AA584930 Hs.269451 ESTs, Weakly similar to XAP-5-like prate 

H67669 Hs.38564 ESTs 

R87580 gb:ym89h07/1 Soares adult brain N2b4HB5 

AA380285 gb:EST93491 Supt cells Homo sapiens cDNA 

S47833 Hs.82927 adenosine monophosphate deaminase 2 (tso 

A1867502 Hs.271462 ESTs 



nuiliu Mpnu run i iwu in, v.«.~ < •> 

Homo sapiens cDNA FU13170 fis, done NT 
Rnkel-Biskis-Rellly murine sarcoma vtru 
6iihosphofnicto-2*nase/fnictose-2 1 6^ 



H585B9 


Hs.35156 


AW245207 


Hs.5555 


D11747 


Hs,177415 


X52638 


Hs.739 


A1658621 


Hs.1 27769 


AW976930 


Hs.128760 


Z38133 


Hs.1 13973 


AW298744 


Hs.118894 


A1660247 


Hs.32699 


D31846 


Hs.37025 


AA431734 


Hs.104915 


AF041259 


Hs.155040 


NM.000218 


Hs.1 561 15 


AI244368 


Hs.8124 


AF020774 


Hs.88844 



BE250659 
AA779958 
BE614551 
AA432007 
D38024 



aquaporin 2 (collecting duct) 



poiassium vuiujye-yaicaj uiainc^ 

PH domain containing protein in retina 1 



Hs.88844 Homo sapiens hair and skin epktermal-typ 

Hs.15463 ESTs 

Hs.185932 ESTs 

Hs.158675 ribosoma! protein L14 

Hs.249484 ESTs 

Hs.1 57425 double homeobox, 2 

Hs.1 58491 ESTs 



5.46 

5.43 

5.19 

5.19 

5.08 

5.08 

478 

4.62 

4.52 

4.49 

4.39 

4.37 

4.31 

4.29 

4.24 

4.21 

4.19 

4.19 

4.09 

4.07 

4.05 

3.99 

3.94 

3.90 

3.82 

3.81 

3.80 

3.79 

3.76 

3.74 

3.71 

3.70 

3.68 

3.68 

3.67 

3.64 

3.57 

3.55 

3.50 

3.50 

3.49 

3.49 

3.46 

3.46 

3.43 

3.41 

3.39 

3.37 

3.35 

3.34 

3.34 

3.33 

3.33 

3.31 

3.29 

3.28 

3.25 

3.25 

3.23 

3.23 

3.23 

3.23 

3.18 

3.18 

3.16 

3.16 

3.16 

3.14 

3.06 

3.06 

3.06 

3.05 

3.03 

3.02 

3.01 

3.00 

£99 

199 

2.99 

2.98 

198 

197 

2.97 
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402714 








403526 








403605 








441852 


AB028968 


Hs.7989 


KIAA1045 protein 


417629 


T76945 


Hs.64211 


ESTs. Weakly similar to similar to acyl- 


447744 


AA313230 


Hs.19413 


S1 00 calcium-binding protein A12 (calgra 


419821 


AW967486 


Hs.189119 


ESTs 


446993 


AI570964 


Hs.164257 


ESTs 


414580 


BE386918 




gb:601275386F1 NIH_MGC_20 Homo sapiens c 


423379 


A1985349 


Hs.157492 


Homo sapiens cONA FU 14079 fis, clone HE 


440206 


AI762232 


Hs.46794 


ESTs 


402212 


AW502761 


Hs.30909 


K1AA0430 gene product 


406059 








423548 


AF007194 


Hs.129782 


mucin 3A, intestinal 


402051 








415196 


AK000150 


Hs78185 


MAX-like bHLHZIP protein 


455446 


AW947749 




gb:RCO-MT0005-130300-031-b01 MT0005 Homo 


442428 


BE464988 


Hs.298302 


ESTs 


403247 








404825 








459184 


135001 


Hs.95669 


ESTs 


402968 








417575 


R00382 


Hs.191199 


ESTs 


404668 








420619 


AF130255 


Hs .99430 


testis zinc finger protein 


447241 


BE382838 


Hs.19322 


ESTs 


448793 


AI864581 


Hs.215477 


ESTs 


453014 


AI937242 


Hs.176590 


ESTs 


446775 


AI792836 


Hs.232273 


ESTs 


455075 


AW854850 




gb:QV2-CT0261-201 09941 1-h03 CT0261 Homo 


406704 


M21665 


Hs.929 


myosin, heavy polypeptide 7, cardiac mus 


457546 


AA568484 


Hs.1 53632 


ESTs 


410197 


NMJJ05518 


Hs.59889 


3-hydroxy-3-methylglutaryl-Coenzyme Asy 


433677 


A1791912 


Hs. 190885 


ESTs, Moderately similar to ALU INHUMAN A 


405703 








408840 


AW277132 


Hs.254880 


ESTs 


413958 


BE277913 


Hs.172364 


Homo sapiens mRNA for FU00086 protein. 


454421 


BE409759 


Hs.59563 


Homo sapiens mRNA for FU00007 protein, 


406702 


220656 


HS.27B432 


myosin, heavy polypeptide 6, cardiac mus 


408664 


R56362 




gb:yg93c07.r1 Soares infant bram 1NIB H 


402457 








403612 








407049 


X72632 




(NONE) 


415423 


AA164743 


Hs.187617 


Homo sapiens cDNA FU 13941 fis, clone Y7 


402862 








403540 








431465 


AW293178 


Hs.180086 


ESTs 


406563 








417003 


AL038170 


HS.B0756 


betaine-homocysteine methyltransferase 


426220 


AI383475 


Hs.171697 


ESTs. Weakly similar to immunoglobulin s 


446707 


AI591214 


Hs.156336 


ESTs 


447557 


AW028809 


Hs.229570 


ESTs 


413529 


U11874 


Hs.846 . 


interteukin 8 receptor, beta 


403997 
408704 


AA056635 


Hs.5366 


Homo sapiens cDNA: FU21522 fis, done C 


407005 


U20230 




gb:Human guanyl cyclase C gene, partial 



405075 
430728 
405327 
409419 
434300 
405895 
431929 
405217 
437569 
419822 
445918 
446149 
457829 
404282 
409778 
445353 
458764 
402195 
404247 
427584 
402588 
432301 
424958 
442197 
415003 



AW968522 gb:EST380598 MAGE resequences, MAGJ Homo 

BE207219 Hs.20474 ESTs, Highly similar to S171 12 interfero 

AA740944 Hs.1 16295 ESTs 

AW294163 Hs.146127 ESTs 

AA760849 Hs.294052 ESTs 

AW966864 Hs.255760 ESTs 

AW014139 Hs.145656 ESTs 

BE242960 Hs^03181 ESTs 

A1742291 Hs.210843 ESTs, WeaWy similar to dJ1039K5.2 [Ksa 

AW499705 gb:U1-HF-BR0p-3jk-b-05-0-Ul.r1 NIH_MGC_5 

BE551465 Hs.175211 ESTs 

BE619386 gb:601473204F1 N1H_MGC_68 Homo sapiens c 



BE410293 Hs.179718 v-myb avian myeloblastosis viral oncogen 



U34249 Hs.167075 ring finger protein 9 

AA984420 Hs.283659 ESTs 

AW837912 gb:QmT0048-26010M68^LT0048Homo 

M11437 Hs.77741 kminogen 

420767 AF072711 Hs.99918 carboxyl ester lipase (bile sall-stimula 

422885 BE244068 Hs.1 21544 interteukin 12 receptor, beta 1 



296 
2.96 
295 
2.95 
Z94 
291 
2.90 
2.89 
288 
2.88 
288 
287 
2.86 
2.86 
2.85 
2.B5 
285 
2.84 
283 
283 
2.83 
282 
282 
281 
281 
280 
279 
2.79 
278 
278 
275 
275 
2.74 
274 
273 
273 
273 
273 
272 
272 
271 
271 
271 
270 
269 
269 
269 
268 
268 
268 
268 
268 
267 
266 
266 
265 
264 
264 
263 
263 
263 
262 
261 
260 
260 
259 
259 
259 
2.58 
2.53 
2.53 
253 
253 
252 
252 
. 252 
250 
250 
249 
2.49 
2.48 
248 
247 
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440424 
402153 
432152 
454414 
401603 
408493 
408513 
409B26 
400672 
430713 
449748 
453756 
400624 
403125 
406118 
402165 
416982 
425515 
402951 
427886 
447173 
448703 
426344 
401840 
403731 
405378 
405555 
416559 
438216 
448427 
451588 
423011 
451172 
401015 
414705 
439894 
446305 
453512 
418556 
457197 
457275 
458766 
414075 
430210 
442614 
402538 
439891 
440056 
406150 
4268B0 
447129 
458893 
456778 
401728 
404139 
414095 
432037 
451965 
416768 
427586 
454108 
429749 
434507 
436652 
437433 



AI991 125 Hs.1 89109 Homo sapiens cDNA: FU21458 frs. done C 

Hs.272790 Homo sapiens cDNA FU20238 fts, clone CO 
Hs.164675 ESTs 



AK000245 
R55574 

BE206854 
AW206468 
AW501112 

AA351647 

H23963 

AW139415 



J05401 
W26609 

AA4170B3 
AW449385 
BE613942 
H41821 



Hs.46039 phosphoglycerale mutase 2 (muscle) 

Hs.103118 ESTs 

Hs.34487 hypothetical protein FU23412 

Hs.2642 eukaryolic translation elongation factor 

Hs.32043 ESTs 

Hs.61906 ESTs 



Hs.80691 creatine kinase, mitochondrial 2 (sarcom 

gb:35f12 Human retina cDNA randomly prim 

Hs.104789 ESTs 

Hs.157294 ESTs 

Hs.170890 Homo sapiens cDNA: FU21129 fis. clone C 

Hs.169393 transcriptional activator of the c-fos p 



70 
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Y09306 

AI039195 

Z83952 

BE395260 

AW072057 

NM 000683 

AW206465 

BE464157 

AA853077 

AW270149 

AL040160 

T02850 

AB016092 

AA463422 

AW183618 

U11862 

AL157426 

AI269030 

AL389940 
BE294828 

AA453482 
AW014123 
BE161733 
AI4S8309 



Hs.30148 homeodomairvinteracting protein kinase 3 

Hs.1 28060 ESTs, Weakly similar to cDNA EST yk481g5 

Hs.252815 ESTs 

gb:601311130F1 NIH_MGC_44 Homo sapiens c 
gb:ws58g05.x1 NCI_CGAP_8rn25 Homo sapien 

Hs.299847 ESTs, Highly similar lo A2AD.HUMAN ALPHA 

Hs.207423 ESTs 

Hs.281455 ESTs 

gb:NHTBCae03a05f1 Normal Human Trabecula 
Hs.254515 ESTs, Moderately similar to AF248953 1 g 
Hs.209542 ESTs, Weakly similar to B cell linker pr 

gb:FB12A9 Fetal brain, Stratagene Homo s 
Hs.197114 RNA binding protein; AT-rich element bin 
Hs.209431 ESTs 

Hs.1 88417 ESTs, Weakly similar to ZnT-3 [H.sapiens 
Hs75741 amiloride bintfing protein 1 {amine oxida 
Hs.235390 Homo sapiens mRNA; cDNA OKF2p761B101 (fr 
gb:qj73c1Zx1 NCI_CGAP_Kid3 Homo sapiens 

Hs.109968 ESTs 

Hs.13323 hypothetical protein FU22059 

gb2x47a1 1 .rl Soares_testis_NHT Homo sap 
Hs.161402 ESTs 

Hs.97283 ESTs, Weakly similar to ALU1.HUMAN ALU S 
Hs.117406 ESTs 



BE293546 

AW450592 

AA021163 

AA363733 

AA609661 

AA161071 

AI6B5174 

AW511138 

AA724543 

R74016 



441748 
453072 
400635 
417176 
427858 
454886 
458232 
408922 
423668 
440338 
403115 
409125 
426887 
413811 
442962 
403921 
413140 



gb:601186671F1 NIH.MGCJ5 Homo sapiens c 

Hs.300459 ESTs 

Hs.22287 ESTs 

Hs.1032 regenerating isleWerived 1 alpha (pane 

Hs.190592 ESTs 

HsJ1465 squateneepoxidase 

Hs.22293 ESTs 

Hs.256581 ESTs 

Hs.168824 ESTs 

Hs.121581 ESTs 

R14439 Hs.209194 ESTs 

BE251845 Hs321516 ESTs, Weakly similar to tetraspan TM4SF 

AW974475 Hs.143467 ESTs 

NM 001971 Hs.21 elastase 1, pancreatic 

AW837063 • gb:QV1-LT0037-1 50200-06^08 LT0037 Homo 

BE217872 Hs.279537 ESTs 

R87388 gb:ym88g04.r1 Soares adult brain N2b4HB5 

Y10148 Hs.131138 neurotensin receptor 2 

R62431 Hs.12758 ESTs 

R17268 Hs.301560 ESTs 

AI971975 HSJ212892 ESTs 

BE168B28 gb:QV1-HT0517-020400-145-KM HT0517 Homo 

AI025315 Hs.131615 ESTs 

T06607 Hs.6846 hypothetical protein FU 13055 



2.47 

Z46 

2.46 

2.45 

2.44 

144 

Z43 

2.42 

2.41 

2.41 

2.41 

2.41 

Z40 

2.40 

2.39 

2.38 

2.38 

2.38 

Z37 

£37 

2.37 

2.37 

2.36 

2.35 

2.34 

2.34 

2.34 

2.34 

2.34 

2.34 

134 

2.33 

2.33 

2.32 

2.32 

2.31 

2.31 

2.29 

2.28 

2.28 

2.28 

2.28 

HI 

2.27 

Z27 

126 

2.26 

2.26 

2.25 

Z25 

2.25 

2.25 

2.24 

2.23 

2.23 

Z23 

2.23 

Z23 

2.22 

Z22 

2.22 

Z21 

Z21 

Z21 

Z21 

Z20 

Z19 

Z19 

Z18 

Z18 

Z18 

Z18 

Z18 

Z17 

Z17 

Z17 

Z16 

Z16 

Z16 

Z15 

2.15 

Z14 

Z14 
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421996 
436130 
407243 
407708 
442792 
454406 
424648 
433963 
400736 
406343 
409702 
432092 
441915 
453147 
415604 
422927 
401211 
413808 
414433 
421978 
431204 
433605 
449383 
455652 
402382 
407282 
457273 
459073 
402394 
428875 
456634 
434352 
439281 
444153 
401122 
444340 
455104 
415011 
440144 
403183 
409802 
430144 
444580 
401704 
401810 
424473 
438573 
412921 
422233 
425352 
410285 
414323 
428119 
424510 
425280 
429785 
437344 
451819 
459060 
422664 
432247 
453820 
400675 
405556 
407099 
440297 
443104 
444329 
402690 
432354 
427811 
443322 
458185 
459072 
402534 
409689 
416931 
430176 
430631 
433114 
439254 
448461 
450675 



glucagon 
ESTs 

carcinoenibryonic anlig en-related ceil ad 
suppressor of variegation 3-9 (Drosophil 



AW583807 Hs.1460 

AA341497 Hs.31408 

AA058357 Hs.74466 

AF019966 Hs.37936 

A1352340 Hs.131194 ESTs 

AA213605 Hs.267861 ESTs 

AA344576 gb:EST5047B Gall bladder I Homo sapiens 

AI218808 Hs.1 87778 ESTs 



AI752244 
AF135026 
AI566116 
AA733098 
Z44177 
AW247388 
AJ004832 
J00287 
BE407755 
AJ243662 
F2B841 
AI378012 
AW444712 
BE064675 

A1345597 
AI167145 
AW968616 

AW451624 
M609911 
AF129505 
AA1 00768 
AK001610 

AI143198 
BE064863 
AW963085 
AW082297 

AW500732 
A1732722 
A1168365 



Hs.285749 Human DNA from chromosome 1 9-speciRc co 

gb:Homo sapiens kalfikrein-Dke protein 

Hs.207066 ESTs. Weakly similar to FOG [Miriusculusl 

Hs.279909 CGJ-05 protein 

Hs.1 70434 Homo sapiens cDNA FU 1 4242 fis. done OV 

Hs.301423 calcium binding protein 1 (calbrain) 

Hs.5038 neuropathy target esterase 

Hs.1 821 83 caldesmon 1 

Hs.1691 00 Homo sapiens cONA FU 12529 fis, clone NT 

Hs.110196 NICE-1 protein 

Hs.250760 cytochrome c oxidase subunit Via polypep 

Hs.147953 ESTs 

Hs.196573 ESTs 

gb:RC1-BT0313-301299-012-h11 BT0313Homo 

Hs.254727 ESTs 

Hs.165538 ESTs 

Hs.296234 ESTs, Highly similar to mitogen-activale 

Hs.178202 ESTs 
Hs.1 09012 ESTs 

Hs,86492 small muscle protein, X-linked 
Hs.48485 ESTs 

Hs.10414 hypothetical protein FU10748 



Hs.143561 ESTs 



Hs.88523 



gb:RC1-BT0313-110300-015-f06 BT0313Homo 
gb:EST375158MAGE resequences, MAGH Homo 
ESTs 



gb:Ul-HF-BN0-akrT>^7-0-Ul.r1 N1H_M6C_50 
Hs.187694 ESTs 
Hs.268663 ESTs 



AK001405 Hs.148584 Homo sapiens cDMA FU10543 fis, clone NT 

AW135084 Hs.299865 ESTs 

BE009345 Hs.128942 ESTs 

AB002058 Hs.1 13275 purinergic receptor P2X-like 1 , orphan r 

NM 000939 Hs.1897 proopiomelanocortin (adrenocorficotropin 

AA083609 gb:zm63d05j1 Stratagene fibroblast (937 

NM.014759 Hs.239500 KIAA0273 gene product 

AW298211 Hs.255737 ESTs 

AK001841 Hs.149797 hypothetical protein FU 10979 

U31519 Hs.1872 phosphoenolpyruvate carboxyWnase 1 (sol 

H82114 Hs.301769 ESTs 

R90921 Hs.6846 hypothetical protein FU 13055 

A1819096 Hs.249260 ESTs 

H89244 Hs.79625 heterogeneous nuclear ribonucleoprotein 

AA315933 Hs.120879 ESTs 

AA531287 Hs.105805 ESTs 

R77494 Hs.75416 DAZ associated protein 2 

Y09306 Hs.30148 homeodomain-interacting protein kinase 3 

M94891 Hs.278423 pregnancy specific beta-1-glycoprotetn 4 

BE550553 Hs.205450 Homo sapiens cONA: FU22570 lis, clone H 
AA088470 Hs.83135 p53-responsive gene 6 
W73753 Hs.58330 ESTs 

AW137262 Hs.192713 ESTs 

M81057 Hs.180884 carboxypeptidase B1 (tissue) 

AI825817 Hs.143272 ESTs 

AI762757 Hs.129869 ESTs, Weakly similar to AF1 13685 1 PRO09 
A1815978 Hs.160427 ESTs 

AA078492 gb:7P04D1 1 Chromosome 7 Placental cDNA I 

D45371 Hs.80485 adipose most abundant gene transcript 1 
AL161995 Hs.234775 neurturin 
AJ003147 Hs.278464 olfactory receptor, family 1, subfamily 
AA1 21 579 gb:zn77f02 j1 Stratagene NT2 neuronal pr 

U57352 Hs.6517 amilortde-sensitive cation channel 1, ne 
AW166358 Hs.124979 ESTs 
AA010662 Hs.188639 ESTs 



2.14 

114 

2.13 

113 

112 

2.12 

2.11 

2.11 

110 

2.10 

2.10 

2.10 

110 

2.10 

2.08 

2.08 

107 

107 

107 

2.07 

107 

106 

106 

2.05 

104 

104 

104 

104 

103 

103 

2.03 

2.02 

102 

2.02 

101 

101 

101 

100 

100 

1.99 

1.S8 

1.9B 

1.98 

1.97 

1.97 

1.97 

1.97 

1.96 

1.96 

1.96 

1.95 

1.94 

1.94 

1.92 

1.92 

1.92 

1.92 

1.92 

1.92 

1.91 

1.91 

1.91 

1.90 

1.90 

1.90 

1.90 

1.90 

1.90 

1.89 

1.89 

1.88 

1.88 

1.88 

1.88 

1.87 

1.87 

1.87 

1.87 

1.87 

1.87 

1.87 

1.87 

1.87 



323 



/ 



WO 03/042661 



PCT7US02/36810 



10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



401767 
449891 
400527 
428581 
443647 
444785 
449566 
436752 
437405 
449174 
449887 
453261 
454243 
459188 
424334 
432150 
408123 
428722 
442196 
421419 
405420 
405737 
414016 
415744 
420375 
426322 
421592 
401743 
405187 
442763 
451621 
413248 
423913 
439999 
440185 
450482 
413972 
420476 
428748 
431148 
447205 
455994 
401039 
403251 
409762 
440914 
448507 
409605 
441212 
445624 
458619 
401969 
403327 
407245 
417361 
436034 
442682 
458494 
404682 
407402 
409368 
440362 
448866 
402201 
426230 
403186 
409543 
443672 
• 450391 
408919 
416136 
416865 
419682 
437237 
429134 
445041 
453240 
405243 



N64867 Hs.37848 ESTs 



AA430570 
AV653846 
AV651441 
AA001778 
AW298529 
AA338837 
T66136 
AW080843 
AA034116 
AW241901 
AA216382 
AA393460 
AK000224 
AW163377 
U76456 
AI902646 
M99587 



AA134594 

AW9S4850 

AF182077 

J05068 

AF009801 



Hs.104881 ESTs 

Hs. 1 26261 Homo sapiens Chromosome 1 6 BAC clone CIT 

Hs.282475 ESTs 

Hs.288156 Homo sapiens cDNA: FU21819 fis, done H 

Hs.255774 ESTs 

Hs.42547 Homo sapiens cDNA FU13975 fis, clone Y7 

Hs.12880 ESTs 

Hs.200275 ESTs 

Hs.118494 ESTs 

Hs.250683 ESTs 

Hs.30002 SH3<xmtaining protein SH3GLB2 

gb:zl71eQ5.r1 Soares_testis_NHT Homo sap 

Hs.272789 hypothetical protein FU20217 

gb:au94e02.y1 Schneider fetal brain 0000 

Hs.190787 tissue Inhibitor of metaHoproteinase 4 

Hs.31 B44 Homo sapiens cDNA FU 12586 fis, done NT 

Hs.104134 homeo box {H6 family) 1 



Hs.71528 ESTs 

Hs.279307 ESTs 

Hs.97244 glioma tumor suppressor candidate region 

Hs.2012 transcobalamin I (vitamin B1 2 binding pr 

Hs.1 05941 bagpipe homeobox (Drosophila) homotog 1 



430135 
435942 
448106 
408591 



A1017037 Hs.131121 ESTs 

AI879148 Hs.26770 fatty acid binding protein 7, brain 

T64858 Hs.21433 ESTs 

NM.016436 Hs,301055 hepatocellular carcinoma-associated anti 

M1~1581 1 Hs.6838 ras homotog gene family, member E 

AW104546 Hs.270929 ESTs 

AI697844 Hs.221720 ESTs 

BE279548 Hs.162717 ESTs, Weakly similar to HPPD_HUMAN 4-HYD 

AW575863 Hs.136232 ESTs 

AW593206 Hs.98785 ESTs 

AA502653 Hs.28621 ESTs 

BE617015 Hs.11006 ESTs 

BE179190 gb:RC0-HT0613-21030M32-fi)7 HT0613 Homo 



AW498B84 Hs.257970 ESTs 

AA909552 Hs.1438B4 ESTs 

AL133109 Hs.21333 Homosapiens mRNA; cDNA DKFZp566N1047 (f 

AW444477 Hs.258507 ESTs 

AW242447 Hs.1461 82 ESTs, Weakly similar to lactase phlorizi 

AW140103 Hs.78880 ih/B (bacterial acetolaclate synthase)-! 

AA872064 Hs.301218 *• ESTs. Weakly similar to Unknown gene pro 



X90568 Hs.172004 ti&n 

NMJJ00275 Hs.82027 oculocutaneous albinism II (pinkeye dil 

AF282693 Hs.150185 inflammation-related GproteiTHXJupted r 

AI014545 Hs.231027 EST 

AI380906 Hs.158436 ESTs 

AF035303 gb:Homo sapiens clone 23943 mRNA sequenc 

AA071 059 gbzm66a10.r1 Stratagene neuroepithelium 

AA883812 Hs.125508 ESTs 

BE297743 Hs.284203 myogenic factor 3 

AA367019 Hs.241395 protease, serine, 1 (trypsin 1) 

AW410200 gb:foQ5b1 2jc1 NIH_MGC_17 Homo sapiens cD 

AA323362 Hs.9667 butyrobelaine (gamma), 2*>xogtutaratedi 

AI694522 Hs.202280 ESTs 

AW295352 Hs.251836 ESTs 

H45027 Hs.181770 ESTs 

H97863 Hs.42456 ESTs 

H13139 Hs.92282 paired-like homeodomain transcription fa 

BE513073 gb:601171435F1 NIH JM3CJ5 Homo sapiens c 

AA4469S3 Hs.99004 ESTs 

T64183 Hs.11398 ESTs 

AJ969564 Hs.284249 Homo sapiens cDNA: FU22334 fis, done H 

BE265133 Hs.217493 annexinA2 

NM 000035 Hs .234234 aldolase B. frudose-bisphosphate 

R06285 Hs.191215 ESTs 

AIB00470 Hs.171941 ESTs 

AF015224 Hs.46452 mammaglobin 1 



1.86 

1.85 

1.84 

1.84 

1.84 

1.84 

1.84 

1.83 

1.83 

1.83 

1.83 

1.83 

1.83 

1.83 

1.82 

1.82 

1.81 

1.80 

1.80 

1.79 

1.78 

1.78 

1.78 

1.78 

1.78 

1.78 

1.77 

1.75 

1.75 

1.75 

1.75 

1.74 

1.74 

1.74 

1.74 

1.74 

1.73 

1.73 

1.73 

1.73 

1.73 

1.73 

1.72 

1.72 

1.72 

1.72 

1.72 

1.71 

1.71 

1.71 

1.71 

1.70 

1.70 

1.70 

1.70 

1.70 

1.70 

1.70 

1.69 

1.69 

1.69 

1.69 

1.69 

1.68 

1.6B 

1.67 

1.67 

1.67 

1.67 

1.66 

1.66 

1.66 

1.66 

1.66 

1.65 

1.65 

1.65 

1.64 

1.64 

1.64 

1.64 

1.64 

1.63 



324 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



410881 
417743 
430632 
448651 
453718 
459499 
412374 
419113 
426795 
426998 
428407 
444475 
453399 
456275 
414060 
418004 
42B651 
443853 
407007 
412067 
419080 
448619 
403665 
407524 
424286 
412056 
430218 
431882 
450797 
455366 
408421 
421907 
432742 
436624 
439543 
443317 
449097 
457127 
407387 
418837 
436749 
458475 
402551 
411187 
419224 
414657 
415426 
421428 
426300 
428489 
437728 
407124 
414932 
433500 
439688 
453391 
424688 
436895 
443012 
415824 
445152 
455941 
457889 
458503 
400694 
420937 
426752 
426784 
428874 
444287 
450684 
425747 
432378 
447999 
453888 
406667 
418129 
426309 
426755 
414258 
417421 
420562 
425011 



AW809157 gb:RCO-ST0118-041099-031-c07J ST0118 Ho 

R14738 Hs.8312 ESTs, Weakly similar to AF170723 1 prate 

AC004597 Hs.248068 ' olfactory receptor, family 10. subfamily 

BE246440 Hs.9372B pre-B-oetl leukemia transcription factor 

All 19317 Hs. 1 20360 phospholipase A2, group VI (cylosofic, c 

AW402653 Hs.2B355 Homo sapiens cDNA: FU22402 fis, done H 

X01388 Hs.73849 apofipoprotein C-UI 

AJ44658B Hs.21835 ESTs 

A1810474 Hs.1 96945 ESTs 

BE274360 gb:601121068F1 NIH_MGC_20 Homosapiens c 

NM 003963 Hs.184194 transmembrane 4 superfamiry member 5 

C75571 gb:C7557 1 Human pancreatic islet Homo sa 

Z70295 Hs.32966 guanytate cyclase activator 2B (uroguany 

AW9761 B3 Hs.88414 ESTs, Weakly similar to dJ51 2E2.1 IH.sap 

BE246327 gb:TC8AP1E1967 Pediatric pre-B ceU acut 

U37519 Hs.87539 aldehyde dehydrogenase 8 

AF196478 Hs.188401 annexfnAlO 

AI089064 Hs.250644 ESTs 

U2296 1 gb:Human mRNA done with similarity to L 

N45697 gb:yy78d01.r1 SoaresjTnjltip!e_sderosis_ 

AW1 50835 Hs.18878 hypothetical protein FU21 620 

AI867182 Hs.202255 ESTs 

gb:H.sapiens mRNA HTPCRX1 1 for olfactory 
Hs.90744 proteasome (prosome, macropain) 26S subu 
Hs.778 guanylate cyclase activator 1B (retina) . - 
Hs.186703 ESTs 
Hs.271977 engrailed homdog 1 
Hs.205127 ESTs 

gb:RO)-MT0004-140300-031-g11 MT0004 Homo 
Hs.253067 ESTs 

Hs.1 09358 ATPase. Class V, type 1 0B 
Hs.162339 ESTs 

Hs.5241 fatty add binding protein 1 , fiver 
Hs.146083 ESTs 
Hs.200191 ESTs 

Hs.951 10 ESTs, Weakly similar to PIP6JWMAN 1-PHO 
Hs.1 83434 ATPase, H+ transporting, lysosomal (vacu 
gb:Homo sapiens mRNA for cadherin RBI, 
Hs.89040 prepronodceptin 
Hs.5302 lectin, galactoside-biniEng, sduble. 4 
Hs.143249 ESTs 



X64985 
AA338285 
T28160 
AW998865 
NMJW1426 
AI761930 
AW947563 
AW193734 
BE018556 
AA564453 
T64297 
W75935 
AI051601 
BE271708 
AA194554 
AB000895 
U48263 
AA584B90 
A1650322 

AW821291 

NM_012169 

AA424074 

Z41991 

U26726 

U15979 

A1B07459 

AA766719 

R08160 

C14577 

AF064255 

AW445181 

AW600302 

AA216287 

AF037335 

AI566813 

D42039 

AI214667 

BE160011 

AL035864 

AL133933 

AW966719 

X69490 

U03749 

W32133 

AI033077 

AA872605 

A1457620 

A1493046 

AW138840 

AW450670 

M12523 

X52997 

AI912555 

BE253469 

AA203285 

AL138201 

AI345569 

T51986 



gb:PM3-ST0307-241299O02tt3ST0307 Homo 

Hs.252716 fibrousheathinll 

Hs.76780 protein phosphatase 1, regulatory (Inhib 

Hs.23197 ESTs 

Hs.1376 hydroxysferoid (1 1-beta) dehydrogenase 2 

Hs.169228 delta-like homolog (Drosophila) 

Hs.98582 ESTs 

gb:oa39c09.s1 NCI_CGAP_GCB1 Homosapiens 

Hs.268857 ESTs, Weakly similar to ALU1.HUMAN ALU S 

Hs.194517 ESTs 

Hs.1 1 1401 very long-chain acyi-CoA synthetase homo 

Hs.209637 Homo sapiens cDNA RJ12921 fis, done NT 

Hs.232655 ESTs 

Hs.1815 myosin, fight polypeptide 3, alkali; ven 

Hs.5338 carbonic anhydrase XII 

Hs.132278 ESTs 

Hs.78871 mesoderm development candidate 2 

Hs.283597 ESTs 

Hs.129998 Homo sapiens cDNA FU14267 fis, clone PL 

Hs.69517 ESTs, Highly similar to differentially e 

Hs.64310 Interteukin 1 1 receptor, alpha 

Hs.1340 coTipase, pancreatic 

Hs.172004 fitin 

Hs.172216 chromogranln A (parathyroid secretory pi 

Hs.194366 transthyretin (prealbumin, arnytaidosis t 

Hs.10755 dihyAopyrimidinase 

Hs.25333 interleukm 1 receptor, type II 

Hs.205360 ESTs 

Hs.146133 ESTs 

Hs.201778 ESTs 

Hs.252819 ESTs 

Hs.75442 albumin 

Hs.1144 glycoprotein IX (platelet) 

Hs.1 57195 peptide YY, 2 (seminalplasmmj 

gb*01108143F1 N1H_MGC_16 Homo sapiens c 

H&294141 ESTs. WeaWy similar to dJ733D15.1 [H.sa 

Hs.82120 nuclear receptor subfamily 4, group A, m 

Hs.190046 ESTs 

Hs.283108 hemoglobin, gamma G 
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443050 
411074 
434680 
454771 
415572 
418141 
408706 
418197 
431821 
455433 
407743 



434001 
441031 
452456 
456535 
408349 
420391 
421126 
449329 
453615 
417296 
420287 
427583 
418787 
422072 
425988 
428087 
438136 
455579 
402316 
417084 
423276 
433787 
413830 
423576 
401886 
412688 
401238 
421511 
422440 
425450 
427333 
430937 
445204 
452030 
456379 
457416 
415741 
422260 
429188 
442776 
454748 
437744 
451997 
452340 
411879 
424304 
401442 
403942 
443687 
401624 
411885 
418575 
419818 
429845 
447586 
407013 
428470 
429780 
453539 
400846 
420257 
429184 
437389 
444412 
451139 
431284 
431969 
406158 
419648 
430681 
434880 



AI61 2788 Hs.1 32348 ESTs, Weakly similar to diaphanous 1 (H. 

X60435 Hs.68137 adenylate cyclase activating polypeptide 

T11738 Hs.1 27574 ESTs 

AW819939 Hs.273629 ESTs 

N53097 Hs.1 93579 ESTs 

AW845738 Hs.1711 18 Homo sapiens mRNA for FU00026 protein, 

X03740 Hs.231 581 myosin, heavy polypeptide 1, skeletal mu 

AA214253 gb:zn5BgOZr1 Stratagene muscle 937209 H 

AW452256 Hs.271221 hypothetical protein FU20064 

AW939463 gb:QV1-DT0072-31 01 00456^02 DT0072 Homo 

AW814118 gb:MR3-ST0203-151199-011-d09 ST0203 Homo 

AU076801 Hs.89436 cadherin 1 7. U cadherin (BveMntestin 

AW950905 Hs.3697 serine {or cysteine) proteinase inhibilo 

AI1 1 0684 Hs.7645 fibrinogen, B beta polypeptide 

BE080763 gb:QV1-BT0531-150200-071.f09 BT0631 Homo 

AA305079 Hs.1342 cytochrome c oxidase subunit Vb 

BE546947 Hs.44276 homeoboxCIO 

AA456891 Hs.79123 K1AA0084 protein 

M74587 Hs.1021 22 insulin-Tike growth factor binding prote 

AW752783 gb:IL3-CT0219-221 199429-F03 CT0219 Homo 

AA195712 Hs.132696 ESTs 

L361 96 Hs.81 884 sulfotransferase family, cytosolic, 2A, 

AA740907 Hs.88297 ESTs 

M82952 Hs.179704 meprin A. alpha {PABA peptide hydrolase) 

AW296134 Hs.86999 ESTs 

AB018255 Hs.1 11 138 KIAA07 12 gene product 

BE045897 Hs.274454 ESTs 

AA1 00573 Hs.1 82421 troponin C2, fast 

NM 002390 HS.608B a disinlegrin and metalloproteinase doma 
BE01 1320 gb:PM3-BN0218-09050(W)02-d09 BN0218 Homo 



H08370 Hs.33067 ESTs 

AC003034 Hs.1 26261 Homo sapiens Chromosome 16 BAC clone CIT 

AI472951 Hs.173688 ESTs 

BE263439 Hs.13144 HSPC1 60 protein 

NMJ00383 Hs.1 29829 autoimmune regulator (automtmmune polyen 

AW583062 Hs.74502 chymotrypsinogen B1 



AA488940 

NM_004812 

U14755 

AF067797 

X53463 

AW135523 

AL137578 

W22206 

BE142052 

AI902761 

AA315993 

AB011171 

AW959498 

AWB62014 

AW290905 

AA021351 

NMJJ02202 

BE145354 

NM_001395 



Hs.105216 

Hs.116724 

Hs.157449 

Hs.176658 

Hs.2704 

Hs.245853 

Hs.27607 



Hs.272087 
Hs.105484 
Hs.198037 
Hs.8709 

Hs.300288 

Hs.158497 

Hs.505 

Hs.273758 

Hs.144879 



hypothetical protein FU1 1125 
aldo-keto reductase family 1 , member B1 1 
LIM homeobox protein 1 
aquaporinS 

glutathione peroxidase 2 (gastrointeslin 
ESTs 

Homo sapiens mRNA; cDKA DKF2p564N2464 (f 
gb:63E10 Human retina cDNATsp509kdeav 
gb:CM3-HT0137-150999-011-b05 HT0137 Homo 
ESTs 

ESTs, Weakly similar to UTB.HUMAN L1THO 
KIAA0599 protein 
chymotrypsin C (catdecrin) 
gb:RC3-CT0347-16020M13^09 CT0347 Homo 
ESTs, Weakly similar to CGHU2E collagen 
KIAA0724 gene product 
ISL1 transcription factor, UM/homeodcma 
Homo sapiens cONA: FU231 12 fis, clone L 
dual specificity phosphatase 9 



F13040 Hs.1 B2937 peptidylproly! isomerase A (cyclophiTtn 



AA452636 

AA225313 

AI657122 

AB020337 

AI081980 

U35637 

AC002301 

AL137518 

AW731886 

AA257035 

AF095735 

AL359587 

AI147652 

AW293316 

AA570148 

AA366217 

T73661 

AW959675 

U02388 



Hs.131057 ESTs, Moderately similar to CRGD.HUMAN G 

Hs.222B86 ESTs 

Hs.301931 ESTs 

Hs.225943 UDP-Ga!:betaGcNAc beta 1 ,3^atactosyltr 

Hs.285B29 solute carrier famDy 25 (mitochondrial 
gb:Human nebulin mRNA, partial cds 

Hs.184507 Homo sapiens Chromosome 16 BAC clone CIT 

Hs.300388 ESTs 

Hs.95196 ESTs, Weakly sirrflar toT20B12.3 IC.eteg 

Hs.190042 ESTs 

Hs.198003 sarcosine dehydrogenase 

Hs.271586 hypothetical protein DKFZp762M115 

Hs.216381 Homo sapiens clone HH409 unknown mRNA 

Hs.205558 ESTs 

Hs.1 26783 Homo sapiens cDNA: FU2261 0 fis, done H 

Hs.2879 carboxypepfidaseAl (pancreatic) 

Hs.91877 ESTs. Highly similar to THIH_HUMAN THYRO 

Hs.291232 ESTs 

Hs.1 01 cytochrome P450, subfamily IVF, poiypept 
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10 

15 

20 
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435217 
440089 
446787 
448207 
454869 
413271 
422S19 
422796 
427530 
437727 
426435 
426429 
407964 
430828 
432029 
457843 
413242 
446057 
447198 
449513 
415566 
423315 
455817 
459354 
408432 
414275 
419251 
456702 
458009 
410193 
417779 
435101 
445360 
414160 
418078 
425133 
437935 
446377 
420097 
446591 
451477 
459197 
428934 
431191 
424403 
433546 
451179 
400302 
420774 
428887 
430582 
453642 
406690 
417998 
456387 
427965 
447388 
413841 
429201 
433313 
439450 
458963 
405161 
406741 
424294 
424544 
444687 
444754 
421243 
.444290 
407984 
439706 
402194 
427506 
428819 
434590 
416378 
431912 
443316 



T53925 
AA864468 
U67167 
A1475490 
AW836004 
AA1 27873 
AA313322 
AW897265 
AA405093 
M766707 
AI827946 
X73114 
AW130334 
AI763257 
D31628 
AW138211 
BE074165 
A1420227 
D61523 
A1653232 
F12119 
R54109 
BE142384 
BE514778 
AW195262 
AW970254 
NM 001486 
AI684534 
AI221409 
AJ132592 
AA829526 
AI743156 
AI798776 
BE257021 
AA521268 
NMJJ02613 
AW939591 
AW014022 
AA700127 
H44186 
A1798425 • 
BE244587 
AF039401 
AW972118 
F05183 
A1075877 
W05469 
N48056 
AA280209 
AA437009 
A1215509 
A1370936 
M29540 
AW967420 
W28876 
D00306 
AW630534 
M34276 
XD3178 
W20128 
R51613 
AI701393 



Hs.107 
Hs.135646 
Hs.315 
Ks.170577 

Hs.1 14949 



Hs.126519 

Hs.153039 

Hs.189118 

Hs.169849 

Hs.281111 

Hs.86327 

Hs.2899 

Hs.128746 

Hs.149358 
Hs.283435 
Hs.195059 

Hs.26096 



Hs.889 
Hs.89771 

Hs.144983 
Hs.59757 
Hs.1 24977 
Hs.131064 
Hs.156029 

Hs.86508 
Hs.154729 
Hs.5940 
Hs.170953 
Hs.190504 
Hs.15456 
Hs.42710 

Hs.194659 
Hs.100002 
Hs.1799 
Hs.125461 
HS31818 
Hs.1915 
Ks.165270 
Hs.98984 
Hs.143964 
Hs.34074 
Hs.220529 



Hs.1B3864 
Hs.76277 
Hs.75576 
Hs.198246 
Hs.296039 
Hs.1 25304 
Hs.278728 



fibrinogen-Iike 1 
ESTs 

mucin 2. intestinal/lracheal 
ESTs 

gb:PM(MJ0019-17020W)01-d11 LT0019Homo 
ESTs 

gb:EST1 85218 Colon carcinoma (HCC) cell 

gb:CM0-NN0057-150400-335*04 NN0057 Homo 

ESTs 

ESTs 

ESTs 

myosin-binding protein C, slow-type 
ESTs 

Homo sapiens cDNA: FU22431 fis. clone H 
44iydroxyphenytpyruvate dioxygenase 
ESTs 

gb:PM3-BT0564-030300-002-e12 BT0564 Homo 

ESTs 

ESTs 

EST 

gb:HSC35H091 normalized infant brain cDN 
ESTs 

gb:CM2-HT0144-210999-011-d04 HT0144 Homo 
gb:601317094Fl N1HJ/IGC_9 Homo sapiens cD 
gb:xn67b05.x1 NCLCGAP_CML1 Homo sapiens 
Charot-leyden crystal protein 
glucokinase (hexokinase 4) regulatory pr 
gb:wa72M0.x1 Soares._NFLX_GBC._S1 Homos 
ESTs 

zinc finger protein 281 
ESTs 
ESTs 
ESTs 

gb:601 1 17426F1 N1H_MGC_16 Homo sapiens c 
ESTs 

3-phosphoinositide dependent protein kin 
hypothetical protein FU20Q63 
ESTs 
ESTs 

PDZ domain containing 1 
ESTs 

gb:TCBAP2E0851 Pediatric pre-B cell acut 
chloride channel, calcium activated, fam 
HSPC162 protein 
C010 antigen, d polypeptide 
Homo sapiens cDNA FU11539 fis, clone HE 
ESTs 

folate hydrolase (prostate-specific memb 
ESTs 
ESTs 
ESTs 

dipeptidytpeptidase VI 
carrinoembryonic antigen-related cell ad 
gb:EST379495 MAGE resequences. MAGJ Homo 
gb:52tf Human retina cDNA randomly prime 
elastase 36 

ESTs. WeaWy similar to TB2 [H^aptens] 
plasminogen 

group-specific component (vitamin D bind 
ESTs 
ESTs 

Rad and GerrHelated 2 (rat homolog) 



400440 
404619 
407168 



AA058357 

BE299311 

M88700 

AW972109 

T83911 

AW873803 

AA262496 

AW134708 

AW872527 

AK00O134 

AL135623 

T47232 

AW044467 

A1660552 

AI478463 

ABO07863 

X83957 

BE514535 

R45175 



Hs.74466 carrinoembryonic antigerMelated cell ad 

gb:601 1 19256F1 NIH_MGCJ7 Homo sapiens c 
Hs.1 SO403 do pa decarboxylase (aromatic L-amino aci 
Hs.135107 ESTs 

Hs.1 1881 transmembrane 4 superfamily member 4 
Hs.102876 pancreatic lipase 
Hs.29280 ESTs 
Hs.243569 ESTs 
Hs.59761 ESTs 

Hs.179100 hypothetical protein FU20127 
Hs.1 93914 KIAA0575 gene product 

gb:yb64b0B.s1 Stratagene ovary (937217) 
Hs73708 ESTs. Weakly similar to A57291 cytokine 
Hs.154903 ESTs, Weakly similar to A561 54 Abl subst 
Hs.1 8443 ESTs 
Hs.1 85140 K1AA04O3 protein 
Hs.83870 nebufin 

Hs.77171 minichromosome maintenance deficient (S. 

gb:yg40fOU1 Soares infant brain 1NIB H 
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408052 AW501117 Hs.283585 ESTs 

409187 AF154830 Hs.50966 carbamoyl -phosphate synthetase 1. mitoch 
409327 L41162 Hs.53563 collagen, type IX, alpha 3 
410234 NWL003837 Hs.61255 mjctose-1,6-bisphcsphatase 2 
5 410319 R23413 Hs.71935 putative zinc finger protein from EUROIM 
411D00 N40449 Hs.201619 ESTs, WeaWy similar to SEB4B [H.sapiens 
412098 AI493054 Hs.158968 ESTs 
412446 AI768015 Hs.92127 ESTs 
412637 AA115097 Hs.261313 ESTs 
10 413147 BE067271 gb:PM2-BT0349-161299401-b05 BT0349 Homo 

413597 AW302885 Hs.117183 ESTs 

414117 W88559 HS.17B7 proteotipid protein (Pelizaeus-Merzbache 
414523 AU076533 HsJ5353 serine (or cysteine) proteinase inhibito 
417074 249878 Hs.81131 guanldinoacetate N-methyltransferase 
15 418390 AF133820 Hs.84685 liQn immunoglobulin domain protein (myo 
419768 T72104 Hs.93194 apotipoprotein A-l 
420182 244245 Hs.22999 ESTs 

420923 AF097021 Hs.273321 differentially expressed in hematopoieti 
421100 AW351839 Hs.124660 Homo sapiens cDNA: FU21763 fis. done C 
20 421204 AW081587 Hs.165051 ESTs 

422189 AF252292 Hs.1 12933 Tax interacGon protein 40 
422792 AI951548 Hs.135163 ESTs 
423371 AU076B19 Hs.1650 solute carrier family 26, member 3 
424208 AW583123 Hs.143113 pancreatic lipase-retaled protein 2 
25 424922 BE386547 Hs.217112 ESTs, Weakly similar to Similarity to Ye 

425206 NWL002153 Hs.155109 hydroxysteroid (17-beta) dehydrogenase 2 
425545 N98529 Hs.1 58295 Human mRNA for myosin Dght chain 3 (MLC 
425983 AK000226 Hs.1 65519 mucin and cadherin-Bke 
426004 AW600300 Hs.124123 ESTs, Weakly similar to syncotlin [R.ncr 
30 427627 R87582 Hs.179915 guanine nucleotide binding protein (G pr 
'428848 NM.000230 Hs.1 94236 teptin (murine obesity homotog) 

429027 AL022314 Hs.194750 Human DNA sequence from clone 11 70K4 on 

429231 AA81 321 4 gb:aj32e09.s1 Soares Jestis.NHT Homo sap 

429441 AJ224172 Hs.204096 lipophilin B (uteroglobin family member) 
35 429930 A1580B09 Hs.99569 ESTs 

429970 AK000072 Hs.227059 chloride channel, calcium activated, fam 

430418 R98852 Hs.36029 heart and neural crest derivatives expre 

431845 AA516469 Hs.270554 ESTs 

433084 M18079 Hs.282265 fatty acid binding protein 2, intestinal 
40 433839 F35430 Hs.146070 ESTs, Weakly similar to ALU1.HUMAN ALU S 

434452 AA634333 Hs.1 16822 ESTs 

435499 R89344 Hs.14148 ESTs 

438433 AB01B274 Hs.6214 WAA0731 protein 

442403 AW207724 Hs.1 29516 ESTs 
45 442803 Ai675298 Hs.199917 ESTs 

443266 AI277101 Hs^5890 ESTs, Weakly similar to transducin [H.sa 

444656 A1277924 Hs.145199 ESTs 

445573 AI439646 Hs.157494 ESTs, Weakly similar to KIAA0676 protein 
446163 AA026880 Hs.25252 Homo sapiens cDNA FU1 3603 fis, clone PL 

50 447359 NMJ)12093 Hs.18268 adenylate kinase 5 

447551 8E066534 Hs.929 myosin, heavy polypeptide 7, cardiac mus 
448657 BE147857 Hs.293841 ESTs, WeaWy similar to KIAA0672 protein 
449238 AA428229 Hs.85524 muscle-specific RING-finger protein homo 
450085 AW293791 Hs.60162 Homo sapiens cDNA: FU21528 fis, clone C 

55 450390 N93227 Hs.98403 ESTs 

451681 228564 Hs.255950 ESTs, WeaWy similar to AA64_HUMAN 64 KD 
452093 AA447453 Hs.27860 Homo sapiens mRNA; cDNA DKF2p586M0723 (f 
452528 AA742457 Hs.291479 ESTs 

452624 AU076606 Hs.30054 coagulation factor V(proaccelenn, labi 
60 453754 AW972580 Hs.172753 ESTs 
453991 AW014915 Hs.273741 ESTs 

454517 AW803340 gb:IL2-UMO079-09030(M)50-O02 UM0079 Homo 

459367 BE148877 gb:CM4-HT0244-111199^4(Wi12HT0244Homo 
408021 AW137133 Hs.245867 ESTs 

65 417435 NM.005181 Hs.82129 carbonic anhydrase 111. muscle specific 

437206 AW975934 Hs.283382 ESTs, Weakly similar to Protein sequence 
422890 Z43784 Hs.78713 solute carrier family 25 (mitochondrial 
425878 AW964806 Hs.38085 ESTs, Weakly similar to putative glycine 
441888 AI733306 Hs.1 28071 hypothetical protein FU21 302 

70 423068 M25629 Hs.1 231 07 kaHikrein 1, renai/pancreas/saTivaiy 
453534 NM 014796 Hs.33187 WAA0748 gene product 
457787 AA6S3268 gb:ae92b04.s1 Stratagene schizo brain S1 

421285 NNL000102 Hs.1363 cytochrome P450, subfamily Xvll (steroid 
422069 AJ010063 Hs.111110 Gfin-cap (telethonin) 

75 425260 L47726 Hs.1870 phenylalanine hydroxylase 
418406 X73501 Hs.84905 cytokeratin 20 
425670 AW96B536 Hs.190146 ESTs 

416373 AA195845 Hs.73680 ESTs. Weakly simflar to AF 198455 1 epith 
452243 AL355715 Hs^8555 programmed ceD death 9 
80 411908 L27943 Hs.72924 cytidine deaminase 

415067 A1264969 Hs.929 myosin, heavy polypeptide 7. cardiac mus 
437156 AI916600 Hs.121194 Homo sapiens cDNA:FU21569 fis, done C 
L15533 Hs.423 pancreatitis-associated protein 
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427450 

432440 

426651 

414910 

423317 

424735 

439751 

452689 

446240 

449110 

453817 

428221 

438461 

446525 

453341 

403740 

420156 

430304 

421142 

444107 

419415 

423321 

432936 

433447 

403047 

406707 

4077B2 

405232 

437776 

415505 

444436 

409096 

432134 

437066 

427003 

423634 

413333 

420567 

447145 

452103 

410929 

400301 

415702 

411396 

431706 



AB014526 

X63597 

AU076646 

X12662 

AJ272204 

U31875 

AA 196090 

F33868 

AI535736 

H56112 

AW755253 

U96781 

AW075485 

AW957069 

AI758912 

AW449258 

AL122071 

AW503944 

T46839 

AW451692 

AB013885 

T27013 

U29195 

S73840 
AA608956 

M768037 

R39870 

N25871 

AA194412 

A1816782 

AA743570 

U19487 

AW959908 

M74028 

AK000812 

AA761073 

R42764 

H47233 

X03635 

F28877 

C04646 

AI816086 



Hs.178121 

Hs.2996 

Hs.171683 

Hs.29679 

Hs.64616 

Hs.152677 

Hs.50794 

Hs.284176 

Hs.170165 

Hs.277053 

Hs.61920 

Hs.183075 

Hs.286049 

HsJ211556 

Hs.296341 



K1AA0626 gene product 
sucrase-isomaltase 

nudear receptor subfamily 1, group H, m 
cofactor required for Spl transcripCona 
chromosome 12 open reading frame 3 
Homo sapiens cDNA FU20338 fis. done. HE 
Homo sapiens mRNA full length insert cON 



ESTs 
ESTs 
ESTs 

ESTs. Highly similar to Ca2+ ATPase of f 
phosphoserine aminotransferase 
Homo sapiens cDNA: FU23378 fis, done H 
adenylyl cyclase- associated protein 2 



Hs.61B7 ESTs 

Hs.238927 Homo sapiens mRNA; cONA DKFZp434H1235 (f 
Hs.130822 ESTs 

Hs.1031 9 UDP glycosyttransferase 2 family, polype 

Hs.192036 ESTs 

Hs. 126926 bela-ureidopropionase 

steroidogenic acute regulatory protein 
neuronal pentraxin II 



Hs.3132 
Hs.3281 



Hs.931 myosin, heavy potypepfide 2, skeletal mu . 

Hs.1 1 2619 ESTs. Weakly sircar to PQ01 09 Purkinje 

Hs.291671 ESTs 

Hs.12548 ESTs 

Hs.177337 ESTs 

Hs.50550 sarcomeric muscle protein 

Hs.1 22583 Homo sapiens cDNA: FU21934 fis, done H 

Hs.200935 ESTs 

Hs.2090 prostaglandin E receptor 2 (subtype EP2) 

Hs.1 690 heparin-binding growth fador binding pr 

Hs.75297 fibroblast growth factor 1 (acidic) 

Hs.98874 simitar to proline-rich protein 48 

Hs.192943 ESTs 

Hs.3248 mutS {E. coB) homolog 6 

Hs.30643 ESTs 

Hs.1 657 estrogen receptor 1 

gb:HSPD18414 HM3 Homo sapiens cDNA done 

Hs.85428 ESTs 

HsJ296341 adenylyl cydase-assodated protein 2 
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TABLE 28B 

Pkey: Unique Eos probeset Wenfifier number 
CAT number. Gene duster number 

Accession: Genbank accession numbers 

Pkey CAT number Accession 

407743 1012151 1 AW814118AW814257 AW072376 

408123 1040435J AW1 63377 AW1 60398 

408432 1058667 J AW1 95262 R27868 AW81 1 262 

408664 1073340J R56362AW248096R07152 R07285 

408922 109017J R873B8 RB4328 AA058916 

409368 112377 1 AA071059 M085201 AA085020 

409543 113B723 1 AW410200 AW409705AW411433BE296786BE270309 

409689 114833J AA078492 AA078333 AA077450 AA077746 AA076896 

409778 1154206 1 AW499705 AW502537 AW503O16 

409802 1155179 1 AW500732AW504061 

410285 119128 1 AA083609 AA083790 AA1 12048 

410881 1225682J AWB09157 AW812181 AW812175 AW812172 AW812161 AW812165 

411187 1235092J AW821291 AW821264AW821287 AW821290 AW821285AW821280AW821259 

412067 1275641 1 N45697 N45540 AW890595 

413147 1350637 1 BE067271 BE067266 BE067286 BE067278 BE067299 BE067285 

413242 1355323~1 BE074165 BE075001 BE075009 

413811 1391117J BE168828 BE168830BE168823BE168928BE168820BE168826 

414060 1413697 J BE246327 BE244704 

414095 1416521J BE293546 BE249848 

414160 1422273J BE257021 BE25B316BE257099 

414580 1463848.1 BE386918 BE408833 BE385437 

415011 151328 1 AW963085AA159005AW963073 

415566 1539861J F12119Z45475T64832 

415702 1547874J F28877F35687 

417998 171375 1 AW967420AA210915 AA236991 AA210916 

418197 172864 1 AA214253 AA214259 228472 Z28881 Z17828 

418464 1759038_-2 R87580 

418556 1767866_-1 T02850 
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422619 
422796 

424294 

424334 

424648 

425515 

426328 

426507 

426755 

426880 

426998 

429231 

430728 

432092 

433114 

434590 

437237 

437728 

439894 

442197 

442614 

444475 

448427 

449329 

451588 

452456 

454517 

454748 

454869 

454886 
455075 
455104 

■ 455366 
455433 
455446 
455579 

455652 
455817 
455994 
456150 
456379 
4563B7 
456702 
457416 
457787 
45B764 
459197 



218670.1 
221500.1 

237907.1 
238221J 
241947.1 
252721.1 
264901J 
26838^1 
271382.1 
273277.2 
274259.-1 
301463.1 
322706.1 
34124 1 
35904.1 
38931.1 
43506.-2 
441520.1 
478738.1 
535550.1 
547073.1 
607874 1 
762970.1 
80484.1 
87667.1 
918391.1 
1221063 1 
1233013.1 
1238137.1 

1238987.1 
1252389.1 
1253737.1 

1284685.1 
. 1290311.1 
1291969.1 
1333944.1 

1348736.1 
1371986.1 
1398737J 
1574395J 
1839113.2 
1842730.1 
219191.1 
334503.1 
407235.1 
73207.1 
924229.1 



AA31 3322 BE408282 AA46561 2 BE073382 

AW897265 AW897274 AU19504 AW897275 AW897270 AW897312 AW897318 AW897317 AA317240 AW961361 T06241 AA326794 AL138130 
AW407975AW999277 
BE299311 AA338954 AA33B468 AW960907 
AA393460 AA338940 AW966277 AA419006 
AA344576 AA732430 AA34460 1 
W26609W27360AA358818 
AW631296AA375484 
AA380285 AW934727 AW934914 
BE253469 BE176417 BE176415 AA384133 
AA453482AF012388 
BE274360 

AA81 3214 AI936567 AI743529 AA448279 AA994476 AI807452 AI218180 AA97285B 
AW968522 AA4851 12 AA4851 62 AW968698 
AF1 35026 AA583908 
AA121579AB005217 
T47232AF147365 T47231 
BE513073 

AA766719 AA767041 AW977440 
AA853077AA852175 

AW837912 AW837934 AA984475 AW997490 • ■ 

AI269030AI2040B5AI004047 
C75571AI150469T10778 
BE395260 AW291036 A1500420 
AW752783 H38266AA001166 
AW072057 AI225096 AA018702 

BE080763 T96699 BE081135 A190263O H49182 AI9O4021 AI902697 
AW803340 AW803280 AW803275 AW80341 5 AW803343 AW803422 

AW862014 AW858740 AW858735 AW818542 AWB58765 AW862027 AW858775 AW858771 AW858763 

AW836004 AW836087 AW836163 AW836162 AWB36085 AW836084 AW836079 AW836083 AW836082 AW836086 AW836088 AW836166 AW836164 
AW836002 AW836078 AW836161 AW862135 AW836165 AW836003 
AW837063 AW9358B2 AW935957 
AW854850 AW854848 

BE064863 BE153698 AW856751 BE153820 BE064737 BE153674 BE064730 BE065062 BE1 53536 AW856622 BE155079 BE064651 BE153665 
BE064650BE064691 

AW947563 AW947543 AW947553 AW947549 AW947717 AW902859 AW902927 BE01 1032 
AW939463 AW939484 AW939480 AW939459 AW939546 AW939593 AW939548 AW939595 AW939106 

AW947749AW947746AW947754AW946636AW946674 

BE011320 BE006381 BE006361 BE01 1 1 80 BE011 328 BE011 325 BE01 1157 BE006384 BE006387 BE006385 BE01 1160 BE01 1319 BE01 1346 
BE006370 BE006386 BE011173 BE006389 BE006376 BE006375 BE006364 BE011321 BE006379 
BE064675 BE064761 BE064809 BE064673 BE064672 BE064674 
BE142384BE142387 

BE179190BE179206BE179182BE179185BE179186BE179194 
Z42308H23514 
W22206 W22498 W26922 
W28B76W26158 

AI684534 BE262411 AA314031 AW752724 
BE142052 AW265588 AA506741 
AA683268 BE002903 BE002672 
BE619386AA300687 

BE244587 AW938684 AW176490 A19401 02 AW844995 AW938670 AI90985O AI909885 AI940079 A1909873 



TABLE 28C 

Pkey: Unique number corresponding to an Eos probeset . lm 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. 'Dunham I. et al." refers to the publication entitled The DNA sequence of 

human chromosome 22." Dunham L et ai., Nature (1999) 402:48*495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposiBon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLpositfon 


400489 


8954013 


Plus 


131475-131652 


400527 


9796886 


Pius 


160750-161007 


400545 


9800107 


Minus 


124618-124881 


400824 


7228177 


Minus 


94097-94756 


400635 


8567750 


Minus 


102800-102932,107482-107689 


400672 


8118724 


Minus 


14B06M48503 


400675 


B118750 


Plus 


11223-11816 


400694 


8118802 


Plus 


94288-94442 


400736 


8118985 


Plus 


143447-143851 


400846 


9188605 


Plus 


39310-39474 


401007 


8117333 


Minus 


140821-141050 


401015 


8117441 


Plus 


72260-72369 


401039 


7232177 


Plus 


6588-6884 


401122 


8570296 


Pius 


68256-68444 


401238 


9954455 


Nfinus 


49473-49S44 


401442 


8346725 


Minus 


85674-85910 


401496 


7381769 


Minus 


82790-83002 


401590 


9966320 


Minus 


33547-33649 


401603 


7689963 


Minus 


115559.116780 


401624 


8575907 


Plus 


168318-168444,172964-173647 
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401688 

401704 

401728 

401743 

401767 

401810 

401840 

401886 

401919 

401969 

402051 

402056 

402153 

402158 

402165 

402194 

402195 

402201 

402316 

402382 

402386 

402394 

402409 

402423 

402448 

402457 

402534 

402538 

402561 

402588 

402690 

402714 

402762 

402862 

402911 

402951 

402968 

403047 

403115 

403125 

403183 

403186 

403211 

403247 

403251 

403327 

403376 

403479 



2347081 
3097841 
8134856 
2865207 
9958312 
7342191 
7684597 
7229913 
9502466 
3126777 
8082020 



8247879 
8516165 
8569830 
8576113 
7689778 
8576119 
7527774 
9690314 
9799769 
9929690 
9796255 
9796344 
9795640 
9796782 
9801061 
9801137 
9864675 
9908948 
8348058 
8969253 
9230904 



403540 

403605 

403612 

403665 

403716 

403731 

403740 

403921 

403942 

403997 

404139 

404247 

404282 

404348 

404668 

404682 

404795 

404825 

404938 

405075 

405147 

405161 

405163 

405187 

405217 

405232 

405243 

405327 

40537B 

405420 

405703 

405737 

405895 

406059 



7263904 
9408717 
9581763 
3540153 
7331404 
9180936 
9B38273 
9838287 
7630841 
7656833 
7677983 
8440025 
9369545 
7329292 
8017144 
8077057 
6862654 
8469060 
7249278 



Plus 
Plus 
Minus 
Plus 

Plus 

Plus 

Plus 

Minus 

Plus 

Plus 

Minus 

Plus 

Minus 

Minus 

Minus 

Plus 

Minus 

Plus 

Minus 

Minus 

Plus 

Rus 

Minus 

Minus 

Plus 

Minus ' 

Phis 

Minus 

Plus 

Minus 

Plus 

Minus 

Minus 

Minus 

Plus 

Plus 

Minus 

Minus 



7543752 

7630882 

7711590 

7711825 

7708819 

9838113 

7406725 

2276311 

7630858 

9797204 

9797231 

4826439 

6478944 

7381808 

7770506 

9438278 

9966260 

9966267 

7229826 

7239551 

7249042 

7249201 

6094661 

6491714 

7211837 

4240388 

9943984 

7677903 

9103984 



Minus 

Phis 

Minus 

Minus 

Minus 

Plus 

Minus 

Minus 

Minus 

Plus 

Minus 

Ptus 

Minus 

Rus 

Plus 

Mnus 

Plus 

Minus 

Minus 

Plus 

Rus 

Minus 

Plus 

Minus 

Minus 

Minus ' 

Plus 

Plus 

Minus 

Minus 

Minus 

Rus 

Minus 

Plus 

Rus 

Plus 

Minus 

Minus 

Rus 

Minus 

Minus 

Minus 

Minus 

Minus 



22016-22624 
24712-25374 
82117-82920 
115475-115640 

156823-156921,157364-157554 

129063-129476 

562B3-56439 

79215-79393 

67536-67666 

44863-45365 

19346-19480,20041-20119 

207002-207288 

1225B0-122987 

148298-148429,148566-148677 

65064-65979 

70917-71191 

147901-148884 

655-951 

10751-10919,18817-19052,22131-22328 

155331-155528 

22069-22303 

33308-33482 

8571-10061 

62487-62664 

112942-113069,114303-114521 

16513-16577,16838-16926 

58989-59457 

96314-96539 

72967-73163 

33027-33183,59060-59198 
13368-13998 

18811-18886,19105-19328,19525-19764 

123298-124035 

1B518-18656 

142689-142979 

73252-73329,73718-73877,76217-76299.78195-78401 

58658-58924 

59793-59968 

142952-143094,145474-145653.146269-146445,152816-152998 

197548-197712 

109930-110074 

117513-117856 

159211-159369 

76626-77140 

100391-100652 

174311-174451,174587-174705.175523-175592 
108698-108830 

148369-148533.150578-150809 

55367-55483 

56315-56450 

91614-91718 

9472^94859 

69027-69375 

8889^87122 

144000-144618 

86504-87227 

3297-3536 < 

99606-99757 

134427-134593 

76707-76891 

83949-84214,84312-84415,8449944677,84878-85114 

61503-62205 

28895-29062 

11332-11546,12584-12718 

40977-41150 

147501-147780 

210382-210494 

165838-165950 

124680-125321 

158996-159557 

157607-157785 

161171-161299 

117025-117170,118567-118736 

32646-33138 

125904-126063 

22312-23197 

120550-120750 

91139-91440 

13428-13582 

15850-16061 

104275-104508,104755-104877 

66990-67484 

13856-14004 
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406101 


9124019 


Plus 


125325-125831 


406118 


9143818 


Plus 


53997-54629 


406150 


9886026 


Minus 


59331-59701 


406158 


7144874 


Plus 


62393-63016.65012-65578 


406343 


9255974 


Plus 


17284-17440.18489-18646,18917-19004,19384-19538 


406357 


9256093 


Minus 


77181-77415 


406563 


7711604 


Rus 


34401-34538 



TABLE 29A: 2286 GENES UP-REGULATED IN IDIOPATHIC PULMONARY FIBROSIS (IPF) COMPARED TO NORMAL BODY 

Table 29A lists about 2286 genes that are up regulated in idiopathic pulmonary fibrosis samples as compared with normal •body map' samples. These were sheeted from about 
596B0 probesets on an Afiymetrix/Eos Hu03 GeneChip array such that the ratio of "average" idiopathic pulmonary fibrosis expression level to average normal adult tissues sample 
expression was greater than or equal to about 2.0. The 'average" fibrosis sample expression level was set to the 90* percentile amongst tdiopathrc pulmonary toss samples. The 
•average" normal adult tissue level was set to the 95* percentile amongst non-malignant tissues. In order to remove gene-specific background levels of non-specific hybridization, the 
15* percentile value amongst non-malignant tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Pkey. Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number , 

Unigene Title: Unigene gene title 

R1 : Ratio of IPF to normal body tissue 



Pkey ExAccn 



427383 
442275 
431433 
441835 
417204 
421798 
406964 
443709 
431164 
445537 
418007 
457200 
432519 
443324 
414142 
442006 
444527 
453310 
424084 
421659 
450478 
444342 
447033 
445885 
411880 
432437 
424105 
431941 
440807 
424917 
433365 
445279 
417801 
405654 
449328 
449494 
408826 
417728 
440452 
452039 
408771 
421464 
421554 
431689 
434424 
431924 
459702 
421110 
407638 
423575 
423244 
427585 
436982 
451561 
424086 
435299 



NM 005411 
AW449467 
X6501B 
AB036432 
N81037 
N74880 
M21305 
A1082692 
AA49365Q 
AJ245671 
M13509 
U33749 
AI221311 
R44013 
AW368397 
AW975183 
NMJ505408 
X70697 
AI940675 
NMJH4459 
AW451709 
NM_014398 
AJ357412 
AI734009 
AW872477 
W0708B 
AI142336 
AK000106 
AW269421 
A1636208 
AF026944 
R41900 
AA4173B3 



AI962493 

AW237014 

AF216077 

AW138437 

AI925136 



AW732573 

AA291553 

AW137676 

AA521277 

AI811202 

AK00085O 

AJ250717 

AJ404672 

C18863 

AL039379 

D31152 

AB018305 

N52812 

AI351010 

AI745458 

AA453800 



UnigenelD Unigene Title 

Hs.1 77582 surfactant, pulmonary-associated protein 
Hs.54795 ESTs 

Hs.253495 surfactant pulmonary-associated protein 
Hs.1 84 advanced glycosylate end product-speci 
Hs.1 074 surfactant, pulmonary-associated protein 
Hs.264330 N-acylsphtngosine amidohydrotase (acid c 

gb:Human alpha satellite and satellite 3 
Hs.134662 ESTs 

Hs.94367 Homo sapiens cDNA: FU23494 fe. clone L 
Hs.1 2844 EGF-like-domain, multiple 6 
Hs.83169 matrix metalloproteinase 1 (interstitial 
Hs.1 97764 thyroid transcription factor 1 
Hs.1 30704 ESTs, Weakly similar to BCHUIA S-100 pro 
Hs.164225 ESTs 

Hs.1 50042 Homo sapiens cDNA FU 14438 fis, clone HE 
Hs.292663 ESTs, Weakly similar to S72482 hypotheti 
Hs.1 1 383 smaB inducible cytokine subfamily A (Cy 
Hs.553 solute carrier family 6 (neurotransmitte 
Hs.20914 hypothetical protein FU23Q56 
Hs.106511 protocadherin 17 
Hs.271200 ESTs 

Hs.1 0887 similar to rysosome-associated membrane 

Hs.157601 ESTs 

Hs.1 27699 KIAA1603 protein 

gb:hm30f03.x1 NCI_CGAP_Thy4 Homo sapiens 
Hs.293685 ESTs 

Hs.43977 Human DNA sequence from done RP1 1-196N1 
Hs.272227 Homo sapiens cDNA FU20099 fis, done CO 
Hs.128093 ESTs 

Hs.96901 hypothetical protein FU23049 
Hs.293797 ESTs 
Hs.22245 ESTs 

Hs.82582 integrin, beta-like 1 (with EGF-like rep 
Hs.197647 ESTs 

Hs.31 5369 Homo sapiens cDNA: FU23075 fis, clone L 
Hs.48376 Homo sapiens done HB-2 mRNA sequence 
Hs.24790 KIAA1573 protein 
Hs.55150 ESTs, Weakly similar to CAYPJiUMAN CALCY 
Hs.172510 ESTs 

Hs.47584 potassium voltage-gated channel, delayed 
Hs.190086 ESTs 
Hs.97775 ESTs 

Hs.1 24946 ESTs, Weakly similar to A46010 X-Med 
Hs.325335 Homo sapiens cDNA: FU23523 fc, done L 
Hs.272203 Homo sapiens cDNA FU20843 6s, done AD 



Hs.1 355 calhepsinE 

Hs.334483 hypothetical protein FU23571 

Hs.163443 Homo sapiens cDNA FU1 1 576 fis, done HE 

Hs.209602 ESTs, Weakly similar to ubiquitous TPR m 

Hs.179729 collagen, type X. alpha 1 (Schmid metaph 

Hs.5378 spondin 1 , (f-spondin) extracellular mat 

Hs.177403 ESTs 

Hs.102267 lysyloxidase 

Hs.122614 ESTs, Weakly similar to T20593 hypotheti 

Hs.192793 ESTs 



R1 

211.8 

189.7 

134.1 

130.4 

116.8 

92.1 

80.7 

67.1 

61.4 

57.4 

54.6 

44.9 

42.7 

39.8 

27.3 

27.1 

27.1 

26.9 

22.2 

21.0 

20.2 

19.7 

19.4 

18.9 

17.9 

17.8 

17.3 

17.2 

16.7 

16.4 

16.4 

16.4 

16.4 

16.1 

16.1 

15.7 

15.5 

15.0 

14.8 

14.4 

14.3 

14.1 

13.8 

13.2 

13.2 

12.9 

127 

12.6 

12.6 

12.5 

12.2 

12.1 

1Z1 

12.0 

12.0 

12.0 

11.9 
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432365 
403537 
436061 
431385 
421470 
440209 
428927 
448693 
424717 
416402 
446998 
442176 
439606 
452883 
417015 
422022 
447724 
406671 
458194 
446232 
416208 
453382 
412372 
426830 
407568 
414259 
400289 
441484 
422426 
406747 
450050 
431337 
408427 
447048 
453636 
443450 
418735 
421160 
449802 
441233 
459587 
436246 
445189 
410781 
446868 
415817 
425664 
414968 
410334 
442510 
409238 
431089 
444929 
413802 
44421B 
412719 
453445 
419261 
451110 
433815 
432203 
451103 
425921 
424989 
433231 
40B217 
431806 
436751 
452891 
413048 
426803 
409718 
423424 
429597 
421013 
437479 
416778 
421478 
444396 
423629 
450715 
445495 
446466 



AK001106 Hs.274419 hypothetical protein FU10244 



AI248584 
BE178536 
R27496 
H05049 
AA441837 
AW004854 
H03754 
NM 000715 
N99013 
AA9B3764 
W79123 
X80031 
M83772 
AA302420 
AW29B375 
AA129547 
AW383618 
AI281848 
AW291168 
AA709285 
R65998 
AA385751 
AA740964 
W44633 
X07820 
M935481 
W79117 
AI925153 
AI681268 
N48107 
AW194270 
AW393080 
R67837 
N66045 
N48769 
AL080215 
AW901804 
AA972965 
AA031956 
AW450963 
AI936450 
A1375672 
AV660737 
U88957 
AJ006276 
C16096 
AW979261 
AF150179 
AL049990 
BE041395 
AI685841 
AW964490 
AF070541 
AW016610 
AL036532 
X07876 
A1955040 



Hs.190745 Homo sapiens cONA: RJ21326 fis, clone C 
Hs.1 1 090 membrane-spanning 4-domaSns, subfamily A 
Hs.1378 annexinA3 
Hs.22269 neurexin 3 
Hs.90250 ESTs 

Hs.228320 hypothetical protein FU23537 
Hs.1 52213 wingless-type MMTV integration site fami 
Hs.1 01 2 complement component 4-bindtng protein, 
Hs.16762 Homo sapiens mRNA; cDNA DKFZp554B2062 (f 
Hs.128910 ESTs 

Hs.58561 G protein-coupled receptor 87 
Hs.530 collagen, type IV, alpha 3 {Goodpasture 
Hs.80876 flavin containing monooxygenase 3 
Hs.200442 ESTs 
Hs.24477 ESTs 

Hs.285754 met proto-oncogene (hepatocyte growth fa 
Hs.265459 ESTs, Moderately similar to ALU2.HUMAN A 
retinoic acid induced 3 

ESTs, Weakly similar to MUC2.HUMAN MUCIN 
hypothetical protein FU 13078 
Hs.285243 hypothetical protein FU22029 
Hs.196379 ESTs, Weakly simBar to putative p150 (H 
Hs.62699 ESTs 

Hs.301 296 Homo sapiens cDNA: FU231 31 fis, clone L . 
Hs.2258 matrix metaDoproteinase 1 0 (stramelysin 
Hs.58972 ESTs 
Hs.58559 ESTs 
Hs.217493 annexlnA2 
Hs.257883 ESTs 
Hs.292593 ESTs 
Hs.177236 ESTs 

Hs.22B320 hypothetical protein FU23537 
Hs.169872 ESTs 
Hs.133529 ESTs 
Hs.44609 ESTs 

Hs.1O2301 Homo sapiens mRNA; cONA DKF2p586J0323 (f 
Hs^3984 hypothetical protein FU20147 
Hs.1 35568 ESTs 

gb:zk15e04.s1 Soares_pregnanLuterus_NbH 
Hs.119991 ESTs 
Hs.147482 ESTs 
Hs.165028 ESTs 
Hs.135100 ESTs 

Hs.78867 protein tyrosine phosphatase, receptor-t 
transient receptor potential channel 6 
tropomodulin 3 (ubiquitous) 



Hs.194691 
Hs.41295 
Hs.5997 



Hs.159003 
Hs.22826 

Hs.291993 ESTs 
Hs.249890 ESTs 
Hs.51515 
Hs.283676 



Homo sapiens mRNA; cDNA DKFZp564G112 (fr 
ESTs, Weakly similar to unknown protein 

Hs.161354 ESTs 

Hs.32241 ESTs, Weakly similar to S65657 alpha-1C- 

Hs.1 0684 Homo sapiens clone 24421 mRNA sequence 

Hs.129911 ESTs 

Hs.91453 ESTs 

Hs.89791 wingless-type MMTV Integration site fami 

Hs.265398 ESTs, Weakly similar to transformaSwK 

Hs.112757 ESTs 

AA305746 Hs,49 macrophage scavenger receptor 1 

R52804 Hs.25956 DKFZP564D206 protein 

NMJJ07231 Hs.16221 1 solute carrier family 6 (neurotransmitte 

AA985520 Hs.23575 ESTs 

AB040926 Hs.143552 KIAA1493 protein 

AI433201 Hs.279860 tumor protein, Mauonalry-controJle 

AF1861 14 Hs,270737 tumor necrosis factor (figand) superfami 

AA732217 Hs.294054 ESTs 

N75582 Hs.212875 ESTs, Weakly similar to DYH9„HUMAN aUA 

M93221 Hs.75182 mannose receptor, C type 1 

AA352568 Hs.179747 ecotropic viral integration site 5 

086640 Hs.56045 src homology three (SH3) and cysteine ri 

AF150241 Hs.128433 prostaglandin D2 synthase, hematopoietic 

NM_00381 5 Hs^442 a disintegrin and metalloproteinase doma 

M62397 Hs.1345 mutated in colorectal cancers 

R61866 Hs.101277 ESTs 

M16505 Hs.79876 steroid sutfatase (microsomal), arytsulf 

AI683243 Hs.9725B ESTs, Moderately similar to S29539 ribos 

T65213 Hs.4257 ESTs 

AW021 173 Hs.1861 2 Homo sapiens cDNA: FU21909 fis, clone H 
A1266484 Hs.31 570 ESTs, Weakly similar to KIAA1 324 protein 
BE622641 Hs.38489 ESTs, Weakly similar to 138022 hypothetl 
H38026 Hs.308 arrestin 3. retinal (X-anestin) 



11.9 
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11.2 

10.9 

10.8 
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10.3 
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9.8 

9.8 

9.8 

9.6 

9.5 

9.5 

9.4 

9.4 

9.4 

9.3 

9.3 

9.3 

9.3 

9.2 

9.2 

9.1 

9.1 

9.1 

9.0 

9.0 

&9 

8.9 

8.8 

8.8 

8.8 

8.8 

8.8 

8.8 

8.7 

8.7 

8.7 

8.6 

8.6 

8.6 

8.5 

8.5 

8.5 

8.3 

8.3 

8.3 

8.3 

8.3 

8.2 

8.1 

ai 
ao 

8.0 
8.0 

7.9 
7.8 
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449108 A1140683 
422798 R92347 
415030 H15261 
426486 BE178285 
424906 AI556086 
448206 BE622585 
432133 AB033088 
447112 H17800 
446917 A1347863 
428227 AA321649 
431761 AW002846 
428743 AL080060 
413499 BE144884 
423909 AJ223183 
438122 AI620270 
449611 A1970394 
453616 NM 003462 
410060 NWL001448 
442353 BE379594 
452571 W31518 
453736 AL1 18674 
409203 M780473 
405494 

442832 AW206560 
420193 AI460080 
434217 AW014795 
427356 AW023482 
436396 AI683487 
408308 AL033377 
442377 AA993807 
441143 At027604 
445122 AW241632 
431353 AA828032 
407510 U96191 
426753 T89832 
445186 AW614544 
451963 AI825440 
400298 AA032279 
433426 H69125 
434377 AW137148 
415236 R41400 
409031 AA376836 
427558 D49493 
437259 AI377755 
421952 AA300900 
447081 Y13896 
430099 AW194988 
422475 AL359938 
413472 BE242870 
424750 D29956 
403574 

439759 AL359055 
415025 AW207091 
448104 AI674818 
444271 AW452569 
437157 BE048860 
444050 AW138295 
414569 AF109298 
447505 AL049266 
424433 H04607 
407378 AA299264 
445424 AB028945 
422544 AB018259 
449765 N92293 
413930 M86153 
417246 AI760098 
453652 AW009640 
411514 AW850178 
438909 AF085839 
446002 AI346468 
419236 AA330447 
419150 T29618 
424202 BE350295 
431723 AW058350 
415511 AI732617 
430510 AW162916 
416879 H98899 
432803 AA565398 
442862 BE080429 
435974 U29B90 
441082 AW444804 
404599 

453931 AL121278 



Hs.98328 
Hs.34574 
Hs.21948 
Hs.170056 
Hs.153716 
Hs.3731 
Hs.272567 
Hs.7154 
Hs.156672 
Hs.2248 
Hs.105468 
Hs.301549 

Hs.135194 
Hs.129837 
Hs.197075 
Hs.33845 
Hs.58367 
Hs.49136 
Hs.34665 
Hs.34871 
Hs.687 

Hs.253569 
Hs.202869 
Hs.23349 
Hs.97849 
Hs.152213 
Hs.44197 
Hs.167367 
Hs.159650 
Hs.147377 
Hs.189076 

Hs.1 70278 
Hs.123641 
Hs.224952 
Hs.61635 
Hs.133525 
Hs.306593 

Hs.76728 
Hs.2171 
Hs.1 20695 
Hs.98B49 
Hs.17287 
Hs.20537 
Hs.1 17313 
Hs.75379 
Hs.152818 

Hs.67709 
Hs.72307 
Hs.316433 
Hs.149804 
Hs.120655 
Hs.135024 
Hs.1 18258 
Hs.18724 
Hs.921B 
Hs.57776 
Hs.12696 
Hs.1 18140 
Hs.206832 
Hs.75618 
Hs.21411 
Hs.28368 



hypolhetica! protein MGC13040 
ESTs, Weakly similar to ALU1_HUMAN ALU S 
ESTs 

Homo sapiens mRNA; cDNA DKFZp586B0220 (f 
Homo sapiens mRNA for Hmob33 protein, 7 
ESTs. Moderately similar to I38022 hypol 
KIAA1262 protein 
ESTs 
ESTs 

small inducible cytokine subfamily B (Cy 
hypothetical protein FU22690 
Homo sapiens mRNA; cDNA DKFZp564H172 (fr 
gb:CM0-HT0182-O4109946&«11 HT0182Homo 
immunoglobulin superfamOy. member 6 
ESTs, Weakly similar to Z263_HUMAN ZINC 
ESTs 

dynein, axonemal, light intermediate pa! 
glyptcan4 

ESTs, Moderately similar to ALU7.HUMAN A 
ESTs 

zinc finger homeoboxlB 
cytochrome P450, subfamily IVB, polypept 

ESTs 
ESTs 
ESTs 
ESTs 

wingless-type MMTV integration site famt 
hypothetical protein DKFZp564D0462 
ESTs 
ESTs 

hypothetical protein FU 23598 
ESTs 

gb:Human trophoblast hypoxia-regulated f 
ESTs 



ESTs 

six transmembrane epithelial antigen of 
ESTs 

Homo sapiens cDNA FU11382 fis. done HE 
gbyf94b12s1 Soares Infant brain 1NIB H 
ESTs 

growth differentiation factor 10 I 
ESTs 

ESTs, Moderately similar to AF1 61 511 1 H 
potassium inwardly-rectifying channel, s 
hypothetical protein FU13942 
Meis (mouse) homoiog 3 
solute carrier family 1 (glial high affi 
ubiquitin specific protease 8 

Homo sapiens mRNA full length insert cDN 
ESTs 

Homo sapiens cDNA FU11375 fis, clone HE 
ESTs 
ESTs 
ESTs 

prostate cancer associated protein 1 
Homo sapiens mRNA; cDNA DKFZp554F093 (fr 
ESTs 

ESTs, Moderately similar to 138022 hypot 
cortactin SH3 domain-binding protein 
K1AA0716 gene product 
ESTs, Moderately similar to ALUB_HUMAN A 
RAB1 1 A, member RAS oncogene family 
ESTs 

ESTs, Moderately similar to S65657 alpha 
gb:IL3-CT0219-271099-022-H12 CT021 9 Homo 
gbiHomo sapiens full length insert cDNA 
Hs.145789 ESTs 

Hs.1 35159 Homo sapiens cDNA FU 1 1481 fis, done HE 
Hs.89640 TEK tyrosine kinase, endothelial (venous 
Hs.15032 RAN binding protein 17 
Hs.16762 Homo sapiens mRNA; cDNA DKFZp564B2062 (f 
Hs.182362 ESTs 

Hs.241576 hypothetical protein PR02577 
Hs.42599 ESTs 

gb:nk41f0U1 NCLCGAP_GC2 Homo sapiens 
Hs.15738 ESTs 

Hs.37744 Homo sapiens beta-1 adrenergic receptor 
Hs.202655 ESTs 



Hs.25144 ESTs 
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420252 AW270404 
431622 AW979271 
456964 H59846 
415457 AW081710 
424693 BE 169810 
419172 AW338625 
413384 NM_000401 
453037 AA045175 
444042 NM 004915 
431169 AW971240 
422352 AA766296 
433527 AW235513 
420077 AW512260 
429703 T93154 
433098 AW190593 
451099 R52795 
449416 AI651016 
459023 AW958226 
450584 M040403 
427660 AI741320 
429125 AA446854 
450025 AK001875 
433479 AW511459 
443113 A1040686 
430414 AW365665 
419752 AA249573 
435420 A1928513 
404916 

424310 AA33B648 
448253 H25899 
430899 BE018217 
446967 -A1699629 
435082 AA664273 
438842 AA827176 
437260 AA747807 
410934 AW811114 
428043 T92248 
408045 AW138959 
450568 AL05007B 
428508 BE252383 
453393 AW956392 
444805 AB007899 
446921 AB012113 
429784 M89796 
433225 AW816515 
416575 W02414 
404043 

415094 D59513 
453049 BE537217 
430153 AW968128 
410811 AW805687 
443903 A1220547 
429420 AK001679 
444471 AB020684 
452542 AW812256 
434086 AF116677 
432113 AA935065 
446608 N75217 
419945 AW290975 
454024 AA993527 
420209 AA256444 
439382 BE247684 
428895 AA437124 
446577 AB040933 
419247 S65791 
427778 AA412323 
437138 AI935622 
431322 AW970622 
430437 AI768B01 
435202 A1971313 
415076 NMJW0BS7 
434992 AA658501 
454039 AW079064 
456408 AI288348 
406554 

426269 H15302 
416769 AI339257 
414299 AA142989 
420352 U79734 
459664 

425509 AF079363 
401497 

440727 A1073991 



Hs.193161 ESTs 
Hs.293184 ESTs 

Hs.128355 ESTs, Moderately simitar to ALU7_HUMAN A 
Hs.7369 ESTs, Weakly similar to ALU1.HUMAN ALU S 
Hs.47557 ESTs 
Hs.22120 ESTs 
Hs.75334 exostoses (multiple) 2 
Hs.177552 ESTs 

Hs.10237 ATP-binding cassette, sub-family G (WHIT 

gb:EST383329 MAGE resequences. MAGL Homo 
Hs.99200 ESTs 
Hs.133020 ESTs 
Hs.87767 ESTs 
Hs.28705 ESTs 
Hs.151143 ESTs 

Hs.25954 interteukin 13 receptor, alpha 2 
Hs.246311 ESTs 
Hs.60798 ESTs 
Hs.60371 ESTs 

Hs.1 141 21 Homo sapiens cONA: FU23228 fis, clone C 
Hs.271004 ESTs. Weakly similar to I38022 hypothetl 
Hs.24321 Homo sapiens cONA FU12028 fis. done HE 
Hs.249972 ESTs 
Hs.132908 ESTs 
Hs.120388 ESTs 

Hs.152618 ESTs, Moderately similar to ZN91_HUMAN Z 
Hs.59203 ESTs 

Hs.50334 testes development-related NYD-SP22 
Hs.201591 ESTs 

Hs.183528 hypothetical protein FU14906 
Hs.156781 ESTs 

Hs.186104 Homo sapiens cDNA FU 13803 fis. clone.TH 
Hs.124316 ESTs 
Hs.t49500 ESTs 

gb:MR2-ST0131-111199416-aQ4ST0131Homo 
Hs^240 uteroglobin 
Hs.245123 ESTs 

Hs.25159 HomosapienscDNAFU10784fc.clqne NT 
Hs.184668 SBBI31 protein 
Hs.1 10376 ESTs 

Hs.1 201 7 homolog of yeast ubiquitin-protein ligas 
Hs.16530 small inducible cytokine subfamily A (Cy 
Hs.30 membrane-spanning 4-domains, subfamily A 
Hs.173540 ATPase, Class V, type 100 
Hs.38383 ESTs 

Hs.330778 ESTs. 

Hs.30343 ESTs 

Hs.336679 ESTs 

Hs.300648 ESTs 

Hs.135223 ESTs 

Hs.202289 hypothetical protein DKFZp434P1735 

Hs.11217 KIAA0877 protein 

gb:RCO-STQ174-191099-031-a07 ST0174 Homo 

Hs.249270 hypothetical protein PR01966 

Hs.152385 ESTs 

Hs.257846 ESTs 

Hs.118923 ESTs 

Hs.293907 hypothetical protein FU23403 

Hs.126485 hypothetical protein FU 12604; K1AA1692 

Hs.103070 ESTs 

Hs.167247 . ESTs 

Hs.15420 WAA1500 protein 

Hs.89764 fragile X menial retardation 1 

Hs.105323 ESTs 

Hs.271245 ESTs 

gb:EST382704 MAGE resequences, MAGK Homo 

Hs.169943 Homo sapiens cDNA FU 13569 fis, clone PL 
Hs.170204 K1AA0551 protein 
Hs.77890 guanyiate cyclase 1 . soluble, beta 3 
Hs.283358 ESTs 
Hs.245540 ESTs 

Hs.23450 rrotochondrial ribosomal protein S25 

Hs.168950 Homo sapiens mRNA;cDNAOKFZp566A1046(f 

Hs.1 15436 ESTs. Moderately similar to 154374 gene 

Hs.71730 ESTs 

Hs.97206 huntingtin interacting protein 1 

Hs.158213 sperm associated antigen 6 

Hs.1 3426B ESTs, Weakly similar to 2109260A B ceO 
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428434 
408776 
419991 
451050 
400297 
404957 
452771 
438B85 
426244 
420481 
455047 
408729 
457100 
426342 
417154 
411869 
427043 
445635 
442973 
422063 
448299 
40B677 
404097 
437636 
452822 
410733 
439140 
407366 
405547 
423377 
449168 
455431 
452281 
411149 
432441 
419807 
440615 
450109 
449695 
421764 
404593 
423607 
432009 
419235 
436304 
434613 
421502 
415245 
428780 
406333 
445034 
440202 
424638 
451497 
427652 
458722 
407327 
411018 
415261 
453543 
438014 
407829 
441006 
412222 
424115 
453197 
439398 
436397 
427535 
410901 
425916 
447020 
427457 
451620 
406938 
420036 
424508 
430345 
427669 
417181 
435347 
425458 
432869 



AW363590 
AA057365 
AJ000098 
AW937420 
A1127076 



T05477 
AI886558 
A1564123 
U 50525 
AW852530 
AA195764 
AA417878 
AF093419 
AI674701 
W20027 
AA397679 
AI769774 
BE567665 
BE156476 
AA497044 
A1279892 

AA764781 



Hs.65551 Homo sapiens, Similar to DNA segment, Ch 

Hs.63356 ESTs, Weakly simflar to 138022 hypotheti 

Hs.94210 eyes absent (Orosophila) homolog 1 

Hs.69662 ESTs 

Hs.334473 hypothetical protein DKFZp56401 278 

Hs.333265 ESTs 

Hs.184987 ESTs 

Hs.42500 ADP-ribosytation factor-like 5 

Hs.98201 Human BRCA2 region, mRNA sequence CG029 
gb:PMt-CT0243-071 0994)01 -g06 CT0243 Homo 

HsJ2639 ESTs 

Hs.48401 ESTs, Moderately simflar to ALU8_HUMAN A 

Hs.169378 multiple PDZ domain protein 

Hs.21388 ESTs 

Hs.23439 ESTs 

Hs 3991 ESTs 

Hs.209831 ESTs, Weakly similar to ALU INHUMAN ALU S 

Hs.288550 Homo sapiens cDNA: FU231 56 fis, clone L 

gb:OV0-HT0368-04010rW82-c05 HT0368 Homo 

Hs.20887 hypothetical protein FU10392 

Hs.46B01 sorting nexin 14 



D84284 
W85737 
AF026942 

AL049377 
NMJ)16206 
AW938484 
T93500 
N68715 
AW292425 
R77402 
A1733055 
A1539295 
AA164569 
AJ681535 

AA328329 
AL137424 
AW470411 
AA339622 
AI821826 
AF111856 
N59650 
AI478578 

AW293376 
AW516211 
A1472106 
H83294 
A1673025 
AA74154S 
AA4871B2 
AW813428 
T40928 
AA4S5425 
N71183 
AA045084 
AW605267 
AA528283 
AA335497 
AI916269 
AA284267 
AA715013 
R29543 
AW810001 
NM_006786 
T27308 
AW779105 
AW449888 
AA059013 
R60336 
AL080103 
AK000282 
AW451832 
L10123 
AW014873 
H89317 
AW974094 



Hs.291844 ESTs 

Hs^88617 hypothetical protein FU22621 
Hs.66052 C038 antigen (p45) 
Hs.290830 ESTs 

gb:Homo sapiens cig33 mRNA, partial sequ 



gb:Homo sapiens mRNA; cDNA DKF2p586H0718 
Hs.23142 colon carcinoma related protein 

gb:CMO-DT0057-290200-25&d06DT0057 Homo 
Hs.28792 Homo sapiens cDNA FLJ11041 frs, clone PL 
Hs.269128 ESTs 
Hs.163484 ESTs 

gb:yi75f11.s1 Scares placenta Nb2HP Homo 
Hs.130806 ESTs 
Hs.1 15740 WAA0210 gene product 
Hs-34550 ESTs 

Hs.148135 serine/threonine kinase 33 
Hs.6591 ESTs 

Hs.306458 Homo sapiens mRNA; cDNA DKFZp761G2123 (f 
Hs.288433 neurotrimin 
Hs.108887 ESTs 

g b:ns92b10.x5 NCl_CGAP_Pr3 Homo sapiens 
Hs.1 05039 solute carrier family 34 (sooltim phospha 
Hs.27252 ESTs 
Hs.50636 ESTs 

Hs.143659 ESTs 

Hs.1 25300 ring finger protein 21 , Interferon-respo 
Hs.49303 Homo sapiens cDNA FU11663 fis, clone HE 
Hs.284122 Wnt Inhibitory factor-1 
Hs.43874 ESTs, Moderately similar to 154374 gene 
Hs-282832 ESTs, Weakly similar to T24961 hypothefi 
Hs.269414 ESTs, Weakly similar to Z195 JHUMAN ZINC 

gb:MR3^T0192-O1020a-21Oc05 ST0192 Homo 
Hs.8346 ESTs 

Hs.48919 Homo sapiens cDNA FU11508 fis, done HE 
Hs.121806 Homo sapiens cDNA FU1 1971 fis, clone HE 
Hs.29725 hypothefical protein FU13197 
Hs.7627 CGl-60 protein 
Hs.292737 ESTs 

Hs .29 3965 ESTs, Weakly similar to 138022 hypotheti 
Hs.109057 ESTs, Weakly similar to ALU5.HUMAN ALUS 
Hs.221504 ESTs 
Hs.169835 ESTs 

Hs.2164 pro-platelet basic protein (includes pta 

gb:MR4-STO124-27Q30(WO5-b11 ST0124Homo 
Hs.162200 urotensin2 
Hs.16986 hypothetical protein RJ 1 1046 
Hs.164682 ESTs 
Hs.257224 ESTs 
Hs.22607 ESTs 

Hs.52792 Homo sapiens mRNA; cDNA DKFZp586l1823 (f 
Hs.149770 Homo sapiens cDNA FU13658 fis, clone PL 
Hs.239681 hypothetical protein FU20275 
Hs.255938 ESTs, Moderately similar to KIAA1 200 pro 
Hs.1 071 surfactant protein A birufing protein 
Hs.116963 ESTs 
Hs.182889 ESTs 

gb:EST386197 MAGE resequences. MAGM Homo 
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436594 
421237 
432731 
419750- 
426320 
419751 
433515 
451381 
452784 
438297 
406992 
431291 
435933 
447997 
445657 
426985 
447700 
423735 
424144 
416258 
410011 
454359 
422977 
433465 
450192 
432015 
407266 
409041 
434265 
452526 
403271 
450656 
446096 
454036 
437960 
440862 
410515 
413583 
419449 
442324 
453080 
435747 
446509 
448030 
414998 



434367 
434757 
413453 
454438 
458154 
430417 
434819 
438796 
415451 
420931 
414812 
451895 
435434 
449623 
433563 
444649 
441594 
443314 
400292 
427972 
446932 
445640 
452393 
443204 



AI419982 
U25029 
R31178 
AL079741 
W47595 
AW195581 
AA595800 
BE241831 
BE463857 
AW515196 
S82472 
N25521 
AA805520 
H00656 
AW612141 
BE394849 
AI420183 
AA330259 
AA454033 
N45661 
AB020641 
N71277 
AA631498 
AI493076 
AA263143 
AL157504 
AJ235664 
AB033025 
AA846811 
W38537 

AA010539 
AI276454 
AA374756 
AI669586 
H39048 
AW772721 
AL120806 
H18417 
R63578 
AI423056 
AI079519 
AF169693 
N30714 
NWL002543 
AI467945 
AB020700 
A1038997 
M129640 
AA224053 
AW816379 
AA461045 
AA650099 
W67821 
H19415 
AF044197 
X72755 
T93573 
AA6B0387 
C00719 
AI732637 
AW207523 
AL041080 
AW771701 
AA250737 
AA864870 
AA961459 
AW969626 
H87398 
AW205878 



Hs.156189 

Hs.102761 

Hs.287820 

Hs.183114 

Hs.169300 

Hs.93121 

Hs.190246 

Hs.1 72330 

Hs.151258 

Hs.258238 

Hs.25275 

Hs.192075 

Hs.29792 

Hs.279575 

Hs.131905 

Hs.171077 

Hs.41644 
Hs.90011 
Hs.57856 



Hs.201967 
Hs.24596 
Hs.159115 

Hs.50081 

Hs.130554 

Hs.280740 



ESTs 

Human glucocorticoid receptor alpha mRNA 
fibroneclin 1 

Homo sapiens cDNA FU14236 fis, clone NT 
transforming growth factor, beta 2 
KIAA0761 protein 
ESTs 

hypothetical protein MGC2705 

hypothetical protein FLJ21062 

ESTs. Moderately similar to ALU1.HUMAN A 

gb:bela -pol=DNA polymerase beta {exon a 

Kruppel-type zinc finger protein 

ESTs 

ESTs, Weakly similar to 138022 hypotheti 
Homo sapiens G-protein coupled receptor 
ESTs. Moderately similar to Z1 95_HUM AN Z 
ESTs, Weakly similar to T21259 hypotheti 
gb:EST33953 Embryo, 12 week II Homo sapi 
AKAP-associated sperm protein 
adenylosuccinate synthase 
PFTAIRE protein kinase 1 
gb:za36e03.s1 Soares fetal liver spleen 
gb:np83h04.s1 NCLCGAPJThyl Homo sapiens 
aldo-kelo reductase family 1, member C2 
RA051 -Interacting protein 
Homo sapiens mRNA; cDNA DKFZp5B6O0724 (f 
gb:Homo sapiens mRNA for immunoglobulin 
KIAA1199 protein 

Homo sapiens cDNA: FU23089 fis, clone L 
hypothetical protein MGC3040 



411156 AW819939 

435772 AA700019 

439830 AAB46666 

455511 BE144762 

443257 AI334040 

436033 H75391 

420214 AI146375 

410519 AW612264 
401189 

418852 BE537037 

425733 F132B7 

447863 AL047611 



Hs.18912 ESTs 

gb:qI71a12.x1 Soares_NhHMPu_S1 Homo sapi 

Hs.93560 Homo sapiens mRNA for KIAA1 771 protein, 

Hs.222194 ESTs 

Hs.1 27432 ESTs 

gb:hl95c01.x1 NCI_CGAP_Thy8 Homo sapiens 

Hs.5888 ESTs 

Hs.57483 Homo sapiens cDNA FU14294 fis, clone PL 

Hs.28426 ESTs 

Hs.23921 hypothetical protein OKFZp547A023 

Hs.134398 ESTs 

Hs.132892 protocadherin 20 

Hs.325960 membrane-spanning 4-doma'ms, subfamily A 

Hs.77729 oxidised low density lipoprotein {lectin 

Hs.173696 ESTs 

Hs.3830 KIAA0893 protein 

Hs.1 32921 ESTs 

Hs.128065 ESTs 

Hs.172405 cell division cycle 27 

Hs.335018 ESTs 

Hs.50701 ESTs 

Hs.291541 ESTs, Weakly similar to ALUB.HUMAN !!!l 

Hs.109590 genethoninl 

Hs.268720 ESTs, Moderately similar to ALU1_HUMAN A 

Hs,100431 small inducible cytokine B subfamily (Cy 
Hs.77367 monokine Induced by gamma interferon 
Hs.16970 ESTs 
Hs.187850 ESTs 
Hs.120440 EST 
Hs.277901 ESTs 
Hs.197628 ESTs 

Hs.208765 ESTs, Moderately similar to AlU7_HUMAN A 

Hs.54645 ESTs 

HsJ2472 ESTs 

Hs.181304 putative gene product 

Hs.125644 ESTs 

Hs.31704 ESTs. Weakly similar to WAA0227 [H.sapi 

Hs.99858 ribosomal protein L7a 

Hs.29643 Homo sapiens cDNA FU13103 fis, clone NT 

Hs.273629 ESTs 

Hs.1 32992 ATP-birtding cassette, sub-family G (WHIT 

Hs.151489 ESTs, WeakJy similar to XE7_HUMAN PROTEI 

gb:CMO-HT018{MJ41099^)65-b04 HT0180 Homo 

Hs.1 1614 HSPC065 protein 

Hs.255748 ESTs 

Hs.286073 ESTs, Moderately similar to ALU5_HUMAN A 

Hs.131705 ESTs 

Hs.273294 hypothetical protein FU20069 

Hs.159388 Homo sapiens done 23578 mRNA sequence 

Hs.2B8885 Homo sapiens cDNA FU 14246 fis, clone OV 
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10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



422429 AA310527 
434677 AW444575 
403310 

451830 H18433 
422222 AI699372 
435627 W88774 
436461 AW511966 
452166 AI948607 
413998 AW1O3807 
416642 T96118 
452081 AW958859 
452930 AW195285 
407910 AA650274 
428042 AA419529 
424641 AB001106 
417412 X16896 
409629 AW449589 
458771 AW295151 
415929 AA724373 
436645 AW023424 
426083 AW962712 
445268 A1218358 
429629 BE501732 
431917 016181 
443348 AW873596 
443151 A1827193 
419255 AA235672 
452291 AF015592 
452561 AI692181 
421106 AA877124 
424268 AA397653 
425211 M18667 
421515 Y11339 
423045 AW967472 
428771 AB028992 
445745 AB007924 
417009 AA191719 
436517 BE080932 
425905 AB032959 
414083 AL1212B2 
452728 AI915676 
409920 BE169746 
441802 AA968635 
431956 AK002032 
413875 BE176776 
444009 AI380792 
410785 AW803341 
418882 NM_004996 
438993 AA828995 
435256 AF193766 
428104 AA421350 
439648 AW7B0192 
436194 AK001074 
446364 AB006624 
452744 A1267652 
439294 AW975328 
408369 R38438 
404561 
401575 

419296 AA236115 
432055 AW972359 
439107 AL046134 
450320 AW291775 
447350 A1375572 
441974 AI683782 
453142 AA033648 
409928 AL137163 
410292 AA843087 
415B11 AA450191 
420218 AW95B037. 
426625 T78300 
417708 N74392 
451024 AA442176 
411745 AW867826 
422058 AA862231 
439479 AI734258 
409099 AK000725 
432222 A1204995 
444188 A1393165 
453096 AW294631 
450297 AW901347 
421002 AF116030 
445414 AV653692 



gb:EST181333 Jurkat T-cefls V Homo sapie 
Hs.130834 ESTs 



Hs.21542 KIAA1035 protein 
Hs. 1 93247 hypothetical protein DKFZp434A171 
Hs.1 18370 ESTs 
Hs.293261 ESTs 
Hs.264680 ESTs 
Hs.243933 ESTs 
Hs.226313 ESTs 

Hs.7514 Homo sapiens cDNA FU12141 lis, clone MA 
Hs.194097 ESTs, WeaWy similar to 138022 rrypotheti 
Hs.41 296 fibronectin leucine rich transmembrane p 
Hs.76391 myxovirus (influenza) resistance 1 . homo 
Hs.151413 glia maturation factor, beta 
Hs.821 1 2 interteukin 1 receptor, type I 
Hs.279724 ESTs 
Hs.163612 ESTs 

Hs.49344 hypothetical protein FU 1 1006 
Hs.1 56520 ESTs 

Hs.126712 ESTs, Weakly similar to AF191020 1 E2I65 
Hs.175048 ESTs 

Hs.30622 Homo sapiens cDNA FU1301 0 fis. clone NT 
Hs^2868 peripheral myelin protein 2 
Hs.182278 calmodulin 2 (phosphorylase kinase, delt 
Hs/132714 ESTs 
Hs.87491 ESTs 

Hs.28853 CDC7 {cell division cycle 7, S. cerevisl 
Hs.49169 WAA1634 protein 
Hs.172844 ESTs 

Hs.307438 Human ONA sequence from clone 495010 on 
Hs.1 867 progastricsin (pepsinogen C) 
Hs. 1 05352 Gal N Ac alpha-2, 6-siatyltransferase I, I 
Hs.1 83302 PCTAIRE protein kinase 2 
Hs.193143 K1AA1069 protein 
Hs.13245 KIAA0455 gene product 
Hs.314714 ESTs 
Hs.135225 ESTs 

RS.3185B4 novel C3HC4 type Zinc finger (ring finge 
Hs.257786 ESTs 
Hs.239708 ESTs 

Hs.1 2504 litely ortholog of mouse Arkadia 
Hs.127877 ESTs 

Hs.272245 Homo sapiens cDNA FU 1 1 170 fis, dona PL 

gb:RC3-HT0586-110300-011-g09 HT05B6 Homo 
Hs.135104 ESTs 

gb:IL24JM0079-090300-05(H)03 UM0079 Homo 
Hs.89433 ATP-binding cassette, sub-family C(CFTR 

gbx>d77b0as1 Na_CGAP_Ov2 Homo sapiens 
Hs.1 3872 cytokme-fite protein C17 
Hs.191604 ESTs 
Hs.267596 ESTs 

Hs.333435 Homo sapiens cDMA FU10212 fis, done HE 
Hs.14912 KIAA0286 protein 

Hs.30504 Homo sapiens mRNA; cDNA OKFZp434E082 (fr 
Hs.6523 chromosome 1 open reading frame 1 2 
Hs.182575 solute carrier family 15 (H«Vpeptide tra 



Hs.1 20785 

Hs.293334 

Hs.13944 

Hs.213793 

Hs.172634 

Hs.128245 

Hs.7473 

Hs.57549 

Hs.124194 

Hs.172963 

Hs.286 

Hs.300542 

Hs.50495 



Hs.334443 
Hs.245367 
Hs.50579 

Hs.699 
Hs.1 1325 
Hs.38592 
Hs.100932 
Hs.146105 



ESTs 
ESTs 

adrenergic, beta, receptor kinase 2 

ESTs 

ESTs 

ESTs 

ESTs 

hypothetical protein dJ473B4 
ESTs 

hypothetical protein FU14624 
ribosomal protein L4 
serologically defined colon cancer antig 
ESTs 

gb:zw63bQ8.r1 SoaresJotaI_fetus_Nb2HF8.. 
gb:MRO-SN0039-300300-001-c02 SN0039 Homo 
ESTs 

ESTs, WeaWy slmaar to ALU INHUMAN ALU S 
hypothetical protein FU20718 
gtr.an03c03.x1 Stratagene schizo brain S1 
peptidylproryl isomerase B (cydophifin 
ESTs 

hypothetical protein FU23342 
transcription factor 17 
ESTs 
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447207 AA442233 Hs.17731 hypothetical protein FU 12892 AO 

451353 N21043 Hs.42932 ESTs 4.0 

437075 AA743748 Hs.40758 ESTs 3.9 

410505 AW752139 Hs.314323 ESTs 3.9 

5 449746 AI668594 Hs.176588 ESTs. Weakly similar to CP4Y_HUMAN CYTOC 3.9 

426115 AAB68729 Hs.144694 ESTs 3.9 

415716 K59294 Hs.179662 nucteosome assembly protein 1 -like 1 3.9 

436298 AW293496 Hs.180138 ESTs 3.9 

417718 T86540 Hs.193981 ESTs 3.9 

10 436772 AW975688 Hs.74170 metaltolhionein IE (functional) 3.9 

401045 3.9 

40B767 AA057279 Hs.211928 ESTs 3.9 

407303 AA016296 Hs. 165200 ESTs, Weakly similar to A561 94 thromboxa 3.9 

432583 AW023624 Hs.162282 potassium channel TASM; potassium chan 3.9 

15 451623 H77818 Hs.268991 ESTs 3.9 

450063 AI681509 Hs.277133 ESTs 3.9 

416734 H81213 Hs.14825 ESTs, Weakly similar to K1AA1 503 protein 3.9 

419276 BE165909 Hs.306881 MSTP043 protein 3.9 

433132 AB026264 Hs.284245 hypothetical protein IMPACT 3.9 

20 436149 AI754308 Hs.159452 ESTs 3.9 

422667 H25642 Hs.133471 ESTs 3.9 

443486 NNL003428 Hs.9450 zinc finger protein 84 (HPF2) 3.9 

458219 H22195 HS.31B74 ESTs 3.9 

443613 AI079356 gb:oz39b09.s1 Soares_NhHMPu_S1 Homo sapi 3.9 

25 439810 AL109710 Hs.85568 EST 3.9 

436578 AI091435 Hs.134859 ESTs 3.9 

415598 AI433165 Hs.9B56 ESTs 3.9 

425087 R62424 Hs.126059 ESTs 3.9 

454111 AW081681 Hs.269064 ESTs, Weakly similar to T42689 hypotheti 3.9 

30 409719 AI769160 Hs.108681 Homo sapiens brain tumor associated prot 3.9 

452466 N84635 Hs.29664 hypothetical protein DKFZp564B052 3.9 

424962 NMJJ12288 Hs.153954 TRAM-like protein 3.9 

435823 R07856 Hs.16355 ESTs 3.9 

440633 A1140686 Hs.263320 ESTs 3.9 

35 429334 D63078 Hs.186180 Homo sapiens cDNA: FU23038 fis, clone L 3.9 

444743 AA045648 Hs.301957 nudix (nucleoside diphosphate finked rnoi 3.9 

430039 BE253012 Hs.153400 ESTs, WeaWy similar to ALU INHUMAN ALU S 3.9 

417461 R38403 Hs.13305 ESTs 3.9 

424051 AL110203 Hs.138411 Homo sapiens mRNA; cONA DKFZp586J 1922 (f 3.8 

40 419140 A1982647 Hs.215725 ESTs 3.8 

415652 T79213 Hs.272073 ESTs 3.8 

430140 AW296771 Hs.221999 ESTs 3.8 

446896 T15767 Hs.22452 Homo sapiens mRNA for KIAA1 737 protein, 3.8 

422165 AL041199 Hs.1481 histidine decarboxylase 3.8 

45 417706 T90797 Hs;268623 ESTs 3.8 

424296 AI631874 Hs.155140 casein kinase 2, alpha 1 polypeptide 18 

450522 A1698839 gbrwd31f02.x1 Soares_NFL_T_GBC_S1 Homo s 3.8 

446619 AU076643 Hs.313 secreted phosphoprotein 1 (osteoponfin, 3.8 

„ 449729 R72032 Hs.29235 ESTs , 3.8 

50 414700 H63202 Hs.3B163 ESTs 3.8 

440899 AW449445 Hs.120021 DKFZP434! 092 protein 3.8 

439335 AA742697 Hs.62492 ESTs, Weakly similar to 839066 pro!ine-r 3.8 

408625 AW243323 Hs.266785 ESTs 18 

421987 AI133161 Hs.286131 CGI-101 protein 3.8 

55 418915 A1474778 Hs.118977 ESTs 3.8 

410224 M55513 Hs.150208 potassium voltage-gated channel, shaker- 3.8 

429846 AB023021 Hs.225945 fucc«yrtransfen3Se9(aIpha(1^)fiJCosy 3.8 

442849 R10099 Hs.269805 ESTs 3.8 

427191 BE221825 Hs.97691 ESTs 3.8 

60 407942 AA37B608 Hsl5894 hypothetical protein RJ 10305 3.8 

437030 AA742577 Hs^03781 EST 3.8 

427940 AA417812 Hs.38775 ESTs 3.7 

443054 AI745185 Hs.8939 yes-associated protein 65 kDa 3.7 

449679 AI823951 Hs.129700 tolloioMikel 3.7 

65 425937 NMJM3240 Hs.1 63846 putative N6-DrM-nrethyHransferase 3.7 

458663 AV658444 Hs.280776 tankyrase, TRFInnteracting ankyrirwela 3.7 

456443 AW967500 Hs.133543 ESTs , 3.7 

439957 AI453184 Hs.66357 ESTs 3.7 

„ 446999 AA151520 Hs.334822 hypothetical proteto MGC4485 3.7 

70 428414 AL049980 Hs.184216 DKF2P564C152 protein 3.7 

455170 AWB60972 gb:OV0-CT0387-18030M67-h07CT0387Homo 3.7 

418379 AA218940 Hs.137516 fidgeunfltel 3.7 

419720 AA249131 Hs.337778 hypothetical protein FU 11 068 3.7 

__ 443584 AI807036 Hs,267245 hypothetical protein FU 14803 3.7 

75 416185 AW975861 Hs.47367 KIAA17B5 protein 3.7 

417235 AA810278 Hs.24250 ESTs 3.7 

441720 AI346487 Hs.28739 ESTs 3.7 

451421 W16522 Hs.237689 Homo sapiens cDNA FU 13539 fis, clone PL 3.7 

417355 D1316B Hs.82002 endothelin receptor type B 3.7 

80 449321 AA001150 Hs.132937 ESTs 3.7 

424806 AA382523 Hs.105689 MSTP031 protein 3.7 

452338 AW608920 Hs.29159 zinc finger protein 75 (D8C6) 17 

40924B AB033035 Hs.51965 KIAA1 209 protein 17 
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421037 AI6B4808 
427088 AA398085 
420637 AW976153 
420026 AI831190 
5 429419 AB023226 
447410 M470235 
404274 

416320 H47867 
412642 BE244598 
10 431716 D89053 

446025 AW305075 
450458 AA009926 
423099 NM.002837 
438257 AW474419 
15 440887 AI799488 
454693 AW813428 
432189 AA527941 
408687 All 10280 
407726 AA435679 
20 436026 AI349764 
448776 BE3024B4 
452293 AI871833 
428330 L22524 
443268 AI800271 
25 429208 AA447990 
458429 AV646559 
404476 
405848 

438209 AL1 20659 
30 403937 

437918 AI761449 
432408 N39127 
437641 AA811452 
439635 AA4772B8 
35 446102 AW168067 
4183B4 AW149266 
425403 AU023753 
432030 A1908400 
446453 AV658469 
40 452055 A1377431 
440801 AA906366 
432779 AW979241 
440886 AW511032 
401049 

45 449424 AW448937 
418076 R61388 
423035 AW449579 
435463 AA682507 
438016 A1949638 
50 455201 AW947884 
433293 AF007835 
456536 AW13598B 
428679 AA431765 
414400 X06948 
55 435344 AA700326 
445056 AB01453O 
449444 AW818436 
442652 AI005163 
423121 AW854B48 
60 449540 AA001713 
425734 AF056209 
428409 AW117207 
431087 H12723 
426920 AA393351 
65 427687 AW003867 
437583 AA761190 
421599 AA293655 
433687 AA743991 
421863 AI952677 
70 430499 AW969408 
451531 AA018311 
457620 AA602711 
410658 AW105231 
427865 AA416931 
75 453390 AA862496 
419983 W55956 
454600 AW810001 
427718 A1798680 
416548 H62953 
80 420381 D50640 
410908 AA121686 
442080 AW444761 
406685 M18728 



Hs.197653 ESTs 

Hs.142390 ESTs lliruUsM 
gb:EST388262 MAGE resequences, MAGN Homo 

Hs.166676 ESTs 
Hs.202276 WAA1009 protein 
Hs.172698 EST 



Hs.34024 
Hs.809 
Hs.268012 
Hs.180948 

Ks.1 23641 
Hs.224794 
Hs.135905 



Hs.301152 
Hs.88594 
Hs.217081 
Hs.30057 
Hs.304609 
Hs.2256 
Hs.129445 
Hs.190478 
Hs.12346 



ESTs 

hepatocyte growlh factor (hepapoletin A; 
fatty-acid-Coenzyme A ligase, long-chain 
WAA0729 protein 

gbzH)7e05.r1 Soares>tal_Rver_spIeen_ 
protein tyrosine phosphatase, receptor t 
ESTs 
ESTs 

gb-MR3-STO192-01O2QO-21O*O5 ST0192 Homo 
gb:nh30c04.s1 NQ.CGAP.Pr3 Homo sapiens 
Homo sapiens mRNA; cONA OKFZp434F053 (fr 
ESTs 
ESTs 

MRS2 (S. cerevisiae)4ike, magnesium horn 
ESTs 

matrix metalloproteinase 7 (matrilysin, 
hypothetical protein FU12496 
ESTs v , „ 

Homo sapiens cDNA: FU21399 (is. clone C 



Hs.61 1 1 aryt-bydrocarbon receptor nuclear transl 

Hs.121629 ESTs 

Hs.332557 ESTs. Weakly similar to A46010 X-lmked 

Hs.291911 ESTs 

Hs-94891 hypothetical protein FU22729 

Hs.252956 ESTs , „, 

Hs 25130 Homo sapiens cDNA aJ 14923 fis. done PL 

Hs.1 56406 Human DNA sequence from done 1 198H6 on 

^188646 ESTs, Weakly similar to ALU1_HUMAN ALU S 
Hs.141693 hypothetical protein MGC10858 
Hs 190535 ESTs 

gb:EST39!351 MAGE resequences, MAGP Homo 

Hs.190516 ESTs 

Hs.197030 ESTs 
Hs.6724 ESTs 

Hs 156739 H-saplens XG mRNA (done PEP1 1) 

gb2j18f08.s1 Soares_fetalJiver_spte€n_ 

Hs 336846 EST 

gb:PM1^0010.20030(W01-g08 MT0010 Homo 

Hs.32417 hypothetical protein MGC4309 
Hs.257859 ESTs 

gb:zw80c03.s1 Soares.teslis JlHT Homo sap 
Hs.897 Fc fragment of IgE, high affinity I, rec 
Hs.190599 ESTs 
Hs.1 2259 KIAA0630 protein 
Hs.23590 solute carrier family 16 (monocarboxync 
Hs.201378 ESTs, Weakly similar to T12545 hypotheti 

gb:PM2^N001B-290300-003-c09 SN001B Homo 
gbizh86e08.s1 Soares_fetaUrver_spleen_ 
Hs.159396 peptidylglycine alpha-amldaBng monooxyg 
Hs.98523 ESTs 
Hs.290791 ESTs 
Hs.132121 ESTs 
Hs.1570 histamine receptor H1 
Hs.244627 ESTs 
Hs.97293 ESTs 

g b:ny57g01.s1 NCLCGAPJW Homo sapiens 
Hs.108972 Homo sapiens mRNA; cDNA OKFZp434P228 (fr 
Hs.231991 ESTs 
Hs.1 14762 ESTs 
Hs.336753 EST 
Hs.192035 ESTs 
Hs.126065 ESTs 
H"? 28482 ESTs 

Hs.94030 rtonu>sap«ensmRNA;cDNAD^ 

gb:MR4-ST0124-27030Mu5-b1 1 ST0124 Homo 

Hs.25933 ESTs 

gb:yr47f06.r1 Soares fetal liver spleen 
Hs-337616 phosphodiesterase 3B. cGMP-inhibiled 
Hs.10592 ESTs 
Hs.44565 ESTs 

gb:Human nonspedfic crossreacting anug 
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404200 
417976 
433285 
432868 
433492 
410252 
426804 
428775 
410004 
422093 
441736 
423017 
405970 
431954 
459482 
410361 
410804 
402230 
436120 
405336 
434374 
428911 
437783 
416057 
435496 
436088 
408554 
454076 
431733 
432974 
412576 
446142 
447432 
433384 
413621 
419546 
436111 
421236 
433917 
403515 
429657 
453375 
448186 
412209 
421065 
409642 
420092 
453365 
437007 
408031 
439024 
418432 
417991 
403355 
433650 
410318 
427019 
413714 
430887 
413618 
420908 
436168 
405692 
432809 
433805 
436192 
435451 
411849 
448404 
410434 
416421 
438394 
444301 
428795 
458924 
435934 



BE565892 
AW975944 
AW974093 
AW605849 
AW821182 
AK000713 
AA434579 
AI298027 
AF151852 
AW292779 
AW178761 

AK001974 
AA625339 
BE391804 
U54820 

AI248193 

AA631439 
Z43846 
AI683150 
AI927382 
AW840171 
AA704687 
AA836381 
AW204712 
AW298410 
BE348793 
AA447718 
A1754693 
AW958473 
AI021992 
AI808648 
AA244199 
AI803082 
AI287622 
AI809325 

D13626 
AI990114 
AA262105 
AW901456 
AA329711 
AW450809 
AA814043 
AA035211 
AA741300 
AA081395 
R96696 
M14156 
AA731452 

AA603472 
AA084050 
AA001732 
AI560944 
N66B01 
BE15407B 
AL049974 
AK000883 



AA565509 

AA706910 

W93847 

AF195420 

AW964970 

BE089973 

AF051152 

AA134006 

BE379623 

AK000136 

R45503 

BE242158 

R19382 



410555 U92649 

412903 BE007967 
400889 

449585 AI655321 

408806 AW847814 

418557 BE140602 



Hs.83077 interleukin 18 fmlerferorvgamma4nducin 

Hs.237396 ESTs 

Hs.292775 ESTs 

Qb:MRO-HT0241-200100^)06-g02HT024l Homo 

Hs.61418 micfofibrillar-associaled protein 1 

Hs.193736 hypothetical protein FU20706 

Hs.143691 ESTs 

Hs.5057 carboxypeptidase D 

Hs.1 11449 CG1-94 protein 

Hs.169799 ESTs 

Hs.227948 serine (or cysteine) proteinase inhibito 

Hs.272242 hypothetical protein RJ11112 

' Hs.237052 EST, WeaWy similar to I38022 hypothetic 

Hs.62661 guanylate binding protein 1 , rnterferon- 
Hs.66521 MachaoVxIoseph disease (spinocerebellar 



Hs.119B60 ESTs 



gb:np85d02.s1 NCI_CGAP_Thy1 Homo sapiens 

Hs. 194478 Homo sapiens mRNA; cDNA DKF2p43401572 (f 

Hs.201550 ESTs, Weakly sirdar to ALU1_HUMAN ALU S 

Hs.29857 ESTs 

Hs .265398 ESTs, Weakly similar to transformation-r 

Hs.191294 ESTs 

Hs.3151 11 nuclear receptor co-repressor/HDAC3 comp 

Hs.61957 ESTs 

Hs.21475 ESTs 

Hs.233331 ESTs 

Hs.107057 ESTs 

Hs.145968 ESTs 

Hs.301957 nudix (nucleoside diphosphate linked moi 

Hs.124244 ESTs 

Hs.184156 ESTs 

gbmc06c05.s1 NCLCGAP..Pr1 Homo sapiens 

Hs.157212 ESTs 

Hs.151956 ESTs 

Hs.122814 Human DMA sequence from clone RP5-1028D1 

Hs.2465 WAA0001 gene product; putative G-protei 

Hs.240091 ESTs 

Hs.4094 Homo sapiens cONA FU 14208 fis, clone NT 

gb:RCO-NN1012-270300-031-c07 NN1012 Homo 
gb:EST33382 Embryo, 12 week II Homo sapi 

Hs.257347 ESTs 

Hs.88045 ESTs 

Hs.17404 ESTs 

Hs.202599 ESTs. WeaWy simitar to I3B022 hypotheti 

Hs.42173 Homo sapiens cONA FU 10366 fis, clone NT 

Hs.35598 ESTs 

Hs.851 12 insulin-fike growth factor 1 (somatomedi 
Hs.190008 ESTs 



Hs.28456 ESTs 

Hs.269259 ESTs. WeaWy similar to S23650 retroviru 

Hs.173233 hypothetical protein FU 10970 

Hs.71428 ESTs 

Hs.260287 K1AA1 841 protein 

gb:P^HT0339-20040(W10-F04 HT0339 Homo 

Hs.100261 Homo sapiens mRNA; cDNA DKFZp564B222 (fr 

Hs.301645 Homo sapiens cONA FU10021 fis. clone HE 

Hs.131703 ESTs 

Hs.112742 ESTs 

H&24139 Homo sapiens cDNA: FU23137 fis, done L 

Hs.303OO6 ESTs. WeaWy similar to gamma-hereguHn 

Hs.1 8B61 ESTs, Moderately similar to K1AA1 276 pro 

gb:RC6-BT0709-310300-021-G07 BT0709 Homo 

Hs.63668 totWike receptor 2 

Hs.79306 eukaryotic translation Inifiation factor 

Hs.27693 peptldylproiyl tsomerase (cyclophilin)-! 

Hs.10760 asporin(LRR class 1) 

Hs.97469 ESTs, Highly similar to A39769 N-acetytl 

Hs.24427 DKFZP56601 646 protein 

Hs.1 17869 ESTs 

Hs.6431 1 a dislntegrin and metalloproleinase doma 

Hs.155795 ESTs 

Hs.1 97693 ESTs 

Hs.289005 Homo sapiens cDNA FU21532 fis, done C 

Hs.246645 ESTs 
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453204 
450696 
427374 
443367 
446645 
449897 
428467 
408761 
403895 
414899 
409044 
447233 
422219 
427119 
437073 
443B30 
454962 
433644 
417561 
446063 
423609 
428004 
453370 
435808 
424001 
415635 
418946 
431750 
425188 
42B268 
418878 
416565 
454288 
446428 
404588 
413087 
444910 
407339 
414093 
438458 
419340 
423448 
457030 
421187 
419929 
429276 
423841 
438839 
410085 
427961 
429228 
- 431548 
441839 
410389 
441274 
452401 
436154 
406752 
450689 
434164 
436739 
451674 
421165 
437872 
440046 
452824 
426457 
424780 
456551 
410763 
431814 
440099 
436401 
437439 
403277 
408547 
424131 
433222 
434636 
450519 
415083 
407905 
452311 



R10799 Hs.191990 ESTs 

AI654223 Hs.16026 hypothetical protein FU23191 

AI150033 Hs.143686 ESTs 

AW071349 Hs.215937 ESTs 

AI336596 Hs.156294 ESTs 

AW819642 Hs.24135 transmembrane protein vezatin; hypolheG 

AK002121 Hs.184465 hypothetical protein FU 11 259 

AA057264 Hs.238936 ESTs, Weakly similar to (defline not ava 



AW975433 
AI129586 
AW246333 
AW978073 
AW880562 
AI885608 
AI142095 
AW847645 
AW342028 
AW974345 
AI720140 
AA328348 
AA449563 
AI470523 
AA702866 
W678B3 
F13168 
AI798841 
AA514986 
AK002052 
M424957 
W20O90 
AW000960 
BE222648 
AW082270 

BE064655 
AI201849 
AA777542 
BE544867 
AW975186 
AA236590 
AK000776 
AJ301740 
NM.014721 
U90268 
AF0560B5 
AW753967 
AW297945 
AA428482 
AW293165 
AI553533 
AI834273 
AW975512 
AW954049 
AW593781 
NM.007115 
AA764950 
A12B5598 
A1369275 
AW207019 
BE208022 
AA019104 
AA305407 
AK002015 
AW402306 
W27643 
AW894667 
U39576 
AW975051 
AF279145 
BE256242 
AL080058 
AI087958 
H29796 

AA574291 
AA335714 
AW514472 
AA083764 
AA010066 
AI632683 
AW103655 
AW304029 



Hs.36288 ESTs 

Hs.33033 hypothetical protein FU14623 
Hs.17901 Homo sapiens, done IMA6E:3937015, mRNA, 
Hs.1 010 regulator of mitotic spindle assembly 1 
Hs.1 14574 ESTs 
Hs.94122 ESTs 
Hs.143273 ESTs 

gb:IL3-CT0213-280100-05kA04 CT0213 Homo 
gb:hb75d03j(1 NCLCGAP_Ut2 Homo sapiens 
gb:EST386449 MAGE resequences, MAGM Homo 
Hs.151079 ESTs 
Hs.218289 ESTs 

Hs.151393 glutamale-cysteine Bgase, catalytic sub 
Hs.139336 ATP-binding cassette. sub-family C (CFTR 
Hs.113150 ESTs 
Hs.1 37476 paternally expressed 1 0 

gb:HSC3JF101 normalized infant brain cDN 
Hs.164526 ESTs 
Hs.283705 ESTs 

Hs.155071 hypothetical protein FU11190 
Hs.294132 ESTs 
Hs.6616 ESTs 

• Hs.44970 endoplasmic reticulum resident protein 5 
Hs.279458 ESTs, Highly similar to c380A1.1b [H.sap 
Hs.12496 ESTs, Weakly similar to ALU4_HUMAN ALU S 

gb:RC1-BT0313-301299-012-c09 BT0313 Homo 
gb:qs76g04.x1 Na_CGAP_Pr28 Homo sapiens 
Hs.132670 ESTs 

Hs.283077 centrosomal P4.1-assoclated protein; unc 

gb:EST387294 MAGE resequences, MAGN Homo 
Hs.87530 ESTs 

Hs.128753 Homo sapiens cDNA FU20769 fis, done CO 
Hs.173381 oiliydropynWinase-like 2 
Hs.102471 WAA0680 gene produd 
Hs.9381 0 cerebral cavernous malformations 1 
Hs.198612 G protein-coupled receptor 51 

gb:RC2-CT0304-OB0100-01 1-h12 CT0304 Homo 
Hs.128490 ESTs 
Hs.58589 glycogenin 2 
Hs.143134 ESTs 
Hs.337139 ESTs 
Hs.9711 novel protein 
Hs.29160 ESTs 

Hs.81 77 ESTs, Weakly similar to PIHUB6 salivary 
Hs.131357 ESTs 

Hs.29352 tumor necrosis factor, atohannrfuced pro 
Hs.119898 ESTs . 

gb:qu49f06.x1 Na_CGAP_Lym6 Homo sapiens 
Hs.243010 Homo sapiens cDNA FU 14445 fis, done HE 
Hs.148135 serine/threonine kinase 33 
Hs.127685 KIAA1627 protein 
Hs.175483 Homo sapiens cDNA: FU22016 fis, done H 
Hs.102308 potassium mwardry-rectifying channel, s 
Hs.5887 RNA binding motif protein 7 
Hs.6877 hypothetical protein FU 10483 
Hs.73965 spjidng factor, argjnlnefcerine-rich 2 
Hs.1 69965 chtrnerin (chimaerin) 1 
Hs.153058 butyrophilin, subfamily 1, member A1 
Hs.2931 56 ESTs, Weakly similar to 178885 serine/th 
Hs.8966 hypothetical protein FU21776 
Hs.270847 deKa-tubufm 
Hs.6909 OKFZP564G202 protein 
Hs.29088 ESTs 
Hs.269822 ESTs 

Hs.57837 ESTs 

Hs.199665 ESTs 

Hs.238415 ESTs, Moderately similar to ALU8.HUMAN A 

Hs^101 hypothetical protein MGC3178 

Hs.224849 Homo sapiens cDNA FU12583 fis, done NT 

Hs.27179 Homo sapiens cDNA FU 12933 lis, done NT 

Hs^52905 ESTs 

Hs.252744 ESTs 
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434849 
446770 
424238 
411643 
447829 
406506 
428301 
428579 
451229 
401103 
433589 
459370 
438533 
404288 
406195 
438202 
425516 
426572 
422692 
435414 
418950 
426890 
457447 
443773 
459371 
421823 
447247 
452896 
425895 
451403 
407340 
401862 
444325 
408171 
423949 
419519 
4346B3 
418454 
415086 
419220 
418849 
443634 
429682 
405090 
432267 
443253 
444974 
445717 
449347 
452778 
414888 
424406 
410371 
426384 
418200 
427050 
449579 
411004 
454032 
455601 
447482 
439416 
436635 
419086 
412566 
415452 
427874 
447046 
454193 
454678 
415122 
444665 
400227 
411905 
419503 
446563 
457285 
434998 
436203 
424539 
449856 
427698 
451494 



AW292765 Hs.8053 ESTs 

AV660309 Hs.154986 ESTs, Weakly similar to PLLP_HUMAN PLASM 

AA337401 Hs.137635 ESTs 

A1924519 Hs.192570 hypothetical protein FU22028 

AI433029 Hs.164104 ESTs 

AW628666 Hs.98440 ESTs, Weakly similar to 138022 hypotheti 

NM 005756 Hs.184942 G protein-coupled receptor 64 

AW967707 Hs.48473 ESTs 

AA886530 Hs.188912 ESTs 

AA889982 Hs.271826 ESTs, Weakly similar to 138022 hypolheU 

AJ440266 Hs.170673 ESTs, Weakly similar to T24832 hypotheti 



AW169287 
BE000707 
AB037783 
AA332376 
AW270550 
T78517 
AA393167 
X78261 
AV646452 
R20991 
N40B50 
AW369351 
AA831508 
AI269484 
AA885569 
AA810168 

AW152618 
AA301228 
AJ014546 
A1198719 
AW298724 
AA315308 
A1597963 
AA811938 
AW474547 
H73972 
NM_006306 

AK000872 
A1041212 
AI203500 
AW664658 
AV649748 
R71338 
AL039185 
D54120 
AA084482 
AI472078 
AW629751 
AA397789 
AW207260 
AW813242 
W31790 
A1368680 
AB033059 
W58294 
AW1 04325 
NM.000216 
AW962574 
F09134 
AA732367 
AA326187 
BE141183 
AW813089 
D60708 
BE613126 

BE265067 
AA243642 
BE326588 
A1038858 
AW975157 
BE384982 
L02911 
AA203155 
AW972594 
AJ799444 



Hs.22588 ESTs s 

Hs.29567 ESTs 

Hs.170623 hypothetical protein FU11163 

Hs.24135 transmembrane protein vezatin; hypotheti 

Hs.1 16957 ESTs 

Hs.13941 ESTs 

Hs.41294 ESTs 

Hs.272177 H.sapiens mRNA for.TRE17 5' extremity an 

Hs.30941 cateium channel, voltage-dependent, beta 
gb:yg06h01.r1 Soares infant brain 1MB H 

Hs.26625 ESTs 

Hs.287955 Homo sapiens cONA FU13090 fis. clone NT 

Hs.32553 ESTs 

Ks.161427 zinc finger protein 215 

Hs.40919 Homo sapiens cDNA FU1451 1 fis, done NT 

Hs.284289 vitiligo-assodaled protein VlT-1 

Hs.16757 ESTs 

Hs.43299 hypothetical protein FU12890 
Hs.130912 ESTs 
Hs.176376 ESTs 
Hs.202639 ESTs 

Hs.195870 hypothetical protein FU 14991 
Hs.118726 ESTs 
Hs.291759 ESTs 

Hs.53565 Homo sapiens PIG-M mRNA for mannosyltran 
Hs.134460 ESTs 

Hs.21 1602 SMC1 (structural maintenance of chromoso 



Hs.274227 

Hs.132117 

Hs.151612 

Hs.149332 

Hs.295901 

Hs.5921 

Hs.77558 

Hs.146409 

Hs.1 15850 

Hs.303662 

Hs.206654 

Hs.161803 

Hs.134014 

Hs.194293 

Hs.616 

Hs.18705 

Hs.56254 

Hs.272093 

Hs*9591 

Hs.12839 
HS.9B198 
Hs.17170 



Hs.22245 
Hs.47783 



Homo sapiens cDNA FU 10010 fis, clone HE 

ESTs 

ESTs 

ESTs 

WAA0493 protein 

Homo sapiens cDNA: FU21592 fts, done C 
thyroid hormone receptor interactor 7 
cell division cycle 42 (GTP-blnding prof 
ESTs 
ESTs 

ESTs, Weakly similar to alternatively sp 
ESTs . 

ESTs, Weakly similar to T46425 hypotheti 
gb:MRl-ST0191-020200-207-g10ST0191 Homo 
ESTs, Weakly similar to 154374 gene NF2 
SRY (sex determining region Y)-box 2 
WAA1233 protein 
ESTs 

ESTs, Weakly similar to 178885 serine/th 

Kallmann syndrome 1 sequence 

gb:EST374647 MAGE resequences, MAGG Homo 

ESTs 

ESTs 

G protein-coupled receptor 4 
gb:MRr>HT0071.19119W)01-b04 HT0071 Homo 
gb:RC3-ST0186-240400-111-b05 ST01B6 Homo 
ESTs 

B aggressive lymphoma gene 



gb:601193893F1 NIH_MGC_7 Homo sapiens cO 

Hs.137422 ESTs 

Hs.141454 ESTs 

Hs.130522 Kv channeMnteracting protein 1 

Hs.26037 ESTs 

Hs.5075 Homo sapiens cONA: FU22126 fis, clone H 

Hs.1 50402 acthrin A receptor, type I 

Hs.18200 ESTs 

Hs.294140 ESTs 

Hs^47095 ESTs.Moc^atdysimilartoALU7_HUMANA 

343 
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442994 A1026718 
408165 AL1 37573 
421072 AI215069 
456273 AF154845 
404548 

428201 AA424158 Hs.206461 
441519 M972740 Hs.127092 
445413 AA151342 Hs.12677 
418717 AI334430 Hs.85984 
428839 A1767756 Hs.82302 
407758 D50915 Hs.38365 
431906 AW328038 Hs.37486 
424968 AA349086 Hs.259746 
431023 A1283133 Hs.297420 
432596 AJ224741 Hs.278461 
452412 AA029608 Hs.61373 
421309 A1222086 Hs.270449 
438128 AA904430 Hs.122049 
408321 AW405882 Hs.44205 
439236 BE160952 Hs.247117 
400880 

417014 AA251720 
422278 AF072873 
406603 

425573 AB006423 
427878 C05766 
451700 A1470262 
451797 AW66385B 
423025 AA831267 
422634 NM_016010 
44B966 AW372914 
408690 AW864542 
408525 AW206972 
412248 BE176480 
432507 BE391093 
447290 AI476732 
424188 AW954552 
431448 AL137517 
400325 M85292 
408408 AF070571 
423119 AA322201 
423717 AA330036 
424152 AL133591 
431980 AA523696 
434980 AW770553 
444339 T9S555 
446745 AW11B189 
459201 AW391177 
430573 AA744550 
451073 AI758905 
440575 AA889870 
402046 

426882 AA393108 
43573B AA699633 
420656 AA279098 
438323 AI985394 
453123 AI953718 
418343 AA216372 
431595 AA508196 
435187 AK000998 
459440 BE048054 
451957 AI796320 
408434 AW195317 
456034 AW450979 
442118 AA976718 Hs.202242 
420727 H75701 Hs.99886 
433849 BE465884 H«l280728 
424235 NM_0031B1 Hs.143507 
429826 N93266 Hs.40747 
437913 A1140825 Hs.121523 
441330 AI692984 Hs.129354 
443458 R05385 Hs.143509 
438873 A1302471 Hs.124292 
444561 NM_004469 Hs.11392 
444631 AW995395 Hs.84520 
458186 AA904244 Hs.153205 
436043 AW983838 Hs.168830 
415757 AA830854 HS.187B10 
449299 AA299919 Hs.84561 
457003 S78234 Hs.172405 
408875 NMJ315434 Hs.46604 
424602 AK002055 Hs.151046 
426174 AA547959 Hs. 115838 



Hs.16954 ESTs 

Hs.43143 Homo sapiens mRNA; cDNA OKFZp564A2463 (f 

Hs.89113 ESTs 

Hs.1148 zinc finger prolein 



ESTs 
ESTs 
CGM47 p 
ESTs 

Homo sapiens cDNA FU14814 fis, done NT 
KIAA0125 gene product 
ESTs 

ESTs, Weakly similar to A46010 Wnked 
ESTs 
maWDn3 
ESTs 

ESTs, Moderately similar to ALU1.HUMAN A 
ESTs, Weakly similar to T2D4_HUMAN TRANS 
cortistafin 

ESTs, Moderately similar to ALUF_HUMAN ! 

Hs.104347 ESTs, Weakly similar to ALUC.HUMAN IU! 
Hs.1 14218 frizzled (Drosophila) homolog 6 



Hs.158308 
Hs.181022 
Hs.29553 
Hs.333513 
Hs.12244 
Hs.118821 
Hs.86149 

Hs.253595 

HSJ24667 
Hs.263912 
Hs.142634 
Hs.334473 
Hs.247924 
Hs.44690 
Hs.131976 
Hs.152003 
Hs.141480 
HsJ24507 
Hs.14553 
Hs.31562 
Hs.156400 

Ks.136345 
Hs.206063 
Hs.126006 

Hs.97365 
Hs.269543 
Hs.187636 
Hs.123369 
HS.221B49 
Hs.159501 

Hs.297221 

Hs.10299 
. Hs.107716 



serine (or cysteine) proteinase inhibHo 
CGI-07 prolein 
ESTs 

small inducible cytokine subfamily E. me 
hypothetical protein FU20097 
CG1-62 protein 

phosphoinosito! 3-phosphate-binding prot 
gb:PM4-SN0016-120500-003-h02 SN0016 Homo 
ESTs 

gb;RC3^T0585-16030O-O22-c02 HT0585 Homo 
ESTs 
ESTs 

zinc finger protein 

hypothetical protein DKFZp56401278 
Homo sapiens endogenous H1V-1 related se 
Homo sapiens done 24739 mRNA sequence 
ESTs 
ESTs 

Homo sapiens mRNA; cDNA DKF2p434N079 (fr 
hypothetical protein FU20986 
sterol O-acyl transferase (acyl-Coenzyme 
ESTs 
ESTs 

gb:MR3-ST0203-2212994Z*d05 ST0203 Homo 
ESTs 
ESTs 
ESTs 

ESTs 

ESTs, Weakly similar to A561 94 thromboxa 
ESTs 
ESTs 
ESTs 
ESTs 

gb:nh60f07.s1 NCLCGAP_Pr8 Homo sapiens 
Homo sapiens cDNA FU10136 (is. done HE 
gb:tz46c03.y1 NCl_CGAP_Bm52 Homosaplen 
Homo sapiens cDNA FU13545 fis, done PL 
hypothetical protein FU22344 
gb:UW-BI3-ata-a-12-0-Uls1 NCLCGAP.Su 
ESTs 

complement component 4-binding protein, 
ESTs 

T brachyury (mouse) homolog 
ESTs 
ESTs 
ESTs 

hypothetical protein FU21924 
Homo sapiens cDNA FU23123 fe, done L 
c-fos induced growth factor (vascular en 
ESTs, Weakly similar to TRHYJWMAN TRICH 
ESTs 

Homo sapiens cDNA FU 12136 fis, done MA 
ESTs 
ESTs 

cell division cyde 27 
DKFZP434B168 protein 
hypothetical protein FLI11 193 
ESTs 



3.0 

3.0 

10 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 

3.0 
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449318 AW236021 Hs.78531 
429950 AW081608 Hs.105053 
412733 AA984472 Hs.74554 
423637 AL137279 Hs.130187 
5 442655 AW027457 Hs.30323 
420556 AA278300 Hs.1 24292 
430447 W17064 Hs.332848 
416871 H98716 

439737 AI751438 Hs.41271 
10 406815 AA833930 Hs.288036 
401094 
401526 

414140 AA281279 
417320 AA195667 
15 418282 AA215535 
442927 AI024347 
450006 A1241555 
419231 AL046294 
416623 N74925 
20 403329 

414696 AF002020 
41903B AW134924 
440106 AA864968 
448019 AW947164 
25 ■ 431745 AW972448 
421426 AA291101 
. 433014 NWI014711 
455100 BE160198 
441790 AW294909 
30 404443 

428129 A1244311 
435047 AA454985 
- 423948 AW392342 
449327 A1638743 
35 400983 

415786 AW419196 Hs.257924 
411213 AA676939 Hs.69285 
420896 AW149342 Hs.24444 
409994 D86864 Hs.57735 
40 430388 AA356923 Hs.240770 
419530 X98330 Hs.90821 
455092 BE152428 
456118 AA380267 Hs.78277 
440192 AA872282 Hs.190596 
45 448466 AI522109 Hs.171066 
414869 AA157291 Hs.21479 
440351 AF030933 Hs.7179 
407594 AW057584 Hs.160681 
439235 N45513 Hs.46608 
50 417061 A1675944 Hs.188691 
434812 AA649860 Hs.189496 
409731 AA125985 Hs.56145 
455512 AW983608 
40B380 AF12305O Hs.44532 
55 435990 AI015862 Hs.131793 
410672 AW794600 
432798 AA565309 Hs.194015 
416288 H51299 

438886 AA827728 Hs.128705 
60 451558 NMJ»1089 Hs.26630 
416940 N75620 Hs.43157 
421750 AK000768 Hs.107872 
438398 AA806526 Hs.130277 
435313 AJ769400 Hs.189729 
65 414605 BE390440 

436508 AW604381 Hs.121121 
413195 AA127382 Hs.22404 
413829 NNL001B72 Hs.75572 
401323 

70 40B296 AL117452 Hs.44155 
428532 AF157326 Hs.184786 
423454 AL110456 Hs.469 
436027 A1864053 Hs.39972 
406970 M29994 

75 426172 AA371307 Hs.125056 
452114 N22687 Hs.8236 
439750 AL359053 Hs.57664 
423130 AW897586 Hs.21213 
430660 R11884 Hs.100826 

80 434138 AA625804 

427469 AA403084 Hs.269347 
429881 T80112 Hs.192245 
411492 T46848 Hs70337 



Homo sapiens. Similar to RiKEN cDNA 5730 
ESTs 

KIAA0080 protein 

Homo sapiens mRNA; cDNA DKFZp43401214 (f 
ESTs, Weakly similar to B34087 hypotheti 
Homo sapiens cDNA: FU23123 fis, clone L 
SWl/SNF related, matrix associated, acli 
gb:yx13d08.s1 Soares melanocyte 2NbHM Ho 
Homo sapiens mRNA full length insert cDN 
tRNA Isopentenylpyrophosphate transferas 



Hs.23317 hypothetical protein FU 14681 

Hs.86022 ESTs 

Hs.98133 ESTs 

Hs.131519 ESTs 

Hs.60171 ESTs 

Hs.136245 ESTs, Weakly similar to T17227 hypotheti 

Hs.38761 Homo sapiens cDNA: FU21564 fis, clone C 

Hs.76918 Niemann-Pick disease, type C1 

Hs.190325 ESTs 

Hs.127699 KIAA1603 protein 

Hs.195641 ESTs, Moderately similar to 138022 hypot 

Hs.163425 ESTs 

Hs.33020 Homo sapiens, done IMAGE:3939163, mRNA, 
Hs.279912 KIAA0419 gene product 

gb:GV1-HT0413-O10200-O59-h03 HT0413 Homo 
Hs.132208 ESTs 

Hs.26912 ESTs 

Hs.54973 cadherin-like protein VR20 
Hs.283077 centrosomal P4.1-associated protein; unc 
Hs.224672 ESTs 



hypothetical protein FU13782 
neuropilin 1 

Homo sapiens cDNA: FU22165 fis, clone H 
acetyl LDL receptor; SREC 
nuclear cap binding protein subunit 2. 2 
ryanodine receptor 2 (cardiac) 
gb:CM0-HT0323-151299-12&*04 HT0323 Homo 
DKFZP434F2021 protein 
ESTs 
ESTs 

ubinuclein 1 

RAD1 (S. pombe) homolog 
ESTs 
ESTs 

Homo sapiens cDNA FU 12033 fis, done HE 
ESTs 

thymosin, beta, identified In neuroblast 
gb:RC3-HN0001-240400-012-c01 HN0001 Homo 
dhitnqui&n 
ESTs 

gb:RC6-UM0014-170300-022-C05 UM0014 Homo 
ESTs 

g b:yp07c06.s1 Soares breast 3NbHBst Homo 
ESTs, WeaWy similar to AF149422 2 unkno 
ATP-binding cassette, sub-family A (ABC1 
ESTs 

hypothetical protein FU20761 
ESTs 
ESTs 

gb:601283601F1 NIH_MGCJ4 Homo sapiens c 
ESTs, Weakly similar to S00755 pteckstri 
protease, serine, 12 (neurotrypstn, moto 
carboxypeptidase B2 (plasma) 

DKFZP586G1517 protein 
TBP-foteracting protein 
succinate dehydrogenase complex, subunit 
ESTs. Weakly similar to 138588 reverse t 
gb:Human alpha-l spectrin gene, exon 12. 
ESTs 
ESTs 

Homo sapiens mRNA fuP length insert cDN 
ESTs 
ESTs 

gbzu86hOU1 Soares JestisJiHT Homo sap 
ESTs, Weakly similar to 21 09260A B cell 
ESTs 

Immunoglobulin superfamily, member 4 
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409435 AI810721 
442191 W95186 
407305 AA7152B4 
444381 BE387335 
412189 R60982 
420976 A1924940 
448330 AL036449 
418912 NMJM0685 
422505 AL1 20862 
427752 AA470687 
433513 A1566356 
433703 AA210863 
448912 083781 
405621 

430687 BE274217. 
450400 AI694722 
456844 AI264155 
418342 BE002723 
420756 AA411800 
423532 BE090503 
440320 AA879294 
457314 AA479597 
439831 AW1 36488 
425661 AL133627 
407949 W21874 
418658 AW874263 
409978 D31897 
421340 F07783 
449071 NMJJ05S72 
409241 AF070602 
448219 AA228092 
408936 AL138043 
410784 AW803201 
426471 M22440 
454455 AW752710 
455310 AW893961 
401335 

436577 W84774 
409519 AA075368 
421003 T72080 
429593 AK000332 
450434 M166950 
436007 AI247716 
408874 AW818091 
418036 Z37976 
435625 H50654 
435766 R11673 
410327 T33130 
416805 F13271 
417177 NMJJ04458 
423020 AA383092 
427134 AA398409 
428137 AA421792 
429710 AI337113 
430844 T94960 
417576 AA339449 
441928 AI370188 
409721 AW887732 
427112 Z32887 
403776 

420159 AI572490 
427839 AA608823 
432837 AA310693 
438782 AA82B380 
449396 BE169100 
458043 AW979009 
438171 AW976507 
452959 A1933416 
439556 AI623752 
446152 A1292036 
434803 AW974640 
407771 AL138272 
411069 AL133092 
417543 AA203620 
401517 
403677 

416337 H48713 
423401 NM_001992 
446800 A1341635 
457906 AW975939 
452277 AUJ49013 
416913 AW934714 
416370 N90470 



Hs.95424 ESTs 

Hs.81 36 endothelial PAS domain protein 1 

gbinv35f03j1 NCt_CGAPJ3r5 Homo sapiens 

Hs.283713 ESTs, Weakly similar to S64054 hypothec 

Hs.22581 ESTs 

Hs.1 08082 ESTs, Weakly similar to T31636 hypolheti 

Hs.207163 ESTs 

Hs.89472 angiotensin receptor 1 

Hs.124165 ESTs 

Hs.104772 ESTs 

Hs.171437 ESTs 

Hs.3532 nemo-like kinase 

Hs.22559 K1AA0197 protein 

Hs.249247 heterogeneous nuclear protein similar to 
Hs.279744 ESTs 

Hs.1 52981 COP^iacylglycerol synthase (phosphalida 
Hs.226627 lepfin receptor 
Hs.189900 ESTs 

gb:RC6-BT0717-110400-011-F11 BT0717 Homo 
gb:nw86e09.s1 Na^CGAP^PM 2 Homo sapiens 
Hs.193669 hypothetical protein DKFZp586Jl 1 19 
Hs.25545 ESTs 

Hs.158923 Homo sapiens mRNA; cDNA OKFZp434K0722 (f 
Hs.247057 ESTs, Weakly similar to 2109260A B cell 
Hs.32468 ESTs 

Hs.5771 4 double C2-like domains, alpha 
Hs.1 369 . decay accelerating (actor for complement 
Hs.22960 breast carcinoma amplified sequence 2 
Hs.51 649 Homo sapiens clone 24504 mRNA sequence 
Hs.42556 KIAA1681 protein 
Hs.293549 ESTs 

gb:lL2-UM0077-070500-080-E06 UM0077 Homo 
Hs.170009 transforming growth factor, alpha 

. gb:IL3-CT0219-28l099-024-A03 CT0219 Homo 
gb:RC4-NN0027-060400-01 W\ 1 NN0027 Homo 

Hs.17643 ESTs 

gb:zm86h10.r1 Stratagene ovarian cancer 
Hs.95667 F-box protein 30 
Hs.209927 Homo sapiens cDNA FLJ20325 fis, done HE 
Hs.1 95870 hypothetical protein FU 14991 
Hs.232168 ESTs 
Hs.252730 ESTs 

Hs,83337 latent transforming growth factor beta b 
Hs.113999 ESTs 
Hs.186498 ESTs 

Hs.301746 RAP2A, member of RAS oncogene family 
Hs.79981 Human clone 23560 mRNA sequence 
Hs.81452 fatty-ado^OjenzymeAugase.tong^hain 
Hs.1 608 replicaiion protein A3 (14kD) 
Hs.173561 EST 
Hs.170999 ESTs 

Hs.146025 hypothetical protein FU23594 

gb:ye38d07.r1 Stratagene lung (937210) H 
'phosphoribosylglycinamtde formyltransfer 
ESTs 



Hs.82285 
Hs.211454 
Hs.257861 
Hs^90951 



ESTs 
ESTs 



Hs.99785 
Hs.98244 
Hs.87329 
Hs.126733 ESTs 
Hs.195029 ESTs 
Hs.326108 ESTs 
Hs.293515 ESTs 
Hs.189674 ESTs 
Hs.163603 ESTs 
Hs.150028 ESTs 
Hs.303413 ESTs 
Hs.62713 
Hs.68055 



Homo sapiens cDNA: FU21245 fc, clone C 
ESTs 

HSPC072 protein 



ESTs 

hypothetical protein DKFZp434l0428 



Hs.110153 ESTs 



gb:yq78d02j1 Soares fetal fiver spleen 
Hs.128087 coagulation factor II (thrombin) recepto 
Hs.1 56486 ESTs 

Hs.1 53290 Homo sapiens cDNA FU 1431 8 fis, clone PL 
Hs.28783 WAA1223 protein 

gb:RC1-DT0Q01-Q31299-O11-a11 DT0001 Homo 
Hs.203697 ESTs, Weakly similar to 138022 hypolheti 
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408715 AA768873 
410743 AA089474 
427138 N77624 
4362G0 BE172762 
427565 A1287280 
406092 

410008 AA079552 
438504 AW665281 
414783 AW069569 
411479 AW848047 
418686 Z36830 
413795 AL040178 
457528 AW973791 
444230 H95537 
403760 

416624 H69044 
428904 A1312526 
446311 AW0O7294 
45863B N78553 
459267 AJ003631 
424834 AK001432 
433906 AI167816 
428966 AF059214 
446554 AA151730 
446035 NM 006558 
421585 U95626 
445158 AI992108 
421175 A1879099 
401793 

410181 AI468210 
427038 NMJJ14633 
451343 AW975057 
455992 BE179015 
438475 W03856 
455571 BE003714 
426298 AW965058 
407930 AA045847 
453891 AB037751 
451467 AA018072 
418269 AA806113 
419196 AF110908 
459160 AJ904723 
'441963 A1733307 
440273 A1805392 
426902 AI125334 
414271 AK000275 
453313 BE005771 
445265 AI218295 
422988 AW673847 
428613 AB037749 
444619 BE538082 
457300 AW297436 
402800 

425071 NM_013989 
414729 BE466928 
453716 AA037675 
452693 T79153 
439818 AL360137 
443305 AI050693 
416709 R99369 
419077 AA233885 
453878 AW964440 
445660 AI702668 
446817 A17006B4 
442137 AA977235 
410406 AI969703 
442242 AV647908 
407B30 NMJJ01086 
41513B C18356 
407055 X89211 
408812 BE397160 
440310 AA878939 
425659 AK000590 
418217 A1910647 
428667 A1375550 
414573 A1821846 
420000 AB036063 
452821 AW4711B1 
440138 AB033023 
428483 A1908539 
441350 AB 020690 
405059 

425178 H16097 



Hs.1 1 2250 hypothetical protein FU2351 8 

Hs.272153 ESTs 

Hs.173717 phosphatide acid phosphatase type 2B 

Hs.292710 ESTs, Weakly similar to ALU5_HUMAN ALU S 

Hs.97933 ESTs, Weakly similar to T46370 hypolheti 

gb:zm20h12s1 Stratagene pancreas (93720 
Hs.224625 ESTs 

Hs^7B270 unacrjve progesterone receptor, 23 kD 

gb:iL3-CTO214-291299-052-Al2 CT0214 Homo 
Hs.87268 annexinA8 
Hs.142003 ESTs 
Hs.292784 ESTs 
Hs.146067 ESTs 

gb:yr77h05.s1 Scares fetal fiver spteen 

Hs.46540 ESTs 

Hs.149795 ESTs. Moderately similar to ALU1_HUMAN A 

Hs.282204 nucteosomal binding protein 1 

gbAI003631 Selected chromosome 21 cONA 

Hs.153408 Homo sapiens cDNA FU10570 fis, clone NT 

Hs.43355 ESTs 

Hs.194687 cholesterol 25-hydroxylase 

Hs.301789 nudix (nucleoside diphosphate linked moi 

Hs.1 3565 Sam6Wike phosphotyrosine protein, T-ST 

Hs.302043 chemoWne (C*C motif) receptor-like 2 

Hs.127206 ESTs 

Hs.102397 GIOT-3 for gonadotropin inducible transc 

Hs.261285 pteiotropic regulator 1 (PRL1 , Arabidops 
Hs.173288 KIAA0155 gene product 
Hs.293353 ESTs 

gb:RC3-HT0612-08050(M)13-h10 HT0612 Homo 
Hs.1 3188 ESTs, Highly similar to Gene product wit 

gb:QV3-BN0096-200400-161-aOl BN0096 Homo 
Hs.1 1 1583 ESTs, Weakly similar to 138022 hypotheO 
Hs.1 88361 Homo sapiens cDNA FU 12807 fis, clone NT 
Hs.36353 Homo sapiens mRNA full length insert cON 
gb:ze51g02r1 Scares refjna N2b4HR Homo 
Hs.189025 ESTs 

Hs.297660 TNF receptor-associated factor 3 

gb:CM-BT066-120299-O92 BT066 Homo sapien 
Hs.128002 ESTs 

Hs.325335 Homo sapiens cDNA: FU23523 fis, done L 
Hs.97408 ESTs 

Hs.75871 protein kinase C binding protein 1 
Hs.153746 hypotheUcal protein FU22490 
Hs.144942 ESTs 
Hs.97321 ESTs 
Hs.186928 KIAA1328 protein 
Hs.8172 ESTs, Moderately simBarto A46010 X-lin 
Hs.158849 Homo sapiens cDNA: FU21663 fis. clone C 



Hs.154424 
Hs.281901 
Hs.152675 
Hs.48589 
Hs.19934 
Hs.133318 
Hs.283108 
Hs.164526 
Hs.19025 
Hs^01955 
Hs.134166 
Hs.1 28830 
Hs.1466 
Hs.90424 
Hs.587 
Hs.295944 

Hs^54763 

Hs.125406 

Hs.158836 

Hs.13442 

Hs.74407 

Hs.71999 

Hs.94262 

Hs.160874 

Hs.318127 

Hs.321444 

Hs.7782 



deiodinase. iodothyronine, type II ■ 

ESTs 

ESTs 

zinc finger protein 228 

Homo sapiens mRNA fuB length insert cDN 

ESTs 

hemoglobin, gamma G 

ESTs 

DC32 

ESTs 

ESTs 

ESTs, Weakly similar to Z192JWMAN ZINC 
glycerol kinase 

Homo sapiens cDNA: FU23285 8s, clone H 



tissue factor pathway inhibitor 2 
gb:H.sapiens DMA for endogenous retrovir 
ESTs, Weakly similar to A42442 integrin 
ESTs 

hypothetical protein FU20583 
ESTs 

nucleolar protein p40; homotog of yeast 
ESTs 

p53-indudbie ribonucleotide reductase s 
ESTs 

hypothetical protein FU 10201 
K1AA0344 gene product 
paraneoplastic antigen MA2 



Hs.161027 ESTs 



2.7 

27 

2.7 

2.7 

2.7 

2.7 

2.7 

27 

27 

27 

2.7 

27 

27 

27 

27 

27 

27 

27 

27 

2.7 

27 

27 

27 

27 

2.7 

27 

27 

27 

27 

2.7 

27 

27 

2.7 

27 

2.7 

2.7 

27 

27 

27 

27 

27 

27 

27 

27 

27 

27 

2.7 

27 

27 

27 

27 

2.7 

27 

27 

27 

27 

27 

27 

27 

27 

27 

27 

27 

27 

26 

26 

2.6 

2.6 

26 

26 

26 

26 

26 

2.6 

26 

26 

26 

26 

26 

26 

26 

26 

26 



347 



WO 03/042661 PCT/US02/36810 



5 

10 

15 

20 

25 

30 

35 

40 

45 



50 
55 
60 
65 
70 
75 
80 



442952 A1743261 
428692 A1372B22 
456179 H75490 
414136 AAB12434 
459456 AA486036 
425527 AL162032 
424711 NM_005795 
417956 AA210704 
420621 AA278808 
425698 NM_016112 
436295 AJ394151 
445550 A1242754 
450469 A19S5049 
458804 AL157625 
443657 R14973 
429250 H56585 
437906 AA771704 
426775 AA384564 
443372 AT792557 
453785 A1368236 
425465 L18964 
422746 NMJJ04484 
413450 Z99716 
424527 AW138558 
414180 AI863304 
411402 BE297855 
445264 AI218263 
458861 AI630223 
415227 AW821113 
435429 AW592035 
434445 A1349306 
448570 AI923944 
452381 H23329 
422879 A1241409 
409026 AL137554 
425717 X07282 
429127 AA749382 
438298 H23542 
442717 R88362 
443555 N71710 
444517 A1939339 
451813 NMJJ16117 
452453 A1902519 
455870 AW452631 
437939 AW298600 
430719 AA488988 
452864 AA033714 
432095 AW022273 
431086 AI829692 
407783 AW996872 
423952 AW877787 
453403 BE466639 
408172 W02488 
430933 AW863635 
420591 AA829433 
429761 AI276780 
437958 BE139550 
407494 U10072 
436464 AI016176 
407137 T97307 
446223 BE300091 
438647 AA813118 
438192 A1B59065 



417218 AA005247 

440460 H92571 

414612 BE274552 

428170 H05530 

457343 NM.013936 

424020 R76946 

455226 AW902103 

411965 BE467339 

432656 NMJM0246 

455488 AA102322 

434340 ,AI193043 
404285 

418744 AI887288 

454714 AWB15098 

42982B AB019494 

4363B7 AA714760 

446587 A1539652 

432865 AI753709 

440479 AA886461 

443160 AI467915 



Hs.131860 ESTs 

Hs.1 10103 RNA polymerase I Iranscriplion factor RR 
Hs.271930 ESTs 

Hs.1 19023 SMC2 (structural maintenance of chromoso 
Hs 190124 ESTs 

Hs.158258 Homo sapiens mRNA; cDNA DKFZp434B1272 (f 
Hs.1 521 75 calcitonin receptor-tike 
Hs.190465 ESTs 

gb:zs79c09.r1 NC1_CGAP_GC81 Homo sapiens 
Hs.159241 polycystic kidney disease 2-like 1 
Hs.37932 ESTs 
Hs.137306 ESTs 
Hs.281326 ESTs 

gb:DKFZp761L2016_r1 761 (synonym: hamy2) 
gb:yf42f10.s1 Soares fetal liver spleen 
Hs.198308 tryptophan rich basic protein 
Hs.194626 ESTs 
Hs.108829 ESTs 
Hs.133107 ESTs 

Hs.283732 ESTs, Moderately similar to ALU1.HUMAN A 

Hs.1 904 protein kinase C, iota 

Hs.1 19651 glypican3 

Hs 75372 N-acetylgalactosaminidase. alpha- 

Hs 2671 58 ESTs. Weakly similar to I54374 gene NF2 

Hs.120905 Homo sapiens cDNARJ1 1448 fis, clone HE 

Hs.69855 NRAS-related gene 

Hs.323472 EST 

gb:ad06g08.r1 Proliferating Erythroid Ce 
Hs.72402 ESTs 

Hs.254414 ESTs, Weakly similar to 1 805195B RNA-bin 
Hs.1 1782 ESTs 
Hs.30913 ESTs 

Hs.290880 ESTs, Weakly similar to ALU1_HUMAN ALU S 
Hs.188092 ESTs 

Hs.49927 protein kinase NYD-SP1 5 

Hs.171495 retinae acid receptor, beta 

Hs.1 1 8797 ubiquilhvconjugating enzyme E2D 3 (homo 

Hs.1817B8 ESTs 

Hs.180591 ESTs, Weakly similar to T23976 hypolhefi 
Hs.21 398 ESTs, Moderately similar to A Cham A, H 
Hs.146883 ESTs 

Hs.27182 phosphoIipaseA2-actjvating protein 

gb:QV-BT009-101 198-051 BT009Homosapien 
Hs.313803 ESTs, Highly similar to AF157833 1 nond 
Hs.141840 ESTs. Weakly similar to S59501 interfere 
Hs.293796 ESTs 

Hs.287629 rrvpothelical protein FU 14260 
Hs.105769 ESTs 
Hs.211561 ESTs 

Hs.172028 a cfisintegrin and metaHoproteinase doma 
Hs.1 36102 K1AA0853 protein 
Hs.61779 Homo sapiens cDNA FU 13591 fis, clone PL 
Hs.46039 phosphoglycerate mutase 2 (musde) 

gb:MR3.SN0010-270300-1034i02 SN0010 Homo 
Hs.275343 ESTs 
Hs.135173 ESTs 

Hs 121668 ESTs, Moderately similar to PC4259 fern 

gbiHuman forkhead family (AFX1) mRNA, pa 

Hs.269763 ESTs, Weakly simitar to ALU INHUMAN ALU S 
gb:ye53h05.s1 Soares fetal liver spleen 

Hs.1 1 9599 hypothetical protein FU12969 

Hs.163230 ESTs 

Hs.337620 Homo sapiens AFG3L1 isoform 1 mRNA, part 
Hs.285754 met proto-oncogene {hepatocyte growth fa 
Hs.234478 Homo sapiens cDNA: FU22648 fis. clone H 
Hs.76578 protein inhibitor of activated STATS 
Hs.12565 ESTs 

Hs.247862 olfactory receptor, family 1 2, subfamily 
Hs.39738 ESTs 

gb:CrVO-NN1022-12050r>22(WJ7 NN1022 Homo 

Hs.280115 ESTs 

Hs.3076 MHC class II transactivator 

gb2l90f03.r1 Stralagene colon (937204) 
Hs.1 28685 ESTs, Weakly similar to T17226 hypotheti 



Hs 1 96379 ESTs, Weakly similar to putative p150 [H 

gb:QV4-ST0212-091 199-023410 ST0212 Homo 

Hs.225767 IDN3 protein 

Hs.240075 Homo sapiens cDNA FU13234 fis. clone OV 

Hs 28338 KIAA1546 protein 

Hs.1 52484 ESTs, WeaWy simflar to 138022 hypotheti 

Hs.208161 ESTs 

Hs.36053 ESTs 
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428978 AA442784 Hs.125445 ESTs 

444570 H58373 Hs.332938 hypotheUcal protein MGC5370 

453459 BE047032 Hs.257789 ESTs 

418122 R42778 Hs.22217 Homo sapiens done IMAGE:321 06. mRNAseq 

5 442875 BE623003 Hs.23625 Homo sapiens ctoneTCCCTAO0 142 mRNAsequ 

414373 AW162907 HsJ5969 proline-rich protein with nuclear targe! 

458760 AW98631 Hs.111334 ferritin, HgM polypeptide 

434131 AI858275 Hs.143659 ESTs 

441805- AA28513B Hs.301914 neuronal specific transcnplion factor u 

10 457292 AI921270 Hs.334882 hypothetical protein RJ14251 

417351 T90278 Hs.15049 ESTs 

409895 AA296961 gb:EST1 1251 4 Adrenal gland tumor Homo sa 

432824 AK001783 Hs.279012 hypothetical protein FLU 0921 

438038 AI732629 Hs.194161 ESTs, Weakly similar to TA2R HUMAN, BETA 

15 454836 AW833711 gb:QV4-n0008-251199-(W3-e11 TT0008Homo 

453919 AW959912 HsJ076 KIAA1705 protein 

422487 AJ010901 Hs.1 98267 mucin 4, tracheobronchial 

408727 AL137259 Hs.47115 hypothelical protein DKFZp434D0513 

427491 R43279 Hs.22574 ESTs, Weakly similar to 138022 hypotheti 

20 435102 AW899053 HsJ6917 F-box only protein 8 

409617 BE003760 Hs.55209 Homo sapiens mRNA; cDNA DKFZp434K0514 (f 

455866 BE149024 gb:CM^rfT0249.291099-084^4HT0249Homo 

432887 A1926047 Hs.162859 ESTs 

407756 AA1 16021 Hs.38260 ubiquitin specific protease 18 

^ 410365 AI2B7518 Hs.62669 Homo sapiens mRNA; cDNA OKFZp586D0923 (f 

425201 AA3521 1 1 gb:EST6QQ51 Activated T-ceils XX Homo sa 

457112 AW772449 Hs.268081 ESTs, WeaWy similar to ALU 1_HUMAN ALU S 

455252 AW876627 gb:RCm0028-1 20200-01 W11 PT0028Homo 

' 30 444542 AI161293 Hs.280380 aminopeptidase 

419249 X14767 Hs.89768 gamma-aminobulyric acid (GABA) A recepto 

428497 BE010877 Hs.9B584 ESTs 

457336 AW969657 Hs.291029 ESTs 

427621 BE621182 Hs.179882 hypothetical protein FL) 12443 

35 423782 AI472209 Hs.323117 ESTs 

430403 AF039390 Hs.241382 tumor necrosis factor (Ugand) superfami 

429927 NM01115 Hs.2522 ^y^*^ 8 ,^* 4MO ,. 

408562 A1436323 Hs.31141 Homo sapiens mRNA for KIAA1558 protetn, 

417137 U46265 Hs.81281 mitochondrial ribosomai protein S21 

40 436787 AA908554 Hs.192756 ESTs 

440331 AL046412 Hs.202151 ESTs , 

429716 R256B5 Hs.211933 collagen, type Xltl. alpha 1 

417169 R13550 Hs.246773 ESTs 

453020 AL1 62039 Hs.31422 Homo sapiens mRNA; cDNA OKFZp434M229 (fr 

45 455286 BE144384 gb:Mr^HT0166-191199-004-c11 HT0166Homo 

450654 AJ245587 Hs.25275 KruppeUype zinc finger protein 

400432 AXD15B09 Hs.287767 Sequence 8 from Patent WO9950285 

415747 AA381209 gb:EST94257 Activated T-cells I Homo sap 

446346 AI290205 Hs.309940 ESTs 

50 450209 AW008921 Hs.13138 Homo sapiens, clone IMAGE3448343, mRNA. 

453202 AW085781 Hs.26270 hypothetical protein FU 11 588 

425523 AB007948 Hs.158244 WAA0479 protein 

433124 U51712 Hs.13775 hypothetical protein SWAP31 

408741 M73720 Hs.646 carboxypeptidase A3 (mast ceD) 

55 425657 T89839 Hs.119471 ESTs 
401254 

426604 H53354 Hs.97141 ESTs, Weakly similar to hypothetical pro 

449535 W15267 Hs.23672 low density lipoprotein receptor-related 

433138 AB029496 Hs.59729 semaphorin sem2 

60 425804 BE501698 Hs.258189 ESTs 

429515 AL031228 Hs.204370 ONAse9tnentondircfl^ome6{uniqiie, pse 

437267 AW511443 Hs.258110 ESTs 

454305 BE062633 Hs.28338 KIAA1 546 protein 

455631 BE063031 9 b : ^T0265-231199^2*09BT0265Homo 

65 • 401878 

450350 T97817 Hs.174880 ESTs 

436532 AA721522 gb:nv54M2.r1 NCLCGAP_Ew1 Homo sapiens 

457460 AI143312 Hs.129206 casein kinase 1, gamma 3 

427304 AA761526 Hs.163B53 ESTs 

70 419721 NN/L001650 Hs.288650 aquaporin4 

431699 NM_001173 H*l267831 Rho GTPase activating protetn 5 

446252 AI283125 Hs.1 50009 ESTs 

421229 A1056590 Hs.7086 hypothetical protein MGC12435 

434273 AA913143 Hs.26303 ESTs 

75 456088 BE177320 Hs.156148 hypothetical protein FU 13231 

434353 AA630863 Hs.131375 ESTs, Moderately similar to ALUB.HUMAN! 

43619B AK001125 Hs.300922 Homo sapiens cDNA FL) 10263 fis, clone HE 

452232 AW020603 Hs.15B423 radial spoke protein 3 

433764 AW753676 Hs.39982 ESTs iMOici5 , v 

80 412050 H96503 Hs.1 09087 Homo sapiens cDNA: FU22845 fis, clone K 

■ 422342 AA309272 gb:EST180209 liver, hepatocellular carci 

427510 Z47542 Hs.179312 small nuclear RNA acuvafing complex, po 

428336 AA503115 Hs.1 83752 mlcroseminoprotein. beta- 
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408813 AI580090 
414109 BE250744 
451678 AA374181 
419985 H66373 
417859 T26453 
434334 AA912476 
448015 A1458D65 
454190 AW177821 
445865 AI262584 
451800 AW977435 
456987 AI557290 
403568 

435209 AW027809 
430371 D87466 
418033 W68180 
412095 AI624707 
453619 H8764B 
431071 AA491379 
407939 W0560B 
409045 AA635062 
444575 AI264847 
408420 NWL006915 
417318 AW953937 
413382 BE090689 
406748 AW339106 
445898 AF070623 
441817 AW969706 
450551 AJ010046 
457940 AL360159 
446135 AW13028B 
436907 AA737171 
429399 AA452244 
448782 AL050295 
434404 AW445034 
428571 NM 006531 
448164 R61680 
442295 AIB27248 
450705 U90304 
425506 NMJW3666 
423961 D13666 
456986 A1802772 
443861 AW449462 
412879 BE092219 
415250 F02614 
434627 AI221894 
443919 AI091284 
440400 AA994364 
400385 NMJJ20389 
411322 AW887330 
434638 H50758 
435559 AF209198 
447649 AI538147 
448005 AW207437 
454201 AB023191 
456B69 BE467912 
449486 AI652715 
421516 A1362418 
412167 AW897230 
426910 AA470023 
429673 AA884407 
400641 

430576 AA767125 
434423 NMJXJ6769 
412104 AW205197 
441499 AW298235 
418113 A1272141 
417819 A1253112 
• 431728 NM_007351 
425025 AW953168 
421168 AF182277 
409432 D49372 
406867 AA437199 
439446 A1927629 
445038 AI635444 
450682 Z42993 
455107 BE154113 
456624 AI362790 
449523 NM_000579 
428784 Y12851 
453B64 AW021407 
426497 AA379913 
418203 X54942 
426603 AA382291 



Hs.48295 RNAheTicase family 

gb:600943376F1 NIH_MGC_17 Homo sapiens c 
Hs.26799 DKFZP564D0764 protein 
Hs.15973 ESTs. Highly similar to bA393J16.3 [H.sa 
gb:AB214F6R Infant brain. LLNL array of 
Hs.1 16750 Homo sapiens cDNA FU13221 frs. done NT 
Hs.23196 ESTs 

gb:IL3-KTO059-180899-007-C05 HT0059 Homo 
Hs.145575 ESTs 
Hs.323867 ESTs 
Hs.173536 ESTs 

Hs.187698 Homo sapiens cytomegalovirus partial fus 
Hs.240112 K1AA0276 protein 
Hs.259855 elongafion factor-2 kinase 
Hs.5921 Homo sapiens cDNA: FU21592 fis. done C 
Hs.33922 Homo sapiens, done MGC:9084, mRNA, comp 
gb:aa65r05.r1 NCI_CGAP_GCB1 Homo sapiens 
Hs.31 2679 ESTs, Weakly similar to A49019 dynein he 
Hs.50094 Homo sapiens mRNA; cDNA DKFZp434O0515 (f 
Hs.22545 Homo sapiens cDNA FU12935 fis, done NT 
Hs.44766 retinitis pigmentosa 2 (X-Tmked recessi 
Hs.12891 ESTs 

gb:RC1-BT0720-280300-011-f08 BT0720 Homo 
Hs.217493 annexinA2 

Hs.13423 Homo sapiens done 24468 mRNA sequence 
Hs.293332 ESTs 

Hs.251 55 neuroepithelial cell transforming gene 1 
Hs.306517 Homo sapiens TRIpartile motif protein ps 
Hs.170318 hypothetical protein FU10147 
Hs.131809 ESTs 
Hs.16727 ESTs 
Hs.22039 KIAA0758 protein 
Hs.256578 ESTs 

Hs.2291 Probe hTg737 (polycystic kidney disease, 
Hs.26904 ESTs, Moderately similar to Z195JWMAN Z 
Hs.224398 Homosapiens cONA FU11469 fis, clone HE 
Hs.2535 1 iroquots homeobox protein 5 
Hs.1 58205 basic leudne zipper nudear factor 1 (J 
Hs.136348 osteoblast spedfic factor 2 (fasdclin 
Hs.208655 ESTs 
Hs.134743 ESTs 

gb:IU-BT0734-24O40O4J71.BO4 BT0734 Homo 
Hs.27319 ESTs 
Hs.39311 ESTs 

Hs.135224 ESTs, Weakly similar to A47582 B-ceU gr 
Hs.1 25594 ESTs, WeaWy similar to T25472 hypotheti 
Hs.283104 putative capadtative calcium channel 
Hs.172405 cell division cyde 27 

gb:yp86e06.r1 Soares fetal liver spleen 
zinc finger protein 277 



Hs.42636 

Hs.164277 ESTs 

Hs.170378 ESTs 

Hs.44131 KIAA0974 protein 

Hs,154294 discs, large (Drosophila) homotog 1 

Hs.270811 ESTs 

Hs.105379 FT005 protein 

gb:CMfMMW)57-150m335-a11 NN0057 Homo 

Hs.190089 ESTs, Moderately similar to ALU1_HUMAN A 

Hs.21 1595 protetn tyrosine phosphatase, norwecept 

Hs.293574 ESTs 

Hs.3844 UM domain only 4 

Hs.240951 Homo sapiens, Similar to RIKEN cDNA 221 0 

Hs.101689 ESTs 

Hs.83484 SRY (sex determining region Y}-box 4 

Hs.133540 ESTs 

Hs.268107 mullrmerin 

Hs.12407 ESTs 

Hs.330780 cytochrome P450, subfamay 11B (phenobar 

Hs.54460 small Indudble cytokine subfamily A (Cy 

Hs.656 . cell division cycle 25C 

Hs.57873 ESTs 

Hs.143917 dJ467N1 1.1 protein 

Hs.25320 Homo sapiens done 25142 mRNA sequence 

gb:PM1-HT0340-151299-003-a08 HT0340 Homo 

Hs.278639 WAA1684 protein; likely homotog of mous 

Hs.54443 chemokine (C-C motif) receptor 5 

Hs.193470 purinergic receptor P2X, Tigand^aled io 

Hs^1068 hypothetical protein 

gb:EST92807 Skin tumor I Homo sapiens cD 

Hs.83758 ' COC28 protein kinase 2 

gb:EST95683 TesCs I Homo sapiens cDNA 5 
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447357 AI375922 
452631 A1188658 
405041 
405472 

5 409744 AW675258 
433868 AA612960 
437119 AI379921 
455114 AW857121 
431613 AA018515 
10 434936 A1285970 
408918 BE218603 
444106 AI123922 
416580 T61572 
430299 W28673 
15 446659 AI335361 
418636 AW749855 
434995 AW974995 
438005 BE151746 
444755 AA431791 
20 427131 AA448460 
442039 AW276240 
448595 AB014544 
432949 AA570749 
444314 AI140497 
25 417420 T85150 
427551 T96203 
420057 AA806899 
434950 AW974892 
425497 AA524596 
30 438214 H06076 
416100 H18700 
419637 W27493 
449432 AW451361 
454403 BE065985 
35 419179 AW275291 
436391 AJ227892 
449511 A1436187 
447499 AW262580 
407244 M10014 
40 412877 BE011168 
435985 AA703154 
440674 BE561546 
446476 AW294072 
444100 AA383343 
45 435731 AA699581 
437105 AA744554 
406091 

457024 AA397546 
404249 
50 419556 U29615 
424943 AU077260 
444229 AV648613 
404860 

432223 AA333283 
55 410467 AF102546 
420843 H96982 
434927 H46612 
413642 BE154837 
436998 AA745625 
60 441235 AI884586 
445748 U80766 
451018 AW965599 
409073 AA06345B 
418782 AI792648 
65 447870 BE139479 
437370 AL359567 
424765 AA42B211 
407385 AA610150 
424049 AB014524 
70 425398 ALD49689 
430702 U56979 
409620 AA076278 
441675 AI914329 
430884 AF053748 
75 445523 Z30118 
416972 BE019670 
443547 AW271273 
417583 AA668782 
ft/v 422182 AL043892 
80 404513 

410999 AW813004 
448506 AI524673 
434811 AW971205 



Hs.159367 ESTs 
Hs.87496 ESTs 



Hs.56265 Homo sapiens mRNA; cONA DKFZp586P2321 (f 
Hs.337300 ESTs 
Hs.177043 ESTs 

gb:RC1-CT0302-04040(W)17-a12 CT0302 Homo 
Hs.264482 Homo sapiens mRNA; cONA DKFZp761A041 1 (f 
Hs.183817 ESTs 
Hs.279708 ESTs 

Hs.138215 Homo sapiens cONA FU1 1400 fis, done HE 
Hs.79385 Human done 23574 mRNA sequence 
Hs.106747 serine carboxypeptidase 1 precursor prot 
Hs.226376 ESTs 

gb:QV4-BT0534-281299-053-c05 BT0534 Homo 
gb:EST387100 MAGE resequences, MAGN Homo 
gb:PM1-HT0305-061299-003-a06 HT0305 Homo 
Hs.11 3823 CIpX (caseinotytic protease X, E. cofi) 
Hs.1 12017 GE36gene 
Hs.128352 ESTs 
Hs.21 572 KIAA0644 gene product 
Hs.298866 ESTs 

gb:ow76b09.s1 Soares_fetalJiver_spleen_ 
Hs.268814 ESTs 

gb:ye48b07.r1 Scares fetal liver spleen 
Hs.184387 ESTs 

gb:EST386997 MAGE resequences, MAGN Homo 
gb:nh34b0Zs1 NCLCGAP_Pr3 Homo sapiens 
Hs.26320 TRABIO protein 
Hs.268799 ESTs 

gb:31 hlO Human retina cDNA randomly prim 
Hs.196529 ESTs 

gb:RC3-BT0319-120200-014-a09 BT0319 Homo 
Hs.1 1 3009 hypothetical protein FU22527 
Hs.146274 ESTs 

Hs.296261 guanine nucleotide binding protein (G pr 
Hs.147674 prolocadherin beta 16 
Hs.75431 fibrinogen, gamma polypeptide 

gb:PM3-BN0218-10050£MK)3-d08 BN0218 Homo 
Hs.191934 ESTs 

gb:601347208F1 NIH_MGC_8 Homo sapiens cO 
Hs.141376 ESTs 

Hs.22116 COC14 (cell division cyde 14, a cerevi 
Hs.186811 ESTs 
Hs.222127 ESTs 

Hs.119151 ESTs 

Hs.91093 chiGnase 1 (chitotriosidase) 
Hs.153924 death-associated protein kinase 1 
Hs.282397 ESTs 

Hs.121001 Homo sapiens, done IMAGE J460280. mRNA 
Hs.63931 dachshund (Drosophila) homotog 
Hs.42321 ESTs 

Hs.29381 5 Homo sapiens HSPC285 mRNA. partial cds 

gb:PM1-HT0345-121199-001-c08 HT0345 Homo 
Hs.291414 ESTs. Weakly similar to ALU8JWMAN ALU S 
Hs.1 35570 Homo sapiens cDNA: FU21 268 lis. clone C 
Hs.1 3252 Human EST done 22453 mariner transposon 
Hs.247324 mitochondrial ribosomal protein S14 

gb:zf71a07.s1 Soares_pineaijgtand_N3HPG 
Hs.14665 ESTs 
Hs.161492 ESTs 

Hs.161962 Homo sapiens mRNA; cONA DKFZp547D023 (fr 
Hs.284256 hypothetical protein FU14033 similar to 
Hs^72D72 ESTs, Weakly similar to 138022 hypotheti 
Hs.13B380 WAA0624 protein 
Hs.1 56369 hypothetical protein similar to tenasdn 
Hs.250651 H factor 1 (complement) 
Hs.13277 hypothetical protein FU22054 
Hs.5461 ESTs 

Hs.2481 14 glial cell derived neurotrophic factor 
Hs 293788 ESTs, Moderately similar to unnamed prot 

gb:bb28c01 jc1 NlH_MGC_5 Homo sapiens cDN 
Hs.23767 hypothetical protein FU 12666 
Hs.191284 ESTs, Weakly similar to ALU1_HUMAN ALU S 
Hs. 1 B0582 Homo sapiens cDNA: FU21836 fis, done H 

gb:RC3-ST0186-23030tM)19-h02 ST0186 Homo 
Hs.38170 ESTs 
Hs.114280 ESTs 
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457065 AI476318 
407945 X69208 
419865 NM.007020 
423596 AA328195 
455807 BE141140 
435867 AA954229 
440196 N72847 
401213 

407291 AA001464 
442490 AW955078 
452943 BE247449 
436138 R98299 
440283 A1732892 
447039 AV661798 
412777 A! 335773 
421424 AW452690 
406673 M34996 
440555 D31292 
451516 A1800515 
424690 BE538356 
421046 AA810854 
423604 AA486585 
409029 BE087807 
444206 AW301017 
451836 T63673 
454784 AW820626 
423673 BE003054 
436671 AW137159 
434988 A1418055 
452862 AW378065 
439480 AL038511 
410606 AW418779 
426535 AU077012 
432239 X81334 
430217 N47863 
417479 AI057052 
421253 A1188102 
438180 AA808189 
439715 AA524504 
441398 AA932398 
443055 AV653742 
413585 A1133452 
448831 AL080123 
412953 Z45794 
430789 AA632577 
422757 AI909935 
423003 AL120077 
428595 AB037795 
437887 AA811524 
447720 AL038765 
452355 N54926 
408374 AW025430 
440381 AA917808 
425478 AB007953 
432231 AA339977 
431757 AA196930 
417517 AF001176 
452837 AL121053 
417426 NMJJ02291 
423739 AA398155 
416847 L43821 
425876 AW005887 
457411 AW085961 
413136 BE066941 
420313 AB023230 
421751 AW813731 
424827 AI057094 
436331 A1239495 
439275 AF086093 
449272 AW137656 
454352 AW389668 
428758 AA433988 
407242 M18728 
445326 A1220072 
423778 Y09267 
452607 AI160029 
423161 AL049227 
418B51 A1417828 
458332 A1000341 
432565 AA553477 
437511 A1B07500 
430957 AI937072 
425898 AA365649 



Hs.192480 ESTs 

Hs.606 ATPase, Cu*+ transporting, alpha polypep 

Hs.93502 U1-snRNP binding protein homolog (70kO) 

Hs.234101 ESTs, Weakly simitar to CTL1 protein (H. 

gb:MRO-rfTW)75-021299-00&<i07 HT0075 Homo 

Hs.114052 ESTs 

Hs.125221 ESTs 

gb:ze45b01.r1 Soares retina N2b4HR Homo 

Hs.30212 thyroid receptor interacting protein 15 

Hs.31082 hypothetical protein FU10525 

Hs.177502 ESTs 

Hs.190489 ESTs 

Hs.282915 ESTs 

Hs.270123 ESTs 

Hs.258775 ESTs 

Hs.1 98253 major histocompatibility complex, class 

Hs.6853 hypothetical protein FU22167 

Hs.12024 ESTs 

Hs.151777 eukaryotic translation initiation factor 

Hs.89081 ESTs 
Hs.258901 ESTs 

gb:QV1-BT0681-290400-181-g02 BT0681 Homo 

Hs.146492 ESTs 
Hs.173220 ESTs 

gb:RCO-ST0299-190100-012-e10 ST0299 Homo 
Hs.1 695 matrix metailoproteinase 1 2 (macrophage 
Hs.146151 ESTs 
Hs.161160 ESTs 
Hs.8687 ESTs 

Hs.1 25316 ESTs. Weakly similar to S33990 finger pr 
Hs.1 14889 ESTs 

Hs.2885B2 ESTs, Weakly similar to ubiquitous TPR m 
Hs.2935 matrix metailoproteinase 13 (collagenase 
Hs.336901 ribosomal protein S24 
Hs.1 33554 ESTs, Weakly similar to Z1 95.HUMAN ZINC 
Hs.31028 ESTs 
Hs.272151 ESTs 

Hs.42612 ESTs. Weakly similar to ALU1.HUMAN ALU S 
Hs.292036 ESTs, Weakly similar to B34087 hypoiheti 
Hs.15536 hypothetical protein DKFZp761 J139 
Hs75431 fibrinogen, gamma polypeptide 
Hs.22182 zinc finger protein 23 (KOX 16) 
Hs.238809 ESTs 

Hs.31 0235 ESTs, Weakly similar to 178885 serinerth 
Hs.65551 Homo sapiens, Similar to DNA segment, Ch 
Hs.1 22967 keteh (Drosophila)-like 2 (Mayven) 
Hs.1 86547 WAA1374 protein 
Hs.29263 hypothetical protein FLJ11896 
Hs.161304 ESTs 

Hs.29202 G protein-coupled receptor 34 
Hs.155591 forkheadboxFl 
Hs.190495 ESTs 
Hs.268840 ESTs 
Hs.274127 aST 11240 protein 
Hs.268526 Homo sapiens chromosome 21q2Z1 anonymou 
Hs.82238 POP4 (processing of precursor, S.cerev 

Homo sapiens cDNA FU12961 fis, clone NT 
lammin, beta 1 
ESTs 

enhancer of filamentafion 1 (cas-likedo 



Hs.5534 
Hs.82124 
Hs.97600 
Hs.80261 

Hs.234058 ESTs 
Hs.130093 ESTs 



gb:PM0-BT0340-091299402-a11 BT0340Homo 
Hs.96427 WAA1013 protein 
Hs.159153 ESTs, Moderately similar to S65657 alpha 
Hs.96867 Homo sapiens cDNA: FU23155 fis, clone L 
Hs.120189 ESTs 
Hs.141566 ESTs 
Hs.197645 ESTs 

gb:RC2-ST0168-071299-013406 ST0168 Homo 
Hs.98502 hypothetical protein FU14303 

gb:Human nonspecific crossreacting anfjg 
Hs.165893 ESTs 

Hs.132821 flavin containing monooxygenase 2 
Hs.61438 ESTs 

Hs.124776 Homo sapiens mRNA; cDNA DKFZp564W1 1 16 (f 
Hs.192435 ESTs 
Hs.220491 ESTs 
Hs.152428 ESTs 
Hs.125247 ESTs 
Hs.55043 



no t J Homo sapiens cDNA FU13277 fis, done OV 
Hs.269478 ESTs. Weakly similar to PC4259 ferritin 
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448225 A1476429 
408955 BE315170 
416509 N57713 
419699 AA248998 
428976 AL037824 
458925 R15891 
440348 AW015802 
436340 R4224S 
444190 A1878918 
438462 AI624122 
411124 AW196937 
442138 AA445973 
412505 AA974491 
418236 AW994005 
423582 BE000831 
453901 BE065902 
418565 AK001529 
433404 T32982 
409517 X90780 
439871 R88518 
445641 AI245987 
449276 AW241510 
436547 AJ297351 
437770 AA767881 
409064 AA062954 
442607 AA507576 
449869 W57990 
422108 AA297914 
418251 AA832123 
432005 AA524190 
413638 H71252 
415980 R524U 
449232 AW192780 
430882 BE174240 
454389 AW752571 
438089 W05391 
400238 
404488 

407809 AW082279 
412303 AW936335 
420478 AA521259 
422711 D60641 



Hs.19238 
Hs.8087 
Hs.260899 
Hs.173044 
Hs.194895 
Hs.281587 
Hs.47023 
Hs.21606 
Hs.10526 
Hs.89578 
Hs.53929 
Hs.13303 
Hs.21734 
Hs.337534 
Hs.23837 

Hs.86149 
Hs.102720 
Hs.120036 
Hs.46736 
Hs.149442 
Hs.252713 
Hs.30824 
Hs.122897 
Hs.141883 
Hs.288361 
Hs.60059 
Hs.111749 
Hs.177723 
Hs.120777 



ESTs 

NAG-5 protein 

ESTs, Moderalely similar to ZN91.HUMAN Z 
ESTs. Weakly similar to 138022 hypolheti 
ras homolog gene family, member I 
Human (done CTG-A4) mRNA sequence 
ESTs 
ESTs 

cysteine and glycine-rich protein 2 
general transcription factor HH. polype 
ESTs, Weakly similar to ALUB_HUMAN !!?! 
Homo sapiens cDNA: FU21784 fe. clone H 
ESTs 
ESTs 

Homo sapiens cDNA FU11812 fis. clone HE 
gb;RC2-BT0318.150200-011-b09BT0318Homo 
phosphoinositol 3-phosphate-binding prot 
ESTs 

troponin 1, cardiac 
hypothelical protein FU23476 
ESTs 
ESTs 

leucine zipper transcription factor-like 

ESTs 

ESTs 

Homo sapiens cDNA: FU22696 Ms. clone H 
Homo sapiens cDNA FU 11478 fis, clone HE 
~ ce 



Hs.196080 
Hs.79024 

Hs.83623 



ESTs 

. ESTs, Weakly similar to ELL2_HUMAN RNA P 
gb:ys1 2h12s1 Soares fetal liver spleen 
gb:yg80b05.r1 Soares infant brain 1NIB H 
ESTs 

heterogeneous nuclear ribonudeoprotein 
gb:IL3-CT021 3-170100-055-F02 CT0213 Homo 
nuclear receptor subfarrdry 1, group I, m 



424073 U03493 
426567 AA381579 
435708 A1362949 
441417 AI733297 
445117 AI208754 
447197 R36075 
434228 Z42047 
445527 W39694 
445280 AW055063 
420653 AI224532 
419926 AW900992 
447541 AK000288 
424408 AI754813 
411893 RB2845 
428192 AA424051 
435634 T82384 
437637 AJ003029 
438018 AK001160 
446164 AW273539 
450232 BE300815 
439699 AF086534 
402745 

434008 AA740878 
439492 AF086310 
436853 BE328074 
417648 R06552 
427690 AI253134 
414217 A1309298 
450229 R18717 
400756 

408447 AK002089 
403388 

433643 AJ821787 
442078 AW268583 
455685 BE066976 
432242 AW022715 
439920 H05430 
432436 AW300248 
429493 AL1 34708 
425555 AA359291 
450101 AV649989 



Hs.244106 ^ V4OT0021 , 2812g9 . 070 ^ n DT0021 Homo 

Hs.193796 ESTs ^ a 
Hs.21739 Homosapiens mRNA;cDNADKFZp586l1518(f 
Hs.1 38959 gap junction protein, alpha 7, 45kD (con 
Hs.182962 ESTs 
Hs.75169 ESTs 
Hs.144474 ESTs 
Hs.147369 ESTs 

gfcyh88b01.s1 Soares placenta Nb2HP Homo 
Hs 2B3978 Homo sapiens PR02751 mRNA, complete cds 
Hs.83286 ESTs, WeaWy similar to S14747 sphtngomy 
HS.3050B8 v-crk avian sarcoma virus CT10 oncogene 
Hs.88550 ESTs 
Hs.93796 DKFZP586D2223 protein 
Hs.18800 hypothetical protein FU20281 
Hs.146428 cotlagen. type V, alpha 1 
Hs.273789 ESTs 
Hs.304742 ESTs 

gb:yc14f05j1 Stratagene lung (937210) H 
Hs.65792 syntrophin. gamma 2 
Hs 5999 hypothefcal protein FU10298 
Hs.288750 hypothetical protein FU23577 
Hs.201326 ESTs 

Hs 187551 ESTs. Moderately similar to ALU INHUMAN A 



Hs.1 12982 ESTs 

Hs.103159 ESTs 

Hs.148661 ESTs 

gb:yf09e12r1 Soares fetal Rver spleen 

Hs.283410 ESTs 

Hs^79898 Homo sapiens cDMA: FU231 65 fis, clone L 

Hs.8929 hypothetical protein FU11362 

Hs.45080 Homo sapiens cDMA FU11227 fis. done PL 

Hs.179586 ESTs 

Hs.262629 ESTs 

gbPMO.BT0340-21129M03«12 BT0340 Homo 

Hs.162160 ESTs. Weakly similar to ALU4_HUMAN ALU S 

Hs.288433 neuratrirnin 

Hs.181693 ESTs 

Hs.145998 ESTs 

Hs 130767 Homo sapiens cDNA: FU23553 fis, done L 
Hs.24385 Human hbc647 mRNA sequence 
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442757 A1739528 
430212 AA469153 
437146 AA730977 
432101 AI918950 
5 459644 

453887 BE564037 
431170 AW971246 
428052 AA420683 
443682 AI383051 
10 400441 M15530 

453874 AW591783 
425810 A1923627 
433037 NM_014158 
407162 N63855 
15 441826 AW503603 
446901 A1347274 
454766 AW866497 
414221 AW450979 
459608 AU19471 
20 400639 
406149 

424027 AW337575 
427531 AA405097 
448353 BE407125 
25 417669 T99898 
449650 AF055575 
452335 AW188944 
419216 AU076718 
447748 A1422023 
30 403534 

410594 AW770778 
438550 AW976002 
439626 N22415 
444540 A1693927 
35 450024 AA005129 
450221 AA328102 
439443 AF086261 
418824 AW751661 
451273 NM.014811 
40 430607 AW973521 
432702 AW973953 
414195 BE263293 
425570 AA359558 
414935 C15671 
45 453153 N53893 
430832 AI073913 
439867 AA847510 
419780 AA713522 
433420 AI674093 
50 434690 AI867679 
436572 M723274 
447044 AF030107 
431688 AA513906 
403133 

55 414885 AA157531 
432111 AW972777 
410073 AW408163 
448869 AI792798 
429525 K92540 

60 446565 013757 
422386 AF105374 
406687 M31126 
403378 

431369 BE184455 
65 438580 AA811262 
409191 AW818390 
412282 BE1601B8 
411966 AA099113 
443915 Z40763 
70 427785 X81053 
446094 AKD01760 
436486 AA742221 
411139 AW819461 
409070 AA063003 
75 432713 AL1 18623 
419384 AA490856 
416858 AW961605 
408444 AW661839 
432128 AA127221 
80 418027 AB037807 
446060 Z42061 
436196 AK001084 
411987 AA375975 



Hs.28345 ESTs 

gb:nc67f04.s1 NCI_CGAP_Pr1 Homo sapiens 
gb:nw55f05.s1 NCLCGAP_Ew1 Homo sapiens 
Hs.1 23642 EphA3 



Hs.36237 hypothetical protein 
Hs.291022 ESTs 

Hs.98321 hypothetical protein FU14103 
Hs.47248 ESTs, Highly similar to similar to Cdc14 
Hs.99879 B-cet! growth factor 1 (1 2kD) 
Hs.36131 collagen, type XIV, alpha 1 (undulin) 
Hs.31903 ESTs 
Hs.279938 HSPC067 protein 
Hs.142634 zinc finger protein 
Hs.1 2991 5 phosphotriesterase related 

gb:te05d02a1 NCI CGAP_Co16 Homo sapiens 
gb:QV4-SN0024-170400-176-e07 SN0024 Homo 
gb:UI-H-BI3-a!a-a-12-0-UI^1 NCLCGAP_Si) 
gb:DKFZp761M141_r1 761 (synonym: hamy2) 



Hs.201591 ESTs 

Hs.97957 ESTs 

Hs.231510 ESTs 

gb:ye68g01 j1 Soares fetal liver spleen 

Hs.23B38 calcium channel, voltage-de pendent L ty 

Hs.61272 ESTs 

Hs.164021 small inducible cytokine subfamily B (Cy 



Hs.161338 ESTs 



* Hs.281238 
Hs.258402 
Hs.189080 
Hs.265165 

Hs.24641 
Hs.127892 
Hs.53542 
Hs.26163 
Hs.247324 
Hs,293744 
Hs.89605 



Hs.24360 

Hs.100686 

Hs.161292 

Hs.87752 

Hs.293961 

Hs.148410 

Hs.279596 

Hs.17165 



ESTs 
ESTs 
ESTs 
ESTs 

gb:zh90h08.r1 Soaresjetal Jiver_spleen_ 
cytoskeleton associated protein 2 
ESTs 

choreoacanthocytosis gene; KIAA0986 prot 
K1AA0649 gene product 
mitochondrial ribosomal protein S14 
ESTs 

chclnergic receptor, nicotinic, alpha p 
gb:EST68590 Fetal lung II Homo sapiens c 
gb:C15671 dontech human aorta polyA* mR 
ESTs 

ESTs, WeaWy similar to JE0350 Anterior 

ESTs 

ESTs 

ESTs, Moderately simitar to putative DMA 

ESTs 

ESTs 

regulator of G-protein signalling 13 
gb:ng67c08.s1 NCI_CGAPJJp2 Homo sapiens 



Hs.269276 ESTs, Moderately similar to S65657 alpha 

gb:EST384871 MAGE resequences, MAGL Homo 

Hs.58488 catenln (cadherin-associated protein), a 

Hs.1 2496 ESTs. Weakly similar to ALU4_HUMAN ALU S 

Hs.205353 ectonucleoside triphosphate diphosphohyd 

Hs.31 1 phosphoribosyl pyrophosphate amidotransf 

Hs.1 15830 heparan sulfate (glucosamine) SO-sulfot 

Hs.272620 pregnancy specific be ta-1 glycoprotein 9 

Hs.251754 secretory leukocyte protease inhibitor ( 
Hs.299202 ESTs 

Hs.175613 homotog of Xenopus Claspln 

gb:QV1«HT0413-0102(XH)59^05 HT0413 Homo 
Hs.118609 ESTs 
Hs.1 35292 ESTs 
Hs.180828 collagen, type IV. alpha 4 
Hs.13801 KIAA1685 protein 
Hs.120633 ESTs 

gb:RC5-ST0293-061299-031-C03 ST0293 Homo 

Hs.224560 ESTs 

Hs.29494 PR0191 2 protein 

Hs.39429 ESTs 

Hs.21 145 hypothetical protein RG083M05.2 

Hs.253204 ESTs 

Hs.117037 ESTs 

Hs.83293 hypothetical protein 

Hs.27004 ESTs 

Hs 333498 Homo sapiens cDNA FU 10222 fis, done HE 

Hs 183380 ESTs, Moderately similar to ALU8.HUMAN A 
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443401 A1394067 Hs.160159 
424665 AW368576 Hs.t39B51 
416143 AI955650 Hs.79033 
428261 AW242243 Hs.168570 
5 414564 AA164803 Hs.71994 
427897 NM 017413 Hs.303084 
419160 AA911342 Hs.35524 
420111 AA255652 
442879 AF032922 Hs.8813 
10 430486 BE062109 Hs.241551 
453823 AL137967 
432074 AA525248 Hs.149723 
431848 AI378857 Hs.126758 
447072 D61594 Hs.17279 
15 409723 AW885757 Hs.257862 
425627 AF019612 Hs.297007 
435090 BE217923 Hs.149595 
449369 AA001255 Hs.27260 
425514 AF112345 Hs.158237 
20 455821 BE143341 

427224 AL135554 Hs.101937 
432284 AA532807 Hs.105822 
403467 

436032 AA150797 
25 404356 

434205 AF119861 
405257 
402103 

456649 R74441 
30 432985 T92363 

417649 AW239285 
431277 AA5O1806 
454056 AI368836 
401694 

35 423531 AW752782 

431364 AW971382 

445908 R13580 

448390 AL035414 

449939 T66420 
40 455678 BE066007 

404555 

418186 BE541042 
419981 AA897581 
449581 A1989517 
45 419229 AI827237 
403691 

423728 AW891294 

443479 AF027219 

425329 AI951644 
50 453345 AA302862 

424335 AW021508 

451072 AA013451 

417845 AL117461 

411571 AA122393 
55 438035 AA938198 

432374 W6B815 

400241 

408908 BE296227 
409564 AA045857 
60 411151 AW866497 
446009 AI989885 
456855 AF035528 
416441 BE407197 
414891 R27124 Hs.268754 
65 430172 AA46B591 Hs.161889 
422109 S73265 Hs.1473 
422985 AU076411 Hs.1602 
448552 AW973653 Hs.20104 
422373 AK001843 Hs.115700 
70 450726 AW204600 Hs.250505 
438379 N23018 Hs.171391 
412608 AA247995 Hs.44898 
451270 AW341392 Hs.235795 
412140 AA219691 Hs.73625 
75 415992 C05837 Hs.145807 
415533 T74009 Hs.268738 
437132 AL049353 Hs.297268 
415304 T66079 Hs.12799 
450152 AI13B635 Hs.22968 
421147 AW592167 Hs.293299 
421413 AI82612B Hs.57637 
451750 AA280851 Hs.22693Q 
417924 AU077231 Hs.82932 



ESTs 
caveoTm2 

gtulaminyl-peptide cydotransferase (glu 
peroxisomal far nesyiated prolan 
ESTs. Weakly similar to 138022 hypolhefi 
apetin; peptide Hgand for APJ receptor 
KIAA1 559 protein 

gb3s21h11.r1 NC1_CGAP_GCB1 Homo sapiens 
syntaxin binding protein 3 
chloride channel, calcium activated, Cam 
gb:DKFZp761D2315_r1 761 (synonym: hamy2) 
ESTs 

ESTs, Highly similar to AF1 75283 1 zinc 
tyrosylprotein sulfotransferase 1 
ESTs 

membrane-bound transcription factor prot 
ESTs 
ESTs 

inlegrin, alpha 10 

gb:MRO-HT01 62-191 099-002-d04 HT0162 Homo 
sine ocutis homeobox (Drosophila) homolo 
ESTs 



Hs.109276 latexin protein 

Hs.283032 hypothetical protein PRO2015 

Hs.1 1 7176 poly(A)-binding protein, nuclear 1 

Hs.178703 ESTs 

Hs.82359 tumor necrosis factor receptor superfarm 

Hs.249965 ESTs 

Hs.24808 ESTs, Weakly similar to I38022 hypotheli 

Hs.129750 hypothetical protein FU10546 

Hs.294016 ESTs, Moderately similar to B340B7 hypot 

Hs. 13436 Homo sapiens clone 24425 mRNA sequence 

Hs.21068 hypothetical protein 

Hs.272139 ESTs 

gb:RC3-BT0319-120200-014-d09 BT0319 Homo 

Hs.23240 Homo sapiens cDNA: FU21848 lis, clone H 

Hs.1 28773 ESTs 

Hs.181605 ESTs 
Hs.282884 ESTs 



Hs.132136 

Hs.9443 

Hs.145444 

Hs.90063 

Hs.28170 

Hs.1 17929 

Hs.82719 

Hs.70811 

Hs.146123 

Hs.301885 

Hs.250822 
Hs.54943 

Hs.231926 
Hs.153863 



80 



solute earner family 4, sodium bicarbon 
zinc finger protein 202 

Homo sapiens cDMA FU11494 fis, clone HE 
neurocalctn delta 
ESTs 
ESTs 

Homo sapiens mRNA; cDNA DKFZp586F1822 (f 
hypothetical protein FU20516 
poty(A) polymerase gamma 
Homo sapiens cDNA FU11346 6s, done PL 

serine/threonine kinase 15 
fracture callus 1 (rat) homolog 
gb:QV4-SN0024-170400-17&«07 SN0024 Homo 
ESTs 

MAD (mothers against decapentaplegic Dr 
gb:601301552F1 NIH_MGC_21 Homo sapiens c 
Homo sapiens cDNA RJ11949 fis, clone HE 
ESTs 

gastrirweleasing peptide 
dihydropyrimidine dehydrogenase 
hypothetical protein FU00052 
Homo sapiens cDNA: RJ2351S fis, clone L 
reOnoic acid receptor, alpha 
^terminal binding protein 2 
Homo sapiens done TCCCTA00151 mRNAsequ 
ESTs 

RAB6 interacting, kinesin-tike (rabkines 
hypothetical protein FU13593 
ESTs, Weakly similar to ALU7_HUMAN ALU S 
ESTs 
ESTs 

Homo sapiens done IMAGE:451939. mRNA se 
ESTs 

ESTs, Weakly similar to A49364 59 protei 
ESTs 

eyefin D1 (PRAD1: parathyroid adenomatos 
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406945 K01383 
452449 AW0B8658 
436009 H57130 
418637 T86737 
5 420495 AI338247 
449203 A1634578 
437751 AA767373 
428412 AA428240 
425707 AF115402 
10 441967 AA972742 
403317 U02687 
406018 

410566 AA373210 
416747 AW876523 
15 431229 AA496479 
435148 AI918049 
436349 AI445255 
446895 M166655 
448582 AI538B80 
20 442762 AF035119 
442738 AW002370 
451674 AW963137 
448076 AJ133123 
443484 AIQ91458 
25 430686 NWL001942 
446100 AW967109 
407624 AW157431 
435079 M654192 
428923 BE047698 
30 422496 M311301 
413385 M34455 
408418 AW963897 
446733 AA863360 
427434 BE538374 
35 428822 W28418 
459325 AW088369 
416996 W91892 
425638 NM.012337 
408000 L11690 
40 418894 W73921 
424687 J05070 
437378 A1198823 
454100 A1693231 
452786 R61362 
45 437311 AA370041 
400631 AF173937 
440028 AW473675 
426490 NM_001621 
424103 NMJJ0191B 
50 407995 AI094748 
449911 AI262106 
449509 AA001615 
452762 AW501435 
422839 A1674784 
55 435040 AI932350 
401200 

416248 H99169 
442262 BE170651 
449754 H00820 
60 453908 AW613920 
446965 BE242873 
41279B AW998657 
416085 HI 8072 
418378 AW962081 
65 455995 BE179408 
422411 AW749443 
410888 AW861207 
446893 AJ610818 
442992 A1914699 
70 407021 U52077 

436938 AW139680 
433194 AB040883 
454790 AW820B52 
431130 NM.006103 
75 434739 AA804487 
406468 

457023 AA001732 
416226 N55342 
422306 BED44325 
80 432810 AA863400 
412894 R09778 
430502 D13752 
436981 AA740891 



Hs.173451 metallothionein 1A (functional) 

Hs.20943 ESTs 

Hs.1 20925 ESTs 

Hs.193536 ESTs 

Hs.98314 Homo sapiens mRNA; cONA OKFZp586L0120 (f 

Hs.282121 ESTs 

Hs.35669 ESTs, Moderately similar to ALU1_HUMAN A 

Hs.126083 ESTs 

Hs.11713 E744ikefador 5 (ets domain transcript 

HSJ209766 ESTs 

Hs.385 fms-related tyrosine kinase 3 

Hs.43047 Homo sapiens cDNA FU13585 fis, done PL 
Hs.15929 hypothetical protein FU12910 
Hs.259929 ESTs 
Hs.124961 ESTs 
Hs.115315 ESTs 
Hs.282803 ESTs 
Hs.94812 ESTs 
Hs.8700 deleted in liver cancer 1 
Hs.131055 ESTs, Weakly similar to NPM_HUMAN NUCIEO 
Hs.194233 ESTs, Moderately similar to ALU1_HUMAN A 
Hs.20196 adenylate cyclase 9 
Hs.134559 ESTs 
Hs.2633 desmogiein 1 
Hs.13804 hypothetical protein dJ462023.2 
Hs.248941 ESTs 

gb:ac05b03.s1 Stralagene lung (937210) H 
Hs.188785 ESTs 
Hs.278827 ESTs 

Hs.840 indoteamine-pyrrole 2,3 dioxygenase 
Hs.44743 KIAA1435 protein 
Hs.26040 ESTs, Weakly similar to fatty acid omega 
Hs.301732 hypothetical protein MGC5306 
Hs.30715 ' potassium voltage-gated channel, tek-rel 
Hs.282184 ESTs , 
Hs.59509 ESTs 

Hs.158450 nasopharyngeal epithelium specific prote 
Hs.620 buHous pemphigoid antigen 1 (230/240kD) 
Hs.50743 ESTs 

Hs.151738 matrix metalloproteinase 9 (gelatinaseB 
Hs.160473 ESTs 

Hs.1 26043 chromosome 21 open reading frame 51 
Hs.106642 ESTs, Weakly similar to T09052 hypotheti 
Hs.9456 SWl/SNF related, matrix associated, acti 
Hs.1 09494 secreted protein of unknown function 
Hs.125843 ESTs, Weakly similar to T17227 hypotheti 
Hs.170087 aryt hydrocarbon receptor 
Hs.1 39410 dihydrolipoamide branched chain transacy 
Hs.100134 hypothetical protein FU12787 
Hs.12653 ESTs 
HsJ4561 ESTs 

Hsl78582 v-akt murine thymoma viral oncogene homo 
Hs.29B908 ESTs 
Hs.152825 ESTs 



Hs.23450 

Hs.8700 

HSJ0977 

Hs.282178 

Hs.16677 

Hs.119120 

Hs.92576 



Hs.22511 

Hs.7110 
Hs.13297 

Hs.161393 
Hs.83243 

Hs.2719 
Hs.144130 



mitochondrial ribosomal protein S25 

deleted In Over cancer 1 

ESTs, Weakly similar to B34087 hypotheti 

ESTs 

WD repeal domain 15 

E3ubiquiiinIigaseSMURF1 

ESTs 

gb£ST374154 MAGE resequences, MAGG Homo 
gb:IL3-HT061 8-060500-1 25-B07 HT0618 Homo 
ESTs 

gb:RC1-CT0302-12020(M>13404 CT0302 Homo 

ESTs 

ESTs 

gb:Human marinerl transposase gene, comp 
ESTs 

WAA1450 protein 

gb:RC2-ST0301-12020(W)11-f12ST0301 Homo 
epididymis-spechlc, whey-acidic protein 
ESTs 



Hs.173233 hypothetical protein FU 10970 

Hs.34372 ESTs 

Hs.227280 U6 snRNA-associated Sm-like protein 

Hs.23054 ESTs 

Hs.186510 ESTs 

Hs.184927 cytcduorneP450, subfamily X!B (steroid 

Ks.293316 ESTs 
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452501 AB037791 
449838 AB020653 
447160 AA330310 
422156 N34524 
5 440137 AA866199 
423998 H29138 
. 436471 AA719813 
41 4680 AA743331 
426782 R14614 
10 430027 AB023197 
411562 AL050201 
413252 BE074910 
427115 AW972853 
444610 AI174783 
15 400451 

435255 W87434 
450159 A1702416 
418375 NM.003081 
442835 AI021989 
20 400196 

415734 NM.014747 
415189 L34657 
436940 AF075045 
425349 AA425234 
25 448515 H68441 
410557 AA085803 
442562 BE379584 
413488 BE144017 
419088 AI538323 
30 447373 AI381922 
457465 AW301344 
413918 AW015898 
402820 

424872 AA347923 
35 428552 AW274560 
435464 BE548300 
449008 AW578003 
420838 AW118210 
428231 U17989 
40 434933 R91095 
444870 A1200621 
425354 U62027 
429183 AB014604 
439155 H81076 
45 442787 W93048 
429864 AA460039 
438563 AA810665 
437140 AA312799 
421991 NM_014918 
50 446534 A1307356 
407881 AW072003 
444838 AV651680 
402318 

410878 AW809201 
55 414494 AA76B491 
421306 AA806207 
427027 AI924294 
429088 D61542 
429859 NM_007050 
60 428060 AA420616 
419953 BE267154 
443718 AI083580 
444187 AW138466 
428048 AA705745 
65 420195 N44348 

417404 NML007350 
442833 AA328153 
430335 D80007 
414618 AI204600 
70 434029 AA621763 
. 410945 AWB11552 
421247 BE391727 
433374 A1821409 
445644 R77766 
75 450271 AI693900 
448084 AW67800 
407864 AF069291 
430998 AF128847 
435542 AA687376 
80 443544 AI076315 
421103 AI625835 
405759 

446242 N66336 



Hs.2971 6 hypothetical protein FU 10980 
Hs.24024 KIAA0846 protein 
Hs.24181 ESTs 

gb:yy56d10.s1 Soares_muItiple_sderosis_ 
Hs.171397 ESTs 

Hs.1571 13 coenzyme a 7 (rat, yeast) homolog 
Hs.1 17662 ESTs 
Hs.272572 hemoglobin, alpha 2 
Hs.191254 ESTs 
Hs.227743 KIAA0980 protein 
Hs.70769 hypothetical protein DKFZp586E1 923 

gb:RC5-BT0580-170300-021-F12 BT0580 Homo 
Hs.1 12237 ESTs 

gb:HA2501 Human fetal fiver cDNA library 

Hs.1 06015 ESTs. Moderately simitar to ALU1_HUMAN A 

Hs.200771 ESTs, Moderately similar to A Chain A, T 

Hs.84389 synaptosomal-associated protein, 25kD 

Hs.131903 ESTs 

Hs.78748 KIAA0237 gene product 

Hs.7B146 platelet/endolhelial cell adhesion molec 

Hs.271609 ESTs 

Hs.798B6 ribose 5-phosphate isomerase A (ribose 5 

Hs.13528 hypothetical protein FU14054 

Hs.1 92997 ESTs, Moderately similar to I78885 serin 

Hs.34789 dolichyWiphosphooligosaccharide-protei 

gb:MRO-HT0165-191199-004^09HT0165Homo 

Hs.52620 integrin,beta8 

Hs.158781 ESTs 
Hs.122908 DNA replication factor 
Hs.71245 ESTs 

gb:EST54302 Fetal heart II Homo sapiens 

Hs.129520 ESTs 

Hs.192999 ESTs, Moderately similar to WAA0961 pro 

Hs.22826 tropomodurm 3 (ubiquitous) 

Hs.5244 ESTs 

Hs.183105 nuclear autoantigen 

Hs.4276 KIAA1701 protein 

Hs.148504 ESTs 

Hs.155935 complement component 3a receptor 1 

Hs.197955 WAA0704 protein 
Hs.269001 ESTs 

Hs.250723 hypothetical protein MGC2747 
Hs.286 ribosomal protein L4 
Hs.1 34746 ESTs, Weakly similar to A4601 0 X-Gnked 
Hs.283689 activator of CREM in testis 
Hs.1 10488 K1AA0990 protein 
Hs.175225 ESTs 

Hs.40968 heparan sulfate (glucosamine) 3-O-sutfot 
Hs.208558 ESTs 



Hs.314248 ESTs, Weakly similar to ALU4.HUMAN ALU S 
Hs.6783 hypothetical protein FU22724 
Hs.125889 ESTs ( tM 

Hs.173259 uncharacterized bone marrow protein BM03 
Hs.227716 KIAA0934 protein 
Hs.225952 protein tyrosine phosphatase, receptor t 
Hs.249483 ESTs 
Hs.125752 ESTs 
Hs.221373 ESTs 

Hs.151274 ESTs 

gb2f41b11.s1 SoaresJetaLheart_NbHH19W 
Hs.26243 Homo sapiens cDNAFU 11 177 fis. done PL 
Hs.82101 pteckstrin homotogY-Gke domain, family 
Hs.88201 ESTs, WeaWy similar to A Chain A. Cryst 
Hs.239499 WAA01 85 protein 
Hs.9697B hypothetical protein MGC10764 
Hs.170434 Homo sapiens cDNA FU14242 fe, done OV 

gb:QV2-ST01454)71299-017-h10 ST01 45 Homo 
Hs.102910 general transcription factor IIH, polype 
Hs.332789 EST 

Hs.271593 ESTs, Moderately similar to A47582 B-cel 
Hs.200920 ESTs 

Hs.271000 ESTs, WeaWy similar to I38022 hypotheli 
Hs.40539 chromosome 8 open reading frame 1 
Hs.204038 fndolelhylamine N-methyltransferase 
Hs.269533 ESTs 
Hs.1 6359 ESTs 

Hs.27104 Homo sapiens mRNA; cDNA DKFZp667D226 {fr 
Hs.7360 ESTs 
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457938 A1373638 Hs.133900 ESTs 2.1 

433017 Y15067 Hs.279914 zinc finger protein 232 2.1 

436729 BE621807 Hs.3337 transmembrane 4 supeffamily member 1 2.1 

432839 AA579465 Hs.45207 hypothetical protein KIAA1335 2.1 

5 439224 AW471088 Hs.145950 ESTs, Highly similar to TQ8692 hypotheU 2.1 

410976 R36207 Hs.25092 hypothetical protein MGC1 0744 Z1 

454574 AW809109 gb:MR4-ST01 17-0701 00427-a04 STOW Homo 2.1 

411020 NM 006770 Hs.67726 macrophage receptor with collagenous sir 2.1 

452279 AA286844 Hs.61260 hypothetical protein FU 131 64 £1 

10 446891 AL036877 Hs.282878 ESTs Z1 

434294 AJ271379 Hs.76194 ribosomal protein S5 2.1 

449057 AB037784 Hs.22941 KIAA1 363 protein 2.1 

432769 AA620814 Hs.144959 ESTs 2.1 

441224 AU076964 Hs.7753 calumenin 2.1 

15 407891 AA486620 Hs.41135 endomucin-2 2.1 

429017 AA463605 Hs.66295 mutfi-PDZ-domain-containtng protein 2.1 

406617 AI936028 gb:wo47a09.x1 NCi_CGAP_Gas4 Homo sapiens Z1 

430566 AA4B1282 Hs.190149 ESTs 2,1 

449208 AW263635 Hs.48643 ESTs 2.1 

20 451397 AA017432 Hs.84529 ESTs, Weakly similar to Z202_HUMAN ZINC Z1 

452042 H38857 Hs.243901 Homo sapiens cDNA FU20738 fis, clone HE Z1 

444779 AI192105 Hs.147170 ESTs 2.0 

433672 BE281165 Hs.288038 TLS-associated serine-arginine protein 1 2.0 

415954 AA171850 Hs.42251 ESTs 2.0 

25 420273 AI652864 Hs.197257 ESTs Z0 

411354 AW992424 Hs.288141 hypothetical protein MGC31 56 2.0 

422389 AF240635 Hs.115897 protocadherin 12 2.0 

446994 AV650435 Hs.16755 MBtP protein 2.0 

417793 AW405434 Hs.82575 small nuclear ribonucleoprotein polypept 2.0 

30 422654 M314316 Hs.163725 ESTs 2.0 

425999 AW513051 Hs.332981 ESTs, Weakly similar to 138022 hypotheti 2.0 

405634 2.0 

451562 H04150 Hs.107708 ESTs 2.0 

„ 431958 X63629 Hs.2877 cadherin 3, type 1 , P-cadherin {placenta 2.0 

35 422095 AI868872 Hs.282804 hypothetical protein FU22704 20 

442010 AI0326B0 Hs.132213 ESTs 2.0 

442991 BE281238 Hs.8886 hypothetical protein FU20424 2.0 

425312 AA354940 Hs.145958 ESTs 2.0 

415191 AA190381 Hs.120810 ESTs 2.0 

40 416406 086961 Hs.79299 lipoma HMGIC fusion partner-like 2 2.0 

425316 AA354977 Hs.191565 ESTs, Moderately similar to T1 4342 NSD1 2.0 

413753 U17760 Hs.75517 taminin.betaSCniceint^SkDJ.kalinln 2.0 

452241 AL050204 Hs.28540 Homo sapiens mRNA; cDNA DKFZp586F1223 (f Z0 

433571 AA765256 Hs.135191 ESTs, WeaMy similar to unnamed protein 2.0 

45 417094 NMJX36895 Hs.81182 histamine N-methyttransferase 2.0 

409190 AU076536 Hs.50984 sarcoma ampfified sequence 2.0 

413783 AA314337 Hs.301547 ribosoma! protein S7 2.0 

423867 AA331886 gb:EST35757 Embryo, 8 week I Homosapien 2.0 

429418 A1381028 Hs.118769 ESTs 2.0 

50 445829 A1452457 Hs.145526 ESTs Z0 

452366 AK000464 Hs.29276 hypothetical protein FU20457 Z0 

425704 U79293 Hs.159264 Human done 23948 mRNA sequence Z0 

446593 W79572 Hs.13277 hypothetical protein FU22054 Z0 

400462 2.0 

55 422003 AA361760 Hs.296326 ESTs 2.0 

444585 AW170015 Hs.6594 ESTs Z0 

444898 AI201548 Hs.308338 ESTs Z0 

403525 Z0 

443031 AW134696 Hs.49418 ESTs Z0 

60 430818 AJ311928 gb:qo89h04.x1 NCI_CGAP_Kid5 Homo sapiens ZO 

423690 AA329548 Hs.23804 ESTs, Weakly similar to PN0099 son3 prol Z0 

440941 BE268362 Hs.7535 COBW-fike protein ZO 

409627 AW997628 Hs.313637 ESTs Z0 

433258 AI806626 Hs.207300 ESTs, Weakly similar to ALUB^HUMAN till Z0 

65 412863 AA121673 Hs.59757 zinc finger protein 281 Z0 

436476 AA326108 Hs.33829 bHLH protein DEC2 Z0 

430259 BE550182 Hs.127826 RalGEF-like protein 3, mouse homolog Z0 

417280 AW173116 Hs.262206 ESTs Z0 

423528 AB011137 Hs.300938 KIAA0565 gene product Z0 

70 424800 AL035588 Hs.153203 MyoD family Inhibitor Z0 

446019 AI362520 Hs.279789 histone deacetylase 3 Z0 

435472 AW972330 Hs.283022 triggering receptor expressed on myeloid Z0 

424882 AI379461 Hs.153636 far upstream element (FUSE) binding prot Z0 

430473 AW130690 Hs.59962 ESTs 2.0 

75 431363 M86528 Hs.266902 reurotrophto 5 (neurotrophin 4/5) Z0 

438118 AW753311 Hs.259415 ESTs 2.0 

400859 * ZO 

405829 Z0 

415258 AW752247 Hs.293853 ESTs Z0 

80 420314 H81671 Hs.320921 ESTs, Weakly similar to T22688 hypotheti Z0 

437733 A1792574 Hs.1 22875 ESTs Z0 

452019 AL1 57503 Hs.27552 Homo sapiens mRNA; cDNA DKFZp566N2424 (f Z0 

453118 AW195849 Hs.252757 ESTs Z0 
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430706 NMJJ03540 
420568 F09247 
452759 AW590773 
408496 AI6B3802 
420674 NMJXJ0055 
410358 AW975168 
450086 AW016343 
410853 H04588 
438607 AW080237 
422232 D43945 
432801 NM_016260 
402490 

446551 AI308176 
438315 R56795 
445261 T79759 
401986 

420335 AA258771 
424698 AA164366 
435413 AI267476 
458175 AW296024 
458433 AL135352 
417494 A1369494 
416045 H15990 
424181 AL039482 
445873 AA250970 
411578 AW238524 
453116 AI276680 
425692 D90041 
435608 AW183971 
402102 

458308 AI828155 
43B177 BE327015 
415205 H71616 
427244 AA402400 
441384 AA447849 
438979 AW976218 
400285 
405966 

407407 AF050198 
427739 AW196755 
433584 AW295399 
448956 AK001674 
439474 AI824060 
421755 AW169454 
454566 AW807605 
418836 A1655499 
453108 AI311457 
447101 N72185 
408873 AL046017 
426226 AA769045 
401157 

407721 Y12735 
425646 AW157044 
408964 AF201468 
419839 U24577 
402855 

443644 AI080491 
445672 AI907438 
432343 NMJJ02960 
411941 AW876909 
430664 AW969834 
402812 

457434 AW628192 
448133 AA723157 
402048 

423347 A1660412 ■ 
423957 AW978309 
433347 AF023130 
437373 H67505 
439217 AF086041 
446609 BE395090 



Hs.24781 6 H4 histone family, member C 

Hs.247735 protocadherin alpha 10 

Hs.258996 ESTs 

Hs.136182 ESTs 

Hs.1327 bulyrytehofinesterase 

Hs.1 3337 ESTs. Weakly similar to unnamed protein 

Hs.233301 ESTs 

Hs.30469 ESTs 

Hs.252884 ESTs 

Hs.1 13274 transcription factor EC 

Hs.278963 zinc finger DNA binding protein Helios 

Hs.65636 ESTs 
Hs.82419 ESTs 

Hs.282939 ESTs, Weakly similar to 138022 hypotheli 

Hs.4361 6 Homo sapiens mRNA for RJ00029 protein, 

Hs.151 973 hypothetical protein FU2351 1 

Hs.46669 ESTs 

Hs 150434 ESTs 

Hs.255883 ESTs, Weakly similar to 138022 hypotheli 

Hs.222137 ESTs 

Hs.31403 ESTs 

Hs.142517 Homo sapiens mRNA; cDNA DKFZp434P0810 (f 

Hs.251946 poly(A)-binding protein, cytoplasmic 1-1 

gb:xp27c05jc1 NCLC6AP^N10 Homo sapiens 

Hs.146086 ESTs 

Hs.155956 N-acetyltransferase 1 (arylamme N-acety 

Hs.250896 ESTs 



Hs.211055 ESTs 

Hs.281391 ESTs 

Hs.135233 ESTs 

Hs.178045 ESTs 

Hs.288660 Homo sapiens cDNA: FU221 82 Hs. clone H 

Hs.32565 ESTs 



gb:Homo sapiens putative mitochondrial s 
Hs.98105 NYD-SP14 protein 

gb:Ul-l+BI2-ahv-h-03-0-Ul5l NCLCGAP.Su 
Hs.22630 cefaclor required for Sp1 transcripliona 
Hs.211501 ESTs 

Hs.207422 ESTs, Weakty similar to S71949 metallopr 

gb:MR4-ST0098-120100-001-b06 ST0098 Homo 
Hs.161712 ESTs 
Hs.99472 ESTs 
Hs.44189 ESTs 

Hs.1 82278 calmodulin 2 (phosphorylase kinase, delt 

gb:oa80h07.s1 NCI_CGAP_GCB1 Homo sapiens 

Hs.38018 dual-specifidtytynKir»e^phosphoryl 

Hs.158512 cydin-dependentkinase-like2(COC2-rel 

Hs.49349 beta-site APP-deaving enzyme 

Hs.93304 phospholipase A2, group VII (platelet-ac 

Hs.93270 ESTs, Moderately similar to S65657 alpha 

Hs.282862 ESTs 

Hs 2961 S100 cateiunvbinding protein A3 

Hs.25201 ESTs, Weakly similar to FAT DROME CAOHER 

Hs.303303 ESTs 

Hs.18851 hypothetical protein FU10875 

Hs.73769 folate receptor 1 (adult) 

Hs.234557 ESTs 

Hs.136235 Homo sapiens cDMA FU13542 fis, done PL 
gb:Homo sapiens Ras-GRF2 mRNA, partial c 
Hs.191979 K1AA1733 protein 
Hs.42975 ESTs 

Hs.15535 Homo sapiens clone 24582 mRNA sequence 
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2.0 

ZO 

ZO 

ZO 

ZO 

ZO 

ZO 

2.0 

ZO 

ZO 

ZO 

ZO 

ZO 

ZO 

ZO 
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75 ^^s^^x^sss^^J^^^^S^^s 

a^A^nment Tools (DouWeTwist. Oakland CalMa). Genbank accession numbers for sequences comprising each duster are listed m the Accession column. 



Pkey: Unique Eos probeset identifier number 
8 0 CAT number Gene duster number 

Accession: Genbank accession numbers 

Pkey CAT number Accession 
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107490 1 AWS64542AA056S67AW882724 . 

1095422 1 BE087807AW301579 

109851 T AA063458AA063018AI444822 

113722~1 AA075368AA075369 

1 14876~1 AA2969S1 AA295889 AA076945 AA077528 M077497 

116812J AA079552BE142525BE142527 

1212203 1 AW772721 AW873372 H89212 

1214882.1 AW794600AW794730 

liloSSJ aIIE 

ISqoti SoSiavwS 

aw810006 aw809672 aw809594 aw810552 aw810345 aw81 0432 aw809960 

1227240 1 AW811 1 14 AW811095 AW81 1087 AW81 1124 AW811054 AW81 1094 AW81 1 157 

1227561J AWB11552AW811470AW811523AW8114B2AW811514AW811456AW811525 

1229132J AW813428 AW813444 AW813367 AW813368 AW81 3429 AW8 13424 

1233781 1 AW819461AW819478AW819479AW819559AW819505 

™™-\ rsrss 

AW848905AW848214 

1248638 1 AW850178 AW850233 AWB50445 AW850446 

125013 T AW238524 AA094059 R59022 

1256160 1 AW857826AW859896 

1263110 1 AW872477 BE088101 T05990 

126518M BE265067BE264978AW875420 

1280605~1 AW897230 AW897252 AW897244 AW897231 AW897263 , 

1283610J AW901456AW901450AW901441 

1285000 1 BE176480AW903298AW903313 

1287679 J BE160188 AW935785 BE160401 BE160319 B E1 6031 3 BE1 60395 

1288130J AW936336 AW936339 

1306469 1 AW962574BE073261 

1333953*1 BE011168BE00S371 BE01 1 172 BE01 1313 BE01 1166 

1334272**1 BE092219 BE092361 BE006789 

1348720 1 BE064655 BE1 53953 

1350379~1 BE066941 BE06691 1 BE066979 BE066929 BE066925 

1355877~1 BE074910 BE074913 BE07491 1 BE074903 BE074892 BE074935 

1365954*"! BE090689 BE0906B5 BE090697 BE090680 BE090691 BE090696 BE090698 BE090686 

1373234~1 BE144017BE185527BE144023 

1373910.1 BE144884H97942 

1380384 J BE154078 BE154008 BE153891 BE153523 BE153983 

£»»1 ^l^KlS^SO BE154877 BE 154835 BE 154849 BE1 54902 BE154905 BE154867 BE 154901 BE154904 BE154899 

1396766J BE176776HB5072 

IK 1 

BE011362 BE011215 BE011365 BE011363 

1465790..1 BE390440 

1509157 1 C15671C15333C15833 D81433C14657C14811 

1531080"*1 R41400 H06659 238637 F02023T16516 

1540853 1 F13168R21289T77628 

155189 T AA381209AA381245AA167683 

1564218 1 R52414 R61681H12009 T74429 

1585983~1 H51299 H44619H46391 R86024 H51892 T72744 

15B9299~1 H48713 H83057 H48694 H65247 

159480 T BE407197AA182474AA180369BE275628BEZ76131 

1600181 1 H62953 N76608 N72413 

1604694.1 H69044 T47567 H75691 T50292 

vSSn 53*^ 

163668~1 BE019670AA191284AA191255 

168747 2 AW974345BE1 45400 T97088AA639076 

1691070 1 R06552T98985 R06656 

1692157~1 T99898 T92080 T91447 R07806 R07779 

1703724 _ 1 T26453 Z44226 R20425 

174656 T AW962081 AA218925 AA354237 

177402L1 AW749855 AA225995 AW750208 AW750206 

185766 1 AA244199AA244272H57440 

186639*"1 W27493 AA248063 AA249685 AA429679 

188252J R77402AA262462AA250988 R06794 

190755J AA255652 AA280911 AW967920 AA262684 

195113 1. AA278808 BE0B2076BE081812 BE081581 

195241~1 AW976153AA278945AA747691 

198936 1 AA32971 1 AA2S7436 AA2831 48 

AI334966 W32951 H62656 H53902 R88904 AW835732 

215498 1 AA309272AA309312AW961837 

AA319542 AW853758 H56414 

423121 225175 1 AW864848AA322213AA322209 AW961624 
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408690 
409029 
409073 
409519 
409595 
410008 
410615 
410672 
410784 
410785 
410888 
410901 

410934 
410945 
410999 
411004 
411018 
411139 
411151 
411479 

411514 
41157B 
411745 
411880 
411905 
412167 
412209 
412248 
412282 
412303 
412566 
412877 
412879 
413087 
413136 
413252 
413382 
413486 
413499 
413618 
413638 
413642 
413875 
414109 
414221 

414605 
414935 
415236 
415635 
415747 
415980 
416288 
416337 
416441 
416548 
416624 
416871 
416913 
416972 
417561 
' 417648 
417669 
417859 
418378 
418636 
419546 
419637 
419807 
420111 
420621 
420637 
421065 
422063 
422156 

422342 
422429 
422977 
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423377 
423532 
423735 
423B41 
423867 
424B72 
425201 
425497 
425570 
426226 
426497 
426603 
427551 
428048 
428679 
430212 
430818 
430844 
430933 
431071 
431169 
431322 
431595 
431688 
432111 
432189 
432222 
432779 
432803 
432869 
433347 
433492 
433584 
433644 
433687 
434138 
434374 
434613 
434638 
434950 
434995 
435079 
435463 
435634 
436532 
437146 

43B005 

43845B 

438909 

438993 

440320 

440674 

443813 

443657 

444314 

444610 

444910 

446096 

44G901 

447197 

448404 

449540 

450024 

450458 

450522 

451024 

451487 

452453 

452542 

453823 

453901 

454190 

454193 



454352 
454359 
454389 
454403 



22769.1 
229362.1 
231498.1 
232507J 
232732J 
244505.1 
247933.1 
252499.1 
25324BJ 
262918 1 
268121.1 
269825J 
280163.1 
286394.1 
294049.1 
314437.1 
324239.1 
324570.1 
325757.1 
327550.1 
328799.1 
331643.1 
335512.1 
336609 1 
341618.1 
342819.1 
343347.1 
354024.1 
354267.1 
355475.1 
36388.1 
367934.1 
370400.1 
371919.1 
373061.1 
380572.1 



389550.1 

38990.1 

396061.1 

397210.1 

399783.1 

406582.1 

409239.1 

421802.1 

43371.1 

447553 1 

457837.1 

46684 1 

467651.1 

491930.1 

49997.1 

575391.1 

576685.1 

600667.1 

612257.1 

624951.1 

661959.1 

697809.1 

711623 1 

761515J 

80945.2 

82296.1 

83586.1 

837264.1 

85565.1 

87131.1 

918300.1 

921410J 

9B2526J 

986414J 

1049996.1 

1050256.1 



1129667.1 
1130674.1 
115682.1 
1170435.1 



BeS SSS S BE090365 BE090505 BE090509 BEQ90499 BE090502 BE090S04 BE090497 AA327285 

AA330259 AA661806 AA502431 AW974633 AA649496 

AW753967 AA370795 AA331630 AW962550 

AA3318B6 AW962559 AW962655 T89841 

AA347923AA347928AW961769 , 

AA352111AW962247AA429695 

AA524596 AA35B494 AA513507 

AA359558 AA359819 AW963122 

AA769045 AA372590 AW963633 

AA379913AA379981 AW963523 

AA382291 AA994657 

T96203AA405343 T96121 

AA705745 M420850 AA420433 

AA431765AA432015 

AA469153 AI718503 AA469225 

AI311928AA93603QT51931AA609816AA487195AA664207 
T94960AA487679 T95013 

AW863635 BE179901 BE179402 AW863789 AA489179 BE010747 BE010748 

AA491379HB6020AW969148 

AW971240 AA493843 AA493723 

AW970622 AA503009 AA502998 AA502989 AA502805 T92188 

AA508196 BE142920 AI280311 AI205616 D61709 

AA513906AA847734AI357044 

AW972777 AA526795 AA526305 

AA527941 AI810608 AI620190AA635266 

AI204995 AW827539 AW969908 AW440776 AA528756 

AW979241 AA565006 AA847102 

AA565398AW894072 H97930 

AW974094 AA569074 AA602574 

AF023130AF181250 AA984703 M694303 AA351792 

AW605849 AW26289B N41060 AA594852 

AW295399 AW207772 AW300641 AW070290 BE348854 AW170383 AA600968 AA778832 

AW342028 AA641080 M603282 

AA743991 AA604852 AW272737 

AA625804 AW41 8787 AW074833 AI675642 AI393368 

AA631439AI0B5355AI082577 

AI821 826 AA640657 AA658836 AA650055 AI821079 

H50758AF147434 H50666 

AW974892AA654375 

AW974995 A1821880 A1821932 AI791196 AA659617 AI821137 AA658925 
AA664192 H60250T71388 
AA682507AW851124 
T82384 R05307AA693714 

M730977 Z43283 AW875861 AW938044 BE150701 AW936262 AA306862 BE565575 BE567380 AA72B920 AA167612 

AI239729A1251752AA485791BE568425AW962958 . 

BE1 51746 BE336853 D63271 T94955 AA774994 

AW975186AA807807 D2954B 

AF085839 R69137 AW18B788 R69254 

AA828995 AA834879 A1926361 

AA879294N67538A1474541 

BE561546 Z25124 A1307139 Z28800 

A1079356 W23287 

R14973R14967A10B1006 

AI140497 AW749625 AW749626 AW749644 

AI174783RB3569R12271 

A1201849 BE069007 AW946544 

AI276454 A1633717 A12751 16 

AI347274AW844024 

R36075AI366546 R36167 

BE089973 AI49851 2 AW805032 

AA001713H63836 % 

AA005129 AA679084 AA694399 

M009926BE149301 

AI698839 AI909260 A1909259 

AA442176AA259181 

AA018072N46370 R84847 

A1902519 AI902518 A1902516 

AW81 2256 AW812257 A1906423 A1906422 

AL137967 BE064160 BE064186 

BE065902 AW749032 AW003537 

B^Tll^ 

AW178161 AW178207 AW178210 AW178214 AW178212 BE140918 BE140917 AW178135 AW178205 AW178209 AW178223 AW178220 
AW 782WA^ 

AW845810 AW845828 AW178216 AW178112 AW17B21 1 AW17B224 BE140915 AW178221 AW178130 AW178134 AW178096 AW178108 
AW178133 AW178164 AW178218 AW17B171 AW178157 AW1781 58 AW178103 BE141189 AW178170 AW845816 BE1415a6AW178156 
AW1781M AW178163 AW178093 AW178208 AW178137 AW178140 AW178219 BE141592 AW845901 BE141580 AW178155 BE141598 BE140957 
AW389668 AW389657 AW609198 AW389649 
N71277AW390764 
AW752571 AW847602 AA077979 
BE065985 BE065944 BE066008 BE0660B3 BE066093 
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) 



HO 



50 



55 



2 1M4432 1 AW807606 AwS AW807839 AW807752 AW807673 AWB07667 AW807955 AW807760 AW80761 5 AW80789B AWB07B49 AWB07821 

454566 1224432J aJSo7832 AW807842 AW807B27 AW807822 AW807829 AW807830 AW807825 AW807603 AW80761 2 AW807908 AW807595 AW807617 

A«9A\S A W807902AV^07840AW807819AVV807836AW807769AW807685AW807B47AW807674 

wKK^ AW807669AW807952AW807907AW807846AW807756 

A*iS7& 1 2^ AwK^ AW809113 AW809111 AW809132 

AW810006 AW809672 AW809694 AW810552 AW810345 AW810432 AW809960 

454678 1228915J AW813089 W28102 

454693 1229132,1 AW81342B AW813444 AW813367 AW813368 AW813429 AW813424 

454714 1230493 1 AW815098 BE1 54843 BE1 54831 

454766 1234022~1 AW866497 AW819775 AW819868 AW866602 AW866561 

454784 1234630 1 AW820626 AW820621 AW820608 

454790 1234752 1 AW820852AW820773AW821088 

454836 1236509J AW833711 AW833620AW833699 

454962 1246750.1 AW847645 AW847791 AW854083 AW853945 

455047 1250536 1 AW852530 AW852527 AW852526 

455092 1252971 1 BE1 52428 AW8 55572 AW855607 

455100 1253334"1 8E160198 AW935898 T11520 AW935930 AW856073 AW861034 

455107 1253874 J BE1 541 1 3 AW856797 AW856847 AW861 1 28 AW856817 

455H 4 0 l»0M SKJSKS 

455201 1259748~1 AW947884 AW947918 AW947888AW947883 AW947897AW947910AW947905AW864751 AW947878 

455226 1262534 1 AW902103AW869012 AW869139 

455252 1266220 AW876627 AW876630 AW876631 AW676625 

455286 1273576 1 BE1443B4 AW8B7474 AW887403 BE1 44386 

455310 1278158~1 AW893961 AW893998 AW894034 AW894019 

455431 1289654 1 AW938484BE001245 BE001190 

455488 129372_-1 AA102322 

455512 132lSM SiS 

455512 W*44 0 AW983624 AW983634 AW983637 AW983632 AW983617 AW983635 AW983630 AW983636 AW983639 AW983616 AW983689 
AW983641 AW983621 AW983603 AW983609 AW983623 AW983644 AW9B3618 AW983615 AW98361 1 AW983604 AW9836B6 AW983622 

AW983590 AW983594 AW983520 AW983638 AW983592 AW983588 

455571 1331885 1 BE003714 BE003721 BE003720 BE003716 

455631 1347545 1 BE063031 BE063002 BE063O0B BE063024 BE063040 BE083006 BE063072 

455678 1349716~1 BE066007 BE066017 BE066074 

455685 1350393 1 BE06697B BE066928 BE066927 

455807 1370914~1 BE141140 BE141139 BE141105 BE141143BE141127 BE141202 BEU110B 

S S-l 

455992 1398552J BE179015 BE178965 BE179010 BE179002 BE178961 BE179005 BE178964 BE179012 BE179011 BE1 78963 BE178997 

S ISSY aK 8 9mV 3 K 

BE011362 BE011215 BE011365 BE011363 

458804 75803 1 AL1 57625 N72696 BE622492 

458861 798085J AI630223 AJ630470 

459160 920051 1 AI904723A1904725AI904729A1904722A1904758AI904736 - n 

459201 925883 1 AW391177 W45021 

459267 966605_1 AJ003631 AJ003650 AJ003651 
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TABLE 29C 

Pkey: Unique number corresponding loan Eos probeset 

Ref- Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. 'Dunham I. et aL refers to the publication 

human chromosome 22." Dunham I. et aL. Nature (1999) 402:489495. 
Strand: Indicates DMA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



entitled The DNA sequence of 



Pkey 


Ref 


Strand 


reposition 


400451 


8113550 


Minus 


8218942320 


400462 


9929659 


Minus 


197610-197785 


400608 


9887666 


Minus 


96756-97558 


400639 


9887597 


Plus 


23150-23580 


400641 


8117693 


Plus 


47664992 


400756 


B1 19084 


Minus 


38734-38857 


400859 


9757499 


Minus 


91 888-9201 8,981 31-98294,99474-99570 


400880 


9931121 


Plus 


29235-29336.36363-36580 


400889 


9958234 


Minus 


169782-170036 


400983 


8081198 


Plus 


107903-108832 


401045 


8117619 


Plus 


90044-90184.91111-91345 


401049 


7232177 


Plus 


149157-150692 


401078 


3687273 


Plus 


105052-105171 


401094 


9965511 


Ptus 


137130-137302,139283-139506 


401103 


8568122 


Minus 


98330-98449 


401157 


9438289 


Minus 


114133-114247,114567-114645 


401189 


9690246 


Minus 


90815-90929 
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401200 9743387 Minus 111586-H 1806^14791-114916,11541^ 

401213 985B408 Plus 98243-98380,98489-98619 

401254 9796309 Rus 152209-152383 

401323 9212516 Plus 213509-214450 

5 401335 9884881 Plus 15735-16352 

401497 7381770 Plus 92607-92813 

401517 7677912 Plus 29278-29770 

401526 • 7770561 Plus 91570-93177 

401575 7229804 Minus 76253-76364 

10 401694 3540172 Minus 6405^64168 

401793 7263888 Minus 102945-103083 

401862 7770606 Minus 55839-55993,59145-59293 

401878 B099802 Minus 162268-162474,163089-163195 

401986 4406829 Minus 31137-31293 

15 402046 8072415 Plus 166394-166556,168167-168395 

402048 8072512 Plus 4393644078 

402102 8117771 Minus 174566-174740 

402103 7249203 Plus 14453-15414 
402230 9966312 Minus 29782-29932 

20 402318 7582559 Minus 12843-13403 

402490 9797648 Plus 149982-150929 

402745 9212200 Minus 76516-76690 

402800 6010175 Plus 43921-44049,46181-46273 

402812 6010110 Plus 25026-25091,25844-25920 

25 402820 6456853 Minus 82274-82443 

402855 9662953 Minus 59763-59909 

403133 7331427 Plus 38314-38634 

403271 7230852 Plus 134283-134485 

403277 8072597 Minus 27494-27642 

30 ' 403310 8139936 Minus 183883-184026 

403329 ' 8516120 Plus 95450-96598 

403356 8569930 Plus 92839-93036 

403378 9438244 Minus . 44264-44443 

403388 9438331 Plus 1 1Z733-1 13001. 114599-11 4735 ' 

3 5 403467 9929556 Minus 73431-73602 

403515 7655757 Minus 173358-179553 

403525 7960440 Plus 152431-153243 

403534 8076917 Minus 46652-47332 

403568 8101145 Minus 85509-85658 

40 403574 8101156 Plus 5542-6176 

403637 8671936 Minus 142647-142771,145531-145762 

403677 7331517 Minus 55008-55083,62850-63051 

403691 7387384 Minus 88280-88463 

403760 7712202 Minus 4591 0-46260,4756 W7824 

45 403776 7770611 Minus 1414-1513.1624-1756 

403895 7381715 Minus- 3502-4002,4070-4308 

403937 7711761 Minus 12609-12773 

404043 9558573 Plus 29042-29135,46597-46699 

404097 7770701 Rus 55512-55761 

50 404200 6010176 Minus 7066-7210 

404249 8555533 Plus 64270-64633 

404274 9885189 Plus 104127-104318 

404285 2325514 Plus 32282-32416 

404288 2769644 Plus 3512-3691 

55 404356 7630858 Minus 126433-126623 

404443 7579073 Minus 87198-87441 

404476 8080699 Phis 101841-102043 

404488 8113286 Minus 64835-64994 

404513 8151941 Minus 112837-113339 

60 404548 8570305 Minus 83896-84162 

404555 7243881 Minus 63963-64157 

404561 9795980 Minus • 69039-70100 

404588 6456726 Minus 40059-40210 

404593 9944086 Minus 74922-75788 

65 404599 8705107 Rus 110443-110733 

404860 8979555 Plus 65852-66081 

404916 7341826 Plus 91057-91188 

404957 7407927 Plus 147512-148011 

405041 7547195 Rus 121230-121714 

70 405059 . 7656683 Rus 349-822 

405090 8072525 Minus 38552-39202 

405257 7329310 Plus 73121-73273 

405336 6094635 Rus 33267-33563 

405472 8439781 Rus 106297-106447,108462-108596 

75 405494 8050952 Minus 702B4-70518 

405547 1054740 Rus 124361-124520,124914-125050 

405621 5523811 Rus 59362-59607 

405634 5306288 Plus 17856-17957,18302-18412,18837-18927.22790-22989 

405654 4895155 Minus 53624-53759 

80 405692 4314424 Plus 61379-62562 
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405759 3288022 Minus 
405829 7109593 Minus 15628-16127 
405848 7651809 Minus 28135-28244 
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405966' 


8247788 


Minus 


51762-51978 


405970 


8247789 


Minus 


45795-46295 


406018 


6758904 


Minus 


37795-38168 


406091 


9123919 


Minus 


197370-197935 


406092 


9123919 


Plus 


251370-251797,252168-252882 


406149 


7144791 


Minus 


44464-45164 


406195 


7289992 


Minus 


36293-36827 


406333 


9213235 


Plus 


64689-64798 


406468 


9795553 


Plus 


4373^616,8870-9046.11366-11509.11625-11880 


406506 


7711374 


Minus 


6843-8077 


406554 


7711566 


Plus 


106956-107121 


406603 


8272659 


Minus 


39506-39694 
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TABLE 30A: ABOUT 1840 GENES UP-REGULATED IN IDIOPATHIC PULMONARY FIBROSIS GPP) COMPARED TO HYPERSENSITIVITY PNEUMONITIS {HP) 

20 



25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



Pkey: Unique Eos probeset Identifier number 

ExAccn: Exemplar Accession number. Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of IPF (idiopathic pulmonary fibrosis) to HP (hypersensitivity pneumonitis) 



Pkey ExAccn 



UnigenelD Unigene Title 



450478 
432365 
405654 
440209 
407811 
439606 
425259 
426230 
416653 
420481 
403574 
415817 
419519 
435256 
423017 
429629 
405443 
428766 
441602 
453649 
447410 
442353 
405494 
442377 
409928 
420407 
415236 
451562 
403310 
445189 
409632 
439780 
402076 
415025 
406690 
438557 
428042 
418007 
409545 
446619 
411966 
440274 
442879 
419236 
420185 
415672 
455488 
420026 
446868 
431622 
407266 
421300 
416045 



AW451709 
AK001106 

H05049 
AW190902 
W79123 
AL0492B0 
AA367019 
AA76B553 
U50525 

U88967 
A1198719 
AF193766 
AW178761 
BE501732 

AA477989 
AA968636 
Y07494 
AI470235 
BE379594 

AA993807 
AL137163 
AA814732 
R41400 
H04150 

A1936450 
W74001 
AL109688 

AW207091 
M29540 
AW364104 
AA419529 
M13509 
BE296182 
AU076643 
AA099113 
R24595 
AF032922 
AA330447 
AL044056 
N53097 
AA102322 
AI831190 
AV660737 
AW979271 
AJ235664 
AW297398 
H15990 



Hs.271200 
Hs.274419 

Hs.22269 

Hs.40098 

Hs.58561 

Hs.155397 

Hs.241395 

Hs.74170 

Ks.98201 

Hs.78887 

Hs.176376 

Hs.13872 

Hs.227948 

Hs.30622 



ESTs 

hypothetical protein FU10244 



Hs.127877 
Hs.34114 
Hs.172698 
Hs.49136 

Hs.167367 
Hs.57549 
Hs.145010 

Hs.107708 



cysteine knot superfamHy 1, BMP antagon 

G protein-coupled receptor 87 

Homo sapiens mRNA; cONA DKFZp564K143 (fr 

protease, serine, 1 (trypsin 1) 

metatothionein 1E (functional) 

Human BRCA2 region, mRNA sequence CG029 

protein tyrosine phosphatase, receptoM 
ESTs 

cytokine-nke protein C17 

serine (or cysteine) proteinase inhibito 

Homo sapiens cDNA RJ13010 fe, clone NT 

ESTs 
ESTs 

ATPase, NaWK+ transporting, alpha 2 (+) 
EST 

ESTs, Moderately similar to ALU7.HUMAN A 
ESTs 

hypothetical protein dJ473B4 
Bpoporysaccaride-specific response S4i 
gb:yB4b1£s1 Soares infant brain 1N1B H 
ESTs 



Hs.147482 ESTs 

Hs.55279 serine (or cysteine) proteinase inhibito 

gb:Homo sapiens mRNA full length insert 

Hs.72307 ESTs 

Hs.220529 carrinoerrtayonic antigen-related cell ad 

Hs.143509 hypothetical protein FU21924 

Hs .76391 myxovirus fmfluenza) resistance 1 . homo 

Hs.83169 matrix metdloproternase 1 (interstitial 

Hs.19002 hypothetical protein MGC4675 

Hs.31 3 secreted phosphoprotein 1 (osteoporrtin, 

Hs.1 18609 ESTs 

Hs.7122 scrapie responsive protein 1 

Hs.8813 syntaxin binding protein 3 

Hs.135159 Homo sapiens cDNA FU11481 6s, clone HE 

Hs.158047 ESTs 

Hs.193579 ESTs 

gbzl90f03.r1 Stratagene colon (937204) 

Hs.166676 ESTs 

Hs.135100 ESTs 
Hs.293184 ESTs 

gb:Homo sapiens mRNA for immunogtabulin 
Hs.96617 ESTs 
Hs.31403 ESTs 



R1 

20.2 

11.9 

11.8 

10.8 

10.4 

10.3 

102 

9.5 

9.3 

9.2 

9.1 

8.8 

8.2 

8.1 

8.1 

8.0 

7.8 

7.7 

7.6 

7.5 

72 

7.2 

6.9 

6.9 

6.8 

6.8 

6.8 

6.8 

6.7 

6.7 

6.7 

6.6 

6.6 

6.5 

6.5 

6.5 

6.4 

6.4 

6.4 

6.4 

6.4 

6.3 

6.3 

6.3 

6.3 

6.2 

6.2 

6.1 

6.1 

6.1 

6.1 

6.0 

6.0 
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15 
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414175 
424693 
436397 
440504 
409718 
403625 
418986 
416035 
400292 
442849 
440887 
427535 
410934 
431374 
444963 
447530 
444992 
416575 
431211 
451830 
446466 
404043 
423454 
455540 
434683 
445898 
422306 
428895 
450018 
419249 
455047 
454039 
403637 
414725 
409073 
403329 
434001 
459664 
401497 
410797 
411402 
448844 
435202 
439418 
443584 
434352 
430838 
430882 
440129 
437636 
455747 
455464 
418771 
434820 
440615 
454482 
400432 
436508 
423607 
407415 
401878 
443162 
451325 
440515 
406333 
409105 
408000 
421482 
442757 
459717 
436637 
412222 
450101 
410901 
426217 
441640 
422977 
425361 
414955 
411965 
403341 
411726 
443271 



A1308875 Hs.103849 hypothetical protein DKFZp761D1 12 

BE169810 Hs.47557 ESTs 

AA715013 Hs.169835 ESTs 

A1948966 Hs.1 30017 ESTs, Weakly similar to JN090B H+-transp 

086640 Hs.56045 src homology three (SH3) and cysteine ri 

AI123555 Hs.81796 ESTs. , 

H4231 4 gb:yo09e02.s1 Soares adult brain N2b5HB5 

AA250737 Hs.72472 ESTs 

R10099 Hs.269805 ESTs 

AI799488 Hs.135905 ESTs 

R29543 Hs.2164 pro-platelet basic protein (includes pla 

AW811114 gb:MR2-ST0131-111l9«)16-a04 ST0131 Homo 

BE258532 Hs.251871 CTP synthase 

AI916973 Hs.213603 ESTs 

AW192083 Hs.248865 ESTs. Moderately simitar to JC5238 galac 

R37658 Hs.21375 ESTs 

W02414 Hs.38383 ESTs 

M86B49 Hs.323733 gap junction protein, beta 2, 26kD (conn 

H18433 Hs.21542 . KJAA1035 protein 

H38026 Hs.308 arrestin 3 ( retinal (X-arrestin) 

AL110456 Hs.469 succinate dehydrogenase complex, subunit 

BE080231 gb:RC4-BT0629-1 20200-01 2-f 1 1 BT0629Homo 
AW298724 Hs.202639 ESTs 

AF070623 Hs.13423 Homo sapiens clone 24468 mRNA sequence 
BE044325 Hs.227280 U6 snRNA-associated Sm-fike protein 
AA437124 Hs.1B7247 ESTs 
AA421642 Hs.24309 hypothetical protein FU 11 106 
X14767 Hs.89768 gamma-arninobutyric acid (GABA) A recepto 

AW852530 gb:PM1-CT0243-07l099-001-g06 CT0243 Homo 

AW079064 HsJ24554Q ESTs 

AA76979 1 Hs.1 25300 ring finger protein 21 , interferon-respo 
AA063458 gb:zf71a07.s1 Soares_pineaLglandJl3HPG 



AW950905 Hs.3697 serine (or cysteine) proteinase inhibito 



AW857191 
BE297855 
AI581519 
A1971313 
AI282149 
AI807036 
AF1 29505 
N46664 
BE174240 



AA764781 

BE074910 

AW983901 

AA807881 

AI821863 

AI733055 

BE147919 

AX015809 

AW604381 

AA32B329 

AF073328 

T49951 

AA021283 

AJ131245 

AW467539 
L1 1690 
AL135462 
AI739528 

AI783629 

AA528283 

AV649989 

AW810001 

AW131888 

AI733345 

AA631498 

AA355933 

C15506 

BE467339 

AW858612 



Hs.69855 

Hs.177164 

Hs.170204 

Hs.56213 

Hs.267245 

Hs.86492 

Hs.169395 

Hs.79024 

Hs.174936 

Hs.291844 



Hs.25329 

Hs.130806 

Hs.287767 
Hs.121121 
Hs.6591 



gb:RC2-CT0304-08010(W11-b12 CT0304 Homo 

NRAS-related gene 

ESTs 

K1AA0551 protein 

ESTs. Highly similar to FXD3.HUMAN FORKH 
hypothetical protein FU14803 
small muscle protein, X-finked 
hypothetical protein FU12015 
heterogeneous nuclear ribonucteoprotein 
ESTs, Weakly simnar to S71686 Ste20-lik 
ESTs 

gb:RC5-BT0580-17030tWJ21-F12 BT0580 Homo 
gb:RC1-HNM03-2203M)-011-f10 HN0003 Homo 
ESTs 

gb:ns90fD5.x5 Na_CGAP_Pr3 Homo sapiens 
ESTs 

gb:RC3-HT0230-160200-016*08 HT0230 Homo 
Sequence 8 from Patent WO9950285 
ESTs, Weakly similar to S00755 pleckstri 
ESTs 

gb:Homo sapiens tetracyline transporter- 



Hs.9029 DKFZP434G032 protein 
Hs.59788 ESTs 

Hs7239 SEC24 (S. cerevisiae) related gene famil 



Hs.255877 
Hs.620 
Hs.104715 
Hs.28345 

Hs.26766 

Hs.292737 

Hs.24385 

Hs.172792 
Hs.144104 

Hs.132221 

Hs.280115 

Hs.195704 



ESTs 

bullous pemphigoid antigen 1 (230/240kO) 



ESTs 

ESTs 
ESTs 

Human hbc647 mRNA sequence 
gb:MR4-ST0124-27030(W(J5-b11 ST0124 Homo 
ESTs. Weakly simHar to hypothetical pro 
ESTs 

gb:np83M)4.s1 NO_CGAP_Thy1 Homo sapiens 

hypothetical protein FU12401 

gb:C15506 Ctontech human aorta polyA+ mR 

ESTs 

gb:CM3-CTO341-19M00-1524i12CT0341 Homo 
ESTs 
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417181 
426097 
439199 
440728 
434381' 
417428 
431291 
431242 
426985 
442360 
452171 
440801 
411738 
431447 
433485 
401365 
408281 
411657 
423065 
428528 
454036 
417252 
417135 
403089 
420691 
412147 
425578 
430403 
454438 
435434 
420828 
435586 
452393 
416170 
35 408691 



5 

10 
15 

20 
25 
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40 

45 

50 

55 
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65 

70 

75 

80 



428912 
455511 
413849 
401189 
425733 
447863 
422654 
435463 
417919 
405784 
431853 
409629 
403281 
427173 
433717 
406777 
410481 
419511 
452291 
449762 
421106 
439382 
404957 
436332 
446393 
452728 
456386 
406288 
416972 
427099 
403344 



L10123 

BE327369 

R40373 

AW086077 

AA631834 

N87579 

N25521 

AA987742 

BE394849 

AI374621 

A1863302 

AA906366 

AW859353 

AA505138 

A1493076 

BE141183 

AWB55583 

R96158 

A1004034 

AA374756 

AA195014 

AA422067 

AA829433 
AW895984 
U65652 
AF039390 
AA224053 
AA680387 
AA280778 
AI279137 
H87398 
H42454 
AW250525 
AW103117 
BE144762 
BE173561 



Hs.1071 surfactant protein A binding protein 
Hs.112238 ESTs 
Hs.26299 ESTs 

Hs 153272 Homo sapiens cDNA: FU22715 fis. clone H 
gb:np77h05.s1 NCLCGAP_Pr2 Homo sapiens 
gb:LL2030F Human fetal heart, Lambda ZAP 

Hs.25275 KruppeUype 2inc finger protein 

Hs.251278 KIAA1201 protein 

Hs.131905 ESTs, Moderately similar to Z195.HUMAN Z 

Hs-29055 ESTs 

Hs.211930 EST 

Hs.190535 ESTs 

gb:MR1-CT0353-15030(M02-a12 CT0353 Homo 

Hs.291341 ESTs 

Hs.201967 aldo-keto reductase family 1, member C2 

gb:MRO-HT0071.191199^01-b04HT0071 Homo 
gb:CM4-CT0278-221099-027-f07 CT0278 Homo 

Hs.2671 30 Homo sapiens, clone MGG5406, mRNA, comp 

Hs.98638 ESTs 

Hs.93560 Homo sapiens mRNA for KIAA1 771 protein, 
Hs.85971 ESTs 
Hs.50547 ESTs 



F13287 

AL047611 

AA314316 

AA682507 

AI928203 

AA521034 
AW449589 

BE255017 

AF063536 

T23625 

R34107 

AA429750 

AF015592 

N93057 

AAB77124 

BE247684 

AL049679 

AW014174 

A1915676 

W28481 

AW068311 

BE019670 

AB032953 



444922 
401596 
418693 
414299 
452744 
458552 
421065 
439294 
441201 
434377 
440472 
418379 
435878 



Hs.275343 ESTs 



Hs.158313 
Hs.241382 
Hs.172405 
Hs.187850 
Hs.186B78 
Hs.151498 
Hs.99858 
Hs.220645 

Hs.9B949 

Hs.15384 

Hs.159388 
Hs.288885 
Hs.163725 

Hs.86379 

Hs.70834 
Hs.279724 

Hs.97540 

Hs.150580 

Hs.321450 

Hs.75113 

HS.28E53 

Hs.54888 

Hs.172844 

Hs.103070 

Hs.82302 
Hs.301956 
Hs.239708 

Hs.311054 

Hs.173560 



444087 
411745 



AAB28995 

AI921750 

AA172105 

AT750878 

AA142989 

A1267652 

AW136139 

AA329711 

AW975328 

AW118822 

AW137148 

AA886169 

AA218940 

R08330 

AA747822 

AV647899 

AW867826 



Hs.144871 
Hs.1 10950 
Hs.87409 
Hs.71730 
Hs.30504 
Hs.245856 

Hs.6523 
Hs.128757 
Hs.306593 
Hs.169071 
Hs.137516 
Hs.20152 

Hs.282375 



gb:QV4-NN0039440500-197-e08 NN0039 Homo 
chromosome 17 open reading frame 1A 
tumor necrosis factor (ligand) superfami 
cell division cycle 27 
ESTs 
ESTs 
ESTs 

ribosomal protein L7a 
ESTs 

gb:2821626.5pnme NIH„MGC_7 Homo sapiens 
ESTs, Weakly similar to MEA6 tJUapiens] 
gb:(»HT0180-041099-065-b04 HT0180 Homo 
AP1 gamma subunit binding protein 1 

Homo sapiens clone 2357B mRNA sequence 
Homo sapiens cDNA FU14246 fis, clone OV 
ESTs 

gbaj18f08.s1 SoaresJetalJiver_spleen_ 
ESTs 

ESTs 
ESTs 

ESTs 

gb:AF063536 Homo sapiens library (Yu Y) 
putative translation initiation factor 
pregnancy specific beta-1-glycoprotein 2 
general transcription factor MA 
CDC7 (cell division cycle 7, S. cerevisi 
ESTs 
ESTs 
ESTs 

Homo sapiens cDNA FU 14814 fis, done NT 

zinc finger protein 

ESTs 

gb:47e1 Human retina cDNA randomly prime 
Homo sapiens mRNA full length insert cDN 
gb:bb28c01jt1 NlK_MGC_5 Homo sapiens cDN 
odd Oz/terwn homotog 2 {Drosophila, mous 

gb:od77W)8.s1 NCLCGAP_Ov2 Homo sapiens 
Homo sapiens cDNA FU13752 fis, done PL 
Rag C protein 
thrombospondin 1 
ESTs 

Homo sapiens mRNA: cDNA DKFZp434E0B2 (fr 
ESTs 

gb:EST33382 Embryo, 12 week II Homo sapi 
chromosome 1 open reading frame 12 
ESTs 

Homo sapiens cDNA RJ 1 1 382 fis, clone HE 
ESTs 

fidgelin-like 1 
ESTs 

gb:nx97a04.s1 NCI CGAP_GCB1 Homo sapiens 
ESTs 

gb:ITOSN0039-300300401-c02 SN0039 Homo 
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47 

47 

4.7 

4.6 

4.6 

4.6 

4.6 

4.6 

4.6 

4.6 

4.6 

4.5 

4.5 

4.5 
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4.5 

4.5 

4.5 

4.5 

4.5 

4.5 

4.5 

4.5 
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4.3 

4.3 

4.3 
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4.3 

4.3 

4.3 

4.3 

4.3 

4.3 

4.2 
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4.2 
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4.2 

4.2 
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4.1 

4.1 

4.1 

4.1 

4.1 

4.1 

4.1 
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4.1 

4.1 

4.1 

4.1 

4.1 

4.1 
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4.0 

4.0 

4.0 

4.0 

4.0 

4.0 

4.0 

4.0 
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4.0 
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438660 U95740 
405521 

411597 AWB52925 
415655 W05433 
5 404822 

441107 AA917075 Hs.190520 ESTs 
404B34 

412768 AW996044 Hs.26239 

428102 AA968441 Hs.126866 

10 436511 AA721252 Hs.291502 

441247 AW118681 Hs.128051 

453098 Z25935 Hs.86379 

410811 AWB05687 Hs,300648 

425048 H0546B Hs.164502 

15 431071 AA491379 

436298 AW293496 Hs.180138 

440356 A19331B4 Hs.127922 

452768 AW069459 Hs.61539 
455241 AW876249 

20 409070 AA063003 Hs.224560 

409044 A1129586 Hs.33033 

419091 T85332 Hs.178294 

422591 L07648 Hs.1 18630 
403188 

25 418857 D10216 Hs.89394 

413585 AI133452 Hs.75431 

436149 A1754308 Hs.159452 

443682 A1383061 Hs.47248 

437916 BE566249 Hs.20999 

30 439818 AL360137 Hs.19934 

438361 AA805666 Hs.146217 

451221 AI949701 Hs.210589 
455475 AW948126 

433197 AB040889 Hs.281022 

35 429881 T80112 Hs.192245 

41559B AI433165 Hs.9856 

431220 N52937 Hs.102679 

433132 AB026264 Hs.284245 

424029 AB014594 Hs.137579 
40 404443 

407340 AA810168 Hs.284289 

410318 AA084050 Hs.269259 
412400 AW948066 

427167 A1239607 Hs.99196 

45 438090 AA777534 Hs.191992 

407938 AA905097 Hs.85050 

440454 AI733037 Hs.1 29990 

417706 T90797 Hs.268623 

428692 AI372B22 Hs.110103 

50 407762 AW235638 Hs.29475 

420727 H75701 Hs.99886 

417508 BE163512 Hs.180877 
413525 BE145899 
425798 AA364002 

55 459429 AA278779 Hs.335696 

430205 AB025904 Hs.235158 

437458 AL390131 Hs.128751 

451073 AI758905 Hs.206063 

452786 R61362 Hs.106642 

60 429846 AB023021 Hs.225945 

444414 AW293214 Hs.8752 
402615 

410585 AW770523 Hs337501 
425168 R96366 

65 449729 R72032 Hs.29235 
459359 N99545 

456443 AW967500 Hs.133543 
439001 AF075068 
443657 R14973 

70 404193 

416379 N38B57 Hs.203933 

422511 AU076442 Hs.117938 
426603 AA382291 

412589 R28660 Hs.24305 

75 421037 AI684808 Hs.197653 

427088 AA398085 Hs.142390 
429927 NM-001115 Hs.2522 

453375 AI990114 Hs.240091 

435451 AF195420 Hs.303006 

80 451882 AI821324 Hs.100445 

419983 W55956 Hs.94030 

405001 U5B196 Hs.296281 

422182 AL043892 Hs.180582 



Hs.6349 Homo sapiens, done IMAGE:301 0666. mRN A, 

gb:RM-CT024B-13109&401-f10 CT0248 Homo 
Hs.49890 ESTs 



Human DNA sequence from clone RP1 1-438B2 
ESTs 
ESTs 

Homo sapiens thymic stromal lymphopoieti 
ESTs 
ESTs 
ESTs 

gb:aa65l05.r1 NC1_CGAP_GCB1 Homo sapiens 
ESTs 

ESTs, Moderately similar to S65557 alpha 
ESTs 

gb:PM4-PT0019-131299406-B05 PT0019 Homo 
ESTs 

hypothetical protein FU14623 
ESTs 

MAX-interacting protein 1 

POU domain, class 1. transcription facto 
fibrinogen, gamma polypeptide 
ESTs 

ESTs, Highly similar to similar to CdcU 
hypothetical protein FU23142 
Homo sapiens mRNA full length insert cDN 
Homo sapiens cDNA: FU23077 fis, clone L 
ESTs 

gb:RCO-MT0013-280300-031-a12 MT0Q13 Homo 
K1AA1456 protein 
ESTs 
ESTs 
ESTs 

hypothetical protein IMPACT 
KIAA0694 gene product 

viuTJgc-associated protein VIT-1 
ESTs, Weakly similar to S23650 retrovinj 
gb:RO)-MT0012-290300-031-h10 MT0012 Homo 
hypothetical protein MGC11324 
ESTs 

phospholamban 
ESTs 
ESTs 

RNA polymerase I transcription factor RR 
ESTs 

complement component 4-binding protein, 
H3histone, family 3B(H3.3B) 
gb:MRO-HT0208-221299-204-b10 HT0208 Homo 
gb:EST74529 Pineal gland II Homo sapiens 
EST 

carbonic anhydrase XIV 
Homo sapiens cDNA FU 12235 fis, clone MA 
ESTs 

ESTs, Weakly similar to T09052 hypotheti 
njcosyltransferase 9 (alpha {1 .3) fircosy 
transmembrane protein 4 



ESTs 

gb:yq37d04.s1 Soares fetal liver spleen 
ESTs 

gbza40a05.r1 Soares fetal Over spteen 
ESTs 

gbrHomo sapiens full length insert cDNA 
gb:yf42M0.s1 Soares fetal liver spteen 

ESTs 

collagen, type XVII, alpha 1 
gb:EST95683 Testis I Homo sapiens cDNA 5 
ESTs 
ESTs 
ESTs 

adenylate cyclase 8 (brain) 
ESTs 

ESTs, Weakly similar to gamma-heregulin 
ESTs 

Homo sapiens mRNA: cDNA DKFZp586E1624 (f 
Interleukin enhancer binding factor 1 
Homo sapiens cDNA: FU21836 fis, done H 
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451917 AW3913S1 
432781 NM.014133 
443773 AV646452 
406964 M21305 
430682 AW971949 
449804 A1535663 
411505 AF155659 
430503 AA533574 
443305 AI050693 
415076 NM.000857 
452280 A1911410 
432189 AA527941 
406992 S62472 . 
441416 AI990139 
448776 BE302464 
413998 AW103807 
440385 AAB84283 
431673 AW971302 
401887 
404793 

422054 AA322506 
432030 AI90840O 
449645 AI961092 
404476 

449336 AL1 19995 

401200 

403937 

437918 AI761449 
443394 AI055B65 
439107 AL046134 
417229 AA975096 
425403 AL023753 
436269 AA707472 
453823 AL137967 
416394 H64111 
432779 AW979241 
439326 W07140 
423035 AW449679 
435766 R11673 
448067 R68568 
441605 AA984647 
414400 X06948 
418405 AI868282 
437642 AL079309 
450350 T97817 
451704 AI755209 
459037 AW439497 
419247 S65791 
423121 AW864848 
426724 AA383623 
434273 AA913143 
438042 AW296971 
410500 R09442 
416154 Z46122 
418432 M14156 
454447 BE163567 
458067 AA393603 
444338 AI937026 
427687 AW003B67 
415929 AA724373 
416009 Z43062 
421515 Y11339 
403515 

435793 AB037734 
439953 AA918129 
457620 AA602711 
442006 AW975183 
453931 AL121278 
453128 AW026516 
413468 BE504766 
454600 AW810001 
451065 AW295132 
444493 R59410 
426447 AV655B43 
410908 AA121686 
440364 AA910460 
406190 

430762 AI343652 
451182 D52562 
432437 W07088 
442137 AA977235 
405970 

407676 AW064111 



Hs.50620 
Hs.278940 
Hs.30941 

Hs.291252 
Hs.39379 
Hs.70565 
Hs.152274 
Hs.133318 
Hs.77890 
Hs.167224 



Hs.148609 

Hs.30057 

Hs.243933 

Hs.192136 

Hs.293233 



Homo sapiens unknown mRNA 
PRO0618 protein 

calcium channel, voltage-dependent, bela 
□b:Human alpha satellite and satellite 3 
ESTs, Weakly similar to ZN9LHUMAN ZINC 
ESTs 

molybdenum cefaclor synthesis 2 

ESTs 

ESTs 

guanylale cyclase 1, soluble, beta 3 
ESTs 

9b:nh30c04.s1 NCl_CGAP_Pr3 Homo sapiens 
gb:beta -poK)NA polymerase beta {exon a 
ESTs 

MRS2 (S. cerevisiael-Gke, magnesium horn 

ESTs 

ESTs 

ESTs 



gb:EST25146 Cerebellum H Homo sapiens c 
Hs.143789 ESTs 
Hs.196155 ESTs 

Hs.15260 ESTs, Highly similar to AC007228 2 BC372 



Hs.121629 

Hs.133485 

Hs.13944 

Hs.19522 

Hs.1 56406 

Hs.190760 



Hs.54721 

Hs.156739 

Hs.186498 

Hs.183373 

Hs.128801 

Hs.897 

Hs.11698 

Hs.174880 
Hs.205616 
Hs.290656 



Hs.293616 
Hs.26303 
Hs.255593 



Hs.85112 

Hs.36752 
Hs.146642 
Hs.1570 
Hs.49344 

Hs.105352 

Hs.4993 

Hs.124638 

Hs.336753 

Hs.292663 

Hs.25144 

Hs.31791 



Hs.222231 
Hs.282094 
Hs.169919 
Hs.10592 
Hs.128626 



ESTs 
ESTs 

adrenergic, beta, receptor kinase 2 

hypothetical protein PR02849 

Human DNA sequence from clone 1 19BH6 on 

ESTs 

gb:DKFZp761D2315_r1 761 (synonym: hamy2) 
gb:yr57f03.r1 Soares fetal liver spleen 
gb:EST391351 MAGE resequences, MAGP Homo 
ESTs 

Hsapiens XG mRNA (done PEP1 1) 
ESTs 

src homology 3 domain-containing protein 
ESTs 

Fc fragment of IgE, high affinity I rec 
ESTs, Highly similar to KIAA1370 protein 
gb:Homo sapiens mRNA full length insert 
ESTs 

ESTs, Weakly similar to ALU 1.HUMAN ALU S 
EST 

fragile X mental retardation 1 

p#PM2-SN0018-29030&<X)3-c09 SN0018 Homo 

ESTs 

ESTs 

ESTs 

gb:yf26c09.r1 Soares fetal Ever spleen 
gb:HSC0VB031 normalized infant bran cDN 
insulin-eke growth factor 1 (somatomedi 
gb:Qv3-HT0460-23020f>101-b08 HT0460 Homo 
protein kinase anchoring protein GKAP42 
ESTs 

histamine receptor H1 
hypothetical protein FU 11006 
gb:HSC12E041 normalized Infant brain cON 
GalNAc alpha-2, &«alyltransferase I, I 



K1AA1313 p 
ESTs 
EST 

ESTs, Weakly similar to S72482 hypotheti 
ESTs 

acylphosphatase 2, muscle type 
gb:hz40g01jc1 NCI_CGAP_GC6 Homo sapiens 
tf>:MR4-ST0124-27030(W05-b11 ST0124Homo 
ESTs, Weakly similar to granule cell mar 
ESTs, Moderately similar to 138022 hypot 
eleclron-transfer-flavoprotein, alpha po 
ESJs 
ESTs 



Hs.105667 ESTs 

Hs.296317 KIAA1789 protein 

Hs.293685 ESTs 

Hs.128830 ESTs, Weakly similar to Z192JWMAN ZINC 



Hs.279823 ESTs 
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413141 


BE166323 




_u./>w>t umAat *)7nmf\_nfifij»i9 HTfldQ.? Homo 


431418 


X68242 


Hs.252722 


Hin-1 


431954 


AK001974 


Hs.272242 


t ti «• t j ' pi 14 4 44*) 

hypothetical protein FU1 11 1/ 


459371 


R20991 




gbiygOonUi.n boares iniani oidiu \mo n 


42B062 


AA420683 


Hs.98321 


hypothetical prolan FU14103 


423841 


AW753967 




g b',RC2-CT03 04-080 100-0 1 l-n l £ \, \ uow nomo 


420430 


A1703192 




gb:wd92h04jc1 NQ..CGAPJJUZ4 nomo sapiens 


443921 


AI091310 


Hs.1 34848 


ESTs 


444453 


AW379394 


Hs.145126 


ESTs 


443475 


AI066470 


Hs.1 34482 


ESTs 


414136 


AA812434 


Hs.1 19023 


SMC2 (structural maintenance of chromoso 


453263 


R91778 


Hs.99369 


ESTs 


410888 


AW861207 




gb:RC1-CT0302-120Z00-Ol^cw l/tuou* nomo 


456303 


AA224872 


Hs.1 15088 


ESTs 


431474 


AL133990 


Hs.190642 


ESTs 


439702 


AW085525 


Hs.1 341 82 


ESTs 


458797 


AW0Q1835 


Hs.13323 


hypothetical protein FU22059 


430140 


AW296771 


Hs.221999 


ESTs 


423871 


AA331906 




gb:EST35B05 Embryo, 8 week 1 Homo sapien 


459278 


AW294659 


Hs.34054 


Homo sapiens cONA: FU 22488 fis, clone H 


446672 


T05514 




gb:EST03403 Fetal brain, Stralagene (cat 


431548 


A1834273 


Hs.9711 


novel protein 


416182 
422899 


NM 004354 


Hs.79069 


cyclin G2 


D16471 


Hs.121571 


Human mRNA, Xq terminal portion 


417663 


R07483 


Hs.180461 


ESTs 


405455 








426235 


AI631964 


Hs.34447 


ESTs 


439567 


AI056618 


Hs.134314 


ESTs 


444B48 


AW451176 


Hs.195954 


ESTs 


451426 


AW205003 


Hs.208063 


ESTs 


408172 


W02488 


Hs.46039 


phosphoglycerate mutase 2 (muscle) 


401626 








405780 








417991 


AA731452 


Hs.190008 


ESTs 


443212 


AW269515 


Hs.102500 


hypothetical protein FU20481 



403356 

404518 AI815601 
413581 BE150618 
426701 A1968103 
445510 AA946676 
418663 AK001100 
447617 AI400762 
448150 A1472167 
410140 AL134435 
443283 BE5S8610 
454777 AW820027 
410767 AJ001873 
433183 AF231338 
436168 AK000883 
438456 AA913381 
411185 AW821257 
411880 AW872477 
433567 AF073299 
433805 AA706910 
409434 AF278761 
440184 AB002297 
456555 AW592167 
419189 T95862 
428648 AF052728 
407995 AHB4748 
413200 AA127395 
416421 AA134006 
416737 AF154335 
428356 AL046991 
429216 A1369472 
432488 AA551010 
433386 AW360833 
400869 

416294 D86980 
446190 A1279299 
417801 AA417383 
418122 R42778 
418375 NrVL003081 
443367 AW071349 
446645 A1336596 
434294 AJ271379 
452372 AI885742 
414241 AA425085 
436982 AB018305 
430548 AW450575 
427119 AW880562 
437073 A1BB5608 
437845 AA769578 



Hs.79197 CD83 antigen (activated B lyrnphocytes. i 

gb:RC3-rfT0272-110100-013c06 HT0272 Homo 
Hs.209461 Homo sapiens cONA FU 12836 fis. done NT 

Hs.262824 ESTs 

Hs.41690 desmocoliin 3 

Hs.176675 ESTs 

Hs.302739 ESTs 

Hs.22269 neurexin3 

gb:601342622F1 NlH_MGC_53 Homo sapiens c 
gb:QV0-ST0294-24O300-173^04 ST0294 Homo 

Hs.66185 Homo Sapiens mRNA, partial cDNA sequence 

Hs.222024 transcription factor BMAL2 

Hs.301645 Homo sapiens cDNA FU10021 fis, clone HE 

Hs.190513 ESTs 

gb:PM35T0307-23129W)014)11 ST0307 Homo 
gb:hm30f03.x1 NCI_CGAPJhy4 Homo sapiens 

Hs.1 03132 solute carrier fam3y 9 (sodium/hydrogen 

Hs.1 12742 ESTs 

Hs.1315B1 Homo sapiens testis transcript Y 7 (TTY7 

Hs.7022 dedicatof of cyto-kinesis 3 

Hs.293299 ESTs 

Hs.1 12318 6.2 kd protein 

Hs.1 88021 potassium voltage-gated channel, subfami 

Hs.1 00134 hypothetical protein FU12787 

Hs.222414 ESTs 

HsJ9305 eukaryotic translation initiation (actor 
HsJ9691 UM domain protein 
Hs.10338 ESTs 
Hs.65407 ESTs 
Hs.216640 ESTs 

gb:PM1-CT0243-201099404-d08 CT0243 Homo 

Hs.79170 K1AA0227 protein 

Hs.256564 ESTs 

Hs.82582 integrin, beta-like 1 (with EGF-fike rep 

Hs.2221 7 Homo sapiens clone IMAGE32106, mRNA seq 

Hs.84389 synaptosomal-associated protein, 25kO 

Hs.215937 ESTs 

Hs.156294 ESTs 

Hs.76194 ribosomal protein S5 

Hs.228474 ESTs 

Hs.4007 Sarcotemmal-associated protein 

Hs.5378 spondin 1 , (f-spondin) extracellular mat 

Hs.1 63203 ESTs, Weakly similar to B34087 hypoiheti 

Hs.1 14574 ESTs 

Hs.94122 ESTs 

Hs.90488 ESTs 
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454962 AW847645 
414394 AI904738 
417175 R44558 
456536 AW135986 
401132 

407764 BE008347 - 
428004 AA449563 
450947 A1745400 
456605 AI827786 
452879 AW905328 
454754 AW819191 
429479 AA453488 
448090 AI508821 
401324 
404731 

419936 AI792788 
455571 BE003714 
433990 AA889328 
415239 R42608 
418878 W20090 
438079 R09664 
422183 AA431698 
457460 AI143312 
454145 AA046872 
446577 AB040933 
430664 AW969834 
404588 

407834 AW084991 
413087 BE064655 
440790 AW593050 
452081 AW958859 
421916 R34441 
419261 X07876 
419340 AA236590 
444771 AB023201 
445233 AV653034 
457030 AI301740 
408334 AW514652 
410085 AA428482 
411018 AW813428 
403623 

432223 AA333283 
444050 AW138295 
421036 AA810560 
401459 
404404 

450438 AI696071 
414523 AU076633 
419169 AW851980 
441274 AW593781. 
450785 AA852713 
452401 NM.007115 
400B16 

410307 AF022913 
431906 AW328038 
440046 AW402306 
450271 AI693900 
415811 AA450191 
415273 Z39840 
450519 AA010066 
451421 W16522 
446364 AB006624 
436638 A1271945 
418079 R40058 
448466 A1522109 
448835 BE277929 
415046 R40018 
448134 AI470790 
456027 BE327387 
458023 AW978161 
417079 U65590 
421308 AA687322 
414884 R54418 
449138 AW294215 
455756 BE079307 
428170 H05530 
429878 AA460188 
455000 AW850283 
438369 T77686 
415840 R15955 
444955 AW002844 
436020 AA778177 
453051 AW196690 



gb:!L3.CT0213-280100-05fr-A04 CT0213 Homo 
Hs.76053 DEAD/H (Asp-Glu-Ala-Asp/Hs) box potypep 
Hs.94002 ESTs 
Hs.257859 ESTs 

gb:CMO-BN0154-080400-325-h04 BN0154 Homo 
Hs.151393 glulamate-cysteine ligase, catalytic sub 
Hs.204662 ESTs 
Hs.259044 ESTs 
Hs.180B42 ribosomal protein L13 

gb:CM1-ST028W)71299-061-d08 ST0283 Homo 
Hs.99333 ESTs 
Hs.270289 ESTs 



Hs.1 12950 
Hs.139270 ESTs 
Hs.6616 ESTs 
Hs.191223 
Hs.112794 
Hs.129206 
Hs.62798 
Hs.15420 
Hs.303303 



gb:o!91d05.y5 NCLCGAP_Kld5 Homo sapiens 
gb:QV3-BN0096-200400-161-a01 BN0096 Homo 
ESTs 



ESTs 

Human ONA sequence from clone 1068E13 on 
casein kinase 1, gamma 3 
ESTs 

KIAA1500 protein 
ESTs 



Hs.26100 ESTs 

gb:RC1-BT0313-301299412.c09 BT0313 Homo 

Hs.128580 ESTs 

Hs.7514 Homo sapiens cDNA FU12141 fis, clone MA 

Hs.1 01007 Homo sapiens cDNA: FLJ23546 lis, clone L 

Hs.89791 wingless-type MMTV integration site fami 

Hs.87530 ESTs 

Hs.11912 KIAA0984 protein 

Hs.297559 ESTs 

Hs.1 73381 dihydropyrimidinase-Dke 2 

Hs.321637 ESTs 

Hs.58589 glycogenin2 

gb:MR*-ST0192-010200-21O<:05 ST0192 Homo 

Hs.1 21001 Homo sapiens, done IMAGE:346028Q. mRNA 

Hs.135024 ESTs 

Hs.303577 ESTs 



Hs.253800 ESTs 

Hs.76353 serine (or cysteine) proteinase inhlbito 

Hs.262346 ESTs, Weakly similar to S724B2 hypothetJ 

Hs.131357 ESTs 

Hs.25459 Homo sapiens, alpha-1 (VI) collagen 

Hs.29352 tumor necrosis factor, alpha-induced pro 

Hs.62187 phosphafjayfinositol gtycan, dass K 

Hs.37486 ESTs 

Hs.6877 hypothetical protein FU 10483 

Hs.200920 ESTs 

Hs.172963 hypothefical protein FU14624 

Hs.22229 ESTs 

Hs.224849 Homo sapiens cDNA FU12583 6s, clone NT 

Hs.237689 Homo sapiens cDNA FU13539 fis, ctone PL 

Hs.14912 K1AA0286 protein 

Hs.134984 ESTs 

Hs.6911 ESTs 

Hs.171066 ESTs 

Hs.11081 UBXdomairvcontaining 2 

Hs.56400 ESTs 

Hs.34494 ESTs 

Hs.13913 K1AA1 577 protein 

Hs.268555 5-3 exoribonuctease 2 

Hs.81 134 interieukln 1 receptor antagonist 

Hs.1 92843 leucine zipper protein FKSG1 4 

Hs.183745 hypothetical protein FU13456 

Hs.195631 ESTs 

gb:RC1-BTO623-12020O-011-g09 BT0623Homo 

Hs.12565 ESTs 
Hs.1 27263 ESTs 

Hs.324429 Homo sapiens cONA FU14015 fis. done HE 
Hs.83428 nuclear factor of kappa tight pdypeptid 
Hs.21758 ESTs 
Hs.148641 ESTs 
Hs.121724 ESTs 
Hs.224269 ESTs 
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425178 H16097 Hs.161027 ESTs 3.1 

402145 3.1 

410685 AA497117 Hs.129600 ESTs, Moderately similar to ALU INHUMAN A 3.1 

449238 AA428229 Hs.331561 muscle-specific RiNG^inger protein 3 3.1 

5 456737 BE247203 Hs.124831 CGI-67 protein 3.1 

438214 H06076 Hs.26320 TRABID protein 3.1 

436250 AY004B67 Hs.85844 neurotrophic tyrosine kinase, receptor, 3.1 

411622 AI807894 Hs.47274 Homo sapiens mRNA; cDNA DKFZp564B1 76 (fr 3.0 

_ 418454 AA315308 Hs.195870 hypothetical protein FU14991 3.0 

10 449357 A1076363 Hs.288806 Homo sapiens cDNA FU11778 fis, clone HE 3.0 

418950 T78517 Hs.13941 ESTs 3.0 

431508 NM_012481 Hs.182979 ribosomal protein 112 3.0 

405090 3.0 

445409 AI949081 Hs.147862 ESTs 3.0 

15 452778 R71338 Hs.5921 Homo sapiens cDNA; FU21592 fis, clone C 3.0 

455577 BE006341 gb:RC2-BN0127-240300-011-b05BN0127Homo 3.0 

408235 AA053381 Hs.75969 praline-rich protein with nudear target 3.0 

436194 AK001074 Hs.333435 Homo sapiens cDNA FU10212 fis, done HE 3.0 

452073 AA625150 Hs.82098 ESTs 3.0 

20 427050 AA397789 Hs.161803 ESTs 3.0 

427244 AA402400 Hs.178045 ESTs 3.0 

448405 AW207634 Hs.170849 ESTs 3.0 

433767 AA609245 gb:af13a11.s1 Soares_testis_NHT Homo sap 3.0 

421376 AA287948 Hs.134110 ESTs 3.0 

25 441519 AA972740 Hs.127092 ESTs 3.0 

404367 3.0 

453502 AL039786 Hs.21273 transcription factor NYD-sp10 3.0 • 

421948 L42583 Hs.334309 keratin 6A 3.0 

438155 AA779344 Hs.138136 ESTs, Weakly similar to 1 51 0254A L1 repe 3.0 

30 400608 3.0 

404042 3.0 

405229 . 3.0 

411411 AA345241 Hs.55950 ESTs, Weakly similar to KIAA1 330 protein 3.0 

415452 F09134 Hs.12839 ESTs 3.0 

3 5 430371 087466 Hs.240112 KIAA0276 protein 3.0 

447046 AA326187 Hs.17170 G protein-coupled receptor 4 3.0 

455851 BE146879 gb:QV4-HT0222-26109W)14-c11 HT0222Homo 3.0 

429014 AIB00518 Hs.118158 ESTs 3.0 

405605 3.0 

40 400227 3.0 

439037 AF075084 gb:Homo sapiens full length insert cDNA 3.0 

439693 AI741816 Hs.125897 ESTs 3.0 

427533 R36022 Hs.179566 hypothetical protein FU22624 3.0 

418355 L42563 Hs.1165 ATPase, transporting, nongastric, 3.0 

45 433536 AI732163 Hs.188909 ESTs, WeaWy similar to alternatively sp 3.0 

448446 AI521251 Hs.171030 ESTs 3,0 

449623 C00719 Hs.120440 EST 3.0 

445568 H00918 Hs.268744 WAA1 796 protein 3.0 

440448 AA885428 Hs.125646 ESTs 3.0 

50 428201 AA424158 Hs.206461 ESTs 3.0 

444148 AW003204 Hs.151167 ESTs 3.0 

447972 AL137275 Hs.20137 hypothetical protein DKFZp434P01 16 3.0 

432584 AA928829 Hs.47099 hypothetical protein FU21 21 2 3.0 

_ _ 440925 AW511090 Hs.130419 ESTs . 3.0 

55 428398 AI249368 Hs.98558 ESTs 3.0 

415913 H70302 gb:yr95f07.r1 Soares fetal fiver spleen 3.0 

418145 AF1 21260 Hs.83577 cysteine and glyctoe-rich protein 3 (car 3.0 

413252 BE074910 gb:RC5aT058f>170300-021-F12BT0580Homo 3.0 

400335 Y13187 Hs.248067 Homo sapiens dmd gene, intron 11 3.0 

60 426132 AA370501 gb:EST82261 Prostate gland I Homo sapien 3.0 

436938 AW139680 Hs.161393 ESTs 3.0 

437980 R50393 Hs.278436 KIAA1 474 protein 3.0 

455955 BE162394 gb:PM2-HT0451-1 701 0(W04-a08 HT0451 Homo 3.0 

414899 AW975433 Hs.36288 ESTs 2.9 

65 403786 2.9 

430187 A1799909 Hs.15B989 ESTs 2.9 

451700 AI470262 Hs^9553 ESTs £9 

455866 BE149024 gb:CM0.rfT0249-29109W)84«04HT0249Homo 2.9 

445900 AF070526 Hs.13429 Homo sapiens clone 24787 mRNA sequence 2.9 

70 457041 AA399018 Hs.250835 ESTs 2.9 

415716 N59294 Hs.179662 nucleosome assembly protein 1-Kke 1 2.9 

422336 A1761322 Hs.1 15285 dMroTrooamide S^cetyltransferase (E2 2.9 

451664 AA889081 Hs.153952 5 1 nucleotidase (CD73) 2.9 

407244 M10014 Hs.75431 fibrinogen, gamma polypeptide 2.9 

75 455249 AW876538 gb:RC3-PT0028-19010(W12«)6PT0028Homo 2.9 

428862 NMJJ00346 Hs.2316 SRY (sex determining region Y)-box 9 (ca 2.9 

406076 AL390179 Hs.137011 Homo sapiens mRNA; cDNA DKFZp547P1 34 (fr 2.9 

405302 2.9 

400325 M85292 Hs.247924 Homo sapiens endogenous H1V-1 related se Z9 

oO 408408 AF070571 Hs.44690 Homo sapiens done 24739 mRNA sequence 2.9 

423119 AA322201 Hs.131976 ESTs 2.9 

424152 AL1 33591 Hs.141480 Homo sapiens mRNA; cDNA DKFZp434N079 (fr 2.9 

431980 AA523696 Hs.324507 hypothetical protein FU20985 2.9 
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425793 AA363946 
401462 

45B817 AI522129 
422163 AF027208 
419875 AA853410 
423047 NM_005323 
425349 AA425234 
401368 

418531 R96760 
447290 AM76732 
441143 AI027604 
431292 AA370141 
405783 

444459 AI680624 
402112 R58624 
425745 U44060 
444827 R09764 
451195 U10492 
411417 AW845481 
418343 AA216372 
431595 AA508196 
436187 AK00099B 
455699 BE068121 
459440 BEO48054 
428832 AA57B229 
423492 AF020761 
424235 NM.003181 
437913 AI140825 
443185 NMJM6134 
443458 R05385 
426803 AA362568 
437183 AI928184 
420879 N31165 
442726 AW136066 
456189 H91010 
441115 R69910 
435563 AF210317 
415628 F13080 
423637 AL137279 
443246 T75157 
450877 AI799608 
439063 AF085922 
401526 

408751 N91553 
417320 AA195667 
442927 A1024347 
444125 AI124882 
452148 AF007143 
453901 BE065902 
452589 BE159915 
403011 

436154 AA764950 
408221 AA912183 
430345 AK000282 
415399 T26994 
441817 AW969706 
443556 AA255769 
455092 BE152428 
439703 AF086538 
411024 BE062590 
414546 BE379492 



Hs.20969 ESTs 

Hs.173119 ESTs 

Hs.1 1 2360 prominin (mouse)-tike 1 

Hs.93557 proenkephaTm 

Hs.1 23064 H 1 histone family, member T (testis-spec 

HsJ9886 ribose 5-phosphaie isomerase A (ribose 5 

Hs.1 83758 ESTs 

Hs.263912 ESTs 

Hs.159650 ESTs 

Hs.2281 chromogranin B (secretogranin 1) 

Hs.148676 ESTs 

Hs.2 1 86 eukaryofc translation elongation factor 

Hs.14427 Homo sapiens cDNA: aJ21800 fis, done H 

Hs.20416 ESTs 

Hs.438 mesenchyme homeo box 1 

gb:MR1-CT0056-201199-008-b04 CT0056 Homo 
Hs.159501 ESTs 

gb:nh60f07.s1 NCl_CGAP_Pr8 Homo sapiens 
Hs.297221 Homo sapiens cDNA FU10136 fis, clone HE 

gb:CM1-BT0368-06129W)60-a02 BT0368 Homo 

gb:tz46c03.y1 NCI_CGAP_Brn52 Homo sapien 
Hs.324239 ESTs, Moderately similar to ZN91.HUMAN Z 
Hs.1 29683 ublquilin-conjugating enzyme E2D 1 (homo 
Hs.143507 T brachyury (mouse) homolog 
Hs.1 21623 ESTs 

Hs.284142 chromosome 21 open reading frame 4 
Hs.143509 hypothetical protein FU21924 
Hs.1 79747 ecotropic viral integration site 5 
Hs.1 22011 ESTs 

Hs.238837 ESTs, Weakly similar to S43603 RNA bindi 
Hs.19145 ESTs 
Hs.44940 ESTs 

Hs.29041 Homo sapiens cDNA FU14177 fis. done NT 
Hs.95497 solute carrier family 2 (facilitated glu 

gb:HSC3IO041 normalized infant brain cDN 
Hs.130167 Homo sapiens mRNA; cDNA DKFZp43401214 (f 
Hs.337603 ESTs, Weakly similar to T08680 hypotheti 
Hs.29178 ESTs 
Hs.113968 ESTs 

Hs.258343 ESTs 

Hs.86022 ESTs " 

Hs.131519 ESTs 

Hs.118121 ESTs 

Hs.28205 Homo sapiens done 23738 mRNA sequence 

gb:RC2-BT03l8-15020Q-01 1-b09 BT0318 Homo 

Hs.61406 ESTs, Weakly similar to 2004399A chromos 

Hs.1 19898 ESTs 
Hs.47447 ESTs 

Hs.239681 hypothetical protein FLJ 20275 
HS.17719B ESTs 
Hs.293332 ESTs 

Hs.94949 metiiytmalonyt-CoA epimerase 

gb:CM0-HT0323-1 51 299-1 26-M4 HT0323 Homo 
Hs.196245 ESTs 

gb:QV1-BT026f>281099423-f05 BT0260 Homo 
gb:60!236215F1 NIH_MGC_44 Homo sapiens c 



434715 


BE005346 


Hs.116410 


ESTs 


407594 


AW057584 


Hs.160681 


ESTs 


439235 


N45513 


Hs.46608 


ESTs 


453736 


AL1 18674 


Hs.34871 


zinc finger homeoboxlB 


404967 








437783 


A1683150 


Hs.201550 


ESTs, Weakly similar to AIU1_HUMAN ALU S 


412887 


BE007420 




gb:PM3-BN0142.20030(M)01-c04 BN0142 Homo 


426942 


AA393551 


Hs.97450 


ESTs 


403513 








419077 


AA233885 


Hs.164526 


ESTs 


421823 


N40850 


Hs.28625 


ESTs 


425664 


AJ006276 


Hs.159003 


transient receptor potential channel 6 


451007 


H36108 


Hs.32759 


ESTs 


407B03 


AW081681 


Hs.269064 


ESTs, Weakly similar to T42689 hypolheti 


409642 


AW450809 


Hs.257347 


ESTs 


439492 


AF086310 


Hs.103159 


ESTs 


420814 


AA721156 


Hs.190440 


ESTs 


449508 


AK001566 


Hs.23618 


hypothetical protein FU10704 


42B350 


AW873520 


Hs.1 12017 


GE36 gene 


405456 








442459 


AI264628 


Hs.125428 


ESTs 


415763 


Z42285 


Hs.5181 


prdiferatiorhassodated 2G4, 38kO 
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428532 AF157326 
436720 AW975902 
449539 W80363 
415533 T74009 
408749 H65489 
404652 

423130 AW897586 
424960 BE245380 
402131 

419530 X98330 
456118 AA380267 
444217 AV648751 
449579 AW207260 
412323 AW937143 
418912 NM.000685 
433513 AI566356 
448912 D83781 
451496 AW503407 
420273 AI652864 
451949 U03884 
420756 AA411800 
423532 BE090503 
425012 T77666 
441609 AA946764 
448870 BE181783 
451206 H86228 
457314 AA479597 
416192 NML005036 
418888 AU076801 
455310 AW893961 
459450 AA426429 
424188 AW954552 
423575 C18863 . 
427443 M402713 
452092 BE245374 
413091 BE065063 
421003 T72080 
429593 AK000332 
445611 AW418497 
. 412494 AL133900 
408243 Y00787 
407308 H67394 
423728 AW891294 
404587 M99587 
410483 BE163567 
416431 AW384459 
416805 F13271 
417177 NMJJ04458 
427134 AA398409 
428137 AA421792 
430844 T94960 
441218 BE327561 
440911 AA909536 
411131 AW819212 
438602 A1167149 
441191 AI693930 
403776 

420159 A1572490 
427839 AA608B23 
429905 AL08012B 
449396 BE169100 
450777 AA255646 
45B043 AW979009 
405523 

434849 AW292765 
452755 AW138937 
438055 AA776655 
420908 A1049974 
405738 

417806 AI867277 
430698 AA492071 
441969 A1733386 
446092 N33522 
456869 BE467912 
413617 BE155373 
444931 AV652066 
412236 AW902583 
453264 AA034137 
438370 AA843242 
406092 

454874 AWB36407 
455880 BE153208 
459275 A1808913 



Hs.1 84786 TBP-inleracting protein 

gb:EST38801 1 MAGE resequences, MAGN Homo 
Hs.58446 ESTs 

Hs.268738 ESTs, Weakly similar to ALU7_HUMAN ALU S 
Hs.250659 ESTs 

Hs.21213 ESTs 

Hs.153952 5 nucleotidase (CD73) 

Hs.90821 ryanodine receptor 2 (cardiac) 

Hs.78277 DKFZP434F2021 protein 

Hs.282395 ESTs 

Hs.134014 ESTs, Weakly similar to T46425 hypotheti 

gb:PM1-OT0041-281299^01-f01 DT0041 Homo 

Hs.89472 angiotensin receptor 1 

Hs.171437 ESTs 

Hs.22559 KIAA0197 protein 

gb:Ul-HF-BN0-alw-d-11-O-Ulj1 NlH_MGC_50 

Hs.197257 ESTs 

Hs.463 potassium inwardly-rectifying channel, s 

Hs.189900 ESTs 

gb:RC6-BT0717-110400-011-F11 BT0717Homo 

Hs.92414 Homo sapiens cDNA: FU22030 fis, clone H 

Hs. 133460 ESTs 

Hs.175358 ESTs. Weakly similar. to A475B2 B-ceil gr 

Hs.271780 ESTs, Weakly similar to 138022 hypolheO 

Hs.193669 hypotheUcal protein DKFZp586J1119 

Hs.998 peroxisome proliferative activated recep 

Hs.89436 cadherin 17, U cadherin {Bver-intestin 

gb:RC4-NNO027-06O40O-O11-d11 NN0027Homo 

Hs.98463 EST 

Hs.142634 zinc finger protein 

Hs.163443 Homo sapiens cDNA FU11576 fis, clone HE 

Hs.97872 ESTs 

Hs.27842 hypothetical protein FU1 1210 

gb:RC1-BT0313-11050O.017-€02BT0313Homo 

Hs.95667 F-box protein 30 

Hs.209927 Homo sapiens cDNA FU 20325 fis. clone HE 

Hs.145583 ESTs 

Hs.792 ADP-ribosylation factor domain protein 1 

Hs.624 inlerteukin 8 

Hs.331325 ESTs, Weakly similar to 138022 hypotheti 

Hs.1 321 36 solute carrier family 4, sodium bicarbon 
Hs.104134 homeo box (H6 famHy) 1 

gb:QV3-HTW60-230200-101-b08 HT0460 Homo 
Hs.172004 fffin 

Hs.79981 Human done 23560 mRNA sequence 
Hs.81452 fatty-acid-Coenzyme A Ggase, long-chain 
Hs.173561 EST 
Hs.170999 ESTs 

gb:ye38d07.n Stratagene king (937210) H 
Hs.202345 ESTs 
Hs.143562 ESTs 

gb:CM1-ST028W)7129&O61-c07 ST0283 Homo 
Hs.1 23374 ESTs, Weakly similar to mariner transpos 
Hs.1 48816 ESTs 

Hs.99785 Homo sapiens cDNA: FU21245 lis, clone C 

Hs.98244 ESTs 

Hs.225998 DKFZP434C153 protein 

Hs.195029 ESTs 

Hs.60478 ESTs, Moderately similar to S47073 finge 
Hs.326108 ESTs 

Hs.8053 ESTs 

Hs.213436 ESTs, Weakly similar to A34087 hypotheti 

Hs.270942 ESTs 

Hs.1 00261 Homo sapiens mRNA; cDNA DKFZp564B222 (fr 

Hs.183733 ESTs 

gb:ne97b04.s1 NQ_CGAP_Kid1 Homo sapiens 
Hs.129194 ESTs, Weakly similar to ALU INHUMAN ALU S 
Hs.145894 ESTs 

Hs.154294 discs, large (Drosophila) homolog 1 
Hs.279518 amyloid beta (A4) precursor-like protein 
Hs75113 general transcription factor IIIA 

gb:QV3-NN1024-260400-171-f10 NN1024 Homo 
Hs.271955 ESTs 
Hs.48523 ESTs 

Hs 2701 43 extracellular glycoprotein EMILiN-2 prec 

gb:PMQ-HT0335-050400-007-F1 0 HT0335 Homo 
Hs.339352 Homo sapiens brother of COO (BOC) mRNA, 
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411987 AA375975 
441884 AW172B30 
416211 R14B25 
433128 AB021923 
452259 AA317439 
453696 A1969482 
456208 AW299698 
425876 AW005BB7 
450458 AA009926 
406603 

410181 AI468210 
410871 078367 
412706 R97106 
422897 AA679784 
436329 AI798750 
436679 AI127483 
455992 BE179015 
452594 AU076405 
419296 AA236115 
454747 AW818535 
455791 BE090689 
411409 AW844803 
426662 AA879474 
400266 

438782 M828380 
443764 F23283 
412486 AF210650 
411514 AW850178 
457900 AW976692 
417376 AA253314 
426682 AV660038 
435608 AW1 83971 
413627 BE182082 
432415 T16971 
445660 A170266B 
441396 AW293677 
452046 AB018345 
454936 AW846082 
454434 AA083558 
436888 AI942357 
431613 AA018515 
408812 BE397160 
416690 K84078 
436471 AA719813 
425659 AK000590 
426237 AK001104 
458257 U48351 
455544 AW993880 
407494 U10072 
452821 AW471181 
434222 AF119886 
429864 AA460039 
456273 AF154846 



Hs.1 83380 ESTs. Moderately simflar to ALU8.HUMAN A 
Hs.144884 ESTs 

gb:yg45c03.r1 Soares infant brain 1NIB H 
Hs.23367 EST-YD1 protein 
Hs.28707 signal sequence receptor, gamma (translo 
Hs.1 46286 kinesin family member 13A 
Hs.334625 Homo sapiens cDNA FU14B90 fis, done PL 
Hs.234058 ESTs 

gb:zi07e05.r1 Scares Jetaljiver_spieen_ 

Hs.2612B5 pleiotropic regulator 1 (PRL1, Arabidops 
Hs.66739 keratin 12 (Meesmann cornea! dystrophy) 
Hs.167546 ESTs 
Hs.4290 ESTs 

Hs.1 63960 Homo sapiens heat shock transcription fa 

Hs.1 20451 ESTs, Weakly simflar to unnamed protein 

gb:RC3-HT0612-08050(H)13-h10 HT0612 Homo 

Hs.29981 solute carrier famiiy 26 (sulfate transp 

Hs.120785 ESTs 

gb:RC1-ST0278-140300-016-f05 ST0Z78 Homo 
gb:RC1-BT0720-280300-011-f08 BT0720 Homo 
gb:RC3-CN0056-1703004)15-f0B CN0056 Homo 

Hs.122710 ESTs 

Hs.126733 ESTs 

gb:HSPD22980 HM3 Homo sapiens cDNA clone 
Hs.150858 NAG19 protein 

gb:IL3-CT0219-271099-022-H12 CT0219 Homo 
Hs.291665 ESTs 

Hs.1 541 03 U M protein (similar to rat protein kina 
Hs.2056 UDP giycosyltransferase 1 family, polype 
Hs.250896 ESTs 
Hs.246973 ESTs 

Hs.289014 ESTs, Weakly similar to A43932 mucin 2 p 
Hs.201955 ESTs 
Hs.1B6890 ESTs 
Hs.27657 KIAA0802 protein 

gb:MR3-CT017&OB1099-C02-d01 CT0176 Homo 
Hs.261286 ESTs 
Hs.187870 ESTs 

Hs.264482 Homo sapiens mRNA; cDNA DKFZp761A0411 (f 
Hs.254763 ESTs, Weakly simflar to A42442 integrin 
Hs.108551 ESTs 
Hs.117662 ESTs 

Hs.158836 hypothetical protein FU205B3 

Hs.168241 hypothetical protein FU10242 

Hs.201219 ESTs. Weakly simitar to S1 8946 ultra hig 

gb:RC3-BN0034-24040(M)17-d09 BN0034 Homo 
gbtHuman forkhead family (AFX1) mRNA, pa 

Hs.160874 ESTs 

Hs.283941 Homo sapiens PR02591 mRNA, complete cds 
Hs.286 ribosomal protein L4 
Hs.1 148 zinc finger protein 



411162 


AW819944 




gb:OVO-ST0294-240300-172-e03 ST0294 Homo 


420621 


AA278808 




gb2s79c09.r1 NC1_CGAP_GCB1 Homo sapiens 


435113 


AA665469 


Hs.117136 


ESTs 


438188 


AA779975 


Hs.1 28859 


ESTs 


438295 


AI394151 


Hs.37932 


ESTs 


450181 


H05254 


Hs.201198 


ESTs 


433764 


AW753676 


Hs.39982 


ESTs 


433229 


AB040925 


Hs.91625 


K1AA1492 protein 


443718 


AJ083580 


Hs.221373 


ESTs 


418246 


AM72179 


Hs.121276 


ESTs, Weakly similaT to R5HU7A ribosomal 


453930 


AA419466 


Hs.36727 


hypothefical protein FU10903 


400365 


Y10259 


Hs.274501 


H^apiens ACTH receptor mRNA JUTR 


419318 


AW969742 


Hs.291005 


ESTs 


428527 


A1902398 


Hs.34492 


Cyt19 protein 


404414 








446444 


AI743737 


Hs.24370 


ESTs 


411354 


AW992424 


Hs.288141 


hypothetical protein MGC31 56 


417918 


AA209205 


Hs.163754 


hypothetical protein FU12606 


418310 


AA814100 


Hs.86693 


ESTs 


454481 


AW794878 


Hs.314230 


ESTs, Highly similar to clock (H-sapiens 


,441216 


BE299830 


Hs.192908 


ESTs 


438257 


AW474419 


Hs.224794 


ESTs 


442264 


A1278777 


Hs.263455 


ESTs, Weakly similar to ALU INHUMAN ALU S 


419505 


AA243660 


Hs.143061 


ESTs 


417595 


R07343 


Hs.226823 


ESTs, Moderately similar to 154374 gene 


443555 


N71710 


Hs.21398 


ESTs, Moderately simflar to A Chain A, H 


444517 


A1939339 


Hs.146883 


ESTs 


454867 


AW835924 




gb:PM1-LT0018-25020W)02-e09 LT0018 Homo 


455870 


AW452631 


Hs.313803 


ESTs, Highly similar to AF157B33 1 nonet 
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457630 AI6B0803 
424210 T71397 
447748 AI422023 
411970 AA099142 
441233 AA972965 
400705 

435033 H75391 
440836 AW370882 
431086 AI829692 
455110 BE154505 
455678 BE066007 
4130B8 BE064962 
436196 AKD010B4 
437396 BE140396 
432374 W68815 
442690 AI014727 
441700 AA233556 
410286 AI739159 
403271 

429761 AI276780 
437085 AA743935 
450822 AW771B60 
457506 AF131757 
416585 X54162 
430357 AW976789 
417249 N5819B 
423554 M90516 
440400 AA994364 
440460 H92571 
446302 AI285848 
424012 AW368377 
428944 AA780181 
419647 AA348947 
455500 AW963582 
419435 AI200540 
452450 AW854891 
434699 AA643687 
436421 AI67B031 
447505 AL049266 
419758 U31973 
426698 AA394104 
446861 A1696519 
423025 AA831267 
447624 A1640326 
411736 AW859089 
416334 H53139 
446818 A1342668 . 
454836 AW833711 
442278 AI733477 
453393 AW956392 
420854 AW296927 
408729 AA195764 
455675 BE065984 
411660 AW855718 
455252 AW876627 
409156 N76186 
423175 W27595 
430291 AV660345 
401785 
402369 

439079 AF085937 
412566 AW962574 
411463 AW847645 
413758 BE162391 
404988 

409446 AI561173 
412613 AA653507 
417909 R35614 
454743 AW818456 
406364 
404108 

411934 AW876538 
415747 AA381209 
443526 AW792804 
415319 AA659823 
454864 AW835775 
458771 AW295151 
414349 BE512968 
426589 AW954460 
429515 AL031228 
443614 AV655386 
411772 BE170301 
434784 AA649051 



Hs.1 12627 ESTs 

Hs.222707 KIAA1718 prolein 

Hs.161338 ESTs 

Hs.1 3804 hypothetical protein d J462023.2 

Hs.135568 ESTs 

Hs.255748 ESTs 
Hs.222080 ESTs 
Hs.211561 ESTs 

gb:PMOW0343-28t299-003-e06 HT0343 Homo 
gb:RC3-BT0319-1202(HM)14-d09 BT0319 Homo 
gb:RC1-BT0313-13040W)16<02 BT0313 Homo 
Homo sapiens cDNA FU10222 fis, clone HE 
hypolheiical prolein DKFZp762O076 
Homo sapiens cDNA FIJ1 1346 fis, clone PL 
ESTs, Weakly similar to B28096 line-1 pr 
hypothetical protein FU12994 
DKFZP586N2124 protein 



Hs.333498 
Hs.21621 
Hs.301885 
Hs.160047 
Hs.126908 
Hs.61898 

Hs.135173 

Hs.202329 

Hs.205130 

Hs.274533 

Hs.79386 

Hs.165607 

Hs.182898 

Hs.1674 

Hs.125594 

Hs.234478 

Hs.149757 

Hs.137569 

Hs.41182 

Hs.91816 

Hs.14877 

Hs.194720 

Hs.149425 

Hs.122813 

Hs.18724 

Hs.93173 

Hs.97489 

Hs.14427 

Hs.12244 

Hs.62713 

Hs.36271 
Hs.279765 

Hs.166313 
Hs.110376 

Hs.72639 



Hs.173518 
Hs.18653 
Hs.238126 



Hs.38348 



Hs.6768B 
Hs.285711 

Hs.79347 



Hs.134002 
Hs.34955 



Hs.163612 



Hs.204370 
Hs.7645 

Hs.164007 



ESTs 
ESTs 
ESTs 

Homo sapiens clone 24926 mRNA sequence 

leiomodin 1 (smooth muscle) 

ESTs 

ESTs 

gtutamine-tructose-6-phosphate transamin 
ESTs. Weakly similar to T25472 hypotheli 
Homo sapiens cDNA: FU2264B fis, clone H 
ESTs 

tumor protein 63 kDa with strong homolog 
Homo sapiens DC47 mRNA, complete cds 
hypothetical protein 

gb:EST375655 MAGE resequences, MAGH Homo 
ESTs, Weakly similar to (defline not ava 
ATP-binding cassette, sub-family G (WHIT 
Homo sapiens cDNA FU11980 fis, clone HE 
ESTs, Weakly simitar to ZN22.HUMAN ZINC 
Homo sapiens mRNA; cDN A DKFZp564F093 (fr 
phosphodiesterase 6C, cGMP-specific, con 
ESTs 

Homo sapiens cDNA: FU21800 fe, clone H 

hypothetical protein FU20097 

ESTs 

gb:MR1-CT0350M502QM02-d02 CT0350 Homo 

ESTs 

ESTs 

gb:QN4-TT000B-251 199-043*11 TT0008 Homo 

ESTs 

ESTs 

gb:UI-H-BW0-ajoc-07-(HJI.s1 NCLCGAP_Su 
ESTs 

gb:RC3-BT0319-1 20200-01 4-a06 BT0319 Homo 
gb:RC1-CT0279-070100-021-a06 Q0279 Homo 
gb:RC3-PT0028-120200-01W11 PT0028Homo 
M-phase phosphoprotein homolog 
hypothetical protein FU14627 
CGI-49 prolein 



ESTs 

gb:EST374647 MAGE resequences, MAGG Homo 
gb:lL3£T0213-28010OO56-A04 CT0213 Homo 
gb:PM2-rU0451^01(KW)02-f04 HT0451 Homo 

ESTs 

hypothetical protein FU13089 
gb:yg66e08.r1 Soares infant brain 1 NIB H 
K1AA0211 gene product 



gb:RC3-PTM28-190100-012-b06 PT0028 Homo 
gb:EST94257 Activated T-cells I Homo sap 
ESTs 

Homo sapiens cDNA FU13485 fis, clone PL 
gb:QV4-lT0015-240200-1 10404 LT0016 Homo 
ESTs 

gb:601 1 72296F1 N1HJK3CJ5 Homo sapiens c 
gb:EST366530 MAGE resequences, MAGC Homo 
DNA segment on chromosome 6 (unique, pse 
fibrinogen, B beta polypeptide 
gb:QV4-HT0536MM0500-193-f05 HT0536 Homo 
ESTs 

375 
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429322 D86984 
446252 A1283125 
453361 AA035197 
455275 AW977806 
449410 AA001356 
451403 AA885569 
458861 AJ630223 
416944 N22809 
423010 W25436 
412505 AA974491 
446399 AI298405 
412139 BE044976 
403691 

424025 AJ7018S2 
420352 BE258835 
422342 AA309272 
447343 AA256641 
457770 BE065030 
427731 AA411750 
426920 AA393351 
427794 AA709186 
429903 AL134197 
454190 AW177821 
414550 BE379808 
436391 AJ227892 
401989 

423346 AI267677 
444905 AW135863 
424539 L02911 
400861 

458426 AI084514 
429520 AA160142 
403568 

430692 X8O240 
451078 AI927694 
424560 AA158727 
427888 AA417088 
425541 AA359119 
422840 U44059 
404708 
405008 



Hs.199243 
Hs.150009 
Hs.107375 

Hs.18159 
Hs.40919 



Hs.90725 
Hs.21734 
Hs.150080 



Hs.301296 



Hs.236894 

Hs.1 24179 

Hs.20943 

Hs.132121 

Hs.282963 

Hs.93597 



Hs.146274 

Hs.127416 
Hs.209228 
Hs.1 50402 

Hs.249587 
Hs.205058 



Hs.204470 
Hs.150555 
Hs.137598 

HS.1214B1 



KIAA0231 protein 

ESTs 

ESTs 

gb:EST389810 MAGE resequences, MAGO Homo 
ESTs 

Homo sapiens cDNA FU1451 1 fis, done NT 
gb:ad06g08/1 Proliferating Erythroid Ce 
gb:yw41e07.s1 Weizmann Olfactory Epithel 
ESTs, Moderately similar to 138022 hypot 
ESTs 
ESTs 

gb:hn25b1Q.x1 NO_CGAP_Thy7 Homo sapiens 

Homo sapiens cDNA: FU23131 lis, done L 
gb:601117374F1 NIH_MGC_16 Homo sapiens c 
gb:EST1 80209 Uver, hepatocellular card 
ESTs, Highly similar to S02392 alpha-2-m 
ESTs 
ESTs 
ESTs 
• ESTs 

cyclin-dependent kinase 5, regulatory su 
gb:ll3-HT0059-180899-OO7-CO5 HT0059 Homo 
gb:601159567T1 NIH_MGC_53 Homo sapiens c 
ESTs 



80 



453772 


BE281431 


Hs.16323 


411036 


AAB57218 


Hs.297007 


444575 


AI264847 


Hs.22545 


449311 


A1657014 




454277 


AW295069 


Hs.31743 


454566 


AW807S05 




454597 


AW809648 




416208 


AW291168 


Hs.41295 


407851 


NMJJ14496 


Hs.40434 


446554 


AA151730 


Hs.301789 


452850 


H23230 


Hs.22481 


406468 






407300 


AA102616 




408617 


R61736 


Hs.124128 


409627 


AW997628 


Hs.313637 


416665 


H72974 




417404 


NM.007350 


Hs.82101 


41B994 


AA296520 


Hs.89546 


428709 


BE268717 


Hs.104916 


429654 


AI435046 


Hs.164318 


432253 


AW090822 


Hs.274174 


439786 


AV652707 


Hs.33756 


445432 


AV653771 




453052 


R63050 


Hs.223813 


454137 


AW500340 


Hs.313B76 


459608 


AL119471 




452843 


A1796769 


Hs.208320 


433222 


AW514472 


Hs.238415 


449695 


AA164569 


Hs.34550 


431532 


A1537817 


Hs.270311 


425967 


NM.007159 


Hs.4007 


400641 






430982 


R17432 


Hs.22217 


432808 


NM_015985 


Hs.278973 


410845 


AW8071B2 




411561 


H81164 


Hs.285017 


421083 


AA283628 


Hs.298016 


423513 


AF035960 


Hs.129719 


434627 


AI221894 


Hs.39311 


435663 


A1023707 


Hs.134273 


455879 


BE153275 




451797 


AW663858 


Hs.333513 



synaptojanin 1 
ESTs 

adivinAreceplontypel 
ESTs 

hypothetical protein FU 20075 

gb:H.sapiens endogenous retrovirus HERV- 
ESTs 

protein predided by done 23733 
ESTs 

gb:EST68172 FetaJ lung It Homo sapiens c 
thyrotrophic embryonic fador 



Homo sapiens. Similar to G antigen 8, d 
membrane-bound transcription factor prot 
Homo sapiens cDNA FU12935 fis, done NT 
gb:tt49a12x1 NCI_CGAP_GC6 Homo sapiens 
ESTs, Weakly similar to Z157_HUMAN ZINC 
gb:MR4-ST0098-1201(KW)01-b06 ST0098 Homo 
gb:MR4-ST0124-261099-015-d01 ST0124Homo 
ESTs, Weakly similar to MUC2_HUMAN MUCIN 
ribosomal protein S6 kinase, 90kD. pdyp 
nudix {riudeoskte diphosphate finked moi 
ESTs, Moderately similar to A46010 X-lin 

gb:zn43e07.s1 Stratagene HeLa cell s3 93 

ESTs 

ESTs 

O,b:yu28a10.s1 Scares fetal liver spleen 
pteckstrin homotogy-like domain, family 
selecfm E (endothelial adhesion motecul 
hypothetical protein FU21940 
ESTs 

transcription elongation factor (SHI) e 
Homo sapiens mRNA full length insert cON 
gb AV653771 GLC Homo sapiens cDNA clone 
ESTs 

ESTs. Weakly similar to 138022 hypothetl 
gb:DKFZp761M141_r1 761 (synonym: hamy2) 
ESTs 

ESTs, Moderately similar to ALU8_HUMAN A 
ESTs 

ESTs, Weakly simitar to ALU1_HUMAN ALU S 
Sarcolemmal-assodaled protein 

Homo sapiens done IMAGE:32106, mRNA seq 
angiopoietin-3 

gb:MR4-ST0062-18020(WK)1-b04 ST0062 Homo 

hypothefical protein FU21799 

ESTs, Weakly similar to I38022 bypolheti 

transglutaminases 

ESTs 

ESTs 

gb:PM0-HT0335-18040(M)0&-e11 HT0335 Homo 
small indudble cytokine subfamily E, me 
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409041 AB033025 
423244 AL039379 
453874 AW5917B3 
448889 BE140902 
439481 AF086294 
412074 S74683 
403053 R58624 
409298 AA070211 
411322 AW887330 
447640 AI417187 
447849 AI538147 
458763 AI693417 
404638 

413986 Z43567 
407721 Y12735 
422321 AA906427 
408238 W95901 
436747 AW977192 
437048 AA743240 
413143 BE067232 
404561 

444009 AI380792 

400250 

403891 

417002 T79613 
439446 AI927629 
441227 AW2954D7 
445038 AI635444 
455107 BE154113 
458624 AI362790 
459344 AW499533 
452605 AW968557 
457652 AF1 16656 
450068 AW207212 
444750 AW242684 
414591 A1888490 
407264 L34727 
443169 AI038687 
426536 AI949749 
449752 A166B626 
459592 AL037421 
429504 X99133 
429063 AW363845 
430484 D82880 
423673 BE003054 
447375 A1376660 
444230 H95537 
439911 AA854024 
421296 NM_002666 
449385 A1650471 
430044 AA464510 
427131 AA448460 
409103 AF251237 
421354 M7664B5 
423740 Y07701 
440048 AA897461 
441358 AW173212 
453857 AL080235 
414290 AI568801 
427342 AL1 10150 
459459 AA460445 
434638 H50758 
442717 RB8362 
419637 W27493 
431169 AW971240 
449432 AW451361 
458734 AI554946 
449529 AI990559 
426088 AF038007 
420195 N44348 
418105 AW937488 
430957 AI937072 
418188 AW139413 
424103 NMJXH918 
454324 AW60B930 
437369 AA765230 
453211 W84829 
451099 R52795 
400462 

413697 AA131315 
421755 AW169454 
424195 U50536 
434163 AW974720 



Hs.50081 KIAA1 199 protein 
Hs309602 ESTs, Weakly similar lo ubiquitous TPR m 
Hs.36131 collagen, type XIV. alpha 1 (undulin) 

gb:IL1-HT0028-240699-001-C11 HT0028Homo 
Hs.1 25844 ESTs 
Hs.73139 ADP-ribosyltransferase 1 
Hs.2186 eukaryotic translation elongation factor 

gbzm68c04.s1 Stralagene neuroepithelium 
Hs.1 72405 cell division cycle 27 

gb:tg75g11jc1 Soares_NhHMPu_S1 Homosapi 
Hs.164277 ESTs 
Hs.293309 ESTs 

gb:HSC1 FC021 normalized infant brain cDN 
Hs.3B01 8 dual-specificity tyrosine-(Y)-phosphoryl 
Hs.1B1035 hypothetical protein MGC11296 

gb:ze43d1 1.r1 Soares retina N2MHR Homo 
Hs.291343 ESTs 
Hs.915B2 ESTs 

gb:PM2-BT0347-170200-001-b05 BT0347 Homo 



Hs.135104 ESTs 



Hs.14613 
Hs.57873 
Hs.128893 
Hs.143917 

Hs.278639 

Hs.257976 

Hs.90012 

Hs.273809 

Hs.280925 

Hs.243623 

Hs.55902 

Hs,1 33338 

Hs.44441 

Hs.61773 

Hs.208746 

Hs.204238 

Hs.122142 

HsJ241548 

Hs.1695 

Hs.257822 

Hs.146067 

Hs.189110 

Hs.1 03253 

Hs.270370 

Hs.152812 

Hs.1 12017 

Hs.112208 

Hs.269664 

Hs.293007 

Hs-328737 

Hs.129041 

Hs.35861 

Hs.71721 

Hs.176680 



Hs.180591 



Hs.196529 

Hs.158794 

Hs.232033 

Hs.166196 

Hs.26243 

Hs.178000 

Hs.55043 

Hs.151880 

Hs.139410 

Hs.52184 

Hs.121742 

Hs.25954 



ESTs 
ESTs 
ESTs 

□M467N11.1 protein 

gb:PM1-HT0340-151299-003-a08 HT0340 Homo 
KIAA1684 protein; likely homolog of mous 
ESTs 

hypothetical protein FU23441 

Homo sapiens PR01 167 mRNA, complete cds 

ESTs 

ESTs 

ESTs, Weakly similar lo ALUSJWMAN ALU S 
gb:Homo sapiens T-celt receptor beta (TC 
ESTs 
ESTs 

Homo sapiens cDNA FU11648 fis, clone HE 

ESTs, Moderately similar to pot ORF 1 [ 

Gpocalin 2 (oncogene 24p3) 

ESTs, Weakly similar to A46010 X-finked 

RASp21 protein activator 2 

matrix metalloproteinase 12 (macrophage 

ESTs 

ESTs 

ESTs 

perilipin 

ESTs 

ESTs 

GE36gene 
XAGE-1 protein 
ESTs 

amino peptidase puromyctn sensitive 
ESTs, Weakly similar to envelope protein 
ESTs 

DKFZP586E1621 protein 
ESTs 

Homo sapiens mRNA; cDNA DKFZp586D0724 (f 
gb:zx66h11.r1 Soares JotalJetus_Nb2HF8_ 
gb^p86e06 j1 Soares fetal fiver spleen 
ESTs. Weakly similar to T23976 hypotheti 
gb:31h10 Human retina cDNA randomly prim 
gb£ST383329 MAGE resequences, MAGL Homo 
ESTs 
ESTs 
ESTs 

ATPase, Class I, type 8B, member 1 
Homo sapiens cONA FU 1 1 177 fis, done PL 
ESTs. Weakly similar to FV1 MOUSE FRIEND 
Homo sapiens cDNA FU 13277 fis, done OV 
ESTs 

dihydrolipoamlde branched chain transacy 

hypothetical protein FU20618 

ESTs 

gb2h53f04j1 Soares_fetaiJiver_spieen_ 
interleukin 13 receptor, alpha 2 



Hs.47144 DKFZP586N0819 protein 
Hs.207422 ESTs. Weakly similar to S71949 metallopr 
Hs.142907 Human BRCA2 region, mRNA sequence CG01 1 
Hs.25206 group XII secreted phosphoripase A2 

377 
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435985 


AA703154 


Hs.191934 


ESTs 


449916 


T60525 


Hs.299221 


pyruvate dehydrogenase kinase, Isoenzyme 


458661 


A1299789 


Hs. 166999 


bo \ s, wioueraiery similar id ioooh** uu» 


459023 


AW968226 


Hs .60798 


ESTs 


406005 
456561 


AI868634 


Hs.246358 


ESTs, WeaWy siniiiar 10 i J"su nypoineu 


452151 


R43077 


. Hs.22t747. 


ESTs 


436590 


AI393115 


Hs.127655 


ESTs 


430151 


AW968203 




gb:EST380398 MAGE resequences, MAGJ Homo 


445635 


AI769774 


Hs.209831 


° _ _ _ _ , _ . , t . . All 14 tlltl.lA.MAl ll O 

ESTs. WeakJy smular to ALU1_HUMAN ALU S 


433479 


AW511459 


Hs.249972 


ESTs 


441676 


BE564206 


Hs.49889 


ESTs 


407965 


W21483 


Hs.41707 


heat shock 27kD protein 3 


450682 


242993 


Hs.25320 


Homo sapiens done 25142 mRNA sequence 


452958 


AA883929 


Hs.40527 


ESTs 


454032 


W31790 


Hs.194293 


ESTs, WeaWy simflar to 154374 gene NF2 


405347 








440577 


AA889945 
BE088828 


Hs.326381 


EST 


455780 




gb:CM2-BT0693-230300-129-g09 BT0693 Homo 


457024 


AA397546 


Hs.1 19151 


ESTs 


404249 








437511 


AI807500 


Hs.125247 


ESTs 


421338 


AA287443 




gb:zs52c10.r1 NCI_CGAP_GCB1 Homo sapiens 


425146 


AW954627 




gb:EST366697 MAGE resequences, MAGC Homo 


428277 


AA425220 


Hs.179203 


ESTs 


444870 


AI200621 


Hs.148504 


ESTs 


402090 








458507 


AI185703 


Hs.206957 


ESTs 


443054 


AI745185 


Hs.8939 


yes-associated protein 65 kOa 


446534 


AI307356 


Hs.1 75225 


ESTs 


453111 


AB014598 


Hs.31720 


hephaestin 



405230 
405935 

413642 BE154837 
420724 AA279694 
436998 AA745625 
445748 U80765 
434283 AW235341 
407404 AF040257 
440621 AW296024 
423417 AP000365 
424131 AA335714 
450737 AW007152 
453687 T55674 
442704 AI015463 
457756 AA126136 
412732 AW993300 
418998 F13215 
419751 AW195581 
429485 AW197086 
433377 A1752713 
434896 AW022054 
441675 AI914329 
444711 AI188739 
445621 AI733818 
449182 AW292381 
430987 Y08564 
404068 

414366 BE549143 
438315 R56795 
423161 AL049227 
447998 AI768289 
410150 AW382942 
432792 AA448114 
443363 AI792629 
440729 AA904739 
411045 AW854591 
459207 AW138410 
459124 AW301478 
458684 BE281115 
427962 AA946582 
401899 

432116 AA902953 
404196 

410999 AW813004 
413308 W28131 
430264 AA470519 
443482 AW188093 
453305 R39224 
451963 AI825440 
453043 AW136440 
435559 AF209198 
440727 AI073991 



gb:PM1-HT0345-121199-001-c08 HT0345 Homo 

Hs.191540 ESTs 

Hs.291414 ESTs, Weakly similar to ALU8.HUMAN ALU S 

Hs.13252 Human EST done 22453 mariner transposon 

Hs.58715 thiamine pyrophosphokinase 

gb:Homo sapiens TNF receptor homolog mRN 

Hs.1 50434 ESTs 

Hs.128342 potassium large conductance caldum-acti 

Hs.199665 ESTs 

Hs.203330 ESTs 

Hs.283108 hemoglobin, gamma G 

Hs.130987 ESTs 

Hs.38125 interferon-induced protein 75, 52kD 

gb:RC2«BN0033-180200-015-g06 BN0033 Homo 
Hs.287849 ESTs, WeaWy similar to T22074 hypolheti 
Hs.93121 WAA0761 protein 
HS.9933B ESTs 
Hs.43845 ESTs 
Hs.1 36591 ESTs 
Hs.5461 ESTs 
Hs.148488 ESTs 
Hs.145549 ESTs 
Hs.224150 ESTs 

Hs34B190 UDP-N-acetyl-a!pha-r>ga!actosamine:poiyp 





gb:601076456F1 N1H.MGCJ2 Homo sapiens c 


Hs.82419 


ESTs 


Hs.124776 


Homo sapiens mRNA; cDNA DKFZp564N1116 (f 


Hs.304389 


ESTs 


Hs.6774 


ESTs 


Hs.278950 


protocadherinbetal. 


Hs.133293 


ESTs 


Hs.128204 


ESTs 


Hs.115325 


RAB7, member RAS oncogene femfly-fike 1 


Hs.45051 


ESTs 


Hs.184592 


protein kinase, lysine deficient 1 


Hs.98855 


hypothetical protein FU20909 


Hs.8700 


deleted in liver cancer 1 


Hs.308538 


ESTs 



gb:RC3-ST01B6-230300-019M2 STQ186 Homo 
gb:42f7 Human retina cDNA randomly prime 
gb:nc71f10.s1 NC!_CGAP_Pr1 Homo sapiens 

Hs.250385 ESTs 

Hs.267997 EHM2gene 

Hs.224952 ESTs 

Hs.224277 ESTs 

Hs.42636 zinc finger protein 277 

Hs.134268 ESTs, Weakly similar to 2109260A B cell 

378 
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434120 AI436050 Hs,143937 ESTs 

429768 AA805719 Hs.192154 ESTs 

425292 NMJJ05824 Hs.1 55545 37 kDa leucine-rich repeat (LRR) protein 

455841 BE145836 gb:MRft-HT02O8-1O1299-202«b0B HT0208 Homo 

5 411093 8E087650 gb:MR4-BT0358^0300-003-e01 BT0358 Homo 

430706 NMJ)03540 Hs.247816 H4 histone family, member C 

428268 AA424957 Hs.294132 ESTs 

458833 AW236702 Hs.171431 ESTs, Weakly similar to A46010 X-linked 

452215 AK002043 Hs.28472 hypothetical protein FIJ1 11 81 

10 444109 AI124553 Hs.48965 Homo sapiens cDNA:FlJ21693fis, clone C 

428411 AW291464 Hs.1033B ESTs 

433098 AW190593 Hs.151143 ESTs 

424882 AI379461 Hs.153636 far upstream element (FUSE) binding prot 

453178 AA496086 Hs.61648 ESTs 
15 404569 

413841 M34276 Hs.75576 plasminogen 

424068 U50531 Hs.1 38751 Human BRCA2 region, mRNA sequence CG030 

433532 AW975367 gb:EST387475 MAGE resequences, MAGN Homo 

442710 AI015631 Hs.23210 ESTs 

20 444206 AW301017 Hs.1 46492 ESTs 

451264 AI768235 gb:wg82g03.x1 Soares_NSFJ : 8JWJ)T_PA_P_S 

454784 AW820626 gb:RC0-ST0299-190100-012^10ST0299Homo 

429080 AA446228 Hs.99057 ESTs 
404166 

25 416327 R99B22 Hs.36172 ESTs 

400631 AF173937 Hs.1 09494 secreted protein of unknown function 

438504 AW665281 Hs.224625 ESTs 

435325 AI038388 Hs.1 19309 ESTs 

421253 AI188102 Hs.31028 ESTs 

30 427046 BE246180 Hs.121385 ESTs 

432711 AA563785 Hs.1 52465 ESTs, Weakly similar to I38022 hypotheti 

439715 AA524504 Hs.42612 ESTs, Weakly similar to ALU1_HUMAN ALU S 

441398 AA932398 Hs.292036 ESTs, Weakly similar to B34087 hypotheti 

448458 AW614367 Hs.1 71054 ESTs 

35 452542 AW812256 gb:RC0-ST0174-191099-O31-a07 STOW Homo 

417768 R24732 Hs.175139 ESTs 

427374 AI150033 Hs.143685 ESTs 

446847 T51454 Hs.82B45 Homo sapiens cDNA: FU21930 lis, clone H 

423600 AI633559 Hs.310359 ESTs 

40 413006 W03857 Hs.34298 ESTs 

434698 BE044674 gb:hm46f02x1 NCLCGAP_RDF1 Homo sapiens 

407639 AW205369 Hs.312830 ESTs 

455121 BE156459 gb:QVO-HT0368-040100-082-f06 HT0368 Homo 

448117 H49129 Hs.172982 ESTs 

45 443931 H23213 Hs.22657 ESTs 

450795 AW173371 Hs.60435 ESTs 

418632 AW1 18745 Hs.9460 Homo sapiens mRNA; cDNA DKF2p547C244 (fr 

419441 AW023731 Hs.274368 MSTP032 protein 

455067 ' AW854538 gb:RC3-CT0255-20Q10(H>24-b02 CT0255 Homo 

50 418291 BE300369 Hs.289038 hypothetical protein MGC4126 

455964 BE166924 gb:CM4-HT0501-240300-519-f01 HT0501 Homo 

445944 H06336 Hs.13480 Homo sapiens clone 24875 mRNA sequence 

424827 AI057094 Hs.96867 Homo sapiens cDNA: FU231 55 fis, clone L 

449272 AW137656 Hs.197645 ESTs 

55 445292 AV653264 Hs.139B2 Homo sapiens cDNA FU 14666 fis, done NT 

415131 D61119 gb:HUM15BC11B Ctontech human fetal brain 

444715 AV650947 Hs,282464 ESTs 

439560 BE565647 Hs.74899 hypothetical protein FU 12820 

444140 AV648089 Hs.2823B3 ESTs 

60 423949 AKM4546 Hs.130912 ESTs 

428434 AW363590 Hs.65551 Homo sapiens, Similar to DNA segment Ch 

445711 T79611 Hs.193691 ESTs 

424565 AW102723 Hs.75295 guanylate cyclase 1, soluble, alpha 3 

455201 AW947884 gb:PM1-MT00ir>20030OO01-g08 MT0010 Homo 

65 429180 AA806287 Hs.5B893 ESTs 

418849 AW474547 Hs.53565 Homo sapiens PIG-M mRNA for mannosyltran 

425523 AB007948 Hs.158244 KIAA0479 protein 

416509 N57713 Hs.260899 ESTs, Moderately similar to ZN91_HUMAN Z 

419337 AW291112 Hs.20997B ESTs 

70 419699 AA248998 Hs.173044 ESTs, Weakly similar to 138022 hypotheti 

428976 AL037824 Hs.1 94695 ras homolog gene family, member I 

436294 AA708310 gb2g07b07.s1 Soares_pineaLglandJI3HPG 

458925 R15891 Hs.281587 Human {clone CTG-A4) mRNA sequence 

433939 AL133887 Hs.254122 hypothetical protein 

75. 450048 AI693269 Hs.202273 ESTs 

Hs.26771 Human DNA sequence from done 747H23 on 
Hs.334840 ESTs, Moderately similar to I78885 serin 

405920 

80 



451640 AA195601 

416677 T83470 
405920 
405747 

412105 H07971 

420457 AA482280 

407726 AA435679 

423720 AL044191 



Hs.94319 VPS10 domain receptor protein 

Hs.191656 ESTs 

Hs.88594 ESTs 

Hs.23388 hypothetical protein DKFZp434F0318 
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409517 


X90780 


Hs.1 20036 


troponin I, cardiac 


435352 


A1056599 


Hs. 120893 


ESTs 


439871 


R88518 


Hs.46736 


hypothetical protein FU23476 


444098 


AV647969 


Hs.109694 


K1AA1451 protein 


449276 


AW241510 


Hs.252713 


ESTs 


417712 


AA205569 


Hs.194193 


ESTs, Moderately similar lo ALUt.HUMAN A 


449015 


AL038958 


Hs.22868 


protein tyrosine phosphatase, norwecept 


411377 


AW841462 




gb:RC6-CN0014-080300-012-B09 CN0014 Homo 


429276 


AF056085 


Hs.198612 


G protein-coupled receptor 51 


411816 


AW864609 




gb:PM3^N0017-240300-001-h03 SN0017 Homo 


455280 


AW886156 




gb:RC5-OT0078-150300-021-E08 OT0078 Homo 


407809 


AW082279 


Hs.244106 


ESTs 


420478 


AA521259 


Hs.193796 


ESTs 


424073 


U03493 


Hs.138959 


gap junction protein, alpha 7, 45kD (con 


445117 


AI208754 


Hs.147369 


ESTs 


459390 


BE385725 




gb:601276347F1 NlH.MGC .20 Homo sapiens c 


420230 


AL034344 


Hs.284186 


forkhead boxC1 


411517 


AW850267 




gb:ll3£T0219-161199-031-A09 CT0219 Homo 


403678 








457003 


S78234 


Hs.172405 


ceil division cycle 27 


404531 


Z25884 


Hs.121483 


chloride channel 1 , skeletal muscle (Th 


423045 


AW967472 


Hs.183302 


PCTAIRE protein kinase 2 


409427 


AW389668 




gb:RC2-ST0168-071299-013-f06 ST0168 Homo 


434745 


AW974445 


Hs.185155 


ESTs. Weakly similar to T1 2482 hypotheti 


400696 








407259 


L02256 




gb:Human Fab fragment binding syncytial 


411893 


R82845 


Hs.273789 


ESTs 


428192 


AA424051 


Hs.304742 


ESTs 


435634 


T82384 




gb:yc14f05.r1 Stratagene lung (937210) H 


438018 


AK001160 


Hs.5999 


hypothetical protein FU10298 


458303 


AI264628 


Hs.125428 


ESTs 


405692 







403572 

415380 F07953 
433014 NM..014711 
417859 T26453 
456472 AK001714 
444106 AI123922 
428231 U17989 
454086 AW885909 
425071 NMJ>13989 
416348 H65887 
403780 

414262 AW975616 
419423 D26488 
442078 AW26B583 
452975 M85521 
419216 AU076718 
416588 H66558 
42536B AB014595 
425686 M73531 
441638 AW293202 
446845 A1343645 
422563 BE299342 
436574 AW293527 
424584 H10692 
456347 U00803 
446901 AI347274 
459364 W69284 
430686 NMJJ01942 
414831 M31158 
425707 AF115402 
403525 

453343 AA905353 
421574 AJ000152 
449327 AI638743 
454769 AW819848 
420493 AI635113 
401614 
404767 
403534 

410594 AW770778 
436193 AA706059 
439626 N22415 
456481 AA258033 
441453 AW176106 
424946 M64572 
437332 AA814943 
454419 AA082211 
416225 AA577730 
450579 AW136774 
400664 

447613 AL041057 



Hs.16085 putative G-protein coupled receptor 

Hs.279912 KIAA0419 gene product 

gb:AB214F6R Infant brain, LLNL array of 

Hs.95744 hypothetical protein similar to ankyrin 

Hs.1 38215 Homo sapiens cDNAFU 11400 fis, clone HE 

Hs.1 83105 nuclear autoantlgen 

Hs.6975 PRO1073 protein 

Hs.154424 deiodinase, iodothyronine, type II 

Hs.272163 ESTs 

Hs.291469 ESTs 

Hs.90315 KIAA0007 protein 
Hs.262629 ESTs 

Hs.244482 Homo sapiens, clone 1MAGE361 1719, mRNA, 
Hs.164021 sjTiaB inducible cytokine subfamily B(Cy 
gb:yu16e04.r1 Soares fetaJ liver spleen 
Hs.155976 culfin48 

Hs.1 937 retinal degeneration, slow (retinitis pi 
Hs.133451 ESTs 
Hs.156108 ESTs 

Hs.19348 hypothetical protein FU13119 

Hs.126465 ESTs 

Hs.13310 ESTs 

Hs.89426 fyn-retated kinase 

gb:tc05d02j(1 NCLCGAP_Co16 Homo sapiens 
gbzd46c03.r1 Soares_fetal_hearLNbHH19W 

Hs.2633 desmoglein 1 

Hs.77439 protein kinase, cAMP-dependerrt, regulato 

Hs.11713 E74-Bke factor 5 (ets domain transcript 

Ks.121622 ESTs 
Hs.105924 defensin,beta2 
Hs.224672 ESTs 

gb:QVO-ST0294-070300-151-b04 ST0294 Homo 
Hs.270356 ESTs, Weakly similar to I78885 serine/th 



Hs.281238 ESTs 
Hs.255286 ESTs 
Hs.189080 
Hs.108110 
Hs^85459 
Hs.153932 



Hs.233936 
Hs.188684 
Hs.48614 



ESTs 

DKFZP547E21 10 protein 
ESTs 

protein tyrosine phosphatase, norwecept 
gb:ocO7d06.s1 NQ_CGAP_GCB1 Homo sapiens 
myosin, light polypeptide, regulatory, n 
ESTs, Weakly simitar to PC4259 ferritin 
ESTs 



Hs.33363 OKFZP434N093 protein 
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402689 AKQ01334 
430884 AF053748 
432797 AA565264 
405608 

426365 AA376667 
405634 

423646 H02364 
434690 AI867679 
436572 AA723274 
447044 AF030107 
448828 A1580298 
457802 T78013 
444585 AW170015 . 
433781 AA609379 
450587 AI828854 
434077 AF116659 
448756 A1739241 
430388 AA356923 
454471 AW902125 
419107 AW085152 
455114 AW857121 
416548 H62953 
454117 BE410100 
456056 AA463550 
409998 M78345 
422352 AA766296 
409191 AWB18390 
433919 AA746311 
455771 BE084820 
431632 AK000992 
454716 AWB50684 
413752 BE161807 
45B037 AF074982 
434239 AF119910 
435133 AJ010482 
442772 AW503680 
400697 

455685 BE066976 
447039 AV661798 
404593 

422728 AW937826 
421976 AL138443 



401673 

425001 U55184 
447816 NM.007233 
416143 AI955650 
419118 AA234223 
426261 AW242243 
449808 AA694220 
454749 AW818649 
456933 AA363946 
402942 

437064 AI023264 
458623 AI305223 
415257 F03016 
426269 H15302 
442783 AI017586 
444313 AI140494 
453444 AL036531 
422757 A1909935 
430013 AA463833 
437138 AJ935622 
40638 

409723 AW885757 
414481 AW451956 
433266 AI863224 
435090 BE217923 
4571B7 AA443927 
445061 AI253094 
442617 AW340093 
438298 H23542 
454916 BE067246 
428017 AA424983 
451149 AL047586 
418076 R61388 
403306 NM.006825 
441811 AI073548 
434763 AA64861B 
447453 AW608645 
420931 AF044197 
415424 Z44766 
408332 H91230 
421216 AV649282 



Hs. 1 5470 putative ring zinc finger protein NY-REN 

Hs.2481 14 glial cell derived neurotrophic factor 

Hs.136443 ESTs 

Hs.1 0283 RNA binding motif protein 8B 

gb:yj35d06j1 Soares placenta Nb2HP Homo 

Hs.148410 ESTs 

Hs.279596 ESTs 

Hs.17165 regulator of G-protein signalling 13 

Hs.1 74782 ESTs, WeaWy similar to KIAA1437 protein 

Hs. 1 67279 FYVE-finger-containing Rab5 effector pro 

Hs.6594 ESTs 

Hs.192083 ESTs 

Hs.258538 striafin. cabnodulin-binding protein 

Hs.321 151 Homo sapiens PR01 41 2 mRNA, complete cds 

Hs.171480 ESTs 

Hs.240770 nuclear cap binding protein subunit 2, 2 

gb:QVO-NN1022-120500-220-h12 NN1022 Homo 

Hs.292987 ESTs 

gb:RC1-CT0302-040400-017-a12 CT0302 Homo 
gb:yr47f06.r1 Soares fetal liver spleen 

Hs.40368 adaptor-relaled protein complex 1 , sigma 

Hs.337532 ESTs, Weakly similar to A47582 B-cell gr 

Hs.98265 KIAA1 877 protein 

Hs.99200 ESTs 

Hs.175613 homolog of Xenopus Claspin 

gb:oa56d12j1 NCI_CGAP_6CB1 Homo sapiens 
Hs.1 8671 1 hypothetical protein FU20070 
Hs.333144 Homo sapiens cDNA FU10130 fis, clone HE 

gb:IL3-CT0219-16020f>063-O12 CT0219 Homo 
gb:MR3-HT0446-300300-203W)1 HT0446Homo 
Hs.226031 ESTs, Highly similar to KIAA0535 protein 
Hs.283047 hypothetical protein PR02964 
Hs.31 41 2 Homo sapiens cDNA FU1 1 422 fis, clone HE 
Hs-5957 Homo sapiens clone 2441 6 mRNA sequence 

gb:PM^BT0340-211299^c12 BT0340 Homo 
Hs.282915 ESTs 

Hs.103262 ESTs, Weakly similar to ZN91JHUMAN ZINC 
Hs.23450 mitochondrial ribosomal protein S25 

Hs.154145 hypothetical protein FU11585 

Hs.274329 TP53 target gene 1 

Hs.79033 glutaminyl-peptidecyclotransferase (glu 

Hs.139204 ESTs 

Hs.1 68670 peroxisomal farnesylated protein 

Hs.15403 ESTs, Moderately similar to AIU7_HUMAN A 

gb:RC1-ST0278M)4040(W)18^02 ST0278 Homo 

Hs.20969 ESTs 

gb:ov64h08.s1 SoaresJestis_NHT Homo sap 
Hs.148056 ESTs 
Hs.27513 ESTs 

Hs.1 68950 Homo sapiens mRNA; cDNA DKFZp566A1046 (f 
Hs.131181 ESTs 
Hs.1 97955 K1AA0704 protein 

gb:OKFZp564H16^_r1 564 (synonym: hfbr2) 
Hs.65551 Homo sapiens, Similar to DNA segment. Ch 
Hs.151275 ESTs. Weakly similar to TRHY_HUMAN TRICH 
Hs.271245 ESTs 

Hs.257862 ESTs 

Hs.8383 bromodomain adjacent to zinc finger doma 

Hs.31476 Homo sapiens cDNAFU 13872 fis, clone TH 

Hs.149595 ESTs 

Hs.144360 EST 

Hs.145227 ESTs 

Hs.130538 ESTs 

Hs.181788 ESTs 

gb:PM1-BT0348-15129MK)1-d04 BT0348 Homo 

Hs.98312 ESTs 

Hs.1 0283 RNA binding motif protein 8B 
Hs.6724 ESTs 

Hs.74368 transmembrane protein (63kD), endoplasml 
Hs.164597 ESTs 

gb:ns07a11.r1 NCl_CGAP_Ew1 Homo sapiens 
Hs.1 8800 hypothetical protein FU20281 
Hs 1 00431 small inducible cytokine B subfamily (Cy 

gb:HSC28G081 rwrniafized infant brain cDN 
Hs.234794 Homo sapiens mRNA; cDNA DKFZp564B083 (fr 
Hs.1 02654 vesicle-associated membrane protein 4 
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429609 AF002246 
448700 BE6141B2 
457741 BE044740 
437927 AI039789 
401694 

423531 AW752782 
424419 AK001563 
436640 AA724411 
438290 AAB43719 
445908 R13580 
455735 BE161124 
458455 AV648310 
430680 AW13B724 
447147 AA910353 
424063 NMJXJ2019 
441874 AA970389 
448045 AJ297436 
433629 R13140 
415266 AA164199 
440633 AI140686 
442789 AW904361 
417563 AA203701 
407788 BE514982 
401240 

408908 BE296227 
411151 AW866497 
414275 AW970254 
436992 AA741074 
439534 W79377 
411770 NWL014278 
400040 

458762 AWB02754 
424736 AF230877 
419953 BE267154 
410648 AW792909 
423717 AA330036 
. 436683 AW991278 
445225 AI216555 
410991 AW812790 
412639 AW961284 
447777 AM24223 
451270 AW341392 
404526 AI912555 
452492 BE063096 
417154 AI674701 
428152 AA422030 
442312 AI820617 
456513 AA279143 
430712 AW044647 
441445 AI221959 
420288 AW071225 
412329 AW937445 
447033 AI357412 
436853 BE328074 
455189 AW864176 
430899 BE018217 
458356 AI024855 
457040 N77624 
424480 AA341442 
403317 U02687 
406018 

410566 AA373210 
413801 M62246 
415871 R55995 
416747 AW876523 
417725 R25257 
424856 AA347746 
439474 AI824060 
446895 AA166655 
448582 AI538B80 
452783 AA028167 
442430 R89164 
428908 AW303529 
427335 AA448542 
428336 AA503115 
419290 AI128114 
416951 AA190926 
439950 AW937417 
458227 Z4067O 
447179 AW015633 
454950 AW847460 
404453 

420844 AA595522 



Hs.210B53 cell adhesion molecule with homology lo 
Hs.123075 ESTs 

gb:hm55g10jc1 NC1_CGAP_RDF1 Homo sapiens 
Hs.25982 hypothetical protein FU21 031 



Hs. 1 29750 hypothetical protein FU10546 

Hs.1 46589 hypothetical protein FU10701 

Hs.156065 ESTs 

Hs.122341 ESTs 

Hs.1 3436 Homo sapiens done 24425 mRNA sequence 

gb:PMO-HT0425-141299-001-A06 HT0425 Homo 

Hs.213488 ESTs 

Hs 168974 ESTs, Highly similar toALU7_HUMAN ALU S 

Hs.292815 ESTs. Weakly similar to T23482 hypotheti 

Hs.1 38671 lire-related tyrosine kinase 1 (vascular 

Hs.128055 ESTs 

Hs.20166 prostate stem cell antigen 

Hs.13359 ESTs 

Hs.270152 ESTs 
Hs.263320 ESTs 

Hs.131191 ESTs, Weakly similar to ALU7_HUMAN ALU S 

gb2x52a1 0.r1 Soares Jetaljiver_spleen_ 
Hs.38991 S100 calcium-binding protein A2 

Hs.250822 serine/threonine kinase 1 5 

gb:QV4-SN0024-170400-176-e07 SN0024 Homo 
Hs.8B9 Charot-Leyden crystal protein 
Hs.120750 ESTs 

Hs. 167 microtubule-associated protein 2 
Hs.71992 heat shock protein (hspl 1 0 family) 

gb:IL2-UM0076-030400-061-H01 UM0076Homo 
Hs.1 52701 microtubule-interachng protein that ass 
Hs.125752 ESTs 

gb:CMO-UM0001.0l0300-258-c05UM0001 Homo 

Hs.152003 ESTs 
Hs.57787 ESTs 
Hs.202398 ESTs 

gb:RC3-ST01B6-141299414-g08 ST0186 Homo 

Hs.296235 ESTs 

gbte95a05jc1 NCt_CGAP_Pr2B Homo sapiens 
Hs.235795 ESTs 

Hs.1 571 95 peptide YY, 2 (seminatplasmin) 

gb:CM4-BT026649119W)39-a02 BT0266 Homo 

Hs.21388 ESTs 

g b:zv26h05.r1 Soares__NhHMPu_S1 Homosapi 
Hs.129216 ESTs,WealdysirnflartoALU1_HUMANALUS 
Hs.88561 ESTs 
Hs.196284 ESTs 
Hs.187937 ESTs 
Hs.245556 ESTs 

gb:QV3-DT0043-090200-080-c09 DT0043 Homo 

Hs.157601 ESTs 

Hs.148661 ESTs 

gb:PMO-SN0014-2604(XW)024)08 SN0014 Homo 

Hs.1 83528 hypothetical protein FU14908 

Hs.131575 ESTs 

Hs.173717 phosphatide acid phosphatase type 2B 

Hs.205299 ESTs 

Hs.385 frns-retated tyrosine kinase 3 

Hs.43047 Homo sapiens cONA FU13585 fis, clone PL 

Hs.35405 ESTs, Highly simitar to unnamed protein 

Hs.283309 ESTs, Moderately similar to ALU1_HUMAN A 

Hs.15929 hypothetical protein FU12910 

Hs.21503 ESTs 

Hs.9521 ESTs, Weakly similar to ZN43JUJMAN ZINC 

Hs.211501 ESTs 

Hs.282803 ESTs 

Hs.94812 ESTs 

Hs.61486 ESTs 

Hs.48320 double ring-finger protein, Dorfin 

Hs.144955 ESTs 

Hs.251677 G antigen 7B 

Hs.1 83752 mjcroseminoprotein, beta- 

Hs.1 12885 spinal cord-derived growth factor-8 

Hs.1 90785 ESTs, Moderately similar to S65657 alpha 

Hs.293561 ESTs 

Hs.181340 ESTs 

Hs.1 57299 ESTs 

gb:RC3-CT0208-270999-021-e04 CT0208 Homo 

gb:nh22c09.s1 NCI_CGAP_Pr1 Homo sapiens 
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426456 
428822 
430879 
4445B4 
446296 
453853 
414083 
401645 
436577 
427469 
409168 
410276 
443372 
422093 
402333 
409374 
412011 
412798 
416085 
418378 
437846 
452374 
450061 
450180 
405120 
407378 
458890 
435600 
440964 
417455 
436461 
436777 
427521 
413646 
413231 
423969 
411518 
443777 
416148 
402528 
431215 
436820 
446209 



AA580748 Hs.1 30658 ESTs 

W28418 Hs.3071 5 potassium voltage-gated channel, Isk-rel 

BE149423 Hs.10554 hypothetical protein FU12761 

AH68422 gb:ok30e11j(1 Soares_NSF_F8_9W_OT_PA_P_S 

AA985662 Hs.63131 Homo sapiens cDNA FU13155 fis, clone NT 

AL040600 Hs.1 88083 ESTs 

AL121282 Hs.257786 ESTs 
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454078 
410966 
447124 

50 449939 
411693 
438005 
4434B6 
407884 

55 404694 



60 



W84774 
AA403084 
N94037 
A1554545 
AI7925S7 
AF151852 

R87083 
NMJXXM06 
AW998657 
H18072 
AW962081 
AA773866 
AL037405 
AI797034 
AW449644 

AA299264 
AW865523 
AL047034 
A1733106 
AW007066 
AW511956 
AA731199 
AW973352 
BE155042 
D87461 
AI830571 
AW850246 
AV646510 
H22453 

AA496078 
AJ684535 
A1375025 
H14988 
AA984546 

AA601518 
AW812088 
AW976438 
T86420 
AWB57271 
BE151746 
NM_003428 
BE075316 



Hs.17643 ESTs 

Hs.269347 ESTs, Weakly similar to 2109260A B cell 

Hs.312938 ESTs, Weakly similar to ALU1_HUMAN ALU S 

Hs.68301 ESTs 

Hs.133107 ESTs 

Hs.1 11449 CGI-94 protein 



441092 
454643 
426646 
431605 
414452 
401991 
457176 
436464 
65 428208 
445049 
419116 
427894 
424296 
424323 
404582 
418631 
424872 
452539 
454658 
440310 
433297 
410900 
419386 
402451 
447842 
453880 
425189 
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T62745 

T992B9 

BE006345 

AA382787 

AW972407 

AA454038 

M436837 
AI016176 
AA442327 
AV652718 
AF292402 
AL135709 
A1631B74 
AA338791 

AA225921 

AA347923 

AW105321 

AW812330 

AA878939 

AV658581 

AW810169 

AA236867 

AW160B04 

AJ803165 

H16622 



Hs.19081 
HsJ3064 
Hs.119120 
Hs.92576 

Hs.244569 
Hs.339639 
Hs.201115 
Hs.257182 

Hs.57776 

Hs.1 19747 

Hs.130218 

Hs.18949 

Hs.293261 

Hs.293130 

Hs.290585 

Hs.75244 
Hs.331633 

Hs.41185 
Hs.169187 

Hs.121554 
Hs.200811 
Hs.1 53368 
Hs.107375 



Hs.22209 

Hs.17428 
Hs.272139 



Hs.9450 
Hs.95011 

Hs.184411 
Hs.126556 

Hs.122713 

Hs.29032 



Hs.269783 
Hs.104854 

Hs.283093 
Hs.28921 
Hs.155140 
Hs.177788 

Hs.115105 



ESTs 

gonadotropirweleasing hormone receptor 

E3ubiquiBnligase SMURF1 

ESTs 

gb:EST374154 MAGE resequences, MAGG Homo 

esophagus cancer-related gene-2 

ESTs 

ESTs 

ESTs 

ESTs, Moderately similar to I38022 hypot 
gb:PM4-SN002M10400-009-b05 SN0020 Homo 
ESTs 
ESTs 

ESTs, Weakly similar to CA2B JWMAN COLLA 

ESTs 

ESTs 

ESTs 

gb:PM0-HT0349-101299-002-E04 HT0349 Homo 
BCL24ike2 

hypothetical prolan DKFZp566N034 
gb:ll3-CT0219-29109W)2l-E07 CT0219 Homo 
Homo sapiens mRNA; cDNA DKFZp56401262 (f 
ESTs 

Human DNA sequence from clone RP11-218C1 

ESTs 

ESTs 

ESTs 

gb:am88e08.s1 Stratagene schizo brain S1 

secreted modular catcium-binding protein 
gb:RC4-ST0173-191099-032-a07 ST0173Homo 
RBPI-like protein 
ESTs 

gb:CMO-CT0307-210100-1 58^09 CT0307 Homo 
gb:PM1-HT0305461299-003-a06 HT0305 Homo 
zinc finger protein 84 (HPF2) 
syntrophin, beta 1 (dystrophin-assxiate 

albumin 
EST 

gb:RC2-BN0127-240300-011-d05 BN0127 Homo 
ESTs 

gb:EST384498 MAGE resequences, MAGL Homo 
ESTs 

5bzv57g07j1 SoaresJestis.NHT Homo sap 
ESTs. Weakly simflar to ALU1.HUMAN ALU S 
ESTs 

gb:AV65271BGLC Homo sapiens cDNA clone 
neuromedin U receptor 2 
zinc finger protein 

casein kinase 2, alpha 1 polypeptide 
ESTs 



Hs.49367 
Hs.11123 
Hs.125406 
Hs.282633 

Hs.143868 

Hs.247302 
HS.2B462 



ESTs 

gb:EST54302 Fetal heart ll Homo sapiens 
ESTs 

DKFZP564G092 protein 

ESTs 

ESTs 

gb:MR4-ST0124-04050(U)07-h07 ST0124 Homo 
ESTs, Weakly similar to 138022 hypotheB 



twisted gastrulaiion 

ESTs, Weakly similar to 138022 hypotheti 
gfcym26c07.r1 Soares infant brain 1NIB H 
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457225 AW820035 
400612 
402318 

410534 AW905138 

5 410878 AW809201 Hs.314248 
412029 AW886238 

414494 M768491 Hs.6783 

427027 AI924294 Hs.173259 

_ 444498 AI151413 Hs.26330 

10 435191 R15912 Hs.4817 

425324 M89470 Hs.155644 

430719 AA488988 Hs.293796 

432577 BE208545 Hs.317590 

407593 AW044083 Hs.237008 

15 401098 

440299 A1871778 Hs.250112 

414146 BE549372 Hs.317596 

428627 BE002993 Hs.187660 

451806 NM 003729 Hs.27076 

20 431912 AI660552 Hs.154903 

439831 AW1364B8 Hs.25545 

451829 AW964081 Hs.247377 
404595 

421498 AA292084 Hs.191575 

25 456083 U46922 Hs.77252 

440527 AV657117 Hs.184164 
406413 

439483 T69980 Hs.58323 

446242 N66336 Hs.7360 

30 449625 NMJ14253 Hs.23796 

457938 AI373638 Hs.133900 
413101 BE065215 

408350 AW183350 Hs.250127 

419812 NM.000562 Hs.93210 

35 430881 NMJ00809 Hs.248112 

429682 NMJJ06305 Hs.211602 

409955 U60665 Hs.57692 

435579 AI332373 Hs.156924 

436088 AA704687 Hs.191294 

40 430223 NMJ02514 Hs^35935 

416100 H18700 Hs.268799 

40321B AL134878 Hs,119500 

409747 H60964 Hs.331250 
428764 W21550 

45 425075 AA506324 Hs.1B52 

409432 D49372 Hs.54460 

428299 AL038004 Hs.29419 
406817 AI936028 
411940 AW876686 

50 412446 AI768015 Hs.92127 

414012 AW452334 Hs.1 28148 

421966 AA904519 Hs.130710 

430566 AA481282 Hs.190149 

456606 AA292852 Hs.275369 

55 451604 T65365 Hs.172851 

440926 AW196772 Hs.131323 

4206B7 AA279392 Hs.88605 

459082 BE551721 Hs.282149 

413241 BE073771 Hs.302414 

60 426917 AA913814 Hs.172854 

447552 AI394125 Hs.160413 

420905 AA521307 Hs.186651 

428052 AA420477 Hs.26993 

, 424308 AW975531 Hs.154443 

65 432527 AW975028 Hs.1 02754 
430202 T85775 

446610 AV659433 Hs.282984 

427961 AW293165 Hs.143134 
455290 U75810 

70 445564 AB028957 Hs.12896 

412811 H06382 Hs.21400 

413783 AA314337 Hs.301547 
423867 AA331886 

429418 AI381028 Hs.1 18769 

75 431511 NMJJ12386 Hs.258581 

445829 AI452457 Hs.145526 

452366 AK000464 Hs.29276 

453123 A1953718 Hs.221849 

0 - 455401 AW936369 

80 406666 V00495 Hs.184411 

445688 AI248205 Hs.153244 
446131 NMJJ00929 Hs.290 

440388 AJ693520 Hs.223000 



Hs.278679 a disintegrin and melalloproteinase doma 



gb:QVO-NN1071-280400-207-g07 NN1071 Homo 
ESTs. Weakly similar to ALU4JWMAN ALU S 
gb:RC5*OT0078-28030(W)22-F01 OT0078Homo 
hypothetical protein FU22724 
uncharacterized bone marrow protein BM03 
ESTs 

Homo sapiens done 24461 mRNA sequence 
paired box gene 2 
ESTs 

hypothetical protein FU14640 
ESTs 

ESTs 

Homo sapiens cDNA FU12927 fis, clone NT 
putative Rab5 GDP/GTP exchange factor ho 
RNA 3Merminal phosphate cyclase 
ESTs, Weakly similar to A561 54 AW subst 
ESTs 
ESTs 

ESTs, Moderately similar to ALU2JWMAN A 
fragile histidine triad gene 
ESTs, Moderately similar to S65657 alpha 

Homo sapiens cONA FU1 1613 fis, clone HE 
ESTs 

odz (odd Oz/ten-m, Drosophila) homolog 1 
ESTs 

gb:RC1-BT0314-31030fM)15-f01 BT0314Homo 
ESTs 

complement component 8, alpha polypeptid 
gamma-aminobutyric acid (GABA) A recepto 
SMC1 (structural maintenance of chromoso 
chromosome 6 open reading frame 10 
ESTs 
ESTs 

nephroblastoma overex pressed gene 
ESTs 

ribosomal protein, large P2 
ESTs 

gbzb52f12r1 Soares_fetalJung_NbHL19W 
acid phosphatase, prostate 
small inducible cytokine subfamily A (Cy 
ESTs 

gfewo47a09jc1 Na_CGAP - Gas4 Homo sapiens 
gb:CM4-PT0031-1B0200-507-e05PT0031 Homo 
ESTs 
ESTs 
ESTs 
ESTs 
ESTs 

argmase, type II 
ESTs 

Homo sapiens cDNA FU13427 fis, clone PL 
ESTs 

Homo sapiens clone FLB8945 PR02411 mRNA, 
DKFZP586B0923 protein 
ESTs 
ESTs 
ESTs 

minichromosome maintenance deficient (S. 
ESTs 

gb:yd60g02j1 Scares fetal liver spleen 
ESTs, WeaWy srmflar to 138022 hypotheti 
ESTs 

gb:HSU75B10 Human Homo sapiens cDNA don 
K1AA1034 protein 
ESTs 

ribosomal protein S7 

gb:EST35757 Embryo, 8 week I Homo sapien 
ESTs 

Homo sapiens p95 pawirm-kinase linker 
ESTs 

hypothetical protein FU20457 
ESTs 

gb:<N4-DT0021-30129W)71-d07 DT0021 Homo 
albumin 
ESTs 

phospholipase A2, group V 
ESTs 

384 
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457128 AI932995 
404416 

444187 AW138466 
431552 AI815853 
455814 BE141689 
454759 AW819455 
426497 AA379913 
404420 

408112 AW451982 
432702 AW973953 
448587 A1539652 
446854 BE268103 
410569 AA766825 
43259S AJ224741 
402341 

452919 AW962167 
433632 AA649921 
435079 AA664192 
451927 AL355687 
432839 AA579465 
450895 N66727 
408459 H09701 
400842 

455797 BE091833 

400359 

405829 

411863 BE075244 
415258 AW752247 
416093 R60685 
420314 H81671 
428002 AA418703 
437733 A1792574 
453118 AW195849 
457039 H29990 
454578 AW809178 
411565 AW851728 
419986 A1345455 
415173 AW501735 
449011 AI655376 
410365 AI2B7518 
416057 A1927382 
45568B BE067238 
408531 AW207553 
434663 AA641972 
428085 AA421081 
425006 R38685 
446139 H77395 
400049 

428333 AW972668 
429458 BE161832 
425087 R62424 
457122 AI026157 
400310 X63966 
451805 AI968300 
401986 

415318 T06544 
417756 Z43056 
418301 AW976201 
424698 AA164366 
429110 L29301 
433755 AW085934 
434118 AF116715 
435413 AI267476 
443748 AW206447 
445205 DB3776 
458175 AW296024 
446419 AW576760 
441627 AA947552 
457653 AI820719 
455614 AI693369 
449899 A1610700 
420111 AA255652 
437354 AA749215 
412228 AW503785 
419691 W03298 
439724 AF086565 
413362 BE088812 
453652 AWQ09640 
434361 AF129755 
442479 AF069484 
413554 AA319146 
459323 AW062490 
449438 AA927317 



Hs.183475 Homo sapiens clone 25061 mRNA sequence 
Hs.151274 ESTs 

Hs.259873 axonal transport of synaptic vesicles 

gb:CM1-HT0092-220999-016-b09 HT0092 Homo 
gb:RC5-ST029W)21299-031-A04 ST0293 Homo 
gb:EST92807 Skin tumor I Homo sapiens cD 

Hs.248613 ESTs 

Hs.293744 ESTs 

Hs.28338 K1AA1546 protein 

Hs.208914 hypothetical protein MGa0999 

Hs.205675 ESTs 

Hs.278461 matrilin3 

gb:EST374240 MAGE resequences. MAGG Homo 
Hs.1 12553 ESTs 

gb:acQSb03.s1 Stratagene lung (937210) H 
Hs.27261 Homo sapiens mRNA full length insert cDN 
Hs.45207 hypothetical protein KIAA1335 
Hs.10957 ESTs 

Hs.278366 ESTs, Weakly similar to 138022 hypotheti 

gb:lL2-BT0731-26W0-076-F04BT0731 Homo 



Hs.12420 ESTs 
Hs.293853 ESTs 

Hs.268698 ESTs, Moderately similar to ALUC__HUMAN I 
Hs.320921 ESTs. Weakly similar to T22688 hypotheti 

gb:zv98c03.s1 Soares_NhHMPu_S1 Homosapi 
Hs.122876 ESTs 
Hs.252757 ESTs 

Hs.1 01937 sine oculis homeobdx (Drosophila) homolo 

gb:MR4-ST01 18-261 09941 2-c07 ST01 18 Homo 
gb:MR2-CT0222-011199-007-d06 CT0222 Homo 
GA-bhding protein transcription factor, 
ESTs 
ESTs 

Homo sapiens mRNA; cDNA DKFZp586D0923 {f 
ESTs 

gb:PM1-BT0348-151299-001-a12 BT0348 Homo 
ESTs 
ESTs 
ESTs 
ESTs 
ESTs 

ESTs 
ESTs 
ESTs 

ESTs, Weakly similar to ALU1_HUMAN ALU S 
H^apiens synthetic gene for platelet-de 
ESTs 

gb:EST04433 Fetal brain, Stratagene (cat 
gb:HSC12B021 normalized infant brain cDN 
hypothetical protein FU10252 
hypothetical protein FU23511 
opioid receptor, mu 1 
ESTs 

Homo sapiens PR02B29 mRNA, complete cds 
ESTs 

" gb:UI^BI1-afg-g-02-O-Ul.s1 NCLCGAP_Su 
Hs.12413 WAA0191 protein 
Hs.150434 ESTs 

Hs.160726 Homo sapiens cDNARJ 11 680 fis, done HE 
Hs.58086 ESTs 

Hs.154662 DnaJ (Hsp40) homolog, subfamily A, membe 
Hs.202274 ESTs 
Hs.103280 ESTs 

9 b2s21h11.r1 NC1_CGAP_GCB1 Homo sapiens 
Hs.291886 ESTs 

Hs.73792 complemenl component (3d/Epstein Barr vi 
Hs.193521 ESTs 
Hs.60351 EST 

gb:CM2-BT069S-23Q300-1294Q8 BT0693 Homo 
Hs.28368 ESTs, Moderately similar to S65657 alpha 
Hs.1 17772 ESTs 

gb-AF069484 Homo sapiens astrocytoma lib 
Hs.75426 secretogranin II (chromogranin C) 

gb:MRO^TO065-100899-O0l-d01 CT0065 Homo 
Hs.554 Sjogren syndrome antigen A2 (60kD, ribon 



Hs.78915 

Hs.253015 

Hs.192693 

Hs.62669 

Hs.29857 

Hs.253539 
Hs.130058 
Hs.1 2388 
Hs.332622 
Hs.39749 

Hs.293Q44 
Hs.292689 
Hs.126059 
Hs.33728 
Hs.135631 
Hs.208220 



Hs.53913 
Hs.1 51973 
Hs.2353 
Hs.120868 
Hs.256256 



2.0 
Z0 
2.0 

zo 

Z0 
Z0 
2.0 
2.0 
Z0 
Z0 
Z0 
2.0 
ZO 

zo 
zo 
zo 

2.0 
2.0 
2.0 
Z0 
2.0 
Z0 
ZO 

zo 
zo 
zo 
zo 
zo 

2.0 

zo 

2.0 
2.0 
2.0 
2.0 
ZO 
ZO 
ZO 

zo 
zo 
zo 
zo 

2.0 

zo 
zo 
zo 
zo 
zo 
zo 

2.0 

zo 
zo 
zo 
zo 
zo 
zo 
zo 
zo 
zo 

2.0 

zo 
zo 
zo 
zo 

2.0 

zo 
zo 
zo 
zo 
zo 
zo 
zo 
zo 
zo 
zo 
zo 
zo 
zo 
zo 
zo 
zo 
zo 
zo 
zo 
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400285 

407407 AF0SO198 
411459 BE142707 
417383 W02642 
447153 AA805202 
447313 U92981 
455696 BE067870 
456510 AK001652 
449815 AJ671000 
425398 AL049689 
400238 

451678 AA374181 
445073 AW291389 
455221 AW867751 
413174 AA723564 
435810 BE349853 
418687 R61650 
438563 AA810665 
431750 AA514986 
453242 T98327 
437074 AI286235 
459411 N52920 
424834 AK001432 
409929 R38772 
406378 

459208 BE261314 
445260 AI218133 
416248 H99169 
445020 AI205655 
402048 

412695 AW984439 
416408 R94725 
423347 AI660412 
427836 AA416642 
433347 AF023130 
436902 AW247145 
440122 AI733011 
442901 A1023654 
444097 AW517412 
447278 A1934935 
451361 AA053854 
451813 NM.016117 
454423 AW603985 
458801 N98848 



gb:Homo sapiens putative mitochondrial s 
gb:MR0-HT0157-191 1 99-002-g12 HT0157 Homo 

Hs.136102 KIAA0853 protein 

Hs.315562 ESTs 

Hs.18081 Homo sapiens clone DT1P1B6 mRNA, CAG rep 
gb:RCO-BT0362-021299-031-b06 BT0362 Homo 
Hs.99423 ATP-dependent RNA helicase 
Hs.199739 ESTs 

Hs.156369 hypothetical protein similar to tenascin 

Hs.26799 DKFZP564D0764 protein 

Hs.1 3056 hypothetical protein FU 13920 

gb:MR0-SNOO38-29O3O(WO1-aO3 SN0038 Homo 

Hs.191343 ESTs 

Hs.2785 keratin 17 

Hs.22581 ESTs 

Hs.1 34746 ESTs, Weakly similar to A46010 X-Tmked 

Hs.283705 ESTs 

Hs.18343 ESTs 

Hs.126905 hypothetical protein FU13204 

gb:yv34h09.s1 Soares fetal liver spleen 

Hs.153408 Homo sapiens cDNA FU 10570 Ms, clone NT 

Hs.1 72619 myelin transcription factor 1-lite 

Hs.1 49039 ESTs, Weakly similar to I38022 hypotheB 

Hs.147617 ESTs 

Hs.23450 mitochondrial ribosomal protein S25 

Hs.147221 ESTs 

gb:PM3-HN0011-220300-OQ2-c05HN0011 Homo 
Hs.35354 ESTs 
Hs.234557 ESTs 
Hs.1 16176 ESTs 

gbiHomo sapiens Ras-GRF2 mRNA, partial c 
Hs.192729 ESTs 
Hs.127678 ESTs 
Hs.1 14191 ESTs 
Hs.150757 ESTs 
Hs.158669 ESTs 

gb:z!52fOZr1 Soares retina N2b4HR Homo 
Hs.27182 phosphoRpaseA2-ac8vating protein 

gb:RC4-CN 0048-1 40100-01 1-a04 CN0048 Homo 
Hs.276860 ESTs, Weakly similar to C Chain C, Human 



Z0 

10 

2.0 

2.0 

2.0 

20 

2.0 

20 

2.0 

Z0 

2.0 

20 

Z0 

Z0 

20 

Z0 

Z0 

Z0 

2.0 

ZO 

Z0 

ZO 

zo 

ZO 
ZO 
2.0 

zo 

ZO 
ZO 
ZO 
ZO 
ZO 
ZO 
ZO 
ZO 
ZO 
ZO 
ZO 
ZO 
ZO 
ZO 
ZO 
ZO 
ZO 



TABLE 30B 



Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 



Pkey 

407593 
407594 
407639 
407676 
407721 



407762 
407764 
407788 



407803 
407B09 
407811 



CAT number Accession 



1003161J 
1003220J 
1006924.1 
100B294J 
10108J 



407726 101126J 



101439J 

1014849.1 

10163J 



1017498.1 
1017982.1 
101BOJ 



AW044083 AW044094 AW370634 
AW0575B4 AW057585 AW044153 R34370 
AW205369 AW058599 AW20760B 

ySnJlS ^AwS 2 R38268 R41411 R41419 T16717 AA002193 H62028 AI359545 AW105201 AW087158 AA699728 AI095264 

VW1 67 AW952568 AI419653 AA335501 M393641 AA044353 H41626 H22525 R58582 AW297645 C75230 AW368034 AW468904 AI272755 
AW235638 AA346882 AW866803 AA3S1 281 AW963163 AA044373 AA136755 

BE51 4982 BE614814 AW3SOT8 mSmAAoS N27644 AA641 158 MS7068 M161019 M161003 AA587315 AA716746 AA593632 
^4870 /W1^92 Y0^r?5N2L005978 AW87294B AI60B987 H64856 AF086003 AA643149 AI819402 H64555 A ^^^ j^^^oiQ7n 
B&Ufflll ^AA^026AW857105AI950679 AA596012M654OO4 AW23823BAI971 395 AM59074AA458884 A1608591 BE1 81995 BE^ 
AW195797C00271BE182043 
AW081681 N36967 N36959 

AW^0902^8M7MA1041650 AI037867 AF110137 NM.013372H99469 N35377 AW151676A167^ ^ 
3o2Z3OT2To45800^621183AI75 

AW604409 M604404 AW368603 AA545734 AW361415 AA373557 AW956164 AW853798 A1750595 AL359059 AA344024 N31127 ^580737 
N^MOTil^^^ 

^8» AW^9006AI75M77 AW473621 A188860^ 

BE140157^ BE14O144BE140175BE1401B0BE14O152BE140099BE140m 
II Z W II 0 \Z BE 140109 BEW163 BE140172 BE140161 BE140179 BE140147 BE140107 BE140146 BE1401K >BE140^ 
BE 40 74 BE 40158 BE140149 BE140116 BE140156 BE140105 BE14O103 BE140164 AW138508 BE140153 AW806557 ^BE140121 ^140162 
CO 953 AWM6500 BE140124 AA329219 AW955642 AW069165 AI958107 N21113 A1754594 AW069264 AI754660 BEK19 3^30f AA703927 
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407851 
407684 
407938 
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407955 10298.1 



A1753469 AI753506 AW008360 AI753255 AI94911 1 AI752123 W19275 AI679005 AI888455 AI677772 AI589279 AI968546 AW069588 
S N2004 ^W754354AI752B78 AA836970 AW631283 AI440410 AW016546 A1801326 AI610424 AI521569 A1446171 AM53455 AI753087 

W29459 OT795 X57742( AA668620 AA600003 AA653400 AI445339 AW46B974 AW130343 AA60O1O4 AW970482 AW806615 BE140122 
1020170.1 AW084991R54179 N64486 
10212.1 NM 014496 AF184985 H82896 H82897 

102 " 9J ^ WK994TAI921 6M AW01^4 AI204559 AA909648 N84115 MB97468 A1668537 BE221753 A1355307 A1139542 N80934 

«BMB VUmm TflOram I ^«M126678 AA426507 Y17782 W24740 W05062 W21042 AA649552 AA093507 AA092088 AM76830 N68299 
AM290^ aS^"^15M443775 A1204315 AB33690 AA566584 A1275037 AI193915 AA659647 TB2641 AA136048 T82643 T82647 
^0^74^72217 'Ti26Hr T82642 T82640 R47360 R47361 R47357 N74672 R47356 R473S5 N93086 R47354 R47353 R47342 R47362 
R473S8N93441 N56384 N93566 T82622T82618 
Amaan imi77 i Aimu74fl AWJ41797 AI759976 T10509 AI814441 AM21977 AI423762 N73688T11392AA046406 

S ISm - UtemSm M69225 WmS, A17SD335 BEOOOI99 MS36ia N31S21 AA112B76 AW26539S AA086909 N21507 X5B677 U04850 AW864903 
408000 1031.1 ^SSlim AlSe AW01170 T29232 AW965998 H26216 H44230 H44784 AA808916 AA514765 H44575 AA705179 AA586735 

AW5B9403 H25843 AA654993 AI783826 BE0B7370 
408112 1039850 1 AW451982AW157117 AW161544 

S Si' Z^I^ISSf^Sm^m^T, AB82962W372854 AK574348 AAS31087 A1601016 A1372655A18mi6 
408221 104826.1 (£S™™)°^ 

R85586 AA625141 AA058641 AA1 35825 AA234644 H50784 R71863 
408235 104868.-1 AA053381 

S K J S I^D1«B3 BE439795 BE439924 AA362187 BE439515 M17017 C05929 AA3B1897 AA346136 AA381472 C06304 AA381670 
408243 1048.1 ^VstSs® T11H4AW318 AA381601 AA381700 AA381952 AW9S0718AA381992 082198 AA381914AV653399 AA362 40 

AA3B 592 AA3B 967 ^38145^26383 AA3B2188 AA382057 AA381781 AA362246 AA381669 AA381395 AA381845 AA381848 AA381603 

Sa^2MA^W 

™60^0444iT27482 083848 AA381877 AA381623 D83851 AA362133AA381999AA372837 M362192AA362196 M381806 D82 2 
X WaS M2«3T1^ 

T68485 D82618 W52968 W39356 T27467 083813 Z1 1686 T10915 AW367405 AW604306 AA363550 AA363514 BE004230 AA381218 W40279 
AM63545 fmiim M3^53 AA363S59 AA3B1833 AWB50620 AA381813 AA381710 AA3B1584 AA381577 AA381715 AW376990 T11334 
A^0527lS55TSAW631242AA363599 082254 /W6354OAA363596AVV95116OBE122704AA380965AW85O702AW630591 
^229 W81223AA381576 M381795AA381816Al274317AA360958AA3815t7AA3B1618AA38 

AA8343&3 TO8334 C01358 AWO59870 AA371394 AW075978 AI922031 AA381189 AW468452 A1375262 A1870149 C06055 > AA3TO09^ 625 
AAM1252W620395^ AW467642 AJ227913 AW780131 AI742278 AI564251 C75559 AW272612AI634748AW339521 A1079248C75557AI569162 
CTS493 AV^^AW769268 CT5524 AI469809 A1579B95 C75486 AI697109 AI475413 AI355474 AI282685 A1087873 A1469815 C06100 
AAS6857Sw^^ C75615 AW337B41 A1380580AW467270AA847352 W46290AW780211 AW4408S1 W45324CT5017 

07564^ M34™66 W4SW0 OM98 C05704 AA381931 AA381 177 AA382015 A1476632 AA381274 C0575B C75413 W45362 AW951601 OT5910 
CT^2^3M09^^10AW188453AW341742 W60450AW613454AM^ 

aKaS^toVS 

T11140 T1119E IAA363591 AA36213B AA362357 AA362344 D56519 AA362132 AA361981 AA362159 AA362110 083856 082102 083842 

408281 1050256 1 BE141^83A^ 
408281 1050256.1 

^178206 ^78203™ 

SstlO AW845828 AW 78216 AW1781 12 AW178211 AW178224 BE140915 AW17B221 AW178130 AW178134 AW178096 AW178108 
X8133AW™64AW Tffi BAW178171 AW178157 AW178158AW178103BE141189AW17B170AW845816BE141586AW178156 

aSmawitoS 

408332 1052056 1 H91230AW182672 

408334 1052079.1 AW514652AW612492AW182695 

S XkhEaW^ 

408459 1059830 1 H09701 R35799 R19028 AW196589 

' 408531 1064578 1 AW207553 BE221925 BE551043 

408617 1070070.1 R61736AW242757 R53961T33418 Z45363 

iSSi 1 A^9 5 5^S76AVV937980M166917AA056984AI206035AVV0^ 
408749 1078708 1 H65489AW8765B1 AW876552AW268587 
408751 1078907J N91553AW268820AW566003W19061 

S AA291514 BK92461H63889 AI126792 BE092286 H72166 H57643 AIB84785 R96793 AW516673 W7872B H7848E I BE01 \M A1638439 
A«B4453 AVWM897 AI0O405O AA804577 AI2071BB AW36505O AI689761 AA432153 AA767736 AI738674 R19158 BES03915 ;A«2»®2 
SSlXrAJ85963SN58083AI82870BAI859629AI14e444R9^ 

AA745859 AI026750 AW409660 A1266728 AA748628 H5B486 AA486497 AI750284 H79032 H54313 H78390 H63492 AW272138 AA4M6B5 (W7581 
AA736853 AW594^A1500164 AA832386 Z39943 AA598643 W80533 AA243133 ATO11468 NM.003600 AA373999 H54104 AW136695 BE547389 

.„._.. .„„.,, SL A i Mmnfii AUU583S AT751521 AI752B04 AI752650 AA853580 A1752290 AA853460 AI752769 AA852309 AA853785 AA853219 

AW9^ A1752070 AA350794 AI752649 AA307755 AVV951677 AA298^ 

AW769363 AA853579 AI784082 AA852454 AI925501 AA976657 AW150473 AW166734 . At0M «e iamum 

AtnnAA 1MR48 1 ^B6AA^78BB^S6 AA834910 AI264121 AA7151B5 A16751B6 AA878884 AI937502 H41127 AI613527 AA136856 AI858126 AA062762 
409044 109648J 

409070 109839 1 AAOS3003 AI8B0645 A1880644 

409105 1100052.1 SmM312 AW337844 AVTO7833AW467317AW467401 AW468247 AW440988AW440830AW467337 
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409156 


110362.1 


409168 


110474.1 


409191 


1107176J 


409298 


111658J 


409374 


1124155 J 


409427 


1129667 1 


409432 


11298J 


409434 


11^1 


409446 


113166.1 


409517 


11370.1 



409545 
409627 
409629 
409632 



409642 
409718 



409723 
409747 



1138823.1 
1144175 1 
1144421.1 
11445.1 



1145579.1 
11505.1 

1150962.1 
1152417.1 



409928 . 


11601.1 


409929 


1160241.1 


409955 


11619.1 


409998 


1167032.1 


410085 


11757J 


410140 


117882J 


410150 


117913.1 


4101B1 


118146.1 


410276 


119050.1 


410286 


11912.2 


410307 


11935.1 


410318 


119440 1 


410365 


11974.7 


410481 


1204955.1 


410483 


1204995.1 


410500 


1206323J 


410534 


1207247J 


410566 


120846.1 


410569 


120893J 


410585 


1210225J 


410594 


1210463J 


410648 


1213842J 


410685 


121605.1 


410767 


12201.1 


410797 


1221640.1 


410811 


1222814.1 


410B45 


1223881.1 


410871 


12252.1 


41087B 


1225567J 



WTfiiRfi R69723 AW4446B2 BE220376 W49490 AA961099 BE218202 N53704 W73451 A1823360 AW675687 N64773 AA064629 AA064753 

AI287331 AI769707 A1219372 D20803A1 187711 A1472100 W73390 
N94037 N94055 AA064789 AW835560 T84873 

R87083 R01811 T81648 AW383308 

A1913629 AI537716 A1357416 W69211 AW805343 C21564 
AF278761 AA461577 AA460289 

Smlms^ 004551 

T12073 AA158797 N93687AI369979 
BE296182AW629821 
AW99762B AW449319 BE068930 

^^nfA\l^R!w^kM^i3NM^002639 T27595 AA294992 AW951 580 AW814B45 BE1 22694 W72351 A1989728 AW362665 AW379980 A1656538 

SIS 

W02802 AI913973 AI913861 

SPlXSAAS^ BE262331 AI741761 AW137199 W49541 A1288524BE220310AI800206 AM71117M450217 
AI370524W49772 

AW885757 AW885748 AW885693 AW885549 AW572414 AW470595 

AmnSw22 ATO7010283826BE167397 AA813575A1280253 AI277959 R28517 R28131 AA375127 R76478 W21 429 T62693 AI433432 

N9291 1 AI077290 C001 53 AI580500 
R38772AW510843H16714 

U60665AL034394AA897135AL035445AW665839A1935027AA936514AA629287 
M78345T07132AW566007R83578 T36151 H085B7 Z45984R61 252 AW966442BE1 80035 

Si tm?AS\T\ ^9345 AA4493B9 AL080211 AA2491 14 W05152 AA345239 W79445 A1146674 D60585 AA046754 W07067 AA315195 
A^bTtK N78928 D61726 AI636918 A16753B0 D62188 AI935469 AI375549 D79309 AI610794 

aSTtS AJ474465 AW028856 H1 2424 D60584 A1016160 AI766477 N92986 AA582759 R67773 

At 1T4435 N99191 AA081918 D81425 D60802 081310 D52972 D52986 Z45092 H00118 

A\^Z34 ^497TO^4^ ALI^ N85732 AA249732 AA081961 R19529 R13631 Z43675 H11407 AA376302 T25307 
aS^R54^^ AA731670 AA553734 H17613 AW780162 AW780176 AW182524 AJ743107 AI635064 T32609 

^j™**^ « RF91QR4A AI985157 AI610704 BE328117 Z38374 AI083538 AA099352 



410900 
410901 

410908 



410934 
410966 
410991 
410999 
411018 
411024 
411036 



T3560S BE088282 F08855 
AI554545 AA08351 4 A1633826 AI765624 AW169852 AI656Q26 AI363822 

A)926^ 

aIS/S^^^ H24627 AL050199W21139N53879 H84695AM240B3A1872323 AM75291 W69379 



1225955.1 
1226069J 
1226077J 

122615J 



1227240.1 
1228071.1 
1228659J 
1228809J 
1229132_1 
1229310.1 
122971J 



^S^m^E^^mi BE073739 BE07374B BE1 63495 AW750178 BE163491 BE073763 BE073671 
R09442 AW8461 1 5 AW846108 AW751967 AW846083 AW846087 AW846090 

AA122264AA994930AA111902N21680A1498311 AA633551 AA455980 AI625756 AA938642 
AA766825 AA81 1 180 AA085906 AI762946 AW977820 
AW770523BE503941 BE219626 

AW770778 BE551458 BE550838 BE549582 BE328860 BE550143 

AW792909AW876101 AW792964AW876100 AW876099 AW792910 

AA4971 17 AA497039 AA996105 A1042190 AI910528 AA088543 AI733733 AA732081 AI269879 

AJ001873 R58869 AJ001874 AW301235 AA496916 Z41363 

AW857191 AW857192 AW804C60 

AWOT71 B2 S732fAW807063 AW807183 AW807192 AW807033 AW807061 AW807286 AW807097 AW807270 AW807372 AW807280 
AW807283 

aKuK 

AW809146 AW809144 AW809141 AW809145 AW809170 AW809248 AW809149 

Si BE175525 BE4^5TO6998 T59728 Z25022 AA861746 BE073181 T63311 AA992785 Z44588 BE544748 AW805672 N31268 W93499 
AA090503 

AW811114AW811095AW811087AW811124AW811054AW811094AW811157 
AW812088 AW812105 AWB12082 
AW812790 AW813072 AW813062 
AW813004AW812962AW812961 

AW813428 AW813444 AW813367 AW813368 AW813429 AW813424 i 
AAB57218 W^fR6a3MR42247 R44174 R74002R44219 R49558 AA090979 Z3B312F01959 
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411045 
411093 
411131 

411151 
411162 
411186 
411322 

411354 



411377 
411402 



1230222J 
1231970J 
1233576.1 

1234022 1 
1234161 1 
1235090.1 
123869.1 

124007_2 



1242238 J 
12437.11 



411409 
411411 



411417 
411459 
411463 
411505 



411514 
411517 
411518 
411561 



1244546.1 
124461.1 



1245075J 
1246724J 
1246750.1 
12484.1 



AW854691 AW854689 AW814776 AWB54617 AW854635 AW854621 AW854693 AW854594 

AVMKtf Sl9U0 BE158474 AW819172 AW819213 AW819200 AW819256 AW819254 AW819178 AW819214 AW819215 AW819233 
AW819171 

AW866497 AW819775 AW819868 AW866602 AW866561 
AW81 9944 AW8201 82 AW8201 68 AW819959 AW819953 

AWM7330 S^Tm^0U2}W AW770023 AA092291 AA777320 AI612725 A1669633 AI249763 AA703465 A1913790 AI376778 AA846775 
ZSm ' AW572057 AI239496 AW452713 N27544 AI887974 AA814627 N51 201 H28603 H28909 R41306 N51 185 N91283 AA142869 
AW992424 AW022648 A1090485 AI090461 AW976575 C00594 AI090739 AW269833 AI760709 AW304466 AA768848 BE549920 Ai581176 
AI014572AAB66193 AI554083 AI760564 AI765776 AI963841 A!420000 A1141251 AI81 1400 A1090729 AA996179 AI379983 T0351 1 AW470022 
R61844 W58641 BE302156 AW151843 BE350176 H67016 AA836922 AW273427 AI559636 AI342B92 AI313249 AI285237 AI700240 AI963819 
AA568703 A1245853 AA805992 AW207330 All 84333 AI277468 BE003980 AA905695 R42537 A1675499 AW769656 A1933679 AA742328 A1040657 
F33269 AW079594 AW009301 AA904937AA704491 AW081423 A1351 283 A1090926 

A^0^6BE614077^ 
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AA633741 AA205951 AA214421 AA666402 AA188669 AA161379 AA084747 AA21 1176 AA664225 AA169244 AA714142 AA679457 AA66B573 
AA206000 AA780452 AA454542 AA706364 AA706507 AA706570 AA722308 AA707242 AA704053 AA707423 AA722261 AA703686 AA703777 
AA707238 AA706366 AA707433 AA7063BO AA703761 AA706572 AA704109 AA706275 AA7041 17 AA707250 AA774043 AA707349 AA679485 
AA214199 AA666241 AA779045 AA668507AA668597 T03211 AA664313 AA214112AA668518 AA214159 AA21 4297 AA085030AA21 1088 
AA209254 AA214326 AA213476 AA205166 AA223713 AA223626 AA213473 AA199706 AA224108 AA223973 AA167729 AA213641 AA21 1 1 25 
AA199730 AA223972 AA161387 AA668335 AA434073 AA679481 T92447 AA0B5177 AA633986 T49882 AA214251 AA0851 53 AA2 14425 AA223838 
AA160951 AA224107 AA214341 AA3725B1 AA309169 AA199705 AA346242 AA211015 AA224156 AA083161 AA176787 AA224038 AW374738 
AA224043AA209284 AA224039 AA213681 H55496 AA213640 AI267801 AA205853T82077 BE1 50566 AA81 1950 
AA397546 AA699372 AA699363 AA399064 

AI301740AL119574AW504484BE560671 BE269112AW897591T31233U17279AW504792 T32181 Z4733BT05711 AL121247AW504876 
AW161725 A1204992 D38743 038661 AW8951 30 AA985067 AL120318 AA326654 AW955387 AA776607 D38742 AI267812 AL035910 BE008426 
BE008367 AA423862 BE348785 AA249436 AA326809 AA325529 AW361428 N24212 AW302831 AI583363 AW470460 AL038861 AA234531 
A1376141 AA194854 W35263 N39248 D52746 D55494 AA083749 D52828 T30063 T31624 D54617 AA1 12066 BE01 8814 AW882900 M78702 
T31558 T31691 AW859799 AA310616 AW389747 AA317897 T31158 A1077640 AA386250 T10323 D53660 F05613 AL120458 H15866 AW895727 
AW895802 AW899191 AA128798 N31267 H14732 BE208125 N64235 H97218 AA236449 BE087062 F11649 F11648 Z42310T32845 U47717 
H43263 Z44143 T05325 T16885 AL138108 H84437 AA1 97265 N46693 AW020269 AA070847 AW022743 AW885792 M78703 AA486340 T07147 
N36340 T35393 AW841 129 AI28B455 BE005370 AI497892 C14978 AA487674 T30747 AW022976 AA860826 AA730653 AA857741 T08861 N67128 
A1127818 AA886918 AM24496 AI004685 D55084 AA747954 AI128832 W23585 Z41668 H84438 AI611575 A1350797 AA502260 AI364537 
AA638970 U97105 NM 001386 BE009933 BE546254 BE3S6357 BE513831 W26313 H10568 T97273T33131 T07524 AW276666 R15142T30810 
F07479 T33812 H24219 AV647683 AV646892 
H29990 N44636 N44265 AW292774 AA398365 R92869 AA403200 

N77624AW607635 H03232N46965 H94749AW382351 R02203BE169946 N56808AA045401 AA046564AA658111 N59303 H47303 R09001 
AW023738AW607549 H68307 R73086 W67321 AA126540 R27493AM00212AA044323AA329416AU)37969N54710M101647D603 N58245 
D61743 H46463 AA126414 BE501495 AI765781 AW237498 BE219266 AA716110 AA031291 AA400123 C16598 AA045283 C16444 D62466 
AW189929 A1143224 AA530868 AW194998 AW593426 AA813316 C16384 A1332909 AI335037 D57149 D45498 C15198 C161 13 AA705203 
AA777104 A1360091 C16168N89583 W67248 AM69064AI753912N92420AI862009AI093246AA101648A1138331 AA296430 A1302151 R25756 
N34045 AW338083 AW139636 A1559099 AI184B16 AI200476 AI127576 T82460 AI368362 AM35204 AI478453 A1093082 AI469352 AW338517 
A1200250 AI031694 AI887286 AI033758 AW080370 AW029140 N32140 N52949 N50055 H470O4 K76054 R51887 R73087 AI160363 H64018 
W88748 AID81703 AA1 49098 R40542 N77209 H043B0 AA234491 R08896 D57030 AI767209 AA600348 N70842 AA044242 A1888195 AA777676 
AI53B758 C16174 R38565 AI799219 H74312 F10055 W37697 F10343 AA610106 R52523 R22142 H88895 R77674 R44673 AA045199 R31568 
AA505916 AI360773 F10337 AA733180 A1016479 AW183400 AW779199 D58102 H64348 057909 R26653 AW051234 Z41044 AA876777 F03579 
AI6B0446AA745688 T24075 T35116T35115R02091 Z30229 AI872774 AW772549AI540411 AI784282 R25646AA541817T77442R26596 
BE166424 T77229 R23696 

AA399018 AW242359 AI868208 AW020951 AA412180 

AI026157 AA838752 AI146272 AA910825 AI266100 N24580 H97503 BE327388 AI697814 W56675 AA423842 AA423880 H40134 
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457128 28930J 



457176 
457187 
457225 



457314 
457450 
457506 
457620 
457630 
457652 
457653 
457741 
457756 



457770 
457802 
457900 
457938 
458023 
458037 
. 458043 
458067 



296527.1 
298994.1 
30546J 



318637.1 

340038J 

34672 1 

371514J 

373784.1 

37972J 

37979.2 

395767.1 

3.1 



402530 1 

410073.1 

434051J 

439837.1 

463717.1 

46627.1 

466952.1 

46875.2 



458175 


498744 1 


458227 


517913.1 


458257 


526854.1 


458303 


543175.1 


458356 


555234.1 


458426 


579269.1 


458455 


59100.1 


458507 


614471J 


458552 


633259.1 


458623 


662297 1 


458624 


662652.1 


458661 


677016.1 


458584 


68549.1 


458734 


719515.1 


458762 


73076.1 


458763 


731371.1 


458771 


737397.1 


458797 


75398.2 


458801 


75669 1 


458817 


764459 1 


458833 


777505 1 


458861 


798085 1 


458890 


812733.2 


458925 


82655.1 


459023 


86727.1 


459037 


87417.1 


459082 


889533.1 


459124 


916575 1 


459207 


926704.1 


459208 


92717 1 


459275 


97318.1 


459278 


9751J 



AI932995 BE064454 AW371902 AW371841 AI885885 BE064457 AA5241 13 AA721037 AA504343 AA778099 AI800598 AI6931 12 Ai 864633 
AI690228 A1400990 AW969089 AW371927 AW371912 AW383562 BE151089 AW383568 BE218503 AW383570 AW371899 BE151097 AW371900 
AW293095 AW292008 AA434179 AA714780 R45858 W01 182 AW957767 AW1 19223 AI207854 W01 578 AA354403 AA805177 AI61 3299 AW269636 
AA481528 AW079101 AF131777 R60489 T81289 AA481594 BE181020 AA465433 AW808125 T84992 AA749191 
AA436B37AA442594 
AA443927 AA444106 

AW820035 T20260 T20259 AL049415 AA737756 W46965 W00799 AW340968 AW027417 AW263261 AI420674 AA814921 AA736509 N69991 
AW358643 W47065 AI090172 A1924139 BE468071 AA375842 AA375767 AW628849 AI422731 AA494558 AA959233 AI142954 AI161089 AI167233 
W94484 A1681576 AA249694 AI695943 AA832347 AA476621 AA937792 AI702870 AA455748 AW195100 AI638530 BE502479 AI363418 AA039630 
C20777 

AA479597 Z45151H28821 

AI143312 AI394343 AW205239 AA523980 A1831223 AI347180 BE263197 AA765781 AI654500 

AF131757T79901 

AA602711 BE078290 

AI680B03 A1703329 AA609004 AI305245 AI457796 AW295787 

AF116656 AI114583 AW838134 AW838525 AW885447 H83251 AW838349 AW838378 AW83B175 H83252 
AIB20719 AI273515 AW592687 AI2637B4 A1351925 R46866 

BE044740 AW827360 AW827623 BE161439 BE044718 BE046207 BE046551 AA653908 BE165581 

AA126136 H62964 BE245159 AF280094 AA431918 BE386201 AA707576 AI074267 AA969194 AA693596 H62844 AW134991 AA126014 A1077443 
AA699881 AI037956 AA961277 AW204185 AI540791 AI273273AW627957 AA926890 AI014851 AW081056 AA443705 AW137571 BE139390 
AI583851 AI583822 AI583814 AW268341 AI590502 AW302642 AI053871 AI254692 A1591255 A1590260 AI583359 AI5B3341 A1583752 AI224227 
AW302089 AW466960 AAB10124 AW302684 AI272921 AI141003 AW589738 AA074714 AA621482 AI796501 AW024557 AA621074 T62627 
AA639206 AI913538 AA075135 R54613AA352975AW206892AIB68280 AW449243 AA907317 AW1 34573 AI590492 AI610050 AI834309 AI375556 
AI284991 AW968038 

BE065030 AA5701 00 AA781546 AI022472 AA846803 A1497780 N68386 A1382890 

T78013 AA699327 W87785 W8861 3 

AW976692 AA806542 AA745855 

AI373638A1073389AI087143AA764776AA913318 

AW97B161 AW978165 AI016938AI539270AW294958AW511089AA814849 

AF074982 R27906 R31333 R31591 R27812 

AW979009 AA828038 AA828148 

AA393603Z194B1 AA252342 AI80761 4 AI91 3804 AA040176 M971 879 H53388 AF085972AI291 424 H53349AW01 5078 AA768 307 AA1 27921 
AA723700 AA040841 AA993954 AA213655 M127972 AA913063 BE327712 AI017585 AA98B185 AA628183 AI205930 AA833558 AA974107 
A1004390 H48931AA724004 
AW296024 AA897109 AI015000 
Z40670 BE504110 BE219908 AW468668 AI0Q2334 
U48351 AA969182BE327312AW138276BE467567A1680815A1422668 
A1264628 AF017648 AI872732 
AI024855A1024877 
AI084514N46645AW1B3984 
AV648310 AV661B71 A1928475 AV647819 T55845 
A1185703AI805813AW292764 
AW136139AI216724 
- A1305223AI458577AI275569 
AI362790A1275996 N48887 
AI2997B9BE551384 

BE281115T53860AV659439AV659421 BE539929 

AI554946 AW36200B AW362553 A1683342 AI376781 

AW802754BE619228 

AI693417 AI418256 AW627792 F32979 

AW295151 A!425004 AW470228 AI693738 H50554 R99198 H50553 R99197 

AW001835 AW612725 AW136670 AI798956 BE46736B AA280216 A1216754 BE622057 AL121193 AW853470 AW853450 AW369075 AW369108 
AW578479AW369106AW361242AW361190N79183 

N98648 A14581 57 BE041652 BE218014 BE622355 AA369340 AA369515 AW962780 AW9B2704 

AI522129 T56009 R53849 

AW236702AI566105Z40396 

AI630223AI63047O 

AW865523 AW8S51 28 AWB65467 AW8651 27 AW865466 

R15891 R61471 R61469 N69765 A1014624 AA007214 AW592075 H09780 AA70903B A1335B9B H11055 AI559229 F09750 T72573 AA935558 
AA988654 AA826438 AI002431 AI299721 

AW968226 AI139249 AJ701692 AA017303 AW469522 AA259148 AA81 1 690 AA807996 AA744260 AAB24494 AA731710 T25332 AA2581 01 
AA970887 

AW439497 AI825059 AA018402 AAB37392 
BE551721 H51878 AIB23338 C01488 AW813562 
AW301478 AW301560 AI889207 
AW138410AI912712N40186 
BE261314 AI243406 AA027322 

AI808913 AW028342 W81290 AI571379 AI382808 AA037071 W79688 R48751 N31808 AI870233 R48752 AW024895 AI333754 
AW294659 AI204928 AA351653 H51220 R86843 AA993182 U79298 R15294 F05089 Z42963 R1781 8 T77498 AA33231 9 W56049 AA331 586 
AW881873 AW881865 AW881 876 R52345 A1652070 AA400044 AA401512 T08151 W05486 N6837B T33846 AI190920 R43021 AI949980 Z39084 
T6341 3 W37269 F01343 R86569 A1621055 AW117593 A119321 1 AW297932 AI500709 AA400056 



Table 30C 

Pkey: Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digit numbers in this column are Genbank Identifier (G!) numbers. "Dunham I. et aT refers to the publication entitled The DNA sequence ot 

human chromosome 22." Dunham I. et al., Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 

Pkey Ref Strand NLposition 
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400462 9929659 Minus 197610-197785 

400508 9887666 Minus 96756-97558 

400612 9929646 Minus 151513-151662 

400631 8247025 Minus 56203-5631 3.56424-56482.57073-571 85, 575 13-57593,57747-57941 

400641 8117693 Plus 4786-4992 

400664 811B496 Pius 13558-13721.13942-14090.14554-14679 

400696 8118812 Minus 77737-77899 

400697 8118812 Minus 79073-79198 
400706 7249204 Minus 7B299-78686 
400816 8569993 Plus 161221-162078 
400842 1927148 Plus 90462-90673 

400859 9757499 Minus 91888-92018.98131-98294.99474-99570 

400861 9757506 Plus 163B55-1 64016 

400839 9958234 Minus 169782-170036 

401069 3927852 Minus 45682-45831 

401098 9965518 Minus 85632-86174 

401132 8705350 Mmus 8567945795 

401189 9690246 Minus 90815-90929 

401200 9743387 Minus 111586-111806.114791-114916,115419-115583^^ 

401240 3355450 Plus 77433-77636 

401324 9863791 Plus 234057-234174 

401365 9796180 Minus 119572-119672 

401368 8670914 Minus 65508-65662 

401459 9212270 Minus 182001-183323 

401462 6682291 Plus 112763-112909 

401497 7381770 Plus 92607-92813 

401526 7770561 Plus 91570-93177 

401596 3293210 Plus 63639^3890 

401614 7839924 Plus 17350-17735 

401626 8575943 Minus 238100-238432 

401645 7657839 Minus 34986-35133 

401673 7689903 Minus 122587-122705,122765-123047 

401694 3540172 Minus 64056-64168 

401785 7249190 Minus 165776-165996.166189-166314,166408-166569,167112-167268.167387-167469.168634-168942 

401878 8099802 Minus 162268-162474,163089-163195 

401887 7229981 Plus 93973-94120 

401899 7230209 Minus 155620-155815 

401986 4406829 Minus 31137-31293 

401989 4309964 Minus 118611-118821 

401991 4156128 Plus 2398-2513 

402048 8072512 Plus 43936-44078 

402076 8117410 Plus 128316-128627 

402090 7249154 Minus 104806-104939.106898-107052 

402112 8139750 Plus 10507-10713 

402131 7704961 Minus 33114-33209,33496-33678 

402145 8018280 Plus 113086-114800 

40231B 7582559 Minus 12843-13403 

402333 8844110 Minus 165693-165856 

402341 7656696 Phis 22583-23699 

402369 9558577 Minus 50417-50522 

402451 9796677 Minus 48137-48343 

402528 7630857 Minus 169609-169742 

402603 9909396 Minus 141663-141852 

402615 9926801 Plus 131390-132157 

402689 8348025 Minus 5885-6209 

402942 9368398 Plus 102152-102386 

403011 6693597 Minus 3468-3623 

403053 8748888 Pius 146568-146659,147539-147811 

403089 8954241 Plus . 171964-172239 

403188 98382B9 Minus 157618-157755 

403218 7630969 Plus 58039-58149 

403271 7230852 Plus 134283-134485 

403281 8072630 Minus 7521-7728 

403306 8099945 Plus 127100-127251 

403310 8139936 Minus 183883-184026 

403317 8318526 Minus 50623-50834 

403329 8516120 Plus 96450-96598 

403341 8569175 Plus 3069W0910 

403344 8569726 Rus 70823-70990 

403356 8569930 Plus 92839-93036 

403513 7656757 Minus 155310-155436.158402-158535 

403515 7656757 Minus 173358-179553 

403525 7960440 Plus 152431-153243 

403534 8076917 Minus 46652-47332 

403568 8101145 Minus 85509-85658 

403572 8101156 Minus 1253-1675 

403574 8101156 Plus 5542-6176 

403623 8569879 Minus 3519-5426 

403625 8569879 Plus 6551-7111 

403637 8671936 Minus 142647-142771.145531-145762 

403678 7331517 Minus 119573-120430 

403691 7387384 Minus 88280-88463 
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10 

15 

20. 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



403776 


7770611 


Minus 


1414-1513.1624-1756 


403780 


8076989 


Plus 


93160-93409 


403786 


B083636 


Minus 


73028-73217 


403891 


7331467 


Minus 


191508-193220 


403937 


7711761 


Minus 


12609-12773 


404042 


9558573 


Plus 


5140-5208,8633-8763 


404043 


9558573 


Plus 


29042-29135,46597-46699 


40406B . 


3168621 


Minus 


18123-18766 


4O410B 


8247074 


Minus 


63603-64942 


404166 


7596822 


Plus 


86147-86509 


404193 


3881948 


Minus 


94185-94322 


404196 


3805917 


Minus 


67928-68109 


404249 


8655533 


Plus 


64270-64633 


404367 


9965011 


Minus 


114391-114628 


404404 


7272262 


Plus 


82112-82244 


404414 


7382165 


Plus 


143127-143398 


404416 


7382420 


Minus 


143042-143216,144704-144853,145800-146048 


404420 


7407952 


Minus 


129817-130586 


404443 


7579073 


Minus 


87198-67441 


404453 


7657714 


Plus 


27768-29179 


404476 


8080699 


Plus 


101841-102043 


404518 


6151988 


Plus 


84494-84603 


404526 


8152087 


Plus 


121918-122123,125198-125348 


404531 


8247909 


Plus 


20152-20362 


404561 


9795980 


Minus 


69039-70100 


404569 


7249169 


Minus 


104257-104348,104B22,104970 


404582 


9739220 


Plus 


53230-53424 


404587 


8598640 


Minus 


69781-70096 


404588 


6456726 


Minus 


40059-40210 


404593 


9944086 


Minus 


74922-75788 


404595 


9958262 


Minus 


16764-16900 


404638 


9796751 


Minus 


99433-99528,100035-100161 


404652 


9796969 


Minus 


108172-108296 


404694 


9799957 


Minus 


128092-128227 


404708 


9800828 


Plus 


77522-77658 


404731 


7230299 


Minus 


16B609-1 68781,182951-1 83081 


404767 


7882827 


Minus 


23244-23759 


404793 


7232206 


Minus 


61087-61590 


404822 


3810614 


Plus 


7541-8132 


404834 


6911603 


Minus 


37948-38226 


404957 


7407927 


Plus 


147512-148011 


404967 


7523744 


Minus 


89944-90729 


404988 


4662677 


Minus 


72406-72600,72779-72856 


405001 


6015406 


Minus 


104646-104819 


405008 


6088019 


Minus 


64091-64267 


405090 


8072525 


Minus 


38552-39202 


405120 


8099940 


Plus 


140176-140340 


405229 


7249019 


Plus 


51081-51701 


405230 


7249032 


Minus 


97493-97682 


405302 


2078453 


Minus 


121688-121840 


405347 


2979602 


Minus 


977-1116 


405443 


7408143 


Plus 


90716-90887,101420-101 577 


405455 


7656675 


Plus 


134112-134671 


405456 


7656676 


Plus 


150052-150208 


405494 


8050952 


Minus 


70284-70518 


405521 


9454643 


Plus 


65096-65247,77508-77637.81242-81364,84246-84395 


405523 


9454643 


Plus 


114550-114688,117265-117407,119490-119599.123237-123395,131140-131217 


405605 


5836195 


Minus 


11 7070-1 17270- 


405608 


5815499 


Minus 


66822-66925 


405634 


5306288 


Plus 


17856-17957,18302-18412,1 8837-1 8927,22790-22989 


405654 


4895155 


Minus 


53624-53759 


405692 


4314424 


Plus 


61379-62562 


405738 


9943998 


Plus 


4437045410 


405747 


8469069 


Minus 


153933-154060 


405780 


7248203 


Minus 


48204-48371 


405783 


5738434 


Minus 


27238-27885 


405784 


7417368 


Minus 


77798-78000 


405829 


7109593 


Minus 


15628-16127 


405920 


6758795 


Rus 


120621-120971 


405935 


6758795 


Minus 


163112-163652 


405970 


8247789 


Minus 


4579546295 


406005 


8247801 


Minus 


39912-40220 


406018 


6758904 


Minus 


37795-38 16B 


406076 


9123123 


Plus 


89972-90319 


406092 


9123919 


Plus 


251370-251797,252168-252882 


406190 


7289992 


Minus 


22395-22901 


406268 


7549620 


Plus 


111718-112008 


406298 


5686278 


Minus 


30084-30770 


406333 


9213235 


Plus 


64689-64798 


406364 


9256114 


Minus 


50715-50833 


406378 


9256142 


Minus 


126408-126800 


406413 


9256407 


Plus 


4385844003,46993-47136 


406468 


9795553 


Plus 


43734616,8870-9046,11366-11509.11625-11880 
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406503 8272659 Minus 39506-39694 



TABLE 31 A: ABOUT 1884 GENES UP-REGULATED IN 1PF COMPARED TO NSIP 

Table 31A lists about 1884 geneswhose expression levels are up regulated in idiopathic pulmonary fibrosis (IPF) samples as compared with non-specific interstitial pneumonia (NSIP) 
samples. These were selected from about 59680 probesets on an Anymetnx/Eos Hu03 GeneChip array such that the ratio of 'average* idiopathic pulmonary fibrosis sample 
expression level to 'average' non-specific interstitial pneumonia sample expression was greater than or equal to about 2.0. The "average" idiopathic pulmonary fibrosis level was set 
to the 90lh percentile amongst idiopathic pulmonary fibrosis samples. The 'average' non-specific interstitial pneumonia level was set to the 90th percentile amongst non-specific 
interstitial pneumonia samples. 

Pkey: Unique Eos probeset identifier number 

ExAccit Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of IPF (idiopahic pulmonary fibrosis) to NSIP (non-specific interstitial pneumonia) 
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Hs.30504 Homo sapiens mRNA; cDNA DKFZp434E082 {fr 

gb:EST33382 Embryo, 12 week II Homo sapi 
Hs.6523 chromosome 1 open reading frame 12 
Hs.278950 protocadherin beta 1 

gb:EST383329 MAGE resequences, MAGL Homo 
gb:ng65d01.s1 NCI_CGAP_Ltp2 Homo sapiens 
Hs.195471 6^phosphofructo-24cinase/lriictose-2 1 6-bi 
Hs.34174 ESTs, Moderately similar to AIU8_HUMAN A 
Hs.257859 ESTs 

Hs.1 72963 hypothetical protein FU 14624 

gb:MRO-SN0039-30030(W01-c02 SN0039 Homo 
Hs.6349 Homo sapiens, clone IMAGE:3010666\ mRNA, 
Hs.224672 ESTs 

Hs.75874 pregnancy-associated plasma protein A 
Hs.201987 aldo-keto reductase lamily 1 , member C2 
Hs.8053 ESTs 

Hs.103262 ESTs, Weakly simBar to ZN91.HUMAN ZINC 
Hs.146105 ESTs 

Hs.223603 Homo sapiens mRNA; cDNA DKFZp761D09121 ( 
Hs.86379 ESTs 



455993 
420111 
403956 
410318 
426497 



BE179085 

AA255652 

W28077 

AA084050 

AA379913 



430140 AW296771 

457042 AI382130 

450236 AW162998 

417706 T90797 



428692 
413071 
437354 
403381 
425798 



AI372822 
BE064032 
AA749215 

AA364002 



Hs.180138 
Hs.127922 
Hs.178294 
Hs.118630 

Hs.47248 
Hs.25978 
Hs.300592 

Hs.19934 
Hs.9222 
Hs.137579 



Hs.79389 
Hs.269259 

Hs.221999 
Hs.97703 
Hs.24684 
Hs.268623 
Hs.1 10103 

Hs.291886 



gb:aa65f05j1 NCLCGAP_GC81 Homo sapiens 
ESTs 

ESTs, Moderately simitar to S65657 alpha 
ESTs 

MAX-interacting protein 1 

gb:EST374787 MAGE resequences, MAGG Homo 
ESTs, Highly similar to similar to Cdc14 
ESTs, Weakly similar to 2109260A B cell 
v-myb avian myeloblastosis viral oncogen 
gb^MO-HT0182-041099.065-e11 HT0182 Homo 
Homo sapiens mRNA full length insert cON 
estrogen receptor binding site associate 
KIAA0694 gene product 

gb:RC0-HT0613-14030W21-d06 HT0613 Homo 
gb3s21h11x1 NO_CGAP_GC91 Homo sapiens 
net (chtckenHike 2 

ESTs, Weakly similar to S23650 retroviru 
gb:EST92807 Skin tumor I Homo sapiens cD 
ESTs 
ESTs 

WAA1376 protein 
ESTs 

RNA polymerase I transcription factor RR 
gb:C2V3-BT029^010300-111-b08 BT0296 Homo 
ESTs 



459429 AA278779 
426365 AA376667 



430757 
430205 



A1458623 
AB025904 



433887 AW204232 
444743 AA045648 
404043 



gb:EST74529 Pineal gland II Homo sapiens 
Hs.335696 EST 

Hs.10283 RNA binding motif protein 88 

gb:tk04g09jc1 NCI_CGAP_Lu24 Homo sapiens 
Hs.2351 68 carbonic anhydrase XIV 
Hs.279522 ESTs 

Hs.301957 nudix (nucleoside diphosphate linked moi 
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431333 


AA708488 


Hs.120127 


Homo sapiens cDNA: FU22769 fis, clone K 


3.8 


451073 


AI758905 


Hs.206063 


ESTs 


3.8 


417663 


R07483 


Hs.180461 


ESTs 


3.8 


432363 


AA534489 




gb:nf76g1U1 NCLCGAP Co3 Homo sapiens 


3.8 


436975 


AA740723 


Hs.212644 


ESTs 


3.8 


405959 








3.8 


400631 


AF173937 


Hs.109494 


secreted protein of unknown function 


3.7 


425937 


NM.013240 


Hs.163846 


putative N6-DNA-melhyitransferase 


3.7 


446158 


A1277603 


Hs.145990 


ESTs, Weakly similar to 138022 hypotheti 


3.7 


450375 


AA009647 


■ Hs.8850 


a disinlegrin and metanoprotetnase doma 


3.7 


416548 


H62953 




gb.7r47f06.r1 Soares fetal liver spleen 


3.7 


436020 


AA778177 


Hs.121724 


ESTs 


3.7 


424989 


AA985520 


Hs.23575 


ESTs 


3.7 


426447 


AV655843 


Hs.169919 


electran-transfer-fiavo protein, alpha po 


37 


441416 


A1990139 


Hs.148609 


ESTs 


3.7 


456443 


AW967500 


Hs.1 33543 


ESTs 


3.7 


402112 


R56624 


Hs.2186 


eukaryotic translation elongation factor 


3.7 


404453 






3.7 


451421 


W16522 


Hs.237689 


Homo sapiens cDNA FU 13539 fis, done PL 


3.7 


421037 


AI684808 


Hs.197653 


ESTs 


3.7 


4270B8 


AA398085 


Hs.142390 


ESTs 


3.7 


453375 


AI990114 


Hs.240091 


ESTs 


3.7 


453530 


AW021633 




gb:df26c02y1 Morton Fetal Cochlea Homo 


37 


406964 


M21305 




gb:Human alpha satellite and satellite 3 


3.7 


432291 


AK001108 


Hs.274274 


hypothetical protein FU10246 


37 


449623 


C00719 


Hs.120440 


EST 


37 


419691 


W03298 


Hs.193521 


ESTs 


37 


437587 


AI591222 


HsJ2325 


Human DNA sequence from clone RPM87J1 1 


37 


403271 






3.7 


453123 


A195371B 


Hs.221849 


ESTs 


3.7 


400462 








3.7 


449804 


AI535663 


Hs.39379 


ESTs 


3.7 


443305 


AI050693 


Hs.133318 


ESTs 


3.7 


411166 


AW821257 




gb:PM3-ST0307-231299-0Ql-b11 ST0307 Homo 


3.6 


424565 


AW102723 


HS75295 


guanylate cyclase 1 , soluble, alpha 3 


3.6 


432189 


AA527941 




gb:nh30c04.s1 NCI_CGAP_Pr3 Homo sapiens 


3.6 


403296 






3.6 


41791B 


AA209205 


Hs.163754 


hypothetical protein FU12606 


16 


436026 


AI349764 


Hs.217081 


ESTs 


3.6 


429864 


AA450039 


Hs.286 


ribosomal protein L4 


3.6 


41B592 


X99226 


Hs.284153 


Fanconi anemia, complementation group A 


3.6 


442910 


AI365130 


Hs.11307 


ESTs. Weakly similar to T1 9326 hypotheti 


3.6 


446304 


AW104432 


Hs.149761 


ESTs 


3.6 


441216 


BE299B30 


Hs.192908 


ESTs 


3.6 


421494 


AI763322 


Hs.152104 


ESTs 


3.6 


404476 








3.6 


416327 


R99822 


Hs.36172 


ESTs 


3.6 


414146 


BE549372 


Hs.317596 


Homo sapiens cDNA FU 12927 fis, done NT 


3.6 


417401 


AA425026 


Hs.187615 


ESTs 


3.6 


401200 








3.6 


411560 


AWB51186 


Hs.179909 


hypothetical protein FU22995 


3.6 


426306 


AA447310 


Hs.164059 


Homo sapiens cDMA FU 13338 fis, clone OV 


3.6 


437918 


AI761449 


Hs.121629 


ESTs 


3.6 


447917 


AL048037 


Hs.164588 


ESTs, Moderately similar to neuronal thr 


3.6 


421328 


BE466505 


Hs.3981 


ESTs 


3.6 


447290 


AI476732 


Hs.263912 


ESTs 


3.6 


417229 


AA975095 


Hs.19522 


hypothetical protein PR02849 


3.6 


425403 


AL023753 


Hs.156406 


Human DNA sequence from done 1198H6 on 


3.6 


403515 






3.6 


419917 


AA320068 


Hs.93701 


Homo sapiens mRNA; cDNA DKFZp434E232 (fr 


3.6 


435554 


AF208502 


Hs.185708 


early B-cell factor 


3.6 


420481 


U50525 


Hs.98201 


Human BRCA2 region, mRNA sequence CG029 


3.6 


410500 


R09442 




gbyf26c09j-1 Soares fetal liver spleen 


3.6 


439326 


W07140 


Hs.54721 


ESTs 


3.6 


426296 


R14454 


Hs.5921 


Homo sapiens cDNA: FU21592 fis, clone C 


3.6 


411311 


AW836491 




gb:PM34J0032-281299402-f02 LT0032 Homo 


3.6 


418019 


R68911 


Hs.176275 


ESTs 


3.6 


417490 


AA203335 




gbzx56g02.r1 Soares Jetaljiver_s pteen 


3.6 


423035 


AW449679 


Hs.156739 


H.saplens XG mRNA (done PEP11) 


3.6 


416575 


W02414 


Hs.38383 


ESTs 


3.5 


414400 


X0694B 


Hs.897 


Fc fragment of IgE, high affinity 1, rec 


3.5 


418405 


AI868282 


Hs.11898 


ESTs, Highly similar to KIAA1370 protein 


3.5 


450350 


T97817 


Hs.174880 


ESTs 


3.5 


451704 


AI755209 


Hs.205616 


ESTs, Weakly similar to AUJ1_HUMAN ALU S 


3.5 


421013 


M62397 


Hs.1345 


mutated In colorectal cancers 


3.5 


407404 


AF040257 




gbiHomo sapiens TNF receptor homolog mRN 


3.5 


423121 


AW864848 




gb:PM2^N0018-2903TJOO03*09 SN0018 Homo 


3.5 


430533 


AA480895 


Hs.201552 


ESTs, Weakly similar to T17288 hypotheti 


3.5 


457141 


AA521410 


Hs.41371 


ESTs 


3.5 


411772 


BE170301 




gb:CrV4-HT053f>040500-193^05 HT0535 Homo 


3.5 


440737 


AI375167 


Hs.132221 


hypothetical protein FU12401 


3.5 


452728 


AI915676 


Hs.239708 


ESTs 


3.5 


423266 


AA323875 


Hs.193574 


ESTs 


3.5 
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413543 M130228 

454447 BE163567 

458057 AA393603 

437608 AA761S05 

415549 F11942 

420910 AL049437 

435793 AB037734 

453211 W84829 

418717 AI334430 
400641 



442973 


BE567665 


Hs.288550 


418007 


M13509 


Hs.83169 


440364 . 


AA910460 


Hs. 128626 


458340 


AI457102 


Hs.6986 


412281 


AI810054 


Hs.14119 


443204 


AW205878 


Hs.29643 


416616 


H68270 




444338 


AI937026 


Hs.146642 


436946 


AW137748 


Hs.125956 


431632 


AK000992 


Hs.333144 


403306 


NMJ)06825 


Hs.74368 


422093 


AF151852 


Hs.111449 


428816 


AA004986 


Hs.193852 


442137 


AA977235 


Hs.128830 


405970 






409434 


AF278761 


Hs.131581 


416100 


H18700 


Hs.268799 


431418 


X68242 


Hs.252722 


431954 


AK001974 


Hs.272242 


440388 


AI693520 


Hs.223000 


421072 


AI215069 


Hs.89113 


424578 


AK001973 


Hs.150890 


436331 


AI239495 


Hs.120189 


444063 


A1122614 




444453 


AW379394 


Hs.145126 


404196 






421262 


AA286746 


Hs.9343 


409555 


AW410788 


Hs.256185 


417669 


T99898 




416057 


AI927382 


Hs.29857 


425206 


NMJW2153 


Hs.155109 


447738 


AI871000 


Hs.161330 


430664 


AW969B34 


Hs.303303 


411377 


AW841462 




415769 


H94186 


Hs.5912 


429382 


AI791249 


HS.27B054 


431474 


AL133990 


Hs.190542 


456908 


AI953671 


Hs.220994 


442826 


AI018777 


Hs.131241 


400608 






436111 


A1803082 


Hs.157212 


452807 


M028933 


Hs.162434 


436577 


W84774 


Hs.17643 


412209 


AW901456 




417153 


X57010 


Hs.81343 


423871 


AA331906 




447516 


W05355 


Hs.102971 


409623 


AW449185 




416182 


NMJJ04354 


Hs.79069 


420854 


AW296927 




422899 


D16471 


Hs.121571 


432404 


AA535246 


Hs.50852 



Hs.324611 ESTs, Moderately similar to ALU8_HUMAN A 

gb:Q\^HT0460-23020<M01-b08 HT0460 Homo 
■ Hs.36752 protein kinase anchoring protein GKAP42 

Hs.292308 ESTs, Weakly similar to ALU INHUMAN ALU S 
gb:HSC33F061 normalized infant brain cDN 

Hs.100292 Homo sapiens mRNA; cONA DKFZp586E1 120 (f 

Hs.4993 K1AA1313 protein 

gb2h53f04.r1 SoaresJeial_liver_spteen_ 

Hs.86984 ESTs 



Human glucose transporter pseudogene 



gb:yr81h09.r1 So ares fetal liver spleen 



gb:qa96b05.x1 Scares JetaLhearLNbHH19W 



Homo sapiens cDNA FU 14265 fis, clone PL 
ESTs 

gb7e68gOU1 Soares fetal liver spleen 
ESTs 



gb:RC6-CN0014-080300-01 2-B09 CN 001 4 Homo 
F-box only protein 7 



458695 AV660159 
440727 A1Q73991 
428766 AA477989 



439567 


AI056618 


456231 


H73183 


454318 


AW367764 


411966 


AA099113 


443644 


AI080491 


437037 


T63804 


407664 


. AW063476 


405780 




426567 


AA381579 


400432 


AX015809 


403356 




404516 


AI815601 


413581 


BE150618 


429875 


AI091815 


433785 


BE044593 


437876 


AA770151 


444870 


AI200621 


453324 


W26592 



gb:RCO-NN1012-27030(W31-c07 NN1012 Homo 
collagen, type II, alpha 1 (primary oste 
gb:EST35805 Embryo, 8 week I Homo sapien 
hypothetical protein FU14751 
gb:UI-H-Bl3-akg^05^-UU1 NCLCGAP_Su 
cyctinG2 

gb:UI-H-BW0.ajw>07-04Jl.s1 NO_CGAP_Su 



Hs.282284 ESTs, Weakly simflar to I3B022 hypotheti 

Hs.134268 ESTs, Weakly similar to 2109260A B cefl 

Hs.98800 ESTs 

Hs.1 34314 ESTs 

Hs.129885 ESTs, Weakly similar to 2004399A chromes 

Hs.7857 erythrocyte membrane protein band 4.1-n 

Hs.118609 ESTs 

Hs.93270 ESTs, Moderately similar to S65657 alpha 
gb7c21e09.r1 Stratagene hing (937210) H 

Hs.279080 ESTs 

Hs.182962 ESTs 

HS.2B7767 Sequence 8 from Patent WO9950285 

Hs.79197 C083 anfigen (activated B lymphocytes, i 

gb:RC3-HT0272-11010(M>13-c06 HT0272 Homo 
gb:qa58b0S.s1 Soares_NhHMPu_S1 Homosapi 

Hs.112704 ESTs 

Hs.126424 ESTs 

Hs.148504 ESTs 

Hs.232089 ESTs 
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407456 

433183 

436168 

438456 

453242 

415131 

412040 

435070 

444443 

434001 

454145 

405264 

411849 

416816 

435325 

440184 

428356 

429216 

429106 

405720 

400889 

416294 

422094 

425374 

418122 

427374 

443367 

446545 

457604 

452291 

410481 

458885 

429608 

437454 

430503 

432839 

421698 

412321 

422219 

454962 

441705 

403619 

435608 

426701 

401132 

407764 

409425 

428004 

443603 

419936 

455571 

406592 

446530 

454466 

401449 

431196 

422183 

459459 

421308 

427335 

455236 

425156 

404588 

413087 

444910 

426660 

438315 

425523 

419340 

425636 

430553 

457030 

447375 

408334 

410085 

410536 

448495 

405634 

431098 



BE396279 

AA355933 

AI580090 

AK001751 

AJ237589 

AF231338 

AK000883 

AA9133S1 

T98327 

D61119 

D86519 

AI821270 

AI149286 

AW950905 

AA046872 

AW964970 

T71168 

AI038388 

AB002297 

AL046991 

AI369472 

AA446512 



gb:601309785F1 NIH_MGC_44 Homo sapiens c 
Hs.1 32221 hypothetical protein FU12401 
Hs.48295 RNAhelicasefamfly 
Hs.171835 hypothetical protein FU10889 

gb:Homo sapiens mRNA for T-box transcrip 
Hs.222024 transcription factor BMAL2 
Hs.301645 Homo sapiens cDNA FLM0021 fis, clone HE 
Hs.190513 ESTs 
Hs.18343 ESTs 

gb:HUM!58C11B Ctontech human fetal brain 
Hs.73086 neuropeptide Y receptor Y6 (pseudogene) 
Hs.285643 Homo sapiens cDMA FU14364 fis, clone HE 
Hs.55099 rab6 GTPase activating protein (GAP and 
Hs.3697 serine (or cysteine) proteinase inhibito 
Hs.62798 ESTs 

Hs.1 8861 ESTs. Moderately similar to KIAA1276 pro 
Hs.1 19567 ESTs, Weakly simitar to A47582 B-cell gr 
Hs.1 19309 ESTs 

Hs.7022 dedicator of cyto-tdnesis 3 
Hs.10338 ESTs 
Hs.65407 ESTs 

gb:zw85g07.s1 Soares_tota1JetusJlb2HF8._ 



D86960 - 
AF129535 
AI904013 
R42778 
AI150033 
AW071349 
AI336596 
AI004397 
AF015592 
R34107 
AA411303 
U49250 
AL390159 
AA533574 
AA579465 
T89677 
AW936913 
AW97B073 
AW847645 
- AI087052 

AW183971 
AI968103 

BE008347 

U40462 

AA449563 

BE502601 

AI792788 

BE003714 

AV658909 
AA984138 

AW974436 
AA431698 
AA460445 
AA667322 
AA448542 
AWB75972 
AA351364 

BE064655 

A1201849 

NMJM2719 

R56795 

AB007948 

AA236590 

AK001243 

AW392821 

AI301740 

AI376660 

AW514652 

AA428482 

N39533 

AW136516 



Hs.79170 K1AA0227 protein 

Hs.272027 F-box only protein 5 

gb:MR-BT041-2201 99-104 BT041 Homosapien 

Hs.2221 7 Homo sapiens clone IMAGE321 06, mRNA seq 

Hs.143686 ESTs 

Hs.215937 ESTs 

Hs.156294 ESTs 

Hs.334552 Homo sapiens cDNA FU14930 fis. clone PL 

Hs.28853 COC7 (cell division cycle 7, S. cerevisi 

Hs.321450 pregnancy specific beta-1 -glycoprotein 2 

Hs.30022 ESTs, Weakly similar to NAH6_HUMAN SOOIU 

Hs.210862 T-box, brain, 1 

Hs.269812 Homosapiens mRNA; cDNA DKFZp761M0415 (f 

Hs.152274 ESTs 

Hs.45207 hypothetical protein K1AA1335 

Hs.324323 ESTs 

gb:RC1-DT0029-03020lH)12-f08 DT0029 Homo 

Hs.1010 regulator of mitotic spindle assembly 1 

gb:IL3-CT0213-280100-056-A04 CT0213 Homo 

Hs.55993 ESTs 



Hs.250896 ESTs 

Hs.209461 Homo sapiens cDNA FU12836 fis, clone NT 

gb:CMO-BN0154-080400-32&-h04 BN0154 Homo 
Hs.54452 2inc finger protein, subfamily 1A, 1 (Ik 
Hs.1 51 393 glutamate-cysteine figase, catalytic sub 
Hs.134289 ESTs, Weakly similar to KIAA1063 protein 

gb:ol91d05.y5 NCI_CGAP_Kid5 Homo sapiens 
gb:GV3-BN009&-200400-161-a01 BN0096 Homo 

Hs.282642 ESTs 

Hs.1 55101 ATP synthase, H+ transporting, mitochond 
Hs.154929 ESTs 

Hs:1 1 2794 Human DMA sequence from done 1068E13 on 
gb:zx66h11.r1 SoaresJotal_fetus_Nfa2HF8_ 

Hs.192843 leucine zipper protein FKSG14 

Hs.251677 Ganfjgen7B 

gb:CM3-PT0014-071299451-b05 PT0014 Homo 
gb:EST59099 Infant brain Homo sapiens cO 

gb:RC1-BT0313-301299412-c09 BT0313 Homo 
gbap76g04jc1 NCLCGAP_Pr28 Homo sapiens 

Hs.171734 protein phosphatase 2, regulatory subuni 

Hs.82419 ESTs 

Hs.158244 KIAA0479 protein 

Hs.87530 ESTs 

Hs.1 58370 hypothetical protein FU10381 

gb:CM4-ST0275-021299-053*09 ST0275 Homo 
Hs.173381 dfoydropyrimidiriase-fike 2 
Hs.257822 ESTs 
Hs.321637 ESTs 
HS.585B9 glycogenin 2 

gb:yv27d04.s1 Soares fetal liver spleen 
Hs.208515 ESTs 



AW501465 Hs.249230 ribonudease L (2 , l 5*-oligoisoadenytate 
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4215B1 U89331 Hs.105932 short slature homeobox 3.1 

440633 AI140686 Hs^63320 ESTs 3.1 

453264 AA034137 Hs.271955 ESTs 3.1 

411656 AW855576 gb:CM4-CT0278-221099-027-d01 CT0278 Homo 3.1 

5 419169 AW851980 Hs.262346 ESTs, Weakly similar to S72482 hypolheli 3.1 

426591 AA431127 Hs.98685 ESTs 3.1 

446966 C01448 Hs.300511 ESTs 3.1 

452401 NM 007115 Hs.29352 lumor necrosis factor, alpha-induced pro 3.1 

455170 AW860972 gb:QVO-CTO3B7-18030O-167-h07 CT0387 Homo 3.1 

10 416208 AW291168 Hs.41295 ESTs, Weakly similar to MUC2 HUMAN MUCIN 3.1 

423657 AL045128 Hs.1691 glucan (l.^atpha-). branching enzyme 1 . 3.1 

400816 3.1 

410307 AF022913 Hs.62187 phcephaBdyttnositol glycan, dass K 3.1 

_ 440046 AW402306 . Hs.6877 hypothetical protein FU 10483 3.1 

15 452824 W27643 Hs.73965 splicing factor, arginirie/serine-rich 2 3.1 

400315 U46120 Hs.193392 Human expressed unknown mRNA 3.1 

411965 BE467339 Hs.280115 ESTs 3.1 

416316 H5B721 Hs.271628 ESTs 3.1 

„ 400613 3.1 

20 414819 BE177320 Hs.156148 hypothetical protein FU 13231 3.1 

434833 AF156548 Hs.192969 ESTs, Weakly similar to AT1AJHUMAN POTEN 3.1 

418693 AI750878 Hs.87409 thrombospondin 1 3.1 

416258 N45661 Hs.90011 adenylosuccinate synthase 3.1 

„ 405093 3.1 

25 415273 Z39840 HsJ2229 ESTs 3.1 

450519 AA010066 Hs.224849 Homo sapiens cDNA FU 12583 lis. done NT 3.1 

422654 AA314316 Hs.163725 ESTs 3.1 

414605 BE390440 gb:601 283601 F1 NIHJWGCL44 Homo sapiens c 3.1 

400441 M15530 Hs.99879 B-cell growth factor 1 {12kOJ . 3.1 

30 402790 3.1 

438563 AA810665 Hs.134746 ESTs, Weakly similar to A46010 X-iinked 3.1 

447524 080449 • Hs.45177 ESTs 3.1 

448835 • BE277929 Hs.11081 UBX domain-containing 2 3.1 

_ 415979 H16427 ■ Hs.271501 ESTs, Weakly similar to 154374 gene NF2 3.1 

35 434479 AI138213 Hs.162035 olfactory receptor, family 52, subfamily 3.1 

426724 AA383623 . Hs.293616 ESTs 3.1 

418105 AW937488 Hs.178000 ESTs, Weakly similar to FV1 MOUSE FRIEND 3.1 

405608 3.1 

A - 406506 3.1 

40 421216 AV649282 Hs.102664 vesicle-assodated membrane protein 4 3.1 

452755 AW138937 Hs.213436 ESTs, Weakly similar to A34087 hypothetj 3.1 

404288 3.1 

429878 AA460188 Hs.127263 ESTs 3.1 

439834 AI754576 Hs.124523 ESTs 3.1 

45 454564 AW807573 gb:MR1-ST0088421299404-g01 ST0M8 Homo 3.1 

450491 BE045604 Hs.202301 ESTs 3.1 

409920 BE169746 Hs.12504 likely ortholog of mouse Arkadia 3.1 
400579 .... 3.1 

402953 3.1 
50 404285 3.1 

426890 AA3931 67 Hs.41 294 ESTs 3.1 

457770 BE065030 Hs.124179 ESTs 3.1 

435477 BE218708 Hs.117270 hypothetical protein FU 14345 3.1 

436391 AJ227892 Hs.146274 ESTs 3.1 

55 456083 U46922 Hs.77252 fragHe Nstidine triad gene 3.1 

416421 AA134006 Hs.79306 eukaryottc translation initiation factor 3.1 

430101 AF110002 Hs.233363 guanytate cyclase activator 1C 3.1 

449238 AA428229 Hs.331561 musde-spec"ific RINfrfinger protein 3 3.1 

452605 AW968557 Hs.90012 hypothetical protein FU23441 3.1 

OO 456323 AW752389 Hs.87296 Homo sapiens cDNA FU20269 fis, done HE 3.1 

429828 AB019494 Hs.225767 IDN3 protein 3.1 

423454 . AL1 10456 Hs.469 succinate dehydrogenase complex, subunit 3.1 

452762 AW501435 Hs.278582 v-akt murine thymoma viral oncogene homo 3.1 
401344 3.1 

65 455511 BE144762 gb:CM0-HT018(M)4109^06Sb04 HT0180 Homo 3.1 

455280 AW8B6156 gb:RCWT0078-15030(M)21-E08OT0078Homo 3.1 

433132 AB026264 Hs.284245 hypothetical protein IMPACT 3.1 

423600 AI633559 Hs.310359 ESTs 3.1 

„ 427667 AK001279 Hs.180171 Homo sapiens cDNA FU 1041 7 fis, done NT 3.0 

70 .407257 AB006834 gb:Homo sapiens mRNA for HRV Fab N6-VH, 3.0 

467041 AA399018 Hs.250835 ESTs 3.0 

421482 AL135462 Hs.104715 inversin 3.0 

459062 AA059246 Hs.1 10293 ESTs 3.0 

436475 R5880S Hs.86149 pnosphoinositol 3-phosphate-blnding prut 3.0 

75 411622 AI807894 Hs.47274 Homo sapiens mRNA; cDNA DKFZp564B176 (fr 3.0 

417489 AW953341 Hs.22573 ESTs, Weakly similar to ALU 1_HUMAN ALUS 10 

418454 AA315308 Hs.195870 hypothetical protein FU 14991 3.0 

409699 BE154650 gb:PM3^T0344-07129M03«08 HT0344 Homo 3.0 

or . 438394 BE379623 Hs.27693 pep&lytprolyl somerase (cyctopMnH 3.0 

oO 443741 AW451759 Hs.145420 ESTs 3.0 
405090 3.0 

432267 AK000872 Hs.274227 Homo sapiens cDNA FU 10010 fis, done HE 3.0 

445409 A1949081 Hs.147862 ESTs 3.0 
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449347 

428301 

405354 

418409 

427050 

431778 

448405 

429846 

438165 

418888 

418432 

426424 

419505 

403743 

415452 

428579 

447046 

455851 

400227 

436219 

439037 

439693 

431292 

403513 

425745 

440122 

448446 

422563 

448130 

42028B 

428201 

436643 

448966 

404513 

412074 

407762 

403396 



AV649748 Hs.295901 KIAA0493 protein 

AW628666 Hs.98440 ESTs, Weakly simflar to 138022 hypotheti 

AA219332 Hs.120869 ESTs, Weakly similar to R107_HUMAN H-REV 

AA397789 Hs.161803 ESTs 

AL080276 Hs.268562 regulator of G-protein signalling 1 7 

AW207634 Hs.170849 ESTs 

AB023021 Hs.225945 fucosyltransferase 9 (alpha (1 ,3) fuoosy 

AA779344 Hs.138136 ESTs, Weakly similar to 1 51 0254AL1 repe 

AU076801 Hs.89436 cadherin 17, LI cadherin {liver-intestin 

M1 4156 Hs.851 12 insulin-like growth (actor 1 (somatomedi 

BE081745 Hs.272188 Homo sapiens cDNA FU12090 lis, clone HE 

AA243660 Hs.143061 ESTs 

F09134 Hs.1 2839 ESTs 

NM-005756 Hs. 1 84942 G protein-coupled receptor 64 

AA326187 Hs.17170 G protein-coupled receptor 4 

gb:QV4-HT0222-261099-014-c11 HT0222Homo 



458090 
400706 
432779 
444600 
403786 
430187 
451700 
456649 
457503 
446251 
406327 
434671 
430175 
454186 
449459 
435934 
400325 
408408 
414514 
423717 
424152 
430982 
424726 
456186 
412222 
459201 
422511 
435579 
417027 
415533 
445909 
418343 
459440 
403341 
445635 
453830 
455866 
407676 
437913 
443458 
457049 
400491 
456189 
441874 
416483 



BE146879 

AK001695 
AF075084 
AI741816 
AA370141 

1)44060 

AI733011 

AI521251 

BE299342 

AW271635 

AW071225 

AA424158 

AA757626 

AW372914 

S74683 
AW23563B 

AW139680 
AI282149 

AW979241 
R41398 

AI799909 
AI470262 
R74441 
AW970244 
AW867156 

R34758 
AA468724 
BE141030 
BE546846 
R19382 
M85292 
AF070571 
BE327365 
AA330036 
AL133591 
R17432 
AK001007 
W26642 
AA528283 
AW391177 
AU076442 
A1332373 
AA192306 
T74009 



Hs.1 46589 hypothetical protein FU10701 

gb:Homo sapiens full length insert cDNA 

Hs.125897 ESTs 

Hs.2281 chromogranin B (secretogranin 1 ) 

Hs.14427 Homo sapiens cDNA: RJ21800 lis. clone H 

Hs.1 27678 ESTs 

Hs.171030 ESTs 

Hs.19348 hypothetical protein RJ13119 

Hs.170717 ESTs 

Hs.245556 ESTs 

Hs.206461 ESTs 

Hs.10941 ESTs, Weakly similar to IPP1_HUMAN PROTE 

Hs.86149 phosphoinositol 3-phosphate-binding prot 

Hs.73139 ADP-ribosyllransferase 1 

Hs.29475 ESTs 

Hs.161393 ESTs 

Hs.56213 ESTs, ttghry similar to FXD3_HUMAN FORKH 



Hs.6! 



gb:EST391351 MAGE resequences, MAGP Homo 
ESTs 



Hs.158989 ESTs 

Hs.29553 ESTs 

Hs.1 17176 polytAHxnding protein, nuclear 1 

HS.1621B8 ESTs 

Hs.282589 ESTs, Weakly similar to 138022 hypotheti 

gb:yg61g0lr1 Soares infant brain 1NIB H 
gb:neQ9a06.s1 NQ CGAP_Co3 Homo sapiens 
gb:MR0-HT0067-201099-002-h11 HT0067 Homo 
Hs.195048 ESTs 
Hs.1 17869 ESTs 

Hs.247924 Homo sapiens endogenous HJV-1 related se 
Hs.44690 Homo sapiens clone 24739 mRNA sequence 
Hs.2B01B7 ESTs 
Hs.152003 ESTs 

Hs.141480 Homo sapiens mRNA; cDNA DKFZp434N079 (fr 
Hs^2217 Homo sapiens clone IMAGE:32106, mRNA seq 
Hs.1 38760 Homo sapiens cDNA FU10145 fis, clone HE 
gb:34b8 Human retina cDNA randomly prime 
Hs.292737 ESTs 

gb:MR3-ST0203-221299-023-d05 ST0203 Homo 
Hs.1 17938 collagen, type XVII, alpha 1 
Hs.156924 ESTs 
Hs.23926 biadin 

Hs.268738 ESTs, WeaWy similar to ALU7_HUMAN ALU S 
Hs.32603 hypothetical protein MGC3279 similar to 
AA216372 Hs.159501 ESTs 

BE046054 gb:tz46c03.y1 NCLCGAP_Bm52 Homo sapien 

AI769774 Hs.209831 ESTs, Weakly similar to ALU INHUMAN ALU S 

AA534296 Hs.20953 ESTs 

BE149024 gb:CM0-HT0249-291099484-c04 HT0249 Homo 

AW064111 Hs.279823 ESTs 

AI140825 Hs.121623 ESTs 

R05385 Hs.1 43509 hypothetical protein FU21 924 

AW631495 Hs.27135 B-cdl receptor-associated protein BAP29 

H25530 Hs.50868 solute carrier family 22 (organic cation 

H91010 Hs.44940 ESTs 

AA970389 Hs.128055 ESTs 

H58311 Hs.165077 ESTs 
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420879 
446447 
439953 
400643 
436594 
438402 
451353 
419791 
415628 
423637 
454747 
452778 
457178 
401526 
408751 
414140 
417320 
442927 
444125 
453901 
421847 
434424 
422225 
403011 
405170 
435878 
436194 
400394 
411244 
441817 
456118 
417801 
442717 
402131 
428959 
438160 
407594 
417877 
439235 
451257 
437113 
430882 
409978 
410672 
412236 
417827 
420206 
449676 
454778 
451203 
450180 
409432 
442264 
450003 
401602 
413986 
436187 
415652 
404076 
409416 
420814 
426960 
419227 
448597 
409928 
433077 
436720 
447410 
414652 
430454 
412417 
423130 



N31165 Hs.238837 ESTs, Weakly similar to S43603 RNAbindi 
AI300402 Hs.202250 ESTs 
AA918129 Hs.124638 ESTs 



AI419982 Hs.156189 ESTs 

D16902 Hs.42915 ARP2 {adin-reteted protein 2 yeast) ho 

N21043 Hs.42932 ESTs 

AI579909 Hs.105104 ESTs 

F13080 gb:HSC3ID041 normalized infant brain cDN 

AL137279 ■ Hs.130187 Homo sapiens mRNA; cONA DKFZp43401214 (f 

AWB18535 gb:RC1-ST0278-140300-016-f05 ST0278 Homo 

R71338 Hs.5921 Homo sapiens cDNA: FU21 592 fis, clone C 

AL039101 Hs.194625 dynein, cytoplasmic, fight intermediate 

N91553 Hs.258343 ESTs 

AA281279 Hs.23317 hypothetical protein FU14681 

AA195667 Hs.86022 ESTs 

AI024347 Hs.131519 ESTs 

AI124882 Hs.1 18121 ESTs 

BE065902 gfcRC2-BT031 8-1 50200-01 1-b09 BT0318 Homo 

NM.014717 Hs.108884 KIAA0390 gene product 

A1811202 Hs.325335 Homo sapiens cDNA: FU 23523 fis, done L 

BE245652 Hs.1 18281 zinc finger protein 266 



RD8330 
AK001074 
AF040257 
AW833768 ' 
AW969706 
AA380267 
AA417383 
R88362 

AF100779 

AA779332 

AW057584 

AI025829 

N45513 

AA016255 

M744693 

BE174240 

D31897 

AW794600 

AW902583 

T79366 

M91463 

AW380579 

AW820199 

AW070604 

AW449644 

D49372 

A1278777 

AA777809 

Z43567 

AKO00998 

T79213 

AW388359 
AA721156 
AA393713 
BE537383 
BE613250 
AL137163 
AA314262 
AW975902 
AI470235 



Hs.20152 ESTs 

Hs.333435 Homo sapiens cDNA FU 1021 2 fis. done HE 

Hs.283818 Homo sapiens TNF receptor homotog mRNA, 

gb:QV4-TT0008-13010(W}77-e06 TT0008 Homo 

Hs.293332 ESTs 

Hs.78277 DKFZP434F2021 protein 

Hs.B2582 integrin, beta-like 1 (with EGF-like rep - 

Hs.1 80591 ESTs, Weakly similar to T23976 hypotheti 



Hs.194680 
Hs.122671 
Hs.160681 
Hs.86320 
Hs.46608 
Hs.31856 

Hs.79024 
Hs.57714 



Hs.108258 
Hs.95958 
Hs309657 

Hs.46517 

Hs.257182 

Hs.54460 

Hs.263455 

Hs.191995 



WNT1 inducible signaling pathway protein 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs, Weakly similar to KIAA1453 protein 
gb:ny26c10.s1 NCLCGAPJ3CB1 Homo sapiens 
heterogeneous nuclear nTxmudeoprotein • 
double C2-itke domains, alpha 
gb:RC6-UM0014-170300-022-C05 UM0014 Homo 
gb:QV3-NN1024-260400-171-f10 NN1024 Homo 
actin binding protein; macrophin (rnterof 
solute carrier family 2 (facilitated glu 
ESTs 

gb:QV2-ST0296-190100-029-a07 ST0296 Homo 

ESTs 

ESTs 

small Inducible cytokine subfamily A (Cy 
ESTs, Weakly similar to ALU1.HUMAN ALU S 
ESTs 



401098 
454036 
403549 
414394 
412323 
433513 
446677 
457756 
450895 
434352 



AW469011 
AA102268 
AW897586 
R11884 



gb:HSC1FC021 normaTized Infant brain cDN 
Hs.297221 Homo sapiens cDNA FU 1 0136 fis, clone HE 
Hs.272073 ESTs 

Hs.10667 ESTs 

Hs.190440 ESTs 

gb:zf71h04.r1 SoaresJeslis.NHT Homo sap 

Hs.89739 choTmero^recept^,njcc^riic,betapo 

Hs.98265 WAA1877 protein 

Hs.57549 hypothetical protein dJ473B4 

Hs.301917 YDD19 protein 

gb:EST388011 MAGE resequences, MAGN Homo 

Hs.172698 EST 

Hs.72058 ESTs 

Hs.105635 ESTs 

Hs.158622 ESTs 

Hs.21213 ESTs 

Hs.100826 ESTs 



AA374756 Hs.93560 Homo sapiens mRNA for KIAA1771 protein, 

A1904738 Hs.76053 DEAD/H (Asp-Glu-Ala-Asp/His) box porypep 

AW937143 gb:PM1-OT0041-2B1299401401 OT0041 Homo 

A1566356 Hs.171437 ESTs 

AI800311 Hs.156291 ESTs 

AA126136 Hs.38125 interferonnnduced protein 75, 52kD 

N66727 Hs.10957 ESTs 

AF1 29505 Hs.86492 small musde protein, X-Bnked 
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449358 


AA001229 


422816 


AA323586 


420756 


AA411800 


423532 


BE090503 


448870 


BE181783 


451206 


H86228 


457314 


AA479597 


458023 


AW978161 


422260 


AA315993 


429638 


AI916662 


408936 


AL1 38043 


41 1762 




416192 




455310 






gg2472 




T72080 


A9QCQ-3 




*W001 1 


AW41R4Q7 


AAKJA7 


AlOOAOC'l 


*WOU 1 1 


AI205493 




AVVOOoO l<£ 


A<;1Q17 
43 19 If 


nVVOi? lOO 1 


1 I0OU3 


r loci l 








AA398409 


435689 


M694284 


429282 


N27596 


435731 


M699581 


426682 


AV660038 


421274 


BE160327 


403776 




409526 


BE298751 


410201 


AA126129 


427839 


M608823 


447884 


H29505 


449396 


BE169100 


422988 


AW673B47 


442772 


AW503680 


434890 


AF161345 



412400 



Hs.131436 ESTs 
Hs.93235 ESTs 
Hs.189900 ESTs 

gb:RCS-BT0717-1 1040O01 1-F 11 BT0717 Homo 
Hs.175358 ESTs. Weakly similar to A47582 B-cell gr 
Hs.271780 ESTs, Weakly similar to 138022 hypolheti 
Hs.193669 hypothetical protein DKF2p586J 1119 
Hs.268555 5*-3r exoribonuclease 2 
Hs.1 05484 regenerating gene type (V 
Hs.21 1 577 kinecfin 1 (kinesin receptor) 
Hs.293549 ESTs 

gb:QVO-CT0387-1B030D-167-h07 CT0387 Homo 
Hs.998 peroxisome proTiferative activated recep 

gb:RC4-NN0027-G6040(M}11-d11 NN0027 Homo 

gb:beta -pol=DNA porymerase beta {exon a 
Hs.95667 F-box protein 30 
Hs.209927 Homo sapiens cDNA FU20325 fis, clone HE 
HS.1455B3 ESTs 

Hs.145328 ESTs. Weakly similar to ALU1.HUMAN ALU S 
Hs.176860 ESTs 

gb^M3-CT034M 90400-152-h12CT0341 Homo 
Hs.50820 Homo sapiens unknown mRNA 
Hs.79981 Human done 23560 mRNA sequence 
Hs.1608 replication protein A3 (14kD) 
Hs.173561 EST 

gb:zi35cOZs1 Soares_felatJiver_spleen_ 
Hs.21342 ESTs 
Hs.1 86811 ESTs 

Hs.2056 UDP grycosyltransferase 1 family, polype 
Hs.104572 ESTs 

Hs.55014 hypothetical protein FU10206 

gb:zm78c07.r1 Stratagene neuroepilhelium 

Hs.98244 ESTs 

gb:ym60d10.r1 Soares infant brain 1NIB H 

Hs.195029 ESTs 

Hs.97321 ESTs 

Hs.5957 Homo sapiens done 24416 mRNA sequence 
Hs.283930 Homo sapiens HSPC082 mRNA, partial cds 

gb:RCO^MT0012-2903004)31-h10 MT0012 Homo 



AW948066 

413998 AW103807 Hs.243933 ESTs 
403677 

423401 NNL001992 Hs.12B087 coagulation factor II (thrombin) recepto 



432591 
446800 
454938 



AA492071 
AA643238 
A1341635 
AW846134 



456869 BE467912 

445233 AV653034 

448756 A1739241 

418379 AA218940 

435068 H16262 
406092 

422036 AA302647 



gb:ne97b04.s1 NCI_CGAPJCd1 Homo sapiens 
Hs.146144 ESTs 
Hs.156486 ESTs 

gb:QVO-CT017W)91199-04M02 CT0179 Homo 
Hs.154294 discs, large (Drosophila) homolog 1 
Hs.297559 ESTs 
Hs.171480 ESTs 
Hs.137516 fidgetin-tike 1 
Hs.31415 ESTs 



Hs.271891 ESTs, Weakly similar to ZN91JWMAN ZINC 
441541 AA93B663 Hs.1 99828 ESTs 
451395 A1082419 Hs.1 14761 ESTs 

455880 BE15320B gb:PM0^033W50400^7^10rfr0335Homo 
459275 AI808913 Hs.339352 Homo sapiens brother of COO (BOC) mRNA, 
423949 A1014546 Hs.130912 ESTs 
435420 AI928513 Hs.59203 ESTs 

439418 AI282149 Hs.56213 ESTs, Highty simflar to FXD3_HUMAN FORKH 
454790 AW820852 gb:RC2-ST0301 -1202G(H>1 1-H2 ST0301 Homo 

AW608645 Hs.1 8800 hypothetical protein FU20281 

gb:Q\^T0379410300-105^03 BT0379 Homo 
gb:RC5-BT0580-17030[M)21-F12 BT0580 Homo 



BE069199 
BE074910 



447453 
454767 
413252 
402429 
403760 

433128 ABQ21923 Hs.23367 EST-Y01 protein 

435448 H17132 Hs.27085 ESTs 

445705 AA305520 Hs.108812 rrypothefcal protein FU22004 

U50529 Hs.1 1 2434 Novel human gene mapping to chomosome 13 

AW968226 Hs.60798 ESTs 

Hs.337603 ESTs, Weakly similar to T08680 hypotheti 



422171 
459023 

443246 T75157 
404569 

410181 AI468210 
422897 AA679784 



Hs.261285 pieiotropic regulator 1 (PRL1 . Arabidops 

Hs.4290 ESTs 

427038 NWL014633 Hs.173288 KIAA0155 gene product 

449880 A1673006 Hs.231948 ESTs 

455992 BE179015 gb:RC3-HT061 2-080500-0 13-h10 HT0612 Homo 

415268 R53935 Hs.287827 ESTs. Highly similar to MDR3_HUMAN MULTI 

446554 AA151730 Hs.301789 nudix (nudeoside diphosphate linked moi 

452512 AW363486 Hs.337635 ESTs 

440728 AW086077 Hs.1 53272 Homo sapiens cDNA: FU22715 fis. done H 
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419481 
454352 
422831 
413646 
426872 
459160 
421338 
446002 
454716 
406664 
453128 



454754 

439451 

445225 

427175 

411816 

438135 

405981 

406005 

430762 

438361 

412105 

434684 

445660 

400844 

415725 

420159 

408812 

430052 

440310 

425659 

417252 

427167 

431613 

414546 

407494 

429643 

442240 

452821 

410238 

419236 

440801 

440274 

411597 

417956 

420621 

425176 

425492 

425698 



AI879195 Hs.90606 15 kDa selenoprotein 

AW3B9668 gb:RC2-ST01 68-071 299-013406 ST0168 Homo 

R02504 Hs.332943 ESTs 

BE155042 gb:PM0-HT0349.10129^002-E04HT0349Homo 

AA410445 Hs.1 12011 ESTs, Weakly similar to unknown [H.sapie 

AI904723 gb:CM-BT066-1 20299-092 BT066 Homo saplen 

AA287443 gb:zs52c10il NCI_CGAP_GCB1 Homo sapiens 

A1346458 Hs.145789 ESTs 

AW850684 gb:IL3-CT0219-160200-053-D12 CT021 9 Homo 

L34041 Hs.9739 glycerol-3-phosphate dehydrogenase 1 (so 

AW026516 Hs.31791 ' acytphrjsphatase 1 musde type 

AW250525 gb:2821626.5prime NIH_MGCJ Homo sapiens 

AW819191 gb:CM1-ST0283-O7129M61-d08 ST0283 Homo 

AF086270 Hs.278554 heterochrornatin-like protein 1 

AI216555 Hs.202398 ESTs 

H06924 Hs.23782 hypothetical protein FU 12847 

AW864609 gb:PM3-SN001 7-240300-001+03 SN0017 Homo 

A1253025 Hs.190426 ESTs 



435113 

438188 

445550 

458804 

448299 

436407 

425195 

418282 

442757 

413470 

428527 

441209 

458679 

442279 

407244 

4118BO 

404845 

411693 

438298 

444517 

455870 

457630 

424015 

417563 

413174 

438875 

440700 

423257 

431086 

409337 

442818 

410004 



AI343652 
AA805666 
H07971 
AA737282 
A170266B 

BE219771 
A1572490 
BE397160 
AF102850 
AA878939 
AK000590 
AA195014 
A1239607 
AA018515 
BE379492 
U10072 
AA455889 
AI791883 
AW471181 
N94320 
AA330447 
AA906366 
R24595 
AW852925 
AA210704 
AA278808 
AW015644 
AL021918 
NMJH6112 
NNL014906 



Hs.105667 ESTs 

Hs.1 46217 Homo sapiens cDNA: FU23077 fis, clone L 

Hs.94319 VPS10 domain receptor protein 

Hs.190911 ESTs 

Hs.201955 ESTs 



Hs.2371 46 hypothetical protein FU 12752 
Hs.99785 Homo sapiens cDNA: FU21245 fis, clone C 
Hs.254763 ESTs, WeaWy similar to A42442 integrin 
Hs.227933 Alg5, S. cerevisiae, homolog of 
Hs.1 25406 ESTs 

Hs.1 58836 hypothetical protein FU20583 
Hs.85971 ESTs 

Hs.991 96 hypothetical protein MGC1 1324 
Hs.264482 Homo sapiens mRNA; cONA DKFZp761 A041 1 {f • 
gb:601236215F1 N1H„MGC_44 Homo sapiens c 
gb:Human forkhead family (AFX1) mRNA, pa 
Hs.1 67279 FYVE-finger-contairting Rab5 effector pro 
Hs.292719 ESTs 
Hs.160874 ESTs 
Hs.144225 ESTs 

Hs.135159 Homo sapiens cDNA FU11481 fis, done HE 
Hs.190535 ESTs 

Hs.7 1 22 scrapie responsive protein 1 

gb:PM0-CT0248-131O99-O01-f10 CT0248 Homo 
Hs.190465 ESTs 

gb2s79c09.r1 Na_CGAP_GC81 Homo sapiens 
Hs.1 55005 TEA domain family member 1 (SV40 transcr 
Hs.1 58174 zinc finger protein 184 (KruppeUike) 
Hs.159241 polycystic kidney oTsease 2-f3ce 1 
Hs.166351 KIAA1072 protein 
Hs.1 17136 ESTs 
AA779975 Hs.128859 ESTs 
A1242754 Hs.137305 ESTs 

AL157625 gb:DKFZp761L2016_r1 761 (syrwrym: hamy2) 

AA497044 Hs.20887 hypotheBcal protein FU10392 

T8B803 Hs.271507 ESTs, Weakly similar to TIMLHUMAN PROBAB 

AA352026 Hs.9431 9 VPS 10 domain receptor protein 

AA215535 Hs.98133 ESTs 

AI739528 Hs.28345 ESTs 

N20934 gb:yx54c11.s1 Scares melanocyte 2NbHM Ho 

AI902398 Hs.34492 Cyt19 protein 

AA922939 Hs.135742 ESTs 

AW975460 Hs.143563 ESTs 

AW867006 Hs.159970 ESTs 

M10014 Hs.75431 fibrinogen, gamma polypeptide 

AW872477 gb:hm3Of03jc1 NCI_CGAP_Jhy4 Homo sapiens 

AW857271 gb:CM0.CTO307-210100-158-g09 CT0307 Homo 

H23542 Hs.181788 ESTs 

AI939339 Hs.146883 ESTs 

AW452631 Hs.313803 ESTs, Highly similar to AF157833 1 nond 

AI680803 Hs.1 12627 ESTs 

N95696 Hs.166361 Homo sapiens mRNA; cONA DKFZp564F112 (fr 

AA203701 gb.zx52a10.r1 SoaresJetatJiver_spieen_ 

AA723564 Hs.1 91343 ESTs 

AA827640 Hs.189059 ESTs 

AW952281 Hs.2961 84 guanine nucleotide binding protein (G pr 

AW161039 Hs.125878 synapsinill 

AI829692 Hs.211561 ESTs 

H71289 Hs.220535 ESTs 

AK001741 Hs.8739 hypotheficaD protein FU10879 

A1298027 Hs.5057 carboxypepMase D 
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455935 BE15BS87 
403273 

445955 AA332209 



gb:CMO-HT0395-2B0100-169-b09 HT0395 Homo 
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437958 BE139550 

442666 W74633 

413088 BE064962 
419107 



Hs.1 581 96 transcriptional adaptor 3 (AD A3, yeast h 
425626 A1537536 Hs.173519 ESTs 
451531 AA018311 Hs.1 14762 ESTs 
428085 AA421081 Hs.12388 ESTs 
429761 AI276780 Hs.135173 ESTs 

Hs.121668 ESTs. Moderately similar to PC4259 fern 
Hs.303720 ESTs 

gb:RC1-BT0313-13W00-O16-c02 BT0313 Homo 
AW085152 Hs.292987 ESTs 
435766 R11673 Hs.186498 ESTs 
452879 AW905328 Hs.1B0842 ribosoma! protein L1 3 

Hs.1 25594 ESTs. Weakly similar to T25472 hypotheti 
Hs.234478 Homo sapiens cDNA: FU22648 lis, clone H 
Hs.202368 ESTs 
439950 AW937417 Hs.293561 ESTs 
410366 A1267589 Hs.302689 hypothetical protein 
Hs.32826 CGI-130 protein 

gb:EST374647 MAGE resequences. MAGG Homo 
Hs J9351 potassium channel, subfamily K, member 1 
Hs.157239 ESTs 

Hs.207026 ESTs, Weakly similar to B56205 transcrip 

gb:PM1-MT0010-200300-001-gQ8 MT0010 Homo 
AW976789 Hs.165607 ESTs 

gb:EST386197 MAGE resequences, MAGM Homo 
Hs.1 791 00 hypothetical protein FU20127 



440400 AA994364 
440460 H92571 
424146 AA705092 



4174B5 AA203304 

412566 AW962574 

416498 U33632 

440397 AA884448 

451236 AI767406 

411819 AW947884 
430357 

432869 AW974094 

427506 AK000134 
401614 

404531 Z25884 

426698 AA394104 

440479 AA886461 

443160 AI467915 

419323 AI092379 

442813 AI018435 

436196 AK0010B4 

433561 BE540937 

434059 AA649162 

454836 AW833711 

456589 AV654623 
459716 

436340 R42246 

428020 L19058 

416951 AA190926 
401078 

410644 AW902125 

411660 AW85571B 
425201 AA352111 
455252 AW876627 
439096 AA830185 
442627 AI027990 
457799 AF220188 
428799 AI478619 
450402 BE218027 
411156 

431673 AW971302 Hs.293233 ESTs 
415706 BE182587 Hs.57485 ESTs 



Hs.1 21463 chtaride channel 1 , skeletal muscle (Th 

Hs.97489 ESTs 

Hs.208161 ESTs 

Hs.36053 ESTs 

Hs.135275 ESTs # 

Hs.270970 ESTs 

Hs.333498 Homo sapiens cDNA FU 10222 fis, clone HE 

Hs.20104 hypothetical protein FU00052 

Hs.236456 ESTs 

gb:QV4-TT0008-251199-043^11 TT0008 Homo 

Hs.288141 hypothetical protein MGC3156 

Hs.21606 ESTs 

Hs.181581 glutamate receptor, ionotropic, katnate 

Hs.190785 ESTs. Moderately similar to S65657 alpha 



gb:QVO-NN1022-120500-220-n12 NN1022 Homo 
gb:RC1-CT0279-070100-021-a06 CT0279 Homo 
gb:EST60061 Activated T-cefls XX Homo sa 
gb:RC3-PT0028-120200-013-d11 PT002BHomo 
Hs.269680 ESTs 
Hs.132303 ESTs 

Hs.236510 uncharacterized hypothalamus protein HTM 
Hs.104677 ESTs 
Hs.89959 ESTs 
AW819939 Hs.273629 ESTs 



Hs.134105 ESTs 
Hs.181538 ESTs 

gb:PM3-BT05B4-26030tMX)2^05 BT0584 Homo 
gb:ns18d08.r1 MCI CGAP.GCB1 Homo sapiens 
gb:QV2-PT001 0-1 60400-133^01 PTOOIOHomo 
Hs.81281 mitochondrial ribosoma! protein S21 

gb:yg66e08.r1 Scares infant brain 1NIBH 
AW979009 Hs.326108 ESTs 
417006 AW673606 Hs.80758 aspartyl-tRNA synthetase 
442006 AW975183 Hs.292663 ESTs, Weakly similar to S72482 hypotheti 

gb:RC1-BT0623-1 202004)1 1-g09 BT0623 Homo 
Hs.194293 ESTs, Weakly slmaar to 154374 gene NF2 
Hs.213603 ESTs 
443526 AW792804 Hs.134002 ESTs 
454532 AA344685 Hs .58831 regulator of Fas-induced apoptosis 
428832 AA578229 Hs.324239 ESTs, Moderately similar to ZN91.HUMAN Z 
442003 AW297497 Hs.201891 ESTs 
452768 AW069459 Hs.61539 ESTs 
411355 AW838479 Hs.22692 ESTs 



4126B2 BE006919 

441300 R35063 

413257 BE075035 

434662 AA641957 

455255 AW877139 

417137 U46265 

417909 R35614 
456043 



455756 BE079307 
454032 W31790 
444953 AI916973 



458890 AW865523 
400074 
405241 

413096 BE065209 



BE512968 

AW860975 Hs.13256 ESTs 



414349 
422884 
429515 AL031228 
431925 AK000890 



gb:PM4-SN002(M)10400-009-b05 SN0020 Homo 



gb:RC1-BT0314-310300-015412 BT0314 Homo 
gb*01172296F1 NIH_MGC_15 Homo sapiens c 



Hs.204370 DNA segment on chromosome 6 (unique, pse 
gbiHomo sapiens cDNA FU10028 fis, done 
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442653 BE269247 gb:601 185486F1 NIH.MGCJJ Homo sapiens cO 25 

401882 2.5 

458257 U48351 Hs.201219 ESTs, Weakly similar to S 18946 ultra hig 2.5 

405336 2.5 

5 439492 AF086310 Hs.103159 ESTs 2.5 

459390 BE385725 gb:601 276347F1 NIH_MGC_20 Homo sapiens c 2.5 

436359 Z83806 gb:H.sapiens mRNA for axonemaJ dynein he 2.5 

429322 D86984 Hs.199243 WAA0231 protein 25~ 

431699 NM 001173 Hs.267831 Rho GTPase activating protein 5 2,5 

10 437107 AA74559B Hs.291840 ESTs, Weakly similar to I78885 serineflh 2.5 

441953 H11695 Hs.322S01 disrupter of silencing 10 2.5 

442777 AW341541 Hs.271153 ESTs 2.5 

453361 AA035197 Hs.107375 ESTs 2.5 

455275 AW977806 gb:EST389810 MAGE resequences, MAGO Homo 25 

15 457824 R84938 gb:yt65f04.r1 Soares retina N254HR Homo 2.5 

428550 AW297B80 Hs.98861 ESTs 2.5 

445900 AF070526 Hs.13429 Homo sapiens done 24787 mRNA sequence 25 

456359 AI967991 Hs.93574 homeobox03 2.5 

414366 BE549143 gb:601076456F1 N1H_MGC_12 Homo sapiens c 2.5 

20 452528 AA742457 Hs.291479 ESTs 2.5 

408444 AW661839 Hs.253204 ESTs 2.5 

440327 R12581 Hs.191146 ESTs 2.5 

410406 AI969703 Hs.1466 glycerol kinase 25 

457021 AW958934 Hs.173108 Homo sapiens cDNA; FU21897 fis, clone H 2.5 

25 41B948 AI217097 gb:qd43h07.x1 SoaresJetaLhearLNbHH19W 2.5 

435427 AA682573 Hs.188982 ESTs, Weakly similar to organic anion tr 2.5 

427791 AA412446 Hs.98138 ESTs 2.5 

403509 AF231919 Hs.18759 WAA0539 gene product 2.5 

436590 A1393115 Hs.127655 ESTs 2.5 

30 455556 AW995423 gb:QV0-BN0042-0l0400.183^08BN0042Homo 25 

405869 2.5 

408274 R17315 gb^g12g11.r1 Soares infant brain 1NIB H 2.5 

448015 AI458065 Hs.23196 ESTs 2.5 

454190 AW177821 gb:IL3-HT0059-180899-007-C05 HT0059 Homo 2.5 

35 436154 AA764950 Hs.119898 ESTs 2.5 

406377 25 

437030 AA742577 Hs.303781 EST 25 

420815 AA280684 Hs.270584 ESTs 2.5 

418421 R58620 Hs.85050 phospholamban 25 

40 423638 AI003521 Hs.130310 Homo sapiens mRNA for cyclin B3 isoform 2.5 

415425 F08365 gb:HSCZSA1 21 normalized infant brain cDN 2.5 

404577 2.5 

403568 2.5 

425967 NM.007159 Hs.4007 SarcolemmaT-asscciated protein 25 

45 449899 AI610700 Hs.103280 ESTs 2.5 

451078 A1927694 Hs.204470 ESTs 2.5 

453343 AA905353 Hs.121622 ESTs 2.5 

428728 NMJ)16625 Hs.191381 hypothetical protein 2.5 

409642 AW450809 Hs^57347 ESTs 25 

50 426235 AI631964 Hs.34447 ESTs 25 

452043 H86231 gb:yt03f02r1 Soares retina N2b5HR Homo 15 

401992 . 2.5 

419910 AA662913 Hs.190173 ESTs, Weakly similar to A46010 X-linked ZS 

411036 AA857218 Hs.297007 membrane-bound transcription factor prot 2.5 

55 444575 A1264847 Hs.22545 Homo sapiens cDNA FU 12935 fis, done NT 25 

449311 A1657014 gb:tt49a12j(1 NCLCGAP_GC6 Homo sapiens ZS 

454566 AW807605 gb:I^ST()098-1201()(«01^06ST0098Horno 2.5 

454597 AW809648 gb:MR4-ST0124-26109W)1W01 ST0124Homo 25 

413875 BE176776 gb:RC3-HT0586-1103rj04311^09HT0586Homo 2.4 

60 421583 AA293333 gb:zt53c09.r1 Soares ovary tumor NbHOT H 2.4 

426237 AK001104 Hs.168241 hypothetical protein FU 10242 24 

454437 AI248173 Hs.191460 hypothetical protein MGC1 2936 2.4 

419187 AA234852 Hs.44693 ESTs 2.4 

444493 R59410 Hs.282094 ESTs, Moderately similar to I38022 hypot 2.4 

65 405547 2.4 

454086 AW885909 Hs.6975 PR01 073 protein 2.4 

417508 BE163512 Hs.180877 H3 Mstone, family 3B (H3.3B) 2.4 

416277 W78765 Hs.180145 HSPC030 protein 24 

420976 AI924940 Hs.108082 ESTs, Weakly similar to T31636 hypothefl 24 

70 406468 24 

408517 R61736 Hs.124128 ESTs 24 

418994 AA296520 Hs.89546 setectin E {endothelial adhesion molecul 24 

445432 AV653771 gb:AV653771 GLC Homo sapiens cDNA clone 24 

454137 AW50O340 Hs.313876 ESTs, Weakly similar to 138022 hypotheti 24 

75 455328 AW896438 gb:PMl-NN0047-040400^01-d09 NN0047 Homo 2.4 

409500 UOB09B Hs.54576 sulfotransferase, estrogen-preferring 2.4 

434138 AA625804 gb:zu86h01.s1 SoaresJestis_NHT Homo sap 24 

419511 AA429750 Hs.75113 general transcription factor II IA 24 

437980 R50393 Hs.278436 KIAA1474 protein 24 

oU 439999 AA115811 Hs.6838 ras hornolog gene family, member E 24 

403501 2.4 

446845 AI343645 Hs.156108 ESTs 24 

401775 24 
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428945 

434627 

435256 

435079 

458239 

414093 

441262 

402076 

427962 

400587 

403053 

411203 

447849 

454201 

424131 

425921 

440385 

417976 

447179 

412977 

436958 

401361 

403891 

408419 

417002 

439446 

458570 

458624 

459344 

413488 

412114 

423296 

419983 

426268 

450947 

423073 

438142 

409239 

424235 

429063 

433868 

401645 

432149 

453393 

436054 

425433 

417712 

420639 

453369 

405017 

405385 

435633 



AW8071 82 gb:MR4-ST0062-1802OO-OO1-bO4 ST0062 Homo 

AW901879 Hs.314453 ESTs 

BE09221 9 gb:lt2.BT0734-240400-071-B04 BT0734 Homo 

AA283628 Hs.298016 ESTs, Weakly similar to 138022 hypotheti 

AF035960 Hs.129719 transglutaminase 5 

AA436915 Hs.131748 ESTs, Moderately similar to ALU7_HUMAN A 

AW192803 Hs.98974 ESTs, Weakly similar to S65824 reverse t 

A1221894 Hs.39311 ESTs 

AF193766 Hs.13872 cytoWne-lfce protein C1 7 

AA664192 gb:ac05b03.s1 Stratagene lung (937210) H 

BE439877 Hs.283389 ESTs 

BE544867 Hs.283077 centrosomal P4.1-associated protein; unc 

AI809130 Hs.176906 ESTs 

AA946582 Hs.870Q deleted in fiver cancer 1 



R58624 

AW872430 

A1538147 

AB023191 

AA335714 

NM.007231 

AA884283 

BE565892 

AW015633 

AA125910 

AA740322 



AW250092 

T79613 

AI927629 

AW971698 

A1362790 

AW499533 

BE144017 

AW893891 

AW957193 

W55956 

AA424957 

AI745400 



T90309 

AA740875 

NM.003181 

AW353845 

AA612960 

AW614326 

AW956392 

A1076262 

AA357471 

AA205569 

AI683116 

BE551550 



AI248152 



Hs.2186 eukaryotic translation elongation factor 

Hs.273743 ESTs 

Hs.164277 ESTs 

Hs.44131 WAA0974 protein 

Hs.199665 ESTs 

Hs.16221 1 solute carrier family 6 (neurotransmitte 

Hs.192136 ESTs 

Hs.83077 interteukin 1 8 Cnterferon^arnma-inducin 

Hs.157299 ESTs 

Hs.191461 ESTs 

Hs.293539 Homo sapiens mRNA for KIAA1 758 protein, 



Hs.305953 zinc finger protein 83 (HPF1 ) 

Hs.14613 ESTs 

Hs.57873 ESTs 

Hs.12627 TJ6 protein 

Hs.278639 KIAA1684 protein; likely homolog of mous 

Hs.257976 ESTs 

gb:lTO-HT0165.191199-004-d09 HT0165 Homo 

Hs.240833 ESTs, Weakly similar to 138022 hypolhefj 

Hs.3327 Homo sapiens cDNA: FU22219 fis, clone H 

Hs.94030 Homo sapiens mRNA; cDNA DKFZp585E1624 (f 

Hs.294132 ESTs 

Hs.204662 ESTs 

Hs.123119 MAD {mothers against decapentaptegic, Dr 

Hs.269651 ESTs 

Hs.44307 ESTs, Moderately similar to I38022 hypot 

Hs.143507 T brachyury (mouse) homolog 

Hs.122142 ESTs, Weakly similar to A46010 X-tinked 

Hs.337300 ESTs 

Hs.157022 ESTs, Weakly similar to T34549 probable 

Hs.110376 ESTs 

Hs.119813 ESTs 

gb:EST66274 LNCAP cells I Homo sapiens c 

Hs.194193 ESTs, Moderately similar to ALULHUMAN A 

Hs.25328 ESTs, Moderately similar to ALU7.HUMAN A 

Hs.232630 ESTs 



45712B AI932995 
430535 AW9684B5 



434544 
449432 
455219 
458734 
442179 
444313 
440448 
441498 
438205 
402615 
425707 
422306 
413697 
421755 
449007 
449916 
418857 
422486 
458914 
435061 
416458 
453785 
421515 



C05B75 

AW451361 

AW879403 

A1554946 

AA983842 

AI140494 

AAB85428 

AI379246 

AA780365 

AF115402 

BE044325 

AA131315 

AW169454 

AI620433 

T60525 

D10216 

BE514492 

BE327696 

AI651474 

AA180511 

AI368236 

Y11339 



Hs.270047 ESTs 

Hs.1 83475 Homo sapiens done 25061 mRNA sequence 

gb:EST380561 MAGE resequences, MAGJ Homo 

Hs.91575 ESTs 

Hs.196529 ESTs 

gb:PMfX)T0019-15O3O<M)O2-d01 OT0019 Homo 

Hs.158794 ESTs 

Hs.333555 chromosome 2 open reading frame 2 

Hs.197955 KIAA0704 protein 

Hs.125646 ESTs 

rte58742 ESTs 

Hs.122161 ESTs 

Hs.1 171 3 E74-6ke factor 5 (ets domain transcript 

Hs.227280 U6 snRNA-associated Sm-like protein 

Hs.47144 DKFZP5B6N0B19 protein 

Hs.207422 ESTs, Weakly similar to S71949 melallopr 

Hs.1 93201 EST. Weakly similar to NIP2J1UMAN BCL2/A 

Hs.299221 pyruvate dehydrogenase kinase, isoenzyme 

Ks.89394 POU domain, class 1 , transcription facto 

Hs.1 17487 gene near HD on 4p16.3 with homology to 

Hs.280922 ESTs 

Hs.163944 ESTs 

gbzp53f03.r1 Stratagene NT2 neuronal pr 

Hs.283732 ESTs. Moderately similar to ALU INHUMAN A 

Hs.1 05352 GalNAc alpha-2, &siatyltransferase I, I 
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403003 ' 14 

405347 2.4 

406091 2.4 

_ 428402 AW237531 Hs.326876 Homo sapiens SOX6 mRNA, complete cds 2.4 

5 438762 AW844412 Hs.65450 reUculon4 2.4 

455780 BE08882B gb:CM2-BT0693-230300-129^09BT0693Homo 2.4 

457024 AA397546 Hs.1 19151 ESTs 2.4 

404249 2.4 

443921 A1091310 Hs.13484B ESTs 14 

0 407055 X89211 gb:H.sapiens DNA for endogenous relrovtr 14 

417154 AIS74701 Hs.21388 ESTs 14 

419720 AA249131 Hs.337778 hypothelical protein FU 11 068 Z4 

405230 2.4 

_ 405935 2.4 

.5 436998 AA745625 Hs.291414 ESTs, Weakly similar to ALU8_HUMAN ALU S 24 

445748 U80756 Hs.13252 Human EST done 22453 mariner trans poson 14 

419233 AA458873 Hs.178306 ESTs. 13 

414277 BE269910 gb:601 1 8629 1 F1 NIH_MGC_8 Homo sapiens cD 2.3 

in 452092 BE245374 Hs.27842 hypothetical protein RJ 11 210 2.3 

li) 4S3736 AL11B674 Hs.34871 zinc finger homeoboxlB 2.3 

410888 AWB61207 gb:RCl-CT0302-120200^)13^04 CT0302 Homo 2.3 

434239 AF119910 Hs.263047 hypothetical protein PR02964 2.3 

434098 AA625499 gb:af69g08.r1 Soares_NhHMPu_S1 Homosapi 2.3 

414195 BE263293 Hs.89605 cholinergic receptor, nicotinic, alpha p 2.3 

15 445588 AI248205 Hs.153244 ESTs 2.3 

451656 BE327088 Hs.212752 ESTs 2.3 

423956 W28203 Hs.136159 Homo sapiens done 25215 mRNA sequence, 2.3 

413445 BE141022 gb:MRQ-HT0067-201099-002-d10 HT0067 Homo 2.3 

>rt 436149 AI754308 Hs.159452 ESTs 2.3 

)0 405629 2.3 

432702 AW973953 Hs.293744 ESTs 2.3 

433377 AI752713 Hs.43845 ESTs 2.3 

444711 AI18B739 Hs.148488 ESTs 2.3 

445621 AI733818 Hs.145549 ESTs 2.3 

35 456432 AW966931 Hs.179662 nucleosome assembly protein Mike 1 2.3 

449236 AJ403126 Hs.26373 Homo sapiens cDNA: FU23449 Ms, done H 2.3 

459024 AA020799 Hs.262869 ptasminogen-iike 2.3 

441037 AA913360 Hs.126468 ESTs 13 

Af . 431577 T34523 Hs.302040 Homo sapiens DNA sequence from PAC 43401 2.3 

10 438782 AA828380 Hs.126733 ESTs 2.3 

412329 AW937445 gb:QV3-DT0043-090200-080-c09 DT0043 Homo 2.3 

410999 AW813004 gb:RC3^T01 86-23030041 9-h02 ST01 86 Homo 13 

429044 AI261490 Hs.145527 ESTs 13 

431655 AW971119 gb:EST383206 MAGE resequences, MAGL Homo 13 

*5 439642 W81441 Hs.153967 ESTs 13 

441721 A1288259 Hs.127652 ESTs 13 

443482 AW188093 Hs.260385 ESTs 2.3 

403416 AI744626 Hs.151385 KIAA0564 protein 2.3 

416443 N69469 Hs.194225 ESTs 2.3 

50 419714 AA758751 Hs.98216 ESTs 13 

415511 AI732617 Hs.182362 ESTs 13 

412344 AW938384 Hs. 2641 90 vacuolar protein sorting 35 (yeast homo! 2.3 

449264 AI637649 Hs.196105 ESTs 13 

__ 451664 AA889081 Hs.153952 S" nudeotidase (C073) 13 

55 441269 AW015206 Hs.178784 ESTs 13 

402333 13 

453649 Y07494 Hs.34114 ATPase, transporting, alpha 2 (+) 13 

43O6B0 AW138724 Hs.16B974 ESTs, Highly similar to ALU7_HUMAN ALU S 13 
rrv 404367 . .. 13 

60 403696 13 

441622 AW450957 Hs.224864 ESTs 13 

411004 AW813242 gb:MR3-ST0191-020200-207-g10 ST0191 Homo 13 

411093 BE067650 gb:MR4-BT0358O9030(W)03^01 BT0358 Homo 13 

428548 AA430058 Hs.98649 EST 13 

65 404059 V 13 

446861 AI696519 Hs.14427 Homo sapiens cONA: FU21800 fis, clone H 13 

413640 BE158118 gb:MR2-HT0378-240200-20W09 HT0378 Homo 13 

423554 M90516 Hs.1 674 glutamine-fructose-6-phosphatetransamln 13 

_ A 435338 AA678071 Hs.194300 ESTs, Weakly similar to I38022 hypothetj 13 

70 442710 AI015631 Hsl3210 ESTs 13 

444208 AW301017 Hs.146492 ESTs 13 

451250 AA491275 Hs.236940 hypothetical protein FLU 2542 13 

454784 AW820626 gb:R(»-ST0299-1901fJM12^10ST0299Horno 13 

__ 458455 AV648310 Hs.213488 ESTs 13 

/5 458521 A1651039 Hs.148559 ESTs 13 

407938 AA905097 Hs.85050 phospholamban 13 

439546 AF088056 gb:Homo sapiens full length insert cONA 13 

441274 AW593781 Hs.131357 ESTs 13 
OA 454314 AW364844 gb:OV3-DT0044-22t29^045-c03 DT0044 Homo 13 

oO 409660 AW452065 Hs.258905 ESTs 13 

428532 AF157326 Hs.184786 TBP-irrteracting protein 13 
411384 AW842115 9 b:RC0^0026-090200-031-e11 CN0026Homo 13 

453687 T55674 Hs.283108 hemoglobin, gamma G 13 
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410140 


AL1 34435 




neurexin 3 


2.3 


422443 


MM n 14707 


ns. i id/ qo 


hislone deacetyiase 7B 


2.3 






lie- 101001 

HS.lalSoZ 


ESTs 


2.3 


All OKI 


AlloolOz 


HS.31028 


ESTs 


2.3 


A A 

44 lOUC 




HS.292036 


ESTs. Weakly similar to B34087 hypolheti 


2.3 


/MB/ICQ 
440430 


A IMC 1 A1GT 

AWol43o7 


Hs.171054 


ESTs 


£3 




AWo2UUJb 


u. 170CTO 

Hs.270679 


a disintegrin and metatloproteinase doma 


2.3 


443718 


AI083580 


Hs.221373 


ESTs 


2.3 


H4330C 


nUUyio 


HS.26B744 


K1AA1796 protein 


2.3 


400582 








2.3 


411262 


AWB34480 




gb:MR2-TT0014-151 199-01 1-b07 TT0014 Homo 


23 


4U1140 








2.3 


4U/44U 


Ar*2/lji> 




gb:Homo sapiens candidate taste receptor 


2.3 




DC 1 00459 




gb:QVO-HT0368-040100-082-f06 HT0368 Homo 


2.3 


459077 


N20370 


Hs.235883 


ESTs 


2.3 


448117 


it a ft* n n 

H49129 


Hs.172982 


ESTs 


13 


453331 


A1240665 


Hs.8895 


ESTs 


23 


443751 


AI285839 


Hs.1 53324 


EST 


2.3 


Amnio 








2.3 


402176 








2.3 


456605 


AI827786 


Hs.259044 


ESTs 


2.3 


432479 


ai nine a a 

AL042844 


Hs.275675 


katam'n p80 (WD4Gkontaining) subunit B 


2.3 


402527 






2.3 


449272 


AW137656 


Hs.1 97645 


ESTs 


13 


41 1024 


bcQo2o90 




gb:QV1-BT0260-281099-023-f05 BT0260 Homo 


2.3 


A^finn. 

433DUO 


QCA1 U17 
btUI 14Jf 




gb:CM4-BN0220-080500-1 70-103 BN0220 Homo 


2.3 


458818 


AI523857 


Hs.232257 


ESTs 


2.3 


419875 


AA853410 


Hs.93557 


proenkephaiin 


2.3 








2.3 


/I ICC 17 
4,5001/ 


Bt0o09j2 


Hs. 135225 


ESTs 


23 


4D0DU1 


AWbDIOOO 


Hs.1332o3 


Homo sapiens clone 24528 mRNA sequence 


2.3 


43U444 


AVAIOQCA04 

AW295421 


Hs.121035 


ESTs 


23 


456208 


AW299698 


Hs.334625 


Homo sapiens cDNA FU14890 fis, clone PL 


2.3 


430388 


AA356923 


Hs.240770 


nuclear cap binding protein subunit 2, 2 


23 


416509 


N57713 


Hs.260899 


ESTs, Moderately similar to 2N91.HUMAN Z 


23 


419337 


AW291112 


Hs.209978 


ESTs 


23 


A1QROQ 


a a i/i noon 

AA24oyyo 


HS.1 73044 


ESTs, Weakly similar to 138022 hypolheti 


23 


454456 


AWB50984 




gb:IL3-CT0220-150200-D68-H08 CT0220 Homo 


23 


454633 


AW811380 




gb:IL3-ST0143-290999-019-D05 ST0143 Homo 


2.3 


457028 


AW449B38 


Hs.97562 


ESTs 


2.3 


458925 


R15891 


Hs.281587 


Human (clone CTG-A4) mRNA sequence 


23 


428336 


AA503115 


Hs.183752 


rrttcroseminoprotein, beta- 


23 


430850 


BE 1441 52 




gb:MRO-HT0165-060200-006-e02 HT0165 Homo 


23 




AAuooQoO 


Hs.202577 


Homo sapiens cDMA FU1 2166 fis, done MA 


23 


421227 


R78581 


Hs.266308 


mosaic serine protease 


23 


426902 


A1125334 


Hs.97408 


ESTs 


23 


430789 


AA632577 


Hs.310235 


ESTs, Weakly similar to 178885 serineflh 


23 


447475 


A1380797 


Hs.158992 


ESTs 


23 


40*1 4b 


Ar 007 143 


Hs.28205 


Homo sapiens clone 23738 mRNA sequence 


23 


430712 


AlA if 4*1 ■ 

AW044647 


Hs.1 96284 


ESTs 


23 


458103 


AW780192 


Hs.267596 


ESTs 


23 


420959 


AA282119 


Hs.88975 


ESTs 


23 


444098 


AV647969 


Hs.109694 


KIAA1451 protein 


23 


445641 


A1245987 


Hs.1 49442 


ESTs 


23 


449276 


AW241510 


Hs.252713 


ESTs 


23 


452294 


AI871925 


Hs.1 17895 


ESTs, Moderately similar to A475B2 B-cel 


23 


457653 


AI820719 


Hs.154662 


OnaJ (Hsp40) homotog, subfamily A, membe 


23 


459497 


AA825742 


Hs.87517 


ESTs 


23 


412852 


BE004117 


Hs.37415 


ESTs, Weakly similar to ALU1 JHUMAN ALU S 


23 


437539 


AA974673 


Hs.1 21419 


ESTs 


23 


421813 


BE048255 




gfctz49b05.y1 NCI_CGAP_Bm52 Homosapien 


23 


411994 


R67298 


Hs.1 09087 


Homo sapiens cDNA: FU22845 fis, done K 


23 


AA'iAld 

443476 


AW068594 


HS.13387B 


ESTs, Weakly similar to Y CO 1_HU MAN HYPOT 


23 


452463 


R36452 


Hs.300817 


ESTs 


23 


404936 








23 


442833 


AA328153 


Hs.88201 


ESTs, Weakly similar to A Chain A, Cryst 


23 


440836 


AW370882 


Hs.222O80 


ESTs 


23 


405120 








23 


400238 








23 


407809 


AW082279 


Hs.244106 


ESTs 


23 


412303 






gD.uv9-u(uu£i'£0i£99-u/u-gii uiw&i norrto 


23 


420478 


AA521259 


Hs.193796 


ESTs 


23 


441417 


AJ733297 


Hs.144474 


ESTs 


23 


445117 


AI208754 


Hs.147369 


ESTs 


23 


431162 


AW971180 




gb:EST383268 MAGE resequences, MAGL Homo 


22 


437036 


AI571514 


Hs.133022 


ESTs 


22 


455849 


BE146866 




gb:QV4-HT0222-21109M14tt6 HT0222 Homo 


22 


447624 


A1640328 


Hs.62713 


ESTs 


22 


439780 


AL109688 




gb:Homo sapiens mRNA full length insert 


22 


405706 






22 


447732 


AI75B398 


Hs.161318 


ESTs 


22 


440625 


BE539853 


Hs.22452 


Homo sapiens mRNA for KIAA1737 protein, 


22 


404257 






22 
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437722 


AW292947 


Hs. 122872 


to i s, weaiuy similar wj juuuoo nypuuicu 


449133 


A1631655 




to IS 


456555 


AW592167 




CCTe 

to IS 


408134 


AK000184 


Hs.42945 


acid sphingomyelinase-like phosphodieste 


428192 


AA424051 


Hs .304742 


ESTs 




1 OUtr* 




gb:yc14f05.r1 Stratagene lung (937210) H 


438018 


AK001150 


Hs.5999 


hypothetical protein FU10298 


446096 


AI276454 




gb:q!71a12.x1 Soares_NhHMPu_S1 Homosapi 


448106 


AI800470 


Hs.171941 


ESTs 


450232 


BE300815 


Hs.201326 


ESTs 


436134 


AK00061B 


Hs.123784 


ESTs 


448466 


AI522109 


Hs.171066 


ESTs 


420678 


AW593288 


Hs.3530 


TLS-associated serine-arginine protein 2 


430692 


X80240 




gb:H.sapiens endogenous retrovirus HERV- 


446453 


AV658469 


Hs.188646 


ESTs, Weakly similar to ALU1_HUMAN ALU S 


423611 


AB011163 


Hs.129908 


KIAA0591 protein 


444050 


AW13B295 


Hs.135024 


ESTs 


431532 


AI537817 


Hs.270311 


. ESTs, Weakly similar to ALU1.HUMAN ALU S 


422669 


H12402 


Hs.119122 


ribosomal protein L1 3a 



403388 
403780 

419423 D26488 Hs.90315 KIAA0007 protein 

424719 H90452 gb:yv01c03.r1 Soares fetal liver spleen 

431453 AW753917 gb:RC0-CT0299-291199-031-F02CT0299Homo 

442078 AW268583 Hs.262629 ESTs 

M85521 Hs.244482 Homo sapiens, clone IMAGE:361 1 71 9, mRNA. 

AA004410 Hs.100009 acyl-Coenzyme A oxidase 1, palmitoyl 



452975 
426197 
427119 
400486 
448482 
402621 
408363 
424584 
445061 

431065 AA491286 
411908 L27943 



AW880562 Hs.114574 ESTs 
AW294078 Hs.171092 ESTs 
NM_003389 Hs.44396 coronin, actin-binding protein, 2A 



H10692 Hs. 13310 ESTs 

AI253094 Hs.145227 ESTs 

Hs.128792 ESTs 

Hs.72924 cytidine deaminase 

441826 AW503603 Hs.129915 phosphotriesterase related 

446901 AB47274 gb:tc05d02j(1 NCI_CGAP_Co16 Homo sapiens 

422677 AL046388 Hs.208206 hypothetical protein FU21 162 

AW991925 gb:PM3-8N0011-130100-002-b07 BN0011 Homo 

NM 004996 Hs.89433 ATP-binding cassette, suMamBy C (CFTR 

gb:QV3-DT0044-221299-045-c03 OT0044 Homo 
gfoyh67a07.s 1 Soares ptecenta Nb2HP Homo 
Hs.47099 hypothetical protein FU21212 
Hs.58089 ESTs 
Hs.164252 ESTs 

gb:yp94e12.s1 Soares fetal Rver spleen 



455534 
400163 
418882 

409206 AW364844 

410556 R32158 

432584 AA928829 

439482 W70045 

447877 AI435184 

418297 R91254 



403534 

410594 AW770778 Hs.281238 ESTs 



414000 
432762 



439626 
444540 



N22415 
AI693927 
450024 AA005129 
455481 AA258033 
435138 BE314734 



BE242814 Hs.323494 ESTs, WeaWy similar to T27544 zinc resi 
NMJM4099 Hs.278924 PR01768 protein 
437606 AA761594 Hs.122440 ESTs 
438550 AW976002 Hs.258402 ESTs 
Hs.189080 ESTs 
Hs.265165 ESTs 

gfczh90h08.r1 Soares_fetai_liver_spleen_ 
Hs.1081 10 DKFZP547E2110 protein 

gb:601152976F1 NIHJAGCJ9 Homo sapiens c 
gb:PM3-BN0142-200300-001-cQ4 BN0142 Homo 
gb:QVO-ST0236-1712994)75-bQ2 ST0236 Homo 



gb:yj35d06.r1 Soares placenta Nb2HP Homo 



412B87 


BE007420 




454204 


AW816498 




408253 


AW807476 


Hs.21051 


432887 


AI925047 


Hs.162859 


448063 


A1459108 


Hs.159818 


416171 


H23896 


Hs.125790 


433098 


AW190593 


Hs.151143 


409781 


AW812266 


Hs.15220 


423441 


R68649 


Hs.278359 


423646 


H02364 




436572 


AA723274 


Hs.279596 


447044 


AF030107 


Hs.17165 


448828 


AI580296 


Hs.174782 


444585 


AW170015 


Hs.6594 


437334 


AL353947 


Hs.283780 


431917 


D16181 


Hs.2868 


400843 






455688 


BE067238 




449550 


AA001767 


Hs.17924 


408940 


M58583 


Hs.662 


455201 


AW947884 




413617 


BE155373 


Hs.279518 


459495 


BE544158 




433225 


AW816515 


Hs.173540 



ESTs 

hypothetical protein DKFZp761N1814 
peripheral myelin protein 2 

gb:PM1-BT0348-151299-001-a12 BT0348 Homo 
ESTs, Moderately similar to ALU INHUMAN A 
cerebellin 1 precursor 

gb:PM1-OT001(«0030D-001-g08 MT0010 Homo 
amyloid beta (A4) precursor-like protein 
gb:601076707F1 NIHJ/IGCJ2 Homo sapiens c 
ATPase, Class V, type 10D 
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444547 AV650207 Hs.282437 ESTs, Weakly similar to I3B022 hypotheti 2.2 

417156 N49476 Hs.166553 replication factor C (activator 1) 1 (14 2.2 

416761 HB5422 Hs.108556 ESTs 2.2 

_ 408867 AA437199 Hs.656 cell division cycle 25C 2.2 

5 406748 AW339106 Hs.217493 annexinA2 2.2 

427443 AA402713 Hs.97872 ESTs 2.2 

452843 AI796769 Hs.208320 ESTs 2.2 

427473 AW274439 Hs.252709 ESTs 2.2 

. 433919 AA746311 gb:oa56d12.r1 NCLCGAPJ5CB1 Homo sapiens 2.2 

10 431058 AW968865 gb:EST380941 MAGE resequences, MAGJ Homo 2.2 

428679 AA431765 . gb:zw80c03.s1 Soares_tesBs_NHT Homo sap 2.2 

415250 F02614 Hs.27319 ESTs 2.2 

440253 A1651329 Hs.160289 ESTs 2.2 

434470 AA634818. Hs.298138 ESTs 2.2 

15 418849 AW474547 Hs.53565 Homo sapiens PIG-M mRNA fox mannosyltran 2.2 

432463 AA548518 Hs.186733 ESTs 2.2 

400861 2.2 

407287 AI678B12 gb:tu59d08jc1 NCI_CGAP_Gas4 Homo sapiens 2.2 

414817 AW902892 Hs.23782 hypothefcal protein FU 12847 2.2 

20 416143 AI955650 Hs.79033 ghitaminyt-peptide cydotransferase (glu v 2.2 

449808 AA694220 Hs.15403 ESTs, Moderately simaar to ALU7,HU MAN A 2.2 

412314 AA825247 Hs.250899 heat shock factor binding protein 1 2.2 

442952 AI743261 Hs.131860 ESTs 2.2 

425187 AW014486 Hs.22509 ESTs 2.2 

25 408221 AA912183 Hs.47447 ESTs 2.2 

411480 AW848022 gb:IL3-CT0214-23129W)53-A09CT0214 Homo 2.2 

459681 2.2 

414784 NM.000344 Hs.2B8986 survival of motor neuron l.tetomeric 2.2 

442726 AW136066 Hs.19145 ESTs 2.2 

30 450433 AW444538 Hs.231863 ESTs 2.2 

437642 AL079309 gbiHomo sapiens mRNA full length insert 2.2 

'406298 2.2 

409723 AW885757 Hs.257862 ESTs 2.2 

433266 AI863224 Hs.31476 Homo sapiens cDNAFU 138726s, clone TH 2.2 

35 435090 BE217923 Hs.149595 ESTs 2.2 

457187 AA443927 Hs.144360 EST 2.2 

446534 AI307356 Hs.175225 ESTs 2.2 

403764 2.2 

442735 R91949 gb:yq06h06.s1 Soares fetal Over spleen 2.2 

40 455221 AW867751 gb:MRO^N0038-29030(M)01-a03 SN0038 Homo 2.2 

405965 2.2 

408420 NMJJ06915 Hs.44766 retinitis pigmentosa 2 (X-Onked recess! ^2 

441679 BE502267 Hs.65996 ESTs 22 

432781 NMJ14133 Hs.278940 PRO061 8 protein 2.2 

45 448470 AW026226 Hs.309479 ESTs 22 

419637 W27493 gb:31h10 Human retina cDNA randomly prim Z2 

443180 R15875 Hs.258576 daudin12 2.2 

422213 AA306385 Hs.133160 ESTs 22 

423119 AA322201 Hs.131976 ESTs 22 

50 450192 AA263143 Hs^4596 RAD51-interacting protein 2.2 

428042 AA419529 Hs.76391 myxovirus (influenza) resistance 1, homo 22 

400734 2.2 

430499 AW969408 Hs.231991 ESTs 2.2 

451134 AA318315 Hs.25999 hypothetical protein FU 221 95 2.2 

55 401694 2.2 

423531 AW752782 Hs.129750 hypothetical protein FU 10546 22 

424419 AK001563 Hs.146589 hypothetical protein FU 10701 2.2 

431364 AW971382 Hs.294016 ESTs, Moderately similar to B34087 hypot 2.2 

s~ 436640 AA724411 Hs.156065 ESTs 2.2 

60 436802 N34466 Hs.170504 ESTs 2.2 

443994 AI094805 Hs.135522 ESTs, WeaWy similar to S38038 hypolheti 22 

445908 R13580 Hs. 13436 Homo sapiens clone 24425 mRNA sequence 2.2 

446412 AW135313 Hs.150098 ESTs 2.2 

_ 448390 AL035414 Hs.21068 hypotheUca! protein 2.2 

65 449939 T86420 Hs.272139 ESTs 2.2 

412700 BE222433 Hs.201262 ESTs, Weakly similar to 138022 hypotheti 22 

453125 AW779544 Hs.1 15497 hypothetical protein FU22655 2.2 

422757 AI909935 Hs.65551 Homo sapiens, Similar to DNA segment, Ch 2.2 

452864 AA033714 Hs.287629 hypothetical protein FU14260 2.2 

70 452441 BE222078 Hs.1 13069 ESTs 2.2 

402395 2.2 

459659 2.2 

428186 AW504300 Hs.295605 mannosidase, atoha, class 2\ member 2 2.2 

438432 AW444990 Hs.258800 ESTs, Weakly similar to 138022 hypotheti 2.2 

75 409446 .AI561173 Hs.67688 ESTs 2.2 

408764 BE087164 Hs.302415 ESTs 22 

408908 BE296227 Hs.250822 serine/lhreonine kinase 15 2.2 

414275 AW97Q254 Hs.889 CharoReyden crystal protein 2.2 

436992 AA741074 Hs.120750 ESTs 2.2 

80 439534 W79377 Hs.167 microtubute-assoclated protein 2 2.2 

444199 AI128931 Hs.260681 ESTs, Moderately similar to ALUF^HUMAN I 22 

446009 AI989885 Hs.231926 ESTs 2.2 

435510 BE143837 gb:MR0-HT0164-151299^)12-b08HT0164Homo Z1 
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403691 








458333 


A1000792 


Hs.108209 


ESTs 


454560 


AW807281 




gb:MR4-ST0062-24Q300-003-g01 ST0062 Homo 


439343 


AF086161 


Hs.1 14611 


hypothetical protein FU11808 


421498 


AA292084 


Hs.191575 


ESTs, Moderately similar to ALU2.HUMAN A 


414428 


BE296906 


Hs.182625 


VAMP (vesicle-associated membrane protei 


406941 


X5B140 




(NONE) 


445712 


AI458246 


Hs.167451 


ESTs 


451270 


AW341392 


Hs.235795 


ESTs 


451403 


AA885569 


Hs.40919 


Homo sapiens cDNA FU1451 1 lis, done NT 


437073 


AIB85608 


Hs.94122 


ESTs 


434789 


AW292515 


Hs.194317 


ESTs, Weakly similar to T08680 hypolheti 


430884 


AF053748 


Hs^48114 


glial ceD derived neurotrophic factor 


445944 


H06336 


Hs.13480 


Homo sapiens done 24875 mRNA sequence 


405233 








446512 


H30351 


Hs.207982 


ESTs 


403188 








404443 








433645 


AIB21746 


Hs.190258 


ESTs, Moderately similar to ALU6.HUMAN A 


414456 


H74314 




gb:yu56e10.r1 Scares fetal liver spleen 


433479 


AW511459 


Hs.249972 


ESTs 


455482 


AW948353 




gb:RCO-MT0015-13040W)31^07 MT0015 Homo 


446364 


AB006524 


Hs.14912 


KIAA0286 protein 


452004 


A1827815 


Hs.277359 


ESTs 


405059 






gb:EST376285 MAGE resequences, MAGH Homo 


425457 


AW964212 




403317 


U02687 


Hs.385 


fms-related tyrosine kinase 3 


413801 


M62246 


Hs.35406 


ESTs, Highly similar to unnamed protein 


415871 


R55995 


Hs.283309 


ESTs. Moderately similar to ALU1_HUMAN A 


432774 


AA564946 


Hs.156280 


ESTs 


436349 


AI445255 


Hs.115315 


ESTs 


445532 


8E138944 


Hs.146200 


ESTs 


456313 


AA225741 




gb:nc17b10.s1 NCI_CGAP_Pr1 Homo sapiens 


412818 


NM 003337 


Hs,811 


ubiquitin-conjugating enzyme E2B (RAD6 h 


450271 


A16939QO 


Hs.200920 


ESTs 


401521 








422880 


AF228704 


Hs. 121524 


glutathione reductase 


448871 


BE616709 


Hs.159265 


kruppel-retated zinc finger protein hcKr 


449233 


BE048401 


Hs.196511 


ESTs 


408217 


AI433201 


Hs.279860 


tumor protein, translafionatly-controfle 


457003 


S7B234 


Hs.172405 


cell division cycle 27 


417448 


AA203135 


Hs.130186 


ESTs 


402103 








450579 


AW136774 


Hs.48614 


ESTs 


429597 


NMJM3816 


Hs.2442 


a dislntegrin and metalloproteinase doma 


456596 


AA291834 


Hs.78950 


branched chain keto acid dehydrogenase E 


415333 


H24415 


Hs.13273 


KIAA0592 protein 


457353 


X65633 


Hs.248144 


melanocortin 2 receptor (adrenocorticotr 


434985 


AA658229 


Hs.291228 


ESTs 


414729 


BE466928 


Hs.281901 


ESTs 



400510 

420844 AA595522 gb:nh22cQ9.s1 NCI_CGAP_Pr1 Homo saptens 

427434 BE538374 Hs.301732 hypothetical protein MGC5306 

432168 A1362952 Hs.2928 solute carrier family 7 (catbnic amino 

446296 AA985662 Hs.63131 Homo sapiens cDNAFU 131556s. clone NT 

453853 AL040600 Hs.188083 ESTs 

459108 AW084176 Hs.223296 ESTs, WeaWy similar to 138022 hypotheti 

430118 AI377255 Hs.183287 ESTs 

455964 BE166924 gb:C»W-Hr0501.240300-519-f01 HT0501 Homo 

437981 AA774445 Hs.192095 ESTs, Weakly similar to KIAA1 397 protein 

439957 AI453184 Hs.66357 ESTs 

423734 H02217 gb:yj38d1 1/1 Soares placenta Nb2HP Homo 

450721 AI732271 Hs.25567 ESTs 

429392 AL109712 Hs.296506 Homo saptens mRNA full length insert cDN 

429986 AF092047 Hs.227277 sine ocuHs homeobox (Drosophfla) homolo 

432919 AL079800 gb:DKFZp434O2330j1 434 (synonym: htes3) 

434791 AA649235 Hs.1 16457 ESTs, Weakly similar to NIP3.HUMAN BCL2/ 

445273 AI218441 Hs.153846 ESTs 



400514 
412798 

416085 H18072 
437846 AA773866 



AW998657 Hs.119120 E3ubiquiJjnBgaseSMURF1 

Hs.92576 ESTs 

Hs.244569 esophagus cancer-related gene-2 

439391 AW975638 Hs.293490 ESTs, Weakly similar to 138022 hypolheti 

428414 AL049980 Hs.184216 OKF2P564C152 protein 

429430 AI381B37 Hs.155335 ESTs 

449689 AF228421 Hs.23889 DKFZP564A032 protein 

Hs.248126 G protein-coupled receptor 38 

Hs.1 46086 ESTs 

Hs.1 6247 ESTs, Weakly similar to 2004399A chromos 
Hs.283626 ESTs 
Hs.103B13 ESTs 

gb:AV654907 GLC Homo sapiens cDNA clone 
Hs.30057 MRS2 (S. cerevisiaeHike, magnesium horn 



430909 AF034632 

453116 A1276580 

416312 W02640 

423019 AI640185 

414007 AI733895 

459535 AV654907 

448776 BE302464 
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421279 
443167 
459124 
44807B 
436858 
430521 
431089 
407401 
426336 
451124 
425541 
406504 
410626 
415186 
416175 
436820 
442095 
451878 
■ 449178 
427307 
415857 
425154 
449746 
441543 
403065 
428811 
451803 
442906 
409171 
414175 
450785 
412039 
453055 
443268 
455022 
447972 
422942 
400451 



AW564878 

A1202009 

AW301478 

AI460117 

BE545498 

NMJJ16383 

BE041395 

AF029325 

AA375802 

AI186203 

AA359119 

BE407727 

AA160945 

H24230 

AI684535 

AI733162 

AI821027 

AI633748 

AF117947 

AA866115 

NM_001851 

A1668594 

A1733014 

AA436052 

BE541174 

AW296888 

R17126 

A1308876 

AA852713 

AW887384 

AW291436 

AI800271 

AW850845 

AL1 37275 

AF054B39 



Hs.106645 
Hs.132087 
Hs.184592 
Hs.170464 

Hs.242183 
Hs.283676 



Hs.31432 



Hs.14479 
Hs.271498 
Hs.200811 
Hs.1 28470 
Hs.8429 
Hs.197597 
Hs.174795 
Hs.127797 
Hs.154850 
Hs.1765B8 
Hs.269715 

Hs.99487 
Hs.252058 
Hs.1 70939 

Hs.103849 
Hs.25459 

Hs.31917 
Hs.129445 

Hs.20137 
Hs.122540 



ESTs 
ESTs 

protein kinase, lysine deficient 1 
ESTs, Highly simaar to A53933 myosin I 
gb£01070344F1 NIH.MGCJ2 Homo sapiens c 
HOM-TES-85 tumor antigen 
ESTs, Weakly simBar to unknown protein 
gb:Homo sapiens teminin beta-4 chain pre 
gb:EST88135 HSC172 cells II Homo sapiens 
cardiac ankyrin repeat protein 
gb:EST681 72 Fetal lung II Homo sapiens c 

gb:601299771F1 N1H_MGC_21 Homo sapiens c 

Homo sapiens cDNA FU14199 fis. clone NT 

ESTs. Moderately similar to ALU1.HUMAN A 

ESTs 

ESTs 

ESTs 

ESTs 

POZ domain -containing guanine nucleotide 

Homo sapiens cONA FU11381 fis. clone HE 

collagen, type IX, alpha 1 

ESTs, Weakly similar to CP4Y_HUMAN CYTOC 

ESTs 

ESTs 

ESTs, Moderately similar to PC4259 ferri 
ESTs 

gb:yg09c11.r1 Soares infant brain 1NIB H 
hypothetical protein DKFZp761D112 
Homo sapiens, alpha-1 (VI) collagen 
gb:RC0-OT0089-130300-021-d07 OT0089 Homo 
Homo sapiens, clone MGC:965B, mRNA, comp 
hypothetical protein FU12496 
gb:lL3-CT022(M1 1 199-02B-D1 1 CT0220 Homo 
hypolhetica! protein DKFZp434P0116 
tetraspan 2 



450159 

404834 

448732 

423453 

421447 

408774 

419986 

405732 

417848 

442875 

420344 

455778 

426953 

440454 

433917 

424872 

454658 

441983 

439498 

456224 

413525 

444702 

417787 

400612 

410878 

414494 

427027 

451067 

455032 

417945 

438268 

424754 

404599 

459655 

402455 

459278 

421987 

400339 

438206 

458451 

447534 

417687 

412717 

405759 



T62745 Hs.184411 

A1702416 Hs.200771 ESTs, Moderately similar to A Chain A, T 

BE614063 Hs.334689 KIAA1838 protein 

AW450737 Hs.128791 CGMJ9 protein 

AB005216 Hs.104481 Nek, Ash and phosphatase C binding pro 

AW270899 Hs.254569 ESTs. Weakly similar to B34087 hypolhefi 

A1345455 Hs.78915 GA-binding protein transcription factor, 

AA206581 Hs.39457 ESTs, Weakly similar to JC5314 COC28/cdc 

BE623003 Hs.23625 Homo sapiens done TCCCTA0D142 mRNA sequ 

BE463721 Hs.97101 . putative G protein-coupled receptor 

BE088746 gb:CM2-BT0693-210300-12W09 BT0693 Homo 

A1759281 Hs.97439 ESTs 

AI733037 Hs.129990 ESTs nnc 4Mon < 

AI809325 Hs.1 22814 Human DN A sequence from clone RP5-1028D1 

AA347923 gb:EST54302 Fetal heart II Homo sapiens 

AW812330 Hs.11123 DKFZP564G092 protein 

AT733307 Hs.12B002 ESTs 

AA908731 Hs.58297 CLLLB protein 

AW292905 Hs.128770 ESTs 

BE145B99 gb:MRQ-HT0208-221299-204-b10 HT0208 Homo 

AI220122 Hs.326560 hypothetical protein MGC2780 

R14948 Hs.23883 ESTs 

AW809201 Hs.314248 ESTs, Weakly similar to ALU4_HUMAN ALU S 

AA76B491 Hs.6783 hypothetical protein FU22724 

AI924294 Hs.173259 uncharacterized bone marrow protein BM03 
BE172186 gb:MR0-HT0559-11030(Ml05^11 HT0559 Homo 

AIB3089O Hs.192422 ESTs 

R29072 gb:F1-101 D 22 week old human fetal liver 

AA782163 Hs.293502 ESTs 

RD9692 gb:yf23b12.r1 Soares fetal Bver spleen 



AW294659 

A1133161 

X57131 

AA780385 

AW297181 

AW953935 



Hs.34054 Homo sapiens cDNA: FU22488 fis, clone H 

Hs.286131 CGM01 protein 

Hs.248209 H2A histone family, member F, pseudogene 

Hs.1 87885 ESTs 

Hs.195922 ESTs 

Hs.30837 ESTs 

Hs.250691 ESTs 



W00973 Hs.334728 ESTs 
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406413 

442081 

457938 

420687 

428822 

415635 

411421 

437825 

437083 

409466 

433523 

446868 

445882 

438005 

406817 

410486 

411940 

412446 

457289 

400335 

435959 

448188 

418339 

420430 

445717 

451862 

459686 

441996 

412194 

444229 

441635 

421387 

414373 



443520 
409248 
444518 
422237 
409316 
402725 
413783 
423867 
42500B 
427271 
444102 
445829 
452366 
457652 
429540 
459456 
409840 
441025 
457802 
445627 
440299 
401236 
429996 
455135 
411537 
433449 
454197 
445297 
403977 
458948 
418663 
411479 
426536 
442765 
400859 



AA401863 

AI373638 

AA279392 

W28418 

F13168 

BE272110 

AA769123 

AW082597 

AA436207 

H29882 

AV660737 

A1948717 

BE151746 

AI936028 

AW235094 

AW876686 

AI768015 

AW573204 

Y13187 

AW296243 

AW0O1835 

AA639902 

A1703192 

AW664658 

H09260 

BE349537 
AW900282 
AV64B613 
AI908538 
AF059566 
AW1 62907 
AA424197 
W90022 
AB033035 
AI160278 
M13149 
U2B251 

AA314337 
AA331886 
AW675764 
AW195922 
AV647953 
AI452457 
AKO00464 
AF116656 
M85776 
AA486036 
AW502122 
AA913B80 
T78013 
AW818475 
AI871778 
H24185 
N90822 
AW857989 
BE073250 
AW772282 
BE140966 
BE544163 



Hs.22380 ESTs 
Hs. 133900 ESTs 

Hs.88605 Homo sapiens cDNA FU 13427 fis, clone PL 
Hs.30715 potassium voltage-gated channel Isk-rel 

gb:HSC3JF101 normalized infant brain cDN 
Hs.21177 ESTs 
Hs.291947 ESTs 
Hs,244862 ESTs 

Hs.226666 ESTs, Moderately similar to 154374 gene 
Hs.162614 ESTs 
Hs.135100 ESTs 

Hs.2251 55 ESTs, WeaWy similar to A46302 PTB-assoc 

gb:PM1-rfr0305-061299-003-a06 HT0305 Homo 
gbwo47a09.x1 Na„CGAP_Gas4 Homo sapiens 
Hs.69233 zinc finger protein 

gb:CMm0031-180200-507-eQ5PT0031 Homo 

Hs.92127 ESTs 
Hs.137078 ESTs 

Hs.248067 ■ Homo sapiens dmd gene, intron 1 1 
Hs.118375 ESTs 

Hs.1 3323 hypothetical protein FU22059 
Hs.10421 5 ESTs, Moderately similar to SPCN JHUMAN S 

g bwd92h04.x1 NCI_CGAP_Lu24 Homo sapiens 
Hs.149332 ESTs 
Hs.32333 ESTs 

Hs.3B383 ESTs 

Hs.115412 hypotheUcal protein FU13881 

Hs.282397 ESTs 

Hs.133000 ESTs, Weakly similar to S26689 hypolheti 

Hs. 103983 solute carrier family 5 (sodium iodide s 

Hs.75969 proline-rich protein with nuclear target 

Hs.98947 ESTs, Weakly similar to S33496 trypsin ( 

Hs.186809 ESTs, Highly similar to LCT2JWMAN LEUKO 

Hs.51965 KIAA1209 protein 

Hs.146884 ESTs 

Hs.1498 histkJine-nch glycoprotein 

Hs.53237 ESTs, Highly similar to Z169_HUMAN ZINC 

Hs.301547 ribosomal protein S7 

gb:EST35757 Embryo, 8 week I Homo sapien 
Hs.174248 ESTs 
Hs.188758 connexln59 

Hs.83077 interleukin18pnterferon-gamma4nducin 
Hs.145526 ESTs 

Hs.29276 hypothetical protein FU20457 
Hs.273809 Homo sapiens PR01 167 mRNA, complete cds 

gb:EST02297 Fetal brain, Stratagene (cat 
Hs.190124 ESTs 

gb:UI-HF-BR0r>ajrK>08-O-Ul.r1 NIH_MGC_5 
Hs.176379 ESTs 

Hs.167279 FYVE-finger-conlaining Rab5 effector pro 
Hs.7383 ESTs 
Hs.250112 ESTs 
Hs.92918 hypothetical protein 
ESTs 

gb:PM2-CT0328-28129W)0^e04 CT0328 Homo 
gb:MRO-BT0551-060300-102-e05 BT0551 Homo 
gb:hn71b05Jc1 NCLCGAP_Kld11 Homosapten 
gb:MR0-HT0065-081 1 99-002-b06 HT00S5 Homo 
Hs.87128 hypothetical protein FU23309 



411863 
415258 
416093 
416184 
437733 
453118 
457039 
444292 
431360 
407644 
412029 
438522 
422634 



Hs.280943 ESTs 

AK001100 Hs.41690 desmocoflin 3 

AW848047 gb:ILa-CT021 4-291299-052-A12 CT0214 Homo 

A1949749 Hs.44441 ESTs 

BE567353 Hs.99480 ESTs 



BE075244 Hs.12420 ESTs 

AW752247 Hs.293853 ESTs 

R606B5 Hs.268698 ESTs, Moderately similar to ALUC.HUMAN ! 

R48481 Hs.269177 ESTs. Weakly similar to ALU6.HUMAN ALU S 

A1792574 Hs.122876 ESTs 

AW195849 Hs.252757 ESTs 

H29990 Hs.101937 sine oculis rwmeobox (OrosophHa) homolo 

AI139794 Hs.146569 ESTs 

NM 000427 Hs.251680 loricrin 

D16815 Hs.37288 nuclear receptor subfamily 1, group 0, m 

AW886238 gb:RC5-OT0078-28030r>022-F01 OT0078 Homo 

AA809431 Hs.258886 ESTs 

NMJJ16010 Hs.118821 CGl-62 protein 
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418790 
442950 
457040 
436464 
402674 
408733 
408767 
432801 
418205 
404604 
413627 
402341 
438090 
421303 
411417 
401986 
415318 
417756 
418301 
433755 
435413 
435548 
447555 
458175 
458433 
446595 
447678 
448150 
453445 
444420 
431956 
413758 
428231 
455673 
430970 
412277 
413025 
424083 
427654 
410483 
423942 
430340 
425686 
425075 
400285 
405966 ■ 
407407 
411459 
415105 
434531 
447153 
447185 
455696 
456510 
400517 
418647 
401785 
433417 
420777 
439509 
430203 
450382 
455540 
437620 
407528 
402048 
403623 
411518 
417531 
422600 
423347 
424560 
433153 
433347 
435373 
442988 
447505 
454423 



H95693 gb:yt95d1 1 .s1 Soares_pineat_gland_N3HPG 

AI500417 Hs.46764 ESTs 

N77624 Hs.173717 phosphatide acid phosphatase type 2B 

A101 6176 Hs.269783 ESTs, Weakly simitar to ALU1.HUMAN ALU S 

AW264812 Hs.254290 ESTs 

AA057279 Hs.211928 ESTs 

NM_016260 Hs.278963 zinc finger DNA binding protein Helios 

L217 1 5 Hs.83760 troponin I. skeletal, fast 



BE182082 Hs.246973 ESTs 

AA777534 Hs.191992 ESTs 

T06464 gb:EST04353 Fetal brain, Stratagene (cat 

AWB45481 gb:MR1-CT0056-201 1 99Wb04 CT0056 Homo 

T06544 gb:EST04433 Fetal brain, Stratagene (cat 

Z43056 gb:HSC12B021 normalized intent brain cDN 

AW976201 Hs.53913 hypothetical protein FU10252 

AW085934 Hs.1 20868 ESTs 

A1267476 Hs.46669 ESTs 

H24347 Hs.27524 ESTs 

A1391662 Hs.160963 Homo sapiens, dona MGC:12318, mRNA, com 

AW296024 Hs.150434 ESTs 

AL135352 Hs.255883 ESTs, Weakly similarto 138022 hypotheti 

T57448- Hs.15467 hypotheUcal protein FU20725 

BE385257 Hs.336457 Homo sapiens dopamine receptor interacti 

A1472167 Hs.302739 ESTs 

AL036532 Hs.91453 ESTs 

A1148157 Hs.1 46766 ESTs 

AK002032 Hs.272245 Homo sapiens cONA FU 1 1 170 fis. done PL 

BE162391 gb:PM2-HT0451-090100-002-f04 HT0451 Homo 

U 17989 Hs.1 831 05 nuclear autoanligen 

BE152239 gb:QV4-HT031 6-091 199-028-f12 HT0316 Homo 

A1018210 Hs.144083 ESTs 

BE277592 Hs.73799 guanine nucleotide binding protein (G pr 

AA805265 Hs.291646 ESTs 

AF05501 8 Hs.1 39137 Homo sapiens clone 24442 mRNA sequence 

AA410183 Hs.137475 ESTs 

BE163567 gb:QV3-HT0460-230200-101-b08 HT0460 Homo 

AF209704 Hs.1 35723 glycolipid transfer protein 

AA476777 gb:zw94g1 1.r1 Soares_totalJetus_Nb2HF8_. 

M73531 Hs.1 937 retinal degeneration, slow (refinitis pi 

AA506324 Hs.1 852 ac«J phosphatase, prostate 

AF050198 gbiHomo sapiens putative mitochondrial s 

BE142707 gb:MR0-HT0157-191 1994102^12 HT0157 Homo 

D60165 gb:HUM089G11B Oontech human fetal brain 

AA642007 Hs.1 16369 ESTs 

AA805202 Hs.315562 ESTs 

AW377092 Hs.99601 hypothetical protein FU 12553 

BE067870 gb:RCO-BT0362-021299-031-b06 BT0362 Homo 

AK001652 Hs.99423 ATP-dependent RNA helicase 

AF151064 Hs.36069 hypotheticaJ protein 

AA22619B gb:nc26a07,s1 NCLCGAP_Pr1 Homo sapiens 

AA587773 Hs.8859 Homo sapiens, Similar to R1KEN cDNA 5830 

AA280223 Hs.130865 ESTs 

AF086332 Hs^8314 ESTs 

L36140 Hs.235069 RecQ protein-fike (DNA helicase Ql-fike) 

AA397658 Hs.60257 Homo sapiens cDNA FU13598 fis, done PL 

BE080231 gb:RC4-BTO629-1202(KM)12-411 BT0629 Homo 

AW976930 Hs.128760 ESTs 

X64990 gb:Rsapiens mRNA HTPCRX16 for olfactory 

AW850246 gb:IL^CT021&.291099421-E07 CT0219 Homo 
NM 003157 Hs.1087 serine/threonine kinase 2 

BE143586 Hs.87 leBnoblastoma-like 1 (p107) 

A1660412 Hs.234557 ESTs 

AA158727 Hs.150555 protein predicted by done 23733 

AA578512 gb:nh22e11.s1 NCI_CGAP_Pr1 Homo sapiens 

AF023130 gb:Homo sapiens Ras-GRF2 mRNA, partial c 
AW665538 Hs.117689 ESTs 

AI026130 Hs.131683 ESTs MJt ~ lfc 
AL049266 Hs.1 8724 Homo sapiens mRNA; cDNA DKFZp564F093 (fr 

AW603985 gb:RC4-CN0048-1 401 0041 1-a04 CN0048 Homo 
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Table 31B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey 

407764 
408274 
408691 
409171 
409206 
409623 
409699 
409816 
409840 
410201 
410483 
410500 
410536 
410556 
410615 
410626 
410644 
410672 
410845 

410888 
410901 



CAT number Accession 



1014849.1 

104999.1 

1074933.1 

1104879.1 

1108161.1 

1144047.1 

1149033 1 

1155396.1 

1156071.1 

118365.1 

1204995.1 

1206323.1 

1207322.1 

1208157.1 

1212203.1 

1212621.-1 

1213795.1 

1214882.1 

1223881.1 

1225955.1 
1226077.1 



410934 


1227240.1 


410999 


1228809 1 


411004 


1228975.1 


411018 


1229132.1 


411024 


1229310.1 


411093 


1231970.1 


411186 


1235090.1 


411244 


1236407.2 


411262 


1236998 1 


411311 


1238530 1 


411377 


1242238.1 


411382 


1242594.1 


411384 


1242702.1 


411417 


1245075.1 


411459 


.1246724.1 


411479 


1247077.1 


411480 


1247089.1 


411518 


1248692.1 


411537 


1248899.1 


411597 


1250843.1 


411656 


1252973.1 


411660 


1253078.1 


411688 


1254076.1 


411693 


1254206.1 


411726 


1255048.1 


411738 


1255755.1 


411745 


1256160.1 


411762 


1256906.1 


411772 


1257386.1 


411816 


1259632J 


411819 


1259748.1 


411880 


1263110.1 


411940 


1266262.1 


412029 


1272597.1 


412039 


1273497.1 


412147 


1279411.1 


412209 


1283510 1 


412236 


1284501J 


412282 


1287679 1 


412303 


1288130.1 


412321 


128B608 1 


412323 


1288770.1 


412329 


12B8943.1 


412400 


1292900.1 



BE008347 BE008320 BE083307 BE08331 1 AW075968 

R17315Z43954AA053547 

AW250525BE265117 

R17126R38456H02771 

AW364844 AW364847 AW937534 AW937593 AW937659 

AW449185 AW449665 BE220971 

BE154650 BE154785 AW46B343 BE154816 BE154667 

AW500954 AW5011 1 1 AW501394 

AW502122 AW502125 AW501663 AW501720 

AA126129 AA126033 AA082561 

BE163567 BE0736B9 BE073747 BE073780 BE073739 BE073748 BE163495 AW75017B BE163491 BE073763 BE073671 
R09442 AW8461 15 AW846108 AW751967 AW846083 AW846087 AW846090 
N39533 AW753094 AW753093 

R321 58 AW754055 AW754054 AW754053 AW754045 AW857320 

AW772721AW873372 H89212 

BE407727 

AW9021 25 AW792853 AW837703 AW837710 
AW794600AW794730 

AW807182 AW807328 AW807063 AWB07183 AW807192 AW807033 AW807061 AW807286 AW807097 AW807270 AW807372 AW807280 
AW807283 

AW861207AW809508 

AW810001 AW810092 AW810170 AWB09884 AW809664 AW810353 AW810428 AW810209 AW81 0429 AW810154 AW810168 AW809786 
AW810006AW809672AW809694AW810552AW810345AW810432AW809960 
AW81 1 1 14 AW81 1095 AW81 1087 AW81 1 1 24 AW81 1054 AW81 1094 AW81 1 1 57 ■ 
AW813004 AW812962 AW812961 

AW813242 BE146089 AW813195 AW813173 AW813206 BE145953 BE146212 AW813196 AW854582 AW813241 BE061582 

AW813428 AW813444 AW813367 AW813368 AW813429 AW813424 

BE062590 AW813565 BE147101 

BE067650AW817053 

AW821257 AW821267 AW821283 

AW833768 AW833631 AW833435 AW833533 AW833554 AW833543 AW833557 

AW834480 AW834531 AW834637 AW834618 AW834653 AW834487 

AW836491 AW836461 AW836673 

AW841462 BE156657 BE1 56668 BE092475 

BE0B7246 BE067241 BE067254 BE067249 AW841960 

AW842115 AW842111 AW842103 

AW845481 AW845474 AW850849 

BE142707 BE142852 BE142723 BE142905 AW847712 AW847792 AW84785B AWB47852 AW847654 AW847608 BE142961 

AW848047 AW848202 AW846631 AW848142AW848702 AW848121 AW848632 AW848140AW848571 AW848009AW846067 AW848069 

AWB48905AW848214 

AW848022 AWB48704 AW848168 AW848959 AW848476 AW848699 AWB48700 AW848761 

AW850246 AW850251 AW850302 

BE073250 BE073378 BE073379 AW850533 AW850529 

AW852925AW852922 

AW855576 AW855650 AW855578 AW855577 AW855642 AW8556 1 9 AW855624 AW855621 

AW855718AW855740AW855748 

AW953440T08189AW857085 

AW857271 AW857308 AW857296 AW857258 

AW858612AW861964 AW858600AW861945 AW858445 AW861901 AW85B546AW861921 AW858395AW861968 AW85B394 AW858401 
AW858404AW858399 

AW859353 AW859355 AW859362 AW859356 AW859351 AW859354 AW859355 AW859361 AW859346 AW859364 AW859372 AW859352 
AW859349 AW859367 AW859360 AW859374 AW859350 
. AW867826AWB59896 

AW860972 AW862598 AW862599 AW860988 AW860983 AW860898 AW860925 AW860922 AW8609B6 AW860984 AW860989 
BE170301 AWB61539 AW904851 BE154336 BE154090 BE154275 
AW854609 AW864592 AW864594 

AW947884 AW947918 AW947888 AW947883 AW947897 AW947910 AW947905 AW864751 AW947878 
AW872477BE088101T05990 

AW876686 AW876717 AW877215 AW876691 AW876722 AW877218 AW876694 AW876725 
AWB86238 AW886229 AW886244 AW887891 AW886289 AW8861 46 
AW887384 AW887372 AW887461 AW8B7315 

AWB95984 AW895982 AW895983 AW895916 AW895772 AWB95843 AW895847 AW895653 AWB95652 AW895648 AW896054 M85583 
AW901456 AW901450 AW901441 

AW902583 AW902585 AW902695 AW902568 AW902580 AW902692 AW9026B4 AW902595 AW902573 AW902681 

BE160188 AW935785 BE160401 BE160319 BE160313 BE160395 

AW936336AW936339 

AW935913 AW936959 AW935918 AW936909 

AW937143AW937150AW937141 AW937151 AW937132AW937160AW937191 AW937174 AW937195AW937173 AW937159AW937139 
AW937171 AW937142 AW937145 AW9371 65 AW937163 AW937164 AW937137 AW937179 AW937156AW937140 AW937135AW937170 
AW937445 AW937457 AW937364 AW937374 AW937395 

AW94B066 AW948106 AW948020 AW948047 AW948011 AW948033 AW948034 AW948041 AW948028 AW94B048 AW948046 AW948056 
AW948025 AW948053 AW948043 AW948032 AW948037 AW948050 AW948060 AW948059 AW948051 AW948027 AW948038 AW948052 
AW948036 AW948031 AW948030 AW948035 AW948039 AW94B026 AW948044 AW948049 AW948042 AW948054 AW948055 AW94801 3 
AW948058 AW948045 AW948057 AW948029 AW948003 AW948016 AW9481 23 AW948008 AW948001 AW948022 AW948014 AW948023 
AW948004 AW948000 AW948018 
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412474 129869 1 AI791451 AI791288 BE019234 BE296601 AA111939 

412566 1306469 1 AW962574 BE073261 

412879 1334272.1 BE092219 BE092361 BE006789 

412887 1334741J BE007420 BE007419 BE007421 BE007422 

41 2999 1343220 1 BE046255 BE04661 1 BE046716 BE046732 BE046273 

413071 1348162~1 BE054032 BE064039 BE064027 BE064040 BE064045 BE063868 BE063890 

413087 1348720 1 BE064655 BE1 53953 

413088 1348732~1 BE064962 BE064979 BE064853 BE064857 BE064856 BE054977 BE064960 BE0B4860 BE064815 BE064957 BE064804 BE064816 BE064850 

' ~ • BE064806 BE054798 BE064B1 8 BE064975 BE064819 BE06481 0 BE064668 BE065059 

41 3096 1349078 1 BE065209 BE065364 BE0651 10 BE0651 1 1 

413101 1349154 1 BE065215BE155544BE155541 BE155540 BE155542 BE1 55543 

413252 1355877 _ 1 BE074910 BE074913BE074911 BE074903 BE074B92 BE074935 

413257 1355963~1 BE075035 BE074999 BE075006 BE075005 BE075032 BE075008 BE075037 

413445 1370833~1 BE141022 BE141513 BE141532 BE141488 BE1414B1 BE141526 BE141516 BE141471 BE141478 BE141476 BE141475 BE141021 BE141533 

BE141464 BE141490 BE141472 BE141480 

413470 1371600J N20934 BE141875BE141877 

413488 1373234J BE1440 17 BE1 85527 BE1 44023 

413499 1373910 1 BE144884 H97942 

413525 1374635~1 BE145899 BE145848 BE145849 BE145853 BE145927 BE145925 

413581 1378335 1 BE150618 BE 150616 BE 150626 

413640 1381286J BE15B1 18 BE1 58034 BE1 54709 BE1 54825 

413646 13814B8J BE155042 BE155040BE1 54987 BE155012 

413758 1386900 -1 BE162391 

413875 1396766 1 BE176776 H85072 

413986 140720 1 Z43567 H24159 AA1 34240 

414277 1432122J BE269910 BE296510 BE295925 BE269325 

414349 1437515.-1 BE512968 

414366 1438636.1 BE549143 BE390613BE277344 

414456 1447655 J H74314 BE299593 

414539 1460320 1 BE379046 BE395459 

414546 1460704 1 BE379492 BE391967 

414605 1465790.-1 BE390440 

414955 1509869J C15506 D80541 D80506 , - 

415105 1522674J D60166D60893 060101 

415131 1523680 1 D61119D81508D81734 

415236 1531080 1 R41400 H06659 Z38637F02023T16516 

415318 1533859 1 T06544 Z44549 F05465 R61128 

415425 1536408 1 F08365 Z43395 R54298 

415549 1539692 1 F11942 T78047R13266 

415628 1540769 J F13080 R34751 T75411 

415635 1540853 1 F13168R21289T7762B 

416035 1567254 1 H42314 H43080 H45217 H15384 

416154 1573965~1 Z46122 H23303 R56554 H23055 T6O310 R13090 Z45524 

416458 159583 T AA180511 AA649022AW974566 

416548 1600181 .1 H62953 N76608 N72413 

416616 1604113J H68270 H68271 R07781 

416972 163568 1 BE019670 AA191284M191255 

417428 1679519.1 N87579 T93706 

417490 168397 J AA203335R11393 

417563 168749J AA203701 R86895 

417669 1692157 1 T99898 T92080 T91447 R07B06 R07779 

417756 1697154 1 Z43056 R13398 T80474 

417909 1707657 1 R35614 R24837 R52440 

417945 1711126 1 R29072 R29717 R29699 R29709 R29751 R29609 R29060 R29718 R29057 R29591 R29683 R29575 R28913 R2B910 

418297 1736343.1 R91254T97156 R58711 

418647 177521 1 AA226198AA226513AA383773 

418790 179028 1 H95693 W02322 AA228140 H95692 

418856 179649 1 AA362858 AWB63761 AA229428 

418948 1B0808J AI217097 AW886090 W38035 W38792 AA232835 AW936043 

419637 186639 1 W27493 AA248053 AA249585 AA429679 

419936 189181 1 AI792788BE1 42230 AA252019 

420111 190755~1 AA255652 AA280911 AW967920AA262684 

420430 193538 1 AI703192AW901259AA278523AA262062 

420621 195113~1 AA278808BE082076BE081812BE081581 

420844 196986 J AA595522 AA280981 BE464358 

420854 197072L.1 AW296927 AI684514 AI263168 AA281079 

421065 198936 1 AA329711 AA287436 AA2B3148 

421303 201039 1 T06464C17931 

421338 201378 1 AA287443 AA419385BE084078A1478347 

421583 204220.1 AA293333 AI820910 AA293403 

421813 207654 1 BE048255 AA313083AA298419 

422977 223410~1 AA631498 A1017191 AA491211 AA761823 AA714555 AA768099 AA808286 A1934069 AA570223 AA574389 AA582438 AJ745346 AW96451 0 
AA319642 AW85375B H56414 

423121 225175 1 AW864848AA322213 AA322209AW961624 ftiA ,, AWOflc 

423532 229362J BE090503 BE090490 BE090483 BE090501 BE090500 BE090365 BE090505 BE090509 BE090499 BE090502 BE090504 BE090497 AA327285 

423646 230597 1 H02364AA329065AW958111 AW961436 

423734 231479J H02217 AA330235 AW955673 

423841 232507 1 AW753967 AA370795 AA331630 AW962550 

423867 232732J AA331886 AW962659AW962655T89841 

423871 232749J AA331906 AA332484 

424719 242889.1 H90452 AA345767 AW964302 H90399 

424754 243305 1 R09692 R09414 AA346353 

424872 244505.1 AA347923 AA347928 AW961769 
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425156 


247338J 


AA351364 H 19138 R12960 


425201 


247933~1 


AA3521 1 1 AW962247 AA429695 


425374 


250946J 
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TABLE 31C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 dlgi! numbers in this column are Genbank Idenlifier (Gl) numbers. "Dunham L el al." refers to the publication entitled The DNA sequence of 

human chromosome 22/ Dunham t. et al., Nature (1999) 402:48*495. 
Strand: Indicates DNA strand from which exons were predicted. 
Imposition: Indicates nucleotide positions of predicted exons. 
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401098 
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402103 
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402395 

402429 

402430 
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9796540 

9796594 

9887603 

9887609 

9887626 
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9864507 
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8117693 

7249204 

8118979 

8569993 
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9188605 

9757499 

9757506 

9958234 

3687273 

9965518 

8705350 

2547238 

9690246 

9743387 

9926411 



9796180 
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7249203 
7704961 
7543687 
9966312 
8844110 
7656696 
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Strand NLposition 

Minus 82189-82320 

Minus 197610-197785 

Plus 181108-181605 

Minus 139633-139910,140469.140979 

Minus 78844-79025,80850-80991.89754-89941,93750-93891 

Plus 21323-21526 

Pius 88642-88726,89716-89866 

Plus ' 25435-255B8.25668-25747 

Minus 96756-97558 

Minus 151513-151662 

Plus 92278-92472 

Plus 4785-4992 

Plus 12818-13016 

Minus 78299-78686 

Plus 122853-123971 

Plus 161221-162078 

Plus 5863-5970,7653-7784,8892-9023,9573-9807,10634-10789,15254-15403,23827-23958 

Plus 24746-24872,25035-25204 

Minus 91888-92018,98131-98294,99474-99570 

Plus 163855-164016 

Mows 169782-170036 

Plus 105052-105171 

Minus 85632-86174 

Minus 85679-85795 

Plus 17599-17776 

Minus 90815-90929 

Minus 111586-111806,114791-114916,115419-115583,116351-116446,116847-116907,122853-1^^ 

Minus 82478-82602,86952-87110 ' 

Plus 153093-154106 

Minus 119572-119672 

Minus 144928-145030 

Plus 92607-92813 

Plus 9127-9234 

Plus 91570-93177 

Plus 101096-101253 

Plus 17350-17735 

Minus 34986-35133 

Minus 64056-64168 

Minus 110228-110340 

Minus 16^6-16S996.16^189-166314J6M08^166569.167112-167268.167387-167469,16B634n168942 

Phis 86466-87077 

Pius 93973-94120 

Minus 31137-31293 

Plus 31452-31649 

Minus 100751-100885 

Plus 4393644078 

Plus 128316-128627 

Plus 14453-15414 

Minus 33114-33209,33496-33678 

Minus 10-750 

Minus 29782-29932 

Minus 165693-165856 

Plus 22583-23699 

Minus 131016-131998 

Minus 57622-57793.59282-59402,59624-59827 

Minus 62382-62552 

Minus 139640-139779,140568-140660 

Plus 4722-4916.17858-18037,19964-20140,24423-24605^6699-26881 
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402615 9926801 Plus 131390-132157 

402621 9930950 Plus 130806-131036 

402674 B077108 Minus 39290-39502 

r 402725 8979991 Plus 107231-107383 

5 402790 4835258 Minus 147744-147861 

402867 5596716 Ptus 52806-53106,53500-53818 

402953 9408724 Minus 122603-122743 

403003 5441423 Minus 79403-79560.79712-80021 

403011 6693597 Minus 3468-3623 

10 403065 8954197 Minus 71615-71773,73930-74144 

403188 9838289 Minus 157618-157755 

403271 7230852 Plus 1342B3-1344B5 

403273 8018055 Plus 133809-134099 

403281 8072630 Minus 7521-7728 

15 403296 8096530 Minus 35913-36520 

403310 8139936 Minus 183883-184026 
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403341 B569175 Plus 30699-30910 
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20 403356 8569930 Pius 92839-93036 

403381 9438267 Minus 26009-26178 

403388 9438331 Plus 112733-113001,114599-114735 

403396 9438367 Minus 952-1160 

403501 7534005 Minus 108903-110438 

25 403513 7656757 Minus 155310-155436,158402-158535 

403515 7656757 Minus 173358-179553 

403534 8076917 Minus 46652-47332 

403549 8081591 Minus 137150-137352 

403558 8101145 Minus 85509-85658 

30 403574 8101156 Plus 5542-6176 

403619 8569810 Pius 62501-62653 

403623 8569879 Minus 3519-5426 

403625 8569879 Plus 6551-7111 

403637 8671936 Minus 142647-142771,145531-145762 

35 403667 6850483 Minus 1344-1442,1545-1697 

403677 7331517 Minus 55008-55083,62860-63051 

403691 73873B4 Minus 68280-88463 

403696 3135242 Minus 143467-143634 

403743 7652003 Minus 136463-136646 

40 403760 7712202 Minus 45910-46260,47563-47824 

403764 7717105 Minus 118692-118853 

403776 7770611 Minus 1414-1513,1624-1756 

403780 8076989 Plus 93160-93409 

403786 8083636 Minus 73028-73217 

45 403891 7331467 Minus 191508-193220 

403B95 7381715 Minus 3502-4002,40704308 

403977 7657840 Minus 115573-115820 

404043 9558573 Plus 29042-29135,46597-46699 

404059 3548785 Plus 104326-10678B 

50 404076 9931752 Minus 3848-3967 

404196 3805917 Minus 67928-68109 

404249 8655533 Plus 64270-64633 

404257 9367215 Plus 15262-16227 

404285 2326514 Plus 32262-32416 

55 404288 2769644 Plus 3512-3691 

404367 9965011 Minus 114391-114628 

404443 7579073 Minus 87198-87441 

404453 7657714 Plus 27768-29179 

404476 8080699 Ptus 101841-102043 

60 404513 8151941 Minus 112837-113339 

404561 9795980 Minus 69039-70100 

404569 7249169 Minus 104257-104348,104822-104970 

404577 4020145 Plus 17991-18420 

rc 404588 6456726 Minus 4005940210 

65 404599 8705107 Plus 110443-110733 

404604 9212537 Minus 72019-72509 

404638 9796751 Minus 99433-99528,100035-100161 

404767 7882827 Minus 23244-23759 

404793 7232206 Minus 61087-61590 

70 404822 3810614 Plus 7541-8132 

404834 6911603 Minus 37948-38226 

404B45 7958980 Minus 47174-47326,52928-53146,53312-53602 

404898 7331420 Minus 177015-177328 

404936 6850774 Plus 191519-191664 

75 404957 7407927 Plus 147512-148011 

405017 6532084 Plus 35551-35690 

405059 7656683 Plus 349-822 

405090 8072525 Minus 38552-39202 

405093 8072575 Plus 95878-96020 

80 405120 B099940 Plus 140176-140340 

405170 9966524 Plus 37047-37198 

405229 7249019 Plus 51081-51701 

405230 7249032 Minus 97493-97682 
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Table 32A fists about 969 genes unregulated in lung fibrosis relative to normal body fissues. Types of pulmonary fibrosis samples Included in this analysis were idiopathic pulmonary 
fibrosis (IPF), hypersensitivity pneumonifis (HP), and nonspecific interstitial pneumonitis (NSIP). These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 
Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as average intensity (Al), a normalized value reflecting the relative levels of 
rnRNA expression. 

Table 33A lists about 800 genes upregulated in lung fibrosis relative to normal lung. Types of pulmonary fibrosis samples included In this analysis were Idiopathic pulmonary fibrosis 
(IPF). hypersensitivity pneumonitis (HP), and non-specific Interstitial pneumonitis (NSIP). These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip 
array. Gene expression data for each probeset obtained from this analysis was expressed as average Intensity (AI), a normalized value reflecting the relative levels of rnRNA 
expression. 

Table 34A lists about 703 genes upregulated in idiopathic pulmonary fibrosis (IPF) relative to hypersensitivity pneumonitis (HP) or non-specific interstitial pneumonitis (NSIP). These 
genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as 
average intensity (Al), a normalized value reflecting the relative levels of rnRNA expression. 

Table 35A lists about 323 genes upregulated 'm hypersensitivity pneumonitis (HP) relative to Idiopathic pulmonary fibrosis (IPF) or non-specific interstitial pneumonitis (NSIP). These 
genes were selected from 59580 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as 
average intensity (Al). a normalized value reflecfing the relative levels of rnRNA expression. 

Table 36A fists about 52 genes upregulated in non-specific interstitial pneumonilis (NSIP) relative to hypersensitivity pneumonitis (HP) or idiopathic pulmonary fibrosis (IPF). These 
genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as 
average Intensity (Al), a normalized value reflecting the relative levels of rnRNA expression. 

Table 37A lists about 206 genes downregulaled in lung fibrosis relative to normal lung. Types of pulmonary fibrosis samples included in this analysis were idiopathic Pu^ 3 ** 
fibrosis (IPF). hypersensitivity pneumonitis (HP), and non-specific interstitial pneumonilis (NSIP). These genes were selected from 596B0 probesets on the Eos/Aff^tnx HuTO 
Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as average intensity (AT), a normalized value reflecting the relative levels ot 
rnRNA expression. 
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Table 38A lists aboul 207 genes upregulated in lung fibrosis relative to normal tissues. Types of pulmonary fibrosis samples included in this analysis were idiopathic pulmonary 
fibrosis (IPF), hypersensitivity pneumonitis (HP), and non-specific interstitial pneumonitis (NSIP). These genes were selected from 59680 probesets on the Eos/Affyrrietrix Hu03 
Genechip array. Gene expression data for each probesel obtained from this analysis was expressed as average intensity (Al), a normalized value reflecting the relative levels of 
mRNA expression. 

TABLE 32A: About 969 genes upregulated in lung fibrosis relative to normal body tissues 

Ptey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1 : 90th percentile of lung fibrosis Ats divided by 90th percentile of normal tissue Als. where the minimum value for the numerator and denominator was set to 50. 

R2: 90th percentile of lung fibrosis Als divided by 901h percentile of normal tissue Als, where the 15th percentile of normal tissue Als was subtracted from both the 

numerator and denominator. The minimum value for the numerator and denominator was set to 50. 

Pkey ExAccn UnigenelD Unigene Title R1 R2 



414517 M24461 Hs.76305 surfactant, pulmonary-associated protein 22.45 28.63 

406964 M21305 FGENES predicted novel secreted protein 16.10 7.65 

431723 AW058350 Hs.16762 Homo sapiens mRNA; cONA DKFZp564B2062 (f 15.83 14.86 

442275 AW449467 Hs.54795 ESTs 15.74 21.96 

417204 N81037 Hs.1074 surfactant, pulmonary-associated protein 13.83 34.53 

444342 NMJJ1439B Hs.10887 similar to rysosome-associated membrane 12.40 7.38 

431089 BE041395 ESTs, Weakly similar to unknown protein 12.38 6.05 

421110 AJ250717 Hs.1355 cathepsinE 11.86 6.49 

457200 U33749 Hs.197764 thyroid transcription factor 1 11.38 9.79 

425211 M18667 Hs.1867 progastricsin (pepsinogen C) 10.89 15.94 

443709 AI082692 Hs.134662 ESTs 10.84 a27 

431164 AA493B50 Hs.94367 Homo sapiens cDNA: FU23494 fis, clone L 10.06 8.92 

445537 AJ245671 Hs.12844 EGf-likfrdomain, multiple 6 9.96 5.43 

432519 AI221311 Hs.130704 ESTs,WeaWysimi1artoBCHUIAS-100pro 9.9D 7.87 

421798 N74880 N-acylsphingosine amidohydrolase (acid c 9.38 8.35 

400259 Eos Control 9.03 6.48 

444325 AW152618 Hs.16757 ESTs 8.31 6.76 

416402 NM_000715 Hs.1012 complement component 4-btnding protein, 8.14 5.51 

413048 M93221 Hs.75182 mannose receptor, C type 1 7.70 4.09 

432985 T92363 Hs.178703 ESTs 7.56 7.83 

443324 R44013 Hs.164225 ESTs 7.06 4.47 

449494 AW237014 Hs.315369 Homo sapiens cDMA: FL) 23075 fis, clone L 6.90 2.89 

408562 AI436323 Hs.31141 roundabout (axon guidance receptor, Dros 6.88 4.00 

449523 NM_000579 Hs.54443 chemokine (C-C motif) receptor 5 6.56 4.25 

421952 AA300900 Hs.98849 dynein fight chain 2B (DNLC2B) 6.46 4.47 

427383 NMJHK411 Hs.1 77582 surfactant pdrrwnary-asscoated protein 6.30 13.57 

409203 AA780473 Hs.687 cytochrome P450, subfamily IVB, polype pt 6.28 3.38 

441835 AB036432 Hs.1 84 advanced glycosylate n end product-speci 5.99 13.26 

446428 AW082270 Hs.12496 ESTs, Weakly similar to ALU4_HUMAN ALU S 5.88 4.10 

415323 BE269352 Hs.949 neutrophflcytosolic factor 2 (65kD,chr 5.88 3.35 

442652 AI005163 Hs.201378 ESTs, Weakly similar to T12545 hypothefl 5.87 5.69 

414812 X72755 Hs.77367 monokine induced by gamma interferon 5.84 3.34 

418007 M13509 Hs.83169 matrix metaBoproteinase 1 (interstitial 5.72 5.90 

421502 AF111856 Hs.105039 solute earner family 34 (sodium phospha 5.59 6.89 

436954 AA740151 Hs.130425 ESTs 5.58 4.72 

446998 K99013 Hs.16762 Homo sapiens mRNA; cONA DKFZp564B2062 (f 5.48 5.33 

421340 F07783 Hs.1369 decay accelerating factor for complement 5.48 2.69 

420656 AA279098 Hs.187636 ESTs 5.45 3.99 

432441 AW292425 Hs.163484 intron of hepatocyte nuclear factorial 5.38 3.65 

408380 AF123050 Hs.44532 diubiquitin ,5.37 3.11 

414998 NMJK)2543 Hs.77729 oxidised low density lipoprotein (lectin 5.30 3.98 

446921 AB012113 Hs.16530 small inducible cytokine subfamily A (Cy 5J29 4.00 

429732 U20158 Hs.2488 tyrnphocyte cytosotfc protein 2 (SH2 doma 5.2B Z48 

442832 AW206560 Hs.253569 ESTs 5.20 3.78 

407949 W21874 Hs.247057 ESTs, WeaWy similar to 21 09260A B cell 5.11 3.81 

433293 AF007835 Hs.32417 hypothetical protein MGC4309 5.11 Z88 

424310 AA338648 Hs.50334 testes development-related NYD-SP22 5.07 3.46 

428043 T92248 Hs.2240 uteroglobin 5.06 9.46 

431745 AW972448 Hs.163425 ESTs 5.04 4.16 

444527 NNL005408 Hs.11383 SfnalllmliraT)lecytoktoesubfafrulyA{Cy 5.04 3.68 

421379 Y15221 Hs.103982 small inducible cytokine subfamily B (Cy 5.02 4.26 

419231 AL046294 Hs.136245 ESTs, Weakly simflar to T17227 hypotheti 4.97 3.35 

428927 AA441837 Hs.90250 ESTs 4.92 3.15 

432222 A1204995 gb:an03c03.x1 Stratagene schizo brain SI 4.79 3.05 

442994 A1026718 Hs.16954 ESTs 4.76 2.65 

416030 H15261 Hs.21948 ESTs 4.76 4.26 

438873 AI302471 Hs.124292 Homo sapiens cDNA: FU231 23 fis, clone L 4.73 3.24 

453145 AA033648 Hs.7473 ESTs 4.66 2.92 

424917 AI636208 Hs.96901 hypothetical protein FU23049 4.64 4.88 

439750 AL359053 Hs.57664 Homo sapiens mRNA fuD length insert cON 4.60 2.60 

432810 AA863400 ESTs 4.54 2.42 

418259 AA215404 ESTs 4.54 154 

453310 X70697 Hs.553 solute carrier family 6 (neurotransmirle 4.48 4.86 

424144 AA454033 Hs.41644 AKAP-assodated sperm protein 4.46 3.62 

423575 C18863 Hs.163443 intron of periostin(OSF-2os) 4.44 3.41 

428667 AI375550 Hs.34686B nucleolar protein p40; homotog of yeast 4.42 3l41 
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429228 
432435 
446932 
408369 
409435 
419490 
452561 
427698 
431433 
446606 
428227 
459702 
445885 
430280 
425259 
427019 
420556 
428467 
432731 



Hs.2248 



409153 
412584 
436120 
407910 
421462 
443257 
421659 
424273 
415457 
450656 
429784 
424527 
413385 
452416 
428434 
452281 
453204 
450696 
422173 
425638 
406672 
457411 
432606 
436260 
414821 
428820 
458079 
419556 
417412 
426174 
408727 
435990 
427621 
425555 
419086 
426116 
419235 
424054 
422667 
406673 
414142 
428330 
430832 
417318 
456034 
415992 
430709 
440273 
424711 
418832 
416847 
448019 
447183 
435299 
425922 
413714 
407361 
436043 
450330 
407756 
410606 
450726 
430573 



Hs.50813 
Hs.74085 



AJ553633 ESTs 
BE21B886 Hs.282070 ESTs 
AA961459 Hs.1 25644 ESTs 

R38438 Hs.182575 SLC15A2 Solute earner family 15 (H^pep 
A1810721 Hs.95424 ESTs 

granzyme A (granzyme 1 , cytotoxic T-tymp 
KIAA1634 protein 
Hs.335499 ESTs 

Hs.253495 surfxtant. pulmonary-associated protein 
Hs.257846 ESTs 

small inducible cytokine subfamily B (Cy 
gb:an03c03,x1 Stratagene schtzo brain S1 
Hs.1 27699 KIAA1603 protein 
Hs.237868 interteukin 7 receptor 
Hs.155397 Homo sapiens mRNA; cDNA DKFZp564K143 (fr 
Hs.173233 hypothetical protein FU10970 
Hs.124292 Homo sapiens cDNA FU231 23 lis, done L 
Hs.184465 hypothetical protein FU11259 
Hs.287820 fibronectin 1 
Hs.221504 ESTs 

hypothefical protein FU20022 
ONA segment on chromosome 12 (unique) 24 
Hs.1 19860 ESTs 

Hs.41 296 fibronectin leucine rich transmembrane p 
Hs.1 04624 aquaporin9 
Hs.11614 HSPC065 protein 
Hs.106511 protocadherin 17 
Hs.1 44442 phospholipase A2, group X 
Hs.7369 ESTs, Weakly similar to ALU1.HUMAN ALU S 
Hs.18912 ESTs 

Hs.30 membrane-spanning 4-domains, subfamily A 
Hs.334873 ESTs, Weakly similar to 154374 gene NF2 
Hs.840 indoleamine-pyrrote 2,3 dioxygenase 
Hs.1 14777 ESTs 

Homo sapiens. Similar to DNA segment, Ch 
Homo sapiens cDNA FU11041 fis, clone PL 
Hs.191990 ESTs 

Hs.16026 hypothetical protein FU23191 
Hs.250619 onorbolhvtike protein MDS01 9(CEM1 5) 
Hs.1 58450 nasopharyngeal epithelium specific prole 
Hs.198253 major histocompatibaity complex, class 
Hs.1 30093 iroquois-class homeobox protein IRX2 
NMJM2104 Hs.3066 granzyme K (serine protease, granzyme 3; 
BE172762 Hs.292710 ESTs, WeaWy similar to ALU5JHUMAN ALU S 
Hs.77424 Fc fragment of IgG, high affinity la, re 
Hs.172631 bitegrin, alpha M (complement component 
Hs.54277 DNA segment on chromosome X (unique) 992 
Hs.91093 chitinase 1 (chitotriosidase) 
Hs.821 1 2 interleuWn 1 receptor, type I 
HS.115B38 ESTs 

Hs.47115 hypothetical protein DKFZp434D0513 
Hs.131793 ESTs ' 
Hs.179882 hypothetical protein FU12443 
Hs.130767 Homo sapiens cDNA: RJ 23553 fis, clone L 
NMJJ00216 Hs.89591 Kallmann syndrome 1 sequence 
AA868729 Hs.144694 ESTs 

Hs.288433 neurotrimin 

Hs.26638 membrane-spanning 4-domains, subfamily A 
ESTs 

Hs.1 98253 major histocompatibility complex, class 
Hs.334485 hemicentin(fibulin 6) 
Hs.2256 matrix metalloprotelnase 7 (matrilysin, 
Hs.1 00686 ESTs, Weakly similar to JE0350 Anterior 
Hs.240845 ESTs 

gb:Ul-H-BI3^Ia-a.12-0-UU1 NCLCGAP.Su 
Hs.145807 hypothetical protein FU 13593 

gb:yhB5d01.s1 Soares placenta Nb2HP Homo 
Hs.325335 Homo sapiens cDNA: FU23523 fis, done L 



NNLG06144 Hs.90708 
AI692181 Hs.49169 
AW972594 
X65018 
N75217 
AA321649 
A1204995 
AI734009 
AA361258 
ALO49280 
AA001732 
AA278300 
AK002121 
R31178 
AA2B4267 
W03754 
X54870 
AI248193 
AA650274 
AF016495 

AI334040 

NM>014459 

W40460 

AW081710 

AA010539 

M89796 

AW138558 

M34455 

AA026115 

AW363590 

T93500 

R10799 

AI654223 

BE385828 

NNL012337 

M26041 

AW085961 



Hs.65551 
Hs.28792 



M63835 

M436187 

AI796870 

U29615 

X16896 

AA547959 

AL137259 

AI015B62 

BE621182 

AA359291 



AW470411 

AA334511 

H25642 

M34996 

AW36B397 

L22524 

A1073913 

AW953937 

AW450979 

C05837 

R34356 

AI805392 



NM.005795 Hs.152175 calcitonin receptor-like 



X04011 
L43821 
AW947164 
A1554733 
AI745458 
AL157466 
A! 560944 
AA744622 
AW963838 
AW500775 
AA116021 
AW418779 
AW204600 
AA744550 



cytochrome b-245, beta polypeptide (chro 
enhancer of filamentation 1 (cas-fike do 
ESTs, Moderately similar to 138022 hy pot 
Hs.173182 ESTs 

Hs.343026 ESTs, Weakly similar to T20593 hypotheti 
Hs.162751 Homo sapiens mRNA; cDNA DKF2p761E2423 (f 
Hs.71428 ESTs 

Hs.292645 ESTs, Weakly similar to ALU5_HUMAN ALU S 
Hs.168830 Homo sapiens cDNA FU12136 fis. done MA 
Hs.24817 hypothetical protein FU20135 
Hs.38260 ublquiGn specific protease 1 8 
Hs.114889 ESTs 

retinoic acid receptor, alpha 
Hs.136345 ESTs 



Hs.88974 
Hs.80261 
Hs.1 95641 
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425955 T96509 Hs.248549 ESTs, Moderately simflar to S65657 alpha 2.63 2.48 

411213 AA676939 Hs.69285 neuropilinl 2.62 1.73 

439737 AI751438 Hs.41271 Homo sapiens mRNA fuD length insert cON 2.62 169 

446570 AV659177 Hs.127160 ESTs 2.61 2.44 

5 411020 NM 005770 Hs.67726 macrophage receptor with collagenous str 2.60 3.39 

434792 AA649253 Hs.132458 ESTs 2.60 1.74 

426782 R14614 Hs.33846 ESTs 2.60 235 

425371 D49441 Hs.1 55981 mesolheiin 2.60 6.97 

447720 AL038765 Hs.161304 ESTs 2.59 3.06 

10 444623 AI183829 Hs.202111 ESTs 159 2.77 

433376 AI249361 Hs.74122 caspase 4, apoptosis-related cysteine pr 2.58 2.01 

444542 AI161293 Hs.280380 aminopepCdase 158 131 

439549 AW937885 Hs.1373H ESTs 2.58 2.37 . 

431385 BE178536 Hs.11090 membrane-spanning 4-domains, subfamily A 158 2.56 

15 417015 M83772 HsJ0876 flavin containing monooxygenase 3 * 156 2.47 

433308 AA5B271B Hs^91650 ESTs 2.56 Z01 

443885 H91806 Hs.15284 ESTs 155 1.71 

408170 AW204516 Hs.31835 ESTs 155 1.59 

456844 AI264155 Hs.1 52981 COP-diacylglycero! synthase (phosphatida 154 1.63 

20 412104 AW205197 Hs.240951 Homo sapiens. Similar to RIKEN cDNA 2210 .154 198 

428791 AA435661 Hs.264750 ESTs 153 129 

435472 AW972330 Hs.283022 triggering receptor expressed on myeloid 153 3.91 

447357 A1375922 Hs.159367 ESTs 2.52 183 

431393 AW971493 Hs.1 34269 ESTs, Highly similar to cytokine recepto 152 190 

25 424105 AJ142336 Hs.43977 Human DNA sequence from clone RP11-196N1 152 3.45 

408308 AL033377 Hs.44197 hypothetical protein OKFZp564O0462 152 1.98 

438698 AW297855 ESTs, Weakly similar to I38022 hypotheli 152 1.98 

420991 AW504814 Hs.287379 Homo sapiens mRNA for FU001 1 1 protein, 152 141 

424049 AB014524 Hs.138380 KIAA0624 protein 151 119 

30 438543 AA810141 Hs.192182 ESTs 151 2.06 

414061 NM_000699 Hs.335493 amylase, alpha 2A; pancreatic 151 114 

424806 AA382523 Hs.105689 MSTP031 protein 151 111 

438580 AA811262 Hs'.299202 ESTs 150 1.83 

434445 AI349306 Hs.11782 ESTs 150 3.13 

35 444001 A1095087 Hs.152299 ESTs, Moderately similar to S65657 alpha 150 1.76 

413638 H71252 gb:ys12h1ls1 Soares fetal liver spleen 150 100 

421281 AI299139 Hs.17517 ESTs 150 140 

441384 AA447849 Hs.288660 refinoic add induced 3 150 175 

. _ 436772 AW975588 rnetaltothionein 1E(funcUonal) 149 1.80 

40 433102 AI343966 Hs.158528 ESTs 149 125 

430129 BE301708 Hs.233955 hypothetical protein FU20401 148 109 

445612 N94126 Hs.12969 hypotheBcal protein 148 128 

445261 T79759 Hs.250651 ESTs, Weakly simflar to I38022 hypotheli 148 1.87 

433854 AA610649 Hs.333239 ESTs 148 109 

45 447997 H00656 Hs.29792 ESTs, Weakly simaar to 138022 hypotheli 148 175 

411069 AL133092 Hs.68055 hypothetical protein DKFZp434l0428 148 101 

440594 AW445167 Hs.126036 ESTs 148 1.57 

450295 A1766732 Hs.210628 ESTs 148 1.99 

431316 AA502663 Hs.145037 ESTs 148 1.80 

50 438564 AA3B1553 Hs.198253 major histocompatibility complex, dass 148 180 

439593 BE073597 Hs.1 24863 ESTs 148 1.89 

422355 AW403724 Hs.300697 coagutatton factor VII (serum prolhrombi 147 3.74 

453134 AA032211 Hs.1 18493 ESTs 146 172 

417169 R13550 Hs.21388 ESTs 146 1.88 

55 434411 AA632649 Hs.201372 ESTs 146 1.95 

440381 AA917808 Hs.190495 ESTs 146 109 

448782 AL050295 WAA0758 protein 146 169 

404240 NM_018950:Homo sapiens major histooompat 145 183 

„ 450843 AI741483 Hs.205383 ESTs 144 125 

60 434137 AA907734 Hs.124895 ESTs 144 155 

438315 R56795 Hs.82419 ESTs 144 1.94 

420802 U22376 Hs.1334 v-myb avian myeloblastosis viral oncogen 144 1.61 

439402 W02753 Hs.103002 ESTs 144 1.90 

445903 AI347487 Hs.132781 class I cytokine receptor 144 132 

65 437323 AA371145 Hs.194397 leptln receptor 144 1.70 

433923 AI823453 Hs.146625 ESTs 2.44 1.58 

442201 AW516704 Hs.208726 ESTs 143 1.6B 

437982 N93466 Hs.121764 ESTs, Weakly similar to testicular tekG 143 3.22 

452698 NM_001295 Hs.301921 chemokine (C-C motit) receptor 1 143 121 

70 407904 W44735 Hs.9288 Homo sapiens cDNA: FU21278 fis, done C 143 113 

406973 M34996 Hs.198253 mater histocompatibility complex, dass 143 168 

428055 AA420564 Hs.101760 ESTs 142 105 

428970 BE276891 Hs.194691 retinoic add Induced 3 (RAIG1); metabo 142 179 

433138 AB029496 Hs.59729 semaphorin sem2 142 1.68 

75 415757 AA830854 Hs.187810 ESTs 142 102 

438507 AA809052 ESTs 142 108 

450811 AI739486 Hs.245497 ESTs 142 1.97 

424027 AW337575 Hs.201591 ESTs 142 176 

423778 Y09267 Hs.1 32821 flavin containing monooxygenase 2 141 3.15 

80 435978 AF272899 Hs.135118 Homo sapiens PR-domain zinc finger prate 141 108 

426291 U5B913 Hs.1 691 91 small indurible cytokine subfamay A (Cy 140 1.76 

416370 N90470 Hs.203697 C038 antigen (p45) 140 1.97 

415688 AA166963 gb:zo86d01.s1 Stratagene ovarian cancer 140 1.63 
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418113 


AI272141 


425235 


AA353113 


451406 


AI694320 


437479 


R61865 


445784 


AI253155 


418300 


A1433074 


413753 


U17760 


418945 


BE245762 


416140 


A1918035 


418262 


238968 


420943 


AI718702 


442762 


AFC35119 


429747 


M87507 


420460 


AA262331 


420137 


AA306478 


439018 


AW300887 


427250 


R35941 


452194 


AI694413 


411027 


AF072099 


407242 


M18728 


418875 


W19971 


425023 


AW956889 


432608 


AI492660 


408048 


NM.007203 


415189 


L34657 


437442 


T85104 


410577 


X91911 


422099 


AA156022 


427337 


Z46223 


427541 


A1798983 


420899 


NM_001629 


431848 


AI378857 


446354 


AW449650 


423354 


AB011130 


423961 


D13666 


410798 


BE178622 


457250 


AAB11987 


446291 


BE397753 


426839 


M74782 


422746 


NMJJ04484 


439920 


H05430 


414942 


C14898 


419092 


J05581 


424678 


H57111 


406687 


M31126 


411605 


AW006831 


416965 


K26223 


428713 


. AA432067 


435106 


AA100847 


420380 


AA640891 


407137 


T97307 


410361 


BE391804 


447160 


AA330310 


421114 


AW975051 


453686 


AL110326 


452114 


N22687 


417355 


013168 


434927 


H46612 


442262 


BE170651 


426216 


N77630 


425354 


U62027 



409190 AU076536 

414221 AW450979 

435272 AA906415 

414991 C17898 
424623 



Hs.1 7287 ESTs, Weakly similar to S26689 hypotheli 

gb:ne26b03.s1 NCI_CGAP_Co3 Homo sapiens 
Hs.266957 hypothetical protein FU 14281 
Hs.83484 SRY (sex determining region Y>box 4 
Hs.1 12497 Homo sapiens cDNA: FU22743 (is, clone H 
Hs.6295 ESTs, Weakly similar to T17248 hypotheti 
Hs.101277 ESTs 
Hs.146065 ESTs 

Hs.86682 Homo sapiens cDNA:FU21578 lis, done C 
Hs.7551 7 lammin, beta 3 (nicein (1 25kO), kalinin 
Hs.89499 arachldonate lipoxygenase 
Hs.301 1 98 roundabout (axon guidance receptor, Dros 
ESTs 

Hs.279930 major histocompatibility complex, dass 
Hs.8700 deleted in liver cancer 1 
Hs.2490 caspase 1 , apoptosis-related cysteine pr 
Hs.48376 Homo sapiens done HB-2 mRNA sequence 
Hs.95327 CD3D antigen, delta polypeptide (TTT3 co 
Hs.26638 membrane-spanning 4-domans, subfamily A 
Hs.25418 ESTs 

olfxtory receptor, family 2, subfamily 
Hs.67846 leukocyte irronunoglobulin-like receptor, 

gb:Human nonspecific crossreacting antig 
Hs.233459 ESTs 

Hs.1 54210 EDG-1 (endothelial differenfiation, sph 
Hs.170935 ESTs 

Hs.42322 A kinase (PRKA) anchor protein 2 
Hs.78146 platelet/endothelial cell adhesion moiec 
Hs.222779 ESTs, Moderately similar to similar to N 
Hs.64639 glioma pathogenesis-related protein 
Hs.1 11518 hypothetical protein 
Hs.1 76663 Fc fragment of IgG, low affinity lllb, r 
Hs.82921 solute carrier family 35 (CMP-sialic act 
Hs.1001 94 arachldonate 5-lipoxygenase-acBvating p 
*" Hs.271605 ESTs, Highly similar to AF175283 1 zinc 
ESTs 

Hs.127436 calcium channel, voltage-dependent alph 
Hs.136348 periostin{OSF-2os) 
Hs.16291 gb:PM34iT0605-27020rX)01-a02 HT0605 Homo 
Hs.125779 ESTs 

Hs.14623 interferon, gamma-inducible protein 30 
Hs.172689 interteukin 3 receptor, alpha (tow affin 
Hs.119651 glypfcan3 
Hs.288433 neurotrirnin 
Hs.192986 ESTs 
Hs.89603 mucin 1, transmembrane 
Hs.221132 ESTs 

- matrix metalloproteinase 11 (stromelysin 
ESTs 

Hs.160436 ESTs 

ESTs. Moderately simitar to CYA4 RAT ADE 
Hs.5978 ESTs, Highly similar to AF1 74600 1 F-box 
Hs.102406 ESTs 

gb:ye53h05.s1 Scares fetal fiver spleen 
Hs.62661 guanylate binding protein 1 , tnterferon- 
Hs.24181 ESTs 

Hs.2931 56 ESTs, Weakly simitar to 178885 serine/th 
Hs.304679 ESTs, Moderately similar to Z195JHUMAN Z 
Hs.8236 ESTs 

Hs.82002 endothelin receptor type B 
Hs .293815 Homo sapiens HSPC285 mRNA, partial cds 
Hs.8700 deleted in Rver cancer 1 
Hs.13895 Homo sapiens cDNA FU1 1654 fis, done HE 
Hs.1 55935 complement component 3a receptor 1 
Hs.50984 sarcoma ampfified sequence 

gb:Ul-H-BI3-ala-a-12-0-UU1 NCI_CGAP_Su 
Hs.110041 ESTs 

gb:C17898 Human placenta cDNA (TFufwrara 
AW963062 Hs.270737 ESTs 



424665 AW368576 Hs.139851 caveolin2 

422426 W79117 Hs.58559 ESTs 

413829 NMJJ01872 Hs.75572 carboxypeptidase B2 (ptasma) 

427535 R29543 Hs.2164 prc-platdet basic protein (indudes pla 

gb:yh88b01.s1 Scares placenta Nb2HP Homo 

Hs.145968 ESTs 

410503 AW975746 Hs.18B662 WAA1702 protein 

435523 T62849 Hs.1 1090 membrane-spanning 4-domains, subfamfly A 

437629 AW574774 Hs.121692 ESTs 

429688 BE245169 Hs.211610 CUG triplet repeat, RNA*in<fing protein 

Hs.241392 small indudbte cytokine A5 (RANTES) 

Hs.157601 Predicted gene: Eos cloned; secreted wA/ 

Hs.192793 ESTs 

Hs.29567 ESTs 



447197 R36075 
446142 AI754693 



430413 AWB42162 

447033 AI357412 

429496 AA453800 

425516 BE000707 



2.39 
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Z39 

139 

2.38 

2.38 

2.38 

138 

138 

137 

2.37 

2.37 

137 

137 

137 
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136 
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136 

136 

136 

136 

135 

135 

135 

135 

135 

135 

135 

134 

134 

134 

2.33 

132 

132 

132 

132 

131 

131 

131 

131 

130 

130 

130 

130 

129 

129 

129 

129 

129 

129 

2.28 

128 

128 

2.28 

128 

127 

127 

127 

126 

126 

126 

126 

126 

126 

126 

125 

124 

124 

2.24 

122 

122 

122 

122 

122 

122 

122 

122 

121 

120 

120 

120 

120 



1.99 

1.79 

1.84 

121 

2.09 

1.78 

3.00 

1.61 

125 

1.55 

141 

1.61 

105. 

100 

105 

1.67 

1.86 

161 

184 

115 

3.41 

3.05 

134 

1.95 

1.85 

106 

1.91 

134 

113 

1.73 

1.80 

2.24 

2.62 

152 

150 

2.21 

4.34 

119 

134 

1.66 

196 

112 

116 

4.06 

102 

3.08 

1.84 

176 

1.58 

4.71 

1.73 

1.90 

162 

1.52 

109 

1.71 

1.98 

1.91 

1.88 

1.63 

1.84 

1.86 

1.72 

1.70 

1.56 

112 

115 

3.58 

1.87 

115 

3.33 

139 

3.28 

1.59 

1.88 

1.56 

149 

1.70 

1.64 

173 

2.58 

Z97 

1.58 
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422404 

423526 

436485 

426251 

443441 

416458 

408705 

419150 

430915 

418791 

432620 

424321 

408646 

424450 

426410 

416975 

421077 

424563 

405102 

452435 

416206 

418067 

436372 

418728 

450400 

409031 

435143 

444805 

453927 

418304 

418299 



41701B 
418741 
452353 
418918 
424006 
437581 
410976 
429716 
423069 
432860 
449509 
456062 
419216 
459680 
449677 
443071 
443021 
437838 
429421 
407202 
443669 
411990 
408410 
435293 
410730 
427876 
456672 
434987 
433735 
433226 
425787 
452304 
442369 
430478 
434421 
415138 
431728 
444929 
408873 
437634 
400277 
443601 
432212 
410763 
406122 
430665 
408788 
421057 
413936 
431924 
449444 



Hs.336189 Homo sapiens mRNA; cDNA DKFZp434F1135 {f 
Hs.129739 KIAA0514 gene product 
Hs.1 561 1 0 Immunoglobulin kappa constant 
Hs.168383 intercellular adhesion molecule 1 (C054) 
Hs.92195 ESTs 

Hs.85226 lipase A, lysosomal acid, cholesterol es 
Hs.46967 HSPC034 protein 
Hs.89640 TEK tyrosine kinase, endothelial (venous 

gb:aa55e05.r1 NC1_CGAP_GC81 Homo sapiens 
Hs.194628 ESTs 
Hs^978 UM domain only 7 
Hs.1765 lymphocyte-specific protein tyrosine kin 
Hs.308026 major histocompatibility complex, class 

dynein intermediate chain 2 
Hs.305890 BCL2-fike 1 
NM.004131 Hs.1051 granzyme B (granzyme 2, cytotoxic T-rymp 
AK000061 Hs.101590 hypothetical protein 
Hs.151428 ret finger protein 2 

C1500122rr:gil4469558lgbiAAD21311.1|(AF 
Hs.31447 ESTs, Moderately similar to A46010 X-lin 
Hs.1 1 1 092 hypothetical protein FU22332 
Hs.B3393 cy statin E/M 
Hs.310286 ESTs 
Hs.293843 ESTs 
Hs.279744 ESTs 
ESTs 

Hs.1 94600 ESTs 

Hs.1 201 7 homolog of yeast ubiquitin-protein ligas 
Hs.125031 choHne/elhanolaminephosphotransferase 

gb2r97g10.r1 NCl_CGAP_GCB1 Homo sapiens 
Hs.83968 inlegrin, beta 2 (antigen CD18 (p95), ly 
Hs.344096 glycoprotein (transmembrane) nmb 
Hs.80887 v-yes-1 Yamaguchi sarcoma viral related 
Hs.8881 ESTs, Weakly similar to S41044 chromosom 
Hs.29191 epitheTial membrane protein 2 
Hs.89476 CD2 antigen (p50), sheep red blood cell 
Hs.1 37548 CD84 antigen (leukocyte antigen) 
Hs.288010 ESTs 

Hs.25092 hypothetical protein MGC1 0744 
Hs.211933 collagen, type XIII. alpha 1 
Hs.1613 adenosine A2a receptor 
Hs.2B3349 ESTs 
Hs.84561 ESTs 

Hs.71962 ESTs, Weakly similar to B36298 proline* 
Hs.1 64021 small inducible cytokine subfamily B (Cy 
Hs.42321 ESTs 

gbzh85d01.s1 SoaresJetalJiver_spleerL 
Hs.8986 complement component 1 , q subcomponent 
Hs.8904 Ig superfamily protein 
ESTs 

Human DNA sequence from clone RP1-310O13 
Hs.109370 ESTs 
Hs.134587 ESTs 

Hs.31707 ESTs, Weakly similar to YEW4_YEAST HYPOT 
Hs.44697 ATPase, Class V, type 10C 
Hs.120910 ESTs 

DnaJ (Hsp40) homolog, subfamily B. membe 
ESTs 

Hs.1 14727 Homo sapiens, done MGC:16327, mRNA, com 
ESTs 

Hs.109553 ESTs 
AW503733 Hs.9414 KIAA1 488 protein 
AA363867 Hs.155029 ESTs 

AA025386 Hs.61 31 1 ESTs, Weakly similar to S10590 cysteine 

AI565071 ESTs 

NMJM4349 Hs.241535 apollpoprolein L, 3 

AI915927 Hs.34771 ESTs 

CI 8356 Hs.295944 tissue factor pathway inhibitor 2 

NMJJ07351 Hs.268107 nwltimerin 

AI685841 Hs.161354 ESTs 

carmodufm 2 (phosphorytase kinase, dell 
Hs.255158 ESTs 

Eos Control 
Hs.42658 ESTs 
ESTs 

Hs.8966 hypothetical protein FU21 776 
Target Exon 

BE350122 Hs.157367 ESTs, Weakly simBar to 178885 serine/th 
AL1 34947 Hs.21 3956 Homo sapiens BAC clone RP1 1-1 02O5 from Y 
T58283 Homo sapiens cDNA: FU22063 fis, clone H 

AF1 1 3676 Hs.297681 serine (or cysteine) proteinase inhibito 
AK000850 Hs.272203 Homo sapiens cDNA FU20843 fis, done AD 
AW81 8436 solute carrier family 16 (monocarboxyfic 



AL133571 
AB011086 
X59135 
M24283 
AW291196 
AA332941 
AA312135 
T29618 
AA488953 
AA935633 
AA777749 
W74048 
M33600 
AL137526 
BE298446 



AA446932 

BE077546 

AW205248 

AI127958 

AW972301 

AW970937 

A1694722 

AA376836 

R12375 

AB007899 

AA082465 

AA215702 

AA279530 

AI979168 

M16038 

H83265 

C18825 

X07871 

AF054815 

N59284 

R36207 

R25685 

W15613 

AW974077 

AA001615 

A1866286 

AU076718 

H96982 

AA002071 

AL080021 

AA368546 

AI307229 

AL031658 

N58172 

AI140462 

AW963624 

AA447438 

AI601188 

AW368860 

AM94291 

AK002016 

AW975114 

AA608955 



AL046017 
AW293046 

AI078554 

AW137742 

AF279145 
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110 
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2.09 
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2.06 
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1.92 
185 
101 
153 
1.73 
153 
1.54 
1.93 
1.57 
105 
1.75 
101 
3.12. 
4.14 
119 
1,70 
1.60 
1.83 
1.78 
1.87 
1.65 
2.40 
135 
2.58 
106 
.114 
1.69 
2.03 
1.57 
1.68 
104 
1.72 
1.68 
147 
131 
176 
111 
185 
104 
100 
1.72 
1.75 
1.84 
4.42 
1.65 
120 
112 
148 
142 
1.67 
1.91 
1.68 
1.64 
1.71 
105 
101 
1.66 
148 
3.11 
1.69 
1.78 
1.62 
185 
3.41 
1.60 
2.39 
1.66 
1.72 
1.51 
3.14 
109 
1.66 
1.46 
1.87 
184 
1.48 
175 
1.66 
1.70 
1.78 
130 
131 
1.41 
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421464 
424831 
434542 
416323 
418836 
431315 
400750 
406851 
414936 
453459 
443450 
430015 
429399 
411653 
417916 
421757 
441942 
431B43 
432006 
. 414154 
449987 
418452 
406645 
414516 
417032 
414875 
414522 
410511 
423533 
437259 
426298 
426722 
421229 
410491 
447232 
449317 
439556 
443031 
444838 
453108 
432967 
441390 
44B076 
420256 
414629 
418460 
415443 
424925 
404394 
459557 
437204 
429295 
440667 
431193 
432485 
450293 
417072 
429073 
448133 



436252 
430702 
456804 
439195 
459299 
413836 
400417 
427814 
408826 
446135 
455615 
414572 
433891 
417370 
451609 
447131 
430887 
414700 
417874 
443907 
425252 
428758 
425810 



Hs.1 90086 ESTs 
ESTs 

hypothetical protein FU13164 
NM_0021 1 8 Hs.1 1 62 major histocompatibility complex, class 
AI655499 Hs.161712 ESTs 

Hs.1 63986 Homo sapiens cDN A: FU22765 lis. done K 
Target Exon 

major histocompatibity complex, class 
gb:C14774 Clontech human aorta polyA mRN 
Hs.257789 ESTs 
Hs.133529 ESTs 
ESTs 

Hs.16727 ESTs 

Hs.71 168 Homo sapiens clone 24674 mRNA sequence 
NMJJQ6416 Hs.82921 solute carrier family 35 (CMP-sialrc aci 
Z20897 Hs.296259 paraoxonase 3 

Hs.8024 IK cytokine, down-regulator of HLA II 

ESTs, Weakly similar to I38022 hypotheti 
Hs.272320 Homo sapiens rnRNA; cONA DKFZp434L1226 (f 
Hs.323060 ESTs 

Hs.184719 ESTs, Weakly similar to ALU1 JUJMAN ALU S 
Hs.85201 C-type (calcium dependent carbohydrate- 
Hs.8 1 4 major histocompatibility complex, class 

ESTs, Weakly similar to T43458 hypotheti 
Hs.271838 ESTs 

Hs.77522 major Nstocompatibitity complex, class 
Hs.76325 Immunoglobulin J chain 
Hs.285655 ESTs 
NMJJ14339 Hs.1 29751 interieukin 17 receptor 
AI377755 Hs.120695 ESTs 

Hs.1 1 1 583 ESTs, Weakly similar to I38022 hypotheti 
Hs.1 71952 occludin 

Hs.7086 hypothetical protein MGC1 2435 
Hs.64001 Homo sapiens clone 25218 mRNA sequence 
Hs.327 interieukin 10 receptor, alpha 
Hs.132906 19A24 protein 
Hs.163603 ESTs 
Hs.49418 ESTs 
Hs.208558 ESTs 
Hs.99472 ESTs 
Hs.207566 ESTs 
Hs.131175 ESTs 
Hs.20196 adenylate cyclase 9 

cadherin 5, type 2, VE-cadherin (vascula 
carboxytesterase 1 (rnonocyte/macrophage 
COB antigen, alpha polypeptide (p32) 
ESTs 

NM_002432 Hs.153837 myeloid cell nuclear differenfialion ant 
ENSP00000241075:TRRAP PROTEIN. 
gb:yv68g06.s1 Soares fetal liver spleen 
ESTs; WeaWy similar to 155214 safivary 
ESTs, Moderately similar to ALU8_HUMAN A 
hypothetical protein FU 10936 
Hs.296770 KIAA1 719 protein 
Hs.276770 CDW52 antigen (CAMPATH-1 antigen) 
Hs.171 118 hypothetical protein FU0OQ26 
teukotriene A4 hydrolase 
ESTs 

folate receptor 1 (adult) 
ESTs 

Hs.120969 Homo sapiens cDNA FU1 1562 fis, done HE 
Hs.278568 H factor 1 (complement) 
Hs.139851 caveolin2 

gb:yw28d08.s1 Morton Fetal Cochlea Homo 
Hs.155651 hepatocyte nuclear factor 3, beta 
Hs.70614 ESTs 
Target 

Hs.1 80900 wa&ams-Beuren syndrome chromosome regi 
Hs.48376 Homo sapiens clone HB-2 mRNA sequence 
Hs.170318 hypolhefcal protein FU10147 
Hs.274923 ESTs, Moderately similar to unnamed prot 
Hs.288181 cathepsinH 

gb:no97h03.s1 NC1_CGAP_Pr2 Homo sapiens 
Hs.82030 tryptophanyHRNA synthetase 
Hs.209276 ESTs 
NM.004585 Hs.1 7466 retinoic acid receptor responder (tazaro 
N66801 HsJ260287 KIAA1841 protein 
ESTs 

protein tyrosine phosphatase, norwecept 
TYRO protein tyrosine kinase binding pro 
calreficulin 

CA125 antigen; mucin 16 
ESTs 



AA291553 

H61453 

AA769310 



AW972227 

AA609784 

C14774 

BEO47032 

N66045 

AW768399 

AA452244 

AF070578 



AF162645 

AA516420 

AL137382 

AW205314 

AW079749 

BE379749 

M57466 

AI307802 

AA192469 

H42679 

AW518944 

AA743475 



AW965058 

U53823 

AI056590 

AA465131 

AW499834 

AW293413 

AI623752 

AW134696 

AV651680 

A1311457 

AA572949 

A1692560 

AJ133123 

U84722 

AA345824 

M26315 

T07353 



N58315 

AL110216 

AA682377 

BE076969 

AW749505 



N36754 

BE243915 

AA446167 

AA723157 

AW118210 

AI539519 

U56979 

AI421645 

H89360 

BE094291 

W92003 

X72475 

W28383 

AF216077 

AW130288 

BE045344 

AU077174 

AA613792 

T28651 

AL046019 



Hs.76206 
Hs.76688 
Hs.85258 
Hs.7948 



Hs.99216 
Hs.7337 



Hs.81118 
Hs.47385 
Hs.73769 
Hs.42321 



H63202 

BE616160 

AU076484 

AW391162 

AA433988 

AI923627 



Hs.38163 
Hs.82829 
Hs.9963 



Hs.98502 
Hs.31903 
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212 
1.44 
261 
1.73 
1.99 
1.75 
3.94 
241 
1.86 
246 
1.63 
1.51 - 
1.73 
1.46 
213 
1.82 
1.67 
3.23 
296 
1.59 
201 
249 
1.56 
1.48 
2.79 
1.84 
1.87 
226 
2.34 
1.86 
1.57 
1.79 
1.97 
209 
1.84 
1.62 
1.58 
1.69 
1.64 
1.83 
1.63 
1.80 
232 
1.90 
1.90 
1.54 
274 
2.99 
'1.89 
1.46 
1.37 
1.51 
201 
211 
1.79 
247 
1.92 
294 
1.67 
210 
1.84 
1.58 
1.93 
228 
1.80 
1.75 
1.46 
218 
206 
221 
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1.71 
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3.26 
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1.62 
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222 
214 
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1.76 
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Hs.143479 ESTs, Weakly similar to hypothetical pro 
Hs.79283 selectinPBgand 

gb:te54e10.x1 Soares_NFLJLGBC_S1 Homo s 
Hs.296326 ESTs 

412288 NM_003005 Hs.73800 selectin P (granule membrane protein 140 
432987 AI864771 Hs.27954 C086 antigen (CD28 antigen ligand 2. B7- 
441602 AI655043 Hs.133456 ESTs 

4581 94 AW38361 8 ESTs, Moderately similar to ALU2.HUMAN A 

432565 AA553477 Hs.152428 ESTs 

421071 AI311238 Hs.1 04476 ESTs.Weakr/similartoCGHUIEcoBagen 



430027 AB023197 
425771 BE561776 



420361 N92054 
413869 

422241 Y00062 

442434 AA995787 

422735 AA1 69685 

444083 AI123195 

449679 AI823951 



414803 X03100 
AI493591 
AW976165 

410290 AA402307 

426457 AW89466 

459247 N46243 

417086 AA194446 

425175 AF020202 

429952 AF080158 

438596 AA829427 

436486 AA742221 

433365 AF026844 

449943 AF104266 

426437 BE076537 
421563 
449161 
453107 
418371 
432946 



409485 
423061 
425458 



S60990 
AF262992 
H89317 
425390 A1092634 
409208 Y00093 
430570 AI417881 
439425 AF086244 
40B688 AI634522 



406621 X57809 

431958 X63629 
403421 

430423 AI190548 

4163B4 AU076903 

440638 AJ376551 

422003 AA361760 



1.92 

1.92 

1.92 

1.92 

1.91 

1.91 

1.91 

1.91 

1.91 

1.90 

1.90 

1.90 

1.90 

1.89 

1.88 

1.88 

1.88 

1.88 

1.88 

1.88 

1.68 

1.88 

1.87 

1.87 

1.87 

1.87 

1.87 

1.87 

1.86 

1.86 

1.86 

1.86 

1.85 

1.85 

1.85 

1.84 

1.84 

1.84 

1.84 

1.84 

1.84 

1.84 

1.83 

1.83 

1.83 

1.83 

1.83 

1.83 

1.83 

1.82 

1.82 

1.82 

1.82 

1.82 

1.81 

1.81 

1.81 

1.81 

1.80 

1.80 

1.80 

1.80 

1.80 

1.80 

1.80 

1.80 

1.80 

1.80 

1.80 

1.79 

1.79 

1.79 

1.79 

1.79 

1.79 

1.78 

1.78 

1.77 

1.77 

1.77 

1.76 

1.76 

1.75 



1.84 
2.27 
1.76 
1.72 
1.83 
1.67 
Z64 
3.12 
1.82 
Z06 
1.85 
1.65 
1.70. 
3.22 
Z07 
2.25 
2.41 
1.63 
3.01 
1.65 
1.78 
2.37 
£07 
2.68 
Z25 
2.05 
1.70 
2.18 
2.27 
2.31 
1.63 
113 
.1.77 
2.15 
2.77 
1.73 
1.57 
102 
1.72 
2.47 
2.29 
1.69 
2.12 
1.59 
1.57 
1.45 
2.18 
1.75 
2.63 
2.14 
2.50 
2.08 
2.37 
248 
2.81 
2.66 
150 
2.05 
3.13 
2.94 
2.28 
136 
221 
1.41 
2.20 
1.62 
137 
2.13 
1.80 
1.57 
2.18 
1.68 
147 
292 
1.87 
1.69 
2.05 
1.82 
2.03 
101 
2.35 
263 
159 



465 



WO 03/042661 



PCT/US02/36810 



5 

10 
15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



AW361666 

414807 AI73B616 
403903 

421461 AW291023 

430850 BE144152 

424377 AF081675 

443884 N20617 

423057 AW961597 



442117 
438606 



421221 
423857 



AW275914 
N48902 
AW015316 
432409 AA806538 
440817 AI341423 
421445 AA913059 
453691 H12235 
422278 AF072873 
424687 J05070 
434951 AF161442 



AK000136 



Hs.49500 KIAA0746 protein 
Hs.77348 hydroxyprostaglandin dehydrogenase 15-{N 

C5001632-:gi|10645308|gb|AAG21430.1lAC00 
ESTs. Weakly similar to A46010 X-Bnked 
gb:MR0-HT01 65-G5020(W)06-e02 HT0165 Homo 
Hs.146322 killer cell lecGn-like receptor subfami 
Hs.194397 teptin receptor 
Hs.1 30816 ESTs, Moderately similar to 138022 hypot 
448262 AW880830 Hs.186273 ESTs 

431890 X17033 Hs.271986 integrin, alpha 2 (CD49B, alpha 2 subuni 
431630 NM 002204 Hs.265829 integrin, alpha 3 (antigen CD49C, alpha 
412896 AW804157 Hs.308026 major histocompatitility complex, class 
407366 AF026942 Hs.17518 gb:Homo sapiens cig33 mRNA, partial sequ 
419407 AW410377 Hs.41502 hypothetical protein FU21 276 
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HE4; epididymis-specific, whey-acidic pr 
Homo sapiens cDNA: FU23173 fis, clone L 
quiescinQS 

ATPase, H transporting, lysosomal (vacuo 

CXCchemoWneligand16 

sodium channel, nonvoltage^ated l.beta 
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cathepsin D (lysosomal aspartyt protease 
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spondin 1, (f-spondin) extracellular mat 
toll-tike receptor 7 
ESTs 

immunoglobulin lambda locus 
CGI-86 protein 

serine (or cysteine) proteinase inhibito 
(ytochrome P450, subfamily XXV11A (stero 
ESTs, Weakly similar to unnamed protein 
ESTs. WeaWy similar to ALU8_HUMAN ALU S 
Homo sapiens cDNA FU 13698 fis, done PL 
lysozyme (renal amyloidosis) 
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429500 

413474 

406659 

451049 

436494 

438374 

417801 

425883 

428458 

443180 

421764 

414217 

433283 

426759 

436446 

421467 

431353 

427403 

453037 

437608 

439941 

451385 

400496 

409432 

407239 

426486 

445033 



440555 
446006 
432203 
432798 
411274 
438856 
421552 
448253 
409718 
409798 
449321 
418693 
402333 
421814 
425664 
458158 
406517 
442526 
446164 
449122 
438038 
429420 
453672 
436187 
438909 
423609 
419261 
436284 
440932 
403420 
431169 
425916 
419721 
421761 
425781 
415094 
434088 
420727 
430049 
446868 
418786 
436391 
413059 
427739 
452788 



X78565 
T86312 
AA663985 
AA013353 
AA720997 
AA321866 
AA417383 
AL137708 
AA428820 
R15875 
AI681535 
AG09298 
BE041135 
AI590401 
AW016809 
AA291590 
AA828032 
AA402107 
AA045175 
AA761605 
A1392640 
AA017656 

D49372 
AA076350 
BE178285 
AV652402 
AA280717 
031292 
NM.004403 
AA305746 
AA565309 
NM.002776 
N40027 
AF026692 
H25899 
086640 
AA248587 
AA001150 . 
AI750878 

L12350 
AJ006276 
AW296778 

AW277221 
AW273539 
AI631310 
AI732629 
AK001679 
U73531 
AK000998 
AF085839 
AA328348 
X07876 
AA708016 
AI8O1509 

AW971240 
NM_006786 

nmjxmko 

AL12Q297 
AF001622 
D59513 
AF 116677 
H75701 
AW277085 
AV660737 
A1796317 
AJ227892 
BE151498 
AW196755 
AW294571 



Hs.2891 14 hexabrachion (tenascin C cytotaclin) 

Hs.334485 Homo sapiens cDNA FU14438 fis, done HE 

Hs.277477 major histocompatibility complex, class 

gb:ze28h10.s1 Scares retina N2b4HR Homo 

Hs.1 28295 ESTs 

Hs.6193 hypothetical protein FU14590 

Hs.B2582 integrin, beta-Bee 1 (with EGF-like rep 

Hs.1 61031 Homo sapiens mRNA; cDNA OKFZp434K0322 (f 

Hs.251399 neurogranin (protein kinase C substrate. 

Hs.258576 claudin12 

Hs.148135 serine/threonine kinase 33 

Hs.279898 Homo sapiens cDNA: FU231 65 fe, clone L 

Hs,175622 ESTs 

Hs.21213 ESTs 

Hs.1 19021 ESTs 

Hs.97252 ESTs 



ESTs 

Hs.257146 ESTs, Moderately similar to I38022 hypot 
Hs.17914 ESTs 

Hs.292308 ESTs, Weakly simitar to ALU1.HUMAN ALU S 

Hs.18272 amino acid trans porter system A1 

gb:ze39h01.r1 Scares retina N2b4HR Homo 
ENSP00000224716*:GTP.binding protein SAR 

Hs.54460 small inducible cytokine subfamily A (Cy 

Hs.67846 • leukocyte imrnunctfobufin-like receptor, 

Hs.170056 Homo sapiens mRNA; cDNA DKFZp585B0220 (f 

Hs.72901 cycnn-dependent kinase inhibitor 2B (p1 

Hs.6727 Ras-GTPase activating protein SH3 domain 

Hs.6853 hypothetical protein FU22167 

Hs.1 3530 deafness, autosomal dominant 5 

Hs.49 macrophage scavenger receptor 1 

Hs.194015 ESTs 

Hs.69423 kallikrein 10 

Hs.7473 ESTs 

Hs.1 05700 secreted frizzled-related protein 4 
Hs.201591 ESTs 

Hs.56045 src homology three (SH3) and cysteine ri 
Hs.30237 ESTs, Weakly similar to ALUB_HUMAN BU 
Hs.132937 ESTs 
Hs.87409 thrombospondtn 1 

Target Exon 
Hs.1 08623 trtfombospondin 2 
Hs.1 59003 transient receptor potential channel 6 
Hs.144734 Human DMA sequence from clone RP3-416F21 

nel{chfcken)-like2 

ESTs 

hypothetical protein FU23577 
Hs.196955 ESTs 

ESTs, Weakiy similar to TA2R HUMAN, BETA 
Hs.202289 hypothetical protein DKFZp434P1735 
Hs.34526 G protein-coupled receptor 
Hs.297221 Homo sapiens cDNA RJ10136 fis, clone HE 

gb:Homo sapiens full length insert cDNA 
Hs.218289 ESTs 

Hs.89791 wingless-type MMTV integration site fami 
Hs.190389 ESTs 
Hs.182080 ESTs 

Target Exon 

gb:EST383329 MAGE resequences, MAGL Homo 
Hs.1 62200 urotensin 2 
aquaporin 4 

Hs.108043 Friend leukemia virus Integration 1 
Hs.159523 dass-l MHC-restricted T cell associated 
Hs.330778 ESTs 

Hs.249270 hypothefical protein PR01966 
Hs.99886 complement component 4-binding protein, 
Hs.99619 ESTs 
ESTs 

Hs .203594 Homo sapiens ^characterized gastric pro 
Hs.146274 ESTs 

gb:RCO-HT0295-291199431-E11 HT0295 Homo 
Hs.98105 NYD-SP14 protein 
Hs.136O40 ESTs 
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1.25 
1.92 
2.22 
Z12 
2.30 
Z34 
239 
1.69 
200 
1.25 
Z01 
1.21 
3.05 . 
1.20 
1.20 
1.54 
3.00 
1.91 
2.40 
2.26 
1.22 
1.49 
1.25 
1.44 
2.06 
2.02 
1.14 
1.16 
Z19 
1.12 
2.43 
2.23 
1.09 
1.52 
1.07 
Z10 
2.08 
1.58 
206 
1.02 
1.03 
1.02 
Z36 
2.73 
Z07 
Z21 
Z52 
Z23 
Z04 
Z02 
Z57 
2.64 
Z23 
Z19 
Z28 
2.22 
1.66 
1.86 
2.02 
Z11 
Z26 
1.86 
1.96 
Z32 
Z26 
1.84 
1.87 
1.79 
1.44 
• 1.30 
1.42 
Z41 
Z23 



TABLE 328: 



Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

431089 125941.2 BG940189AW063489AA715980BF001091 BF880066 AA666102AA621946 AA491826 

468 



WO 03/042661 



PCI7US02/36810 



421798 
400269 



432222 
432810 



3042.4 
2726J 



539529.1 
101919J 



418259 133853J 



429228 215430.1 



459702 
422567 

456034 
430709 
450726 
442048 
406655 
440028 



458332 
407192 
449328 
432340 
434194 
436198 
440248 
442006 
438177 
435154 
423387 



444314 
443951 

432639 
438698 
413638 
436772 
448782 



438507 

415688 
431300 
418262 



539529.1 
224778.1 

6855B6J 
1234627.1 
666520.1 
750422.1 
0.0 

598730.1 
34267.1 



1139665.1 

2200202.1 

3030726 1 

1619980.1 

62680 1 

28727.1 

2616908.1 

1239046.1 

9337.12 

126605.1 

2612.2 



443547 137089.2 



1027984 1 
MH1768.18 

1237887 1 
598828.1 
1525406.1 
1239464 1 
34980.1 



2729.4 

1235745J 
1529181.1 
5824.2 



452194 90339.1 



446354 
406687 
411605 



428713 
414221 
414991 
447197 
430915 
424450 
409031 



831448.1 
0.0 

10026.3 



21322.7 

6855B6.1 

1785136.1 

2176805.1 

197844.1 

1674.1 

9531.1 



BC017829 AW276646 AI984209 AA663933 AA634104 AA551528 AA634041 AA29803B BG483990 T89297 BF853958 H64685 T90329 T60644 
T57747 BF852694 T92529 BG482852 BF883064 BF883066 N74880 AA829796 N90716 

X65018 BC022318 NM 003019 BE465060 AI732255 BF446634 AI820677 AI002217 A1924488 BIB21373 BI770406 BI823937 BI820265 BI489632 
BG482911 AA617783 AI807697 AW205576 T94427 AA487101 T9451 3 BI819407 BI822450 BI820618 B1824619 BG542824 BG537862 

BG207209 BE1 66299 A! 204995 BG199355AW969908 AA528756AW440776B1044354 

BG292389 C06094 AI668930 AW104534 AA310513 AA830127 AW134897 AA046953 AW965490 A1810530 BF092924 AA334151 AA334725 
D31 302 R20723 AA263003 B1824635 A1276287 AI6B4428 AI524234 AI335035 AW01 4704 AI91 1443 AA972102 AI367512AI126670 AW016017 
A1286003 AI147163 AA626033 AI539156 AA565542 A1094253 AW512612 BE889628 AA744752 BE646306 AW471324 AA999975 AA863400 
H17550 AI991439 R46187 BE929954 AA333976 D63102 BF744491 

BM310925AA426110BM310629BF434286AW015091 BF475996AW1 18867 BE6751 86 A168856B AI453594 AW590589 A1652425 AI827969 
BF056946 A1802866 AI393380 A1476224 AW590639 AW136271 AI45B252 AI524726 AA843768 AA7821 58 AI336058 A1097532 AW451563 
AA459408 AA459633 AA418444 W23607 BG940150 AI493445 AW054729 AI221929 AI868744 AA215405 M766713 AA621546 BF928317 
BE464132 A1990909 AW271459 A1262061 AA215404 N74332 BG940151 BG952261 AA972115 W96315 AA689586 R69057 BF766886 BE769254 
W05240 

BG676155 BM009591 A1479075 AI025794 AI01 7967 AA448270 BE46681 2 AA853422 AI392649 BG952034 AA513384 BF840124 BE714620 
AW969605AI553633 

BG207209 BE1 66299 AI204995 BG199355 AW9699D8 AA528755 AW440776 BI044354 

A1758223 AW469334 BF940841 AW080348 A1270363 A1055B92 BE464168 BF431797 BE350144 BF448739 AI693409 BF432999 D62848 AA398070 
A1383375AW611490 

AA136653 AA136656 AW450979 AA984358 AA809054 AW238038 AA492073 BE168945 

AW969880 AA4B4613 AA501874 R34356 

AI732297AW204600T95017 

AW340495 AI984319 AA974603 

M18728 

AW473675 AI190744 W69997 AW1 04913 AI221098 W69996 AA885487 AA861491 

U52054 AL581000 M156850 AW293839 BI335865 AA024963 BF149420 BE073977 AW602574 BE164012 BE163992 BE163974 AW402161 
BM1 941 34 AW966609 W84374 BF91 6380 AA3B5173 W84366 AA383743 BF903598 AA043776 W84421 AA77B446 AW444904 BF446960 
AA837481 AV755539 AW468444 AW46B002 AA81 1830 AA581806 AI866686 AI572124 AA687333 D201 60 AA812489 AU1 85248 AU1 86004 
AA156781 A1536733 BM144850 AI471883 AA040926 BF507639 AA043777 AWB74142 BE832523 BE163972 BI022546 BI021204 
AI000341A1766341AW873274 
AA602964 M609200 

A1884781 A1652306 AI651694 AI638744 AI962493 

AA534222 M632632T81234 

AF119847 M437261 AA436987 AI132965 

AK001125 AU120581 AU146612 AW301393 

AA876138 A1239502 A1698953 

AW975183 AA973S83 A1365103 AI699495 AI301787 

AK024965 AU158033 AA978370 R79120 BE327015 AA779740 R79121 

AW972063 AA668764 AA804491 AW665688 AA765069 

L13288 AA928785 A160891 2 AW872978 AA565655 AI02291 5 A1304920 A1564356 AI666793 AI094557 T60038 R72302 H45409 AA508805 R46356 
AA41879B BM129553 BM129126 BM129292 BM128865 AI808418 A1689932 AI806573 BF431608 AW872985 AW166269 H73241 T16182 AI264547 
R73391 R72085 R72840 T83751 X75299 BF754348 R94105 AW449839 R73300 N^004624 AI797007 BE045543 BF110021 BF754250 T83923 
AW884084 AA903896 AA418962 L20295 R72351 H45098 AA961010 R73210 R46451 AW884085 B1022902 BI763932 BI910138 
AV645808 AA701657 AW271273 AI796734 AI472316 AI017531 AI061 178 BF109096 AA548964 N83805 AA131648 AA156589 BE708349 
AW952494 D30877 AV684717 Z24837 F00167 BF576150 T63841 R7B995 N87474 
AW749625 AW749626 AW749644 AI140497 

AI334106 R63583 AI028079 AI140098 A1911625 A1B90637 F34815T65959 N40935 W52768 AA854747 AAB61945 AA878472 AA778270 W32249 
AA026061 W52662 W15352 W79670 W95384 T94283 AA002155 R82052 BE825493 BE825520 
AW973785 H60163 AA557608 

AW975851 A1911033 A1540093 AA932284 AW297855 AA829228 AA814442 AW105017 
H71252BE154642BE154668 

AA156151 Z25109C05177AW9756B8 AA731063 N67084 - 

AB018301 AL050295 BF51312B AW385080 AL551708 AI352542 A1829703 AI819388 AW629019 AW0731 89 AW273857 AW1 1876B AW53B45 
AW52494 AA886341 AI057144 AA904647 AI423547 AW263913 A1094774 A1434419 AI039546 A1002491 AI240412 Z25099 AA995178 AW050649 
AW026140 A1796309 A158401 2 BE166666 AI767991 A1309041 AA724059 A1695284 AI245095 T63971 Z40627 BE166681 BG570071 BF92191 5 
BI562702BG506502AV658066R48378AA121543A1096938AA618131 H40993 R48277 AI352281 BG540263 BG538901 N95226A1356752 
A1221 152 Z28777 R16574 AW956449 AA044116 AW797518 BI010405 AA044288 AI093508 BE140169 T64039 BG433106 AW1 30367 AW1 30361 
N73937 AA127680 AW044037 AI096437 AA384077 BF941499 T93764BG003285 

BG698329 AI417878 AI080171 AM 90332 AI092344 AI357100 AA744522 AA412653 AA977007 BF438628 AA743264 AA365Z79 AW073197 
BI493198 AA1 69355 BI493197 AI283051 BF436642 AA809052 AI833263 
AW971218 AA493942 M1 66963 

BE159863 AA502346AU 186097 R86267 H71358 „^ M , e M<WJfla 

AK055180 AA49081Q AW20925 AI473832 AA127397 AA127409 AW820078 A1214567 AA876961 AA283985 A1904240 D20426 BC015835 N28408 
Z42826 A1927925 AW590850 AW195543 A1675823 W84675 AA767204 AW207335 AI051 690 AJ434786 A1051699 AW139875 BF195790 A1250256 
AI767042 AI521899 AA829382 AA526451 A1971192 R08173 N20059 AA215409 Z38968 H13200 HO1 182 R82482 AW972928 BF242637 H01273 
H 1 3567 R82532 

A1694413 AW994700 AI912946 N73548 A1082035 AW271 652 W24189 W241 82 AI719718 AA024658 AW810120 AW015394 T79755 AA988043 
AI709339 

A1701583AI291038AW449650 
M31126 

BG256B92 H10532 N46614 R52610 AW977696 BM460488 W56819 BI042163 BG977498 BE767451 BF870009 BG477472 R61137 R14274 R20259 
R09686 BI838226 BF034269 AA429173 BE741829 AW867495 AI1236B3 AW006831 BE831162 AW452753 AV742717 W86152 BF115102 A1633815 
BF921562 AA094230 BE092587 W86151 AA526153 AI672156 BF914496 R12579 BF8523S2 AA699780 T57386 BF903022 R09933 AA67B298 
AA432067AW572442 

AA136653 M1 36656 AW450979 AA984358 AA809054 AW238038 AA492073 BE168945 

D78831 C17898 D78863 

R36075R36167A1356546 

BG425760 BF997600 N48516 W73454 BF816344 BF997601 AA488953 
NM.023036 AJ295276 AF250288 AL137526 AW517074 AI870459 A121 5420 

BF036043AW190446BG194731AW662036A1445021 BE937550AW81 8972 AW3931 32 AAB34685BF11 2058 AV721 682 H16423 AI270167 
AI857345 AA937302 AW818444 BE929760 BG498678 BF155010 B1598271 BI59981 1 BE161728 AW578737 AW753711 AW379707 AW381918 
BG506608 AW028637 AW994240 BF8B7392 BF790073 AW381 624 AV727105 BF439618 AA443174 AI018009 N42850 AW573242 AI417258 

469 
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418304 


1093209J 


449677 


79505.1 


437838 


2512601 1 


429421 


117617.1 


410730 


114639 1 


427876 


1373914J 


434987 


121985J 


442369 


2691713.1 


408873 


105337J 


400277 


170.1 



432212 
421057 
449444 



424831 
434542 



406851 
41493S 
430015 



629625.1 
2650Q6J 
2735.1 



1272834J 
11990.1 



0.0 

1782849.1 
713.2 



431B43 

414516 

459557 
437204 



439195 
433891 
425252 



409745 
437751 



445334.1 

60847.1 

859794.1 
28243.1 



21979.1 

647290.1 

38271.1 



MH1944.5 
643238J 



M463483 AI676131 AI167170 AA836627 AA443828 AW592922 AA235129 AA730278 AW439062 AW474332 BI043239 AW474342 BG708553 
AW362423 BF090028 BE827256 R16550 R39478 R39479 R94368 BG540916 BM314745 AA251087 D54231 D55274 BF085805 D31589 AW966405 
AW994425 D81879 BE09354S AW901107 AA383529 B1021552 R56420 N39976 AA573281 H82595 AA234955 BE093539 AW367006 BF358697 
BF366318 AA653856 BE702099 BF035969 AI267384 AI267232 BE348320 AA621574 AA861212 BF083343 BF083341 AV745131 D53074 
AW954476 AW954472 AA376836 AV724531 D53063 C14928 AA093287 AA062638 BG483558 BE940050 AA765954 T70171 BE938775 BE940057 
D53502 AW373300 AL1 18798 BM128728 AA193411 AW444709 AW952455 AI887612 BF431948 B149S876 AI264159 BM128481 A1624657 
AI689301 AI969467 AA861 685 AA251 595 AA625761 AA872090 AI826790 AA328366 BE827416 R75951 D5691 8 R68122 BE827384 AL1 18797 
AI184164 AA16441 1 BI495332 BE858113 AI863860 H00560 T69849 AW780389 C14667 BE934995 BI018652 R92801 AA164410 H00752 
. AW373305AW373299AW373302 
BE883520 B1057842 AA215702 AA215703 AA36B006 BE006876 BE066555 
AA002232 T99209AA002071 
A1308202 AI307229 AA769348 

AW341668 AI201382 AW104364 AA648367 AA897604 AW977914 AAB11957 A1352198 AL040620 

BG427950 AA826016 AI903441 BG939868 AW979154 AA640B72 BG547134 AA457091 AW368860 W88852 R94779 AA088823 

AI494291 AI582807 AA417018 AA608841 

AW9751 14 AI096634 AI767001 AA658364 AW517542 

AA993566 A152195B Al 565071 AI854217 

AL046017 AW504804 AA532433 AI634701 AI126421 AW1 51 275 AA620782 AA933047 AI828223 AI624555 AI624489 AV749032 BI495751 
AI672286 AA342944 AV748076 AV747586 AA058597 H56073 W87367 R71630 H84499 AI866297 D25918 AV746788 N78995 H63752 H82985 
R46600BE786692 R71128AA608909 R29728 BG534018 

Y00281 NM 002950 BC0108398C007995BG675232BM468552AL555484BG831516BF035300BG677277BF852972BE314901 BF850656 
AI371816 AA292474 AA375747 AA308414 BM454544 B1333370 BM049921 BI461428 BI465007 B1223401 BE856245 AW821 164 BF914775 
BF914761 AU125835 B1222678 B1091 137 BF340536 BM462798 BI224452 BG707915 AL569160 AA443815 AW572867 AW363410 BF739268 
BG010283 BI013120 BF81B845 BF763468 AA305165 AI630370 AA039826 R24906 H02046 T96B91 BF981330 AW936510 AA478169 H04587 
BG166574 BI869342 BE562482 BE539637 AA165089 AL579118 AL553699 BE044054 AW1 17440 AI520674 BF435417 AW245648 A1952404 
T29534 AU153459 AU152168 AW591591 AU14691B A1393187 AA47B013 AU148143 A1224471 AI640728 AI871537 AW264752 K93787 AI1B9357 
AV756134 AI471659 AU147466 AA779206 AU149419 AU1 49104 AU159135 AA312221 AW4451 19 AW021912 AI799771 F04407 A1285530 
A1914643 AW068751 AA513325 AA164627 AA639285 AA569644 T96B92 AI923594 BF439180 B1770936 BF032438 AU154884 AA682793 
AW072992 AU158815 AI884444 AL048031 AU158922 AU152546 AI695187 AL048033 AI245650 AU148507 AW467451 BE536868 BF913001 
BF062707 AL573082 AW067993 AA523354 BE886727 AI890705 AU159092 AI982693 A1817553 AA236729 Ai687858 BG163767 AI524675 
AI678155 AA127100 AI762661 AU159718 AI469720 AA483627 AW131696 R26B68 AI199885 AW875614 AW938694 AW57B974 BI763988 
BG819168 BE874767 BG978292 BE162948 AL555483 AW189719 T56783 AI018819 AI476552 BI492837 AI824440 BG996262 AA932887 AI380726 
R79530 AA622108 AI262575 T56782 R27437 BE784153 AW1 29549 AI675567 AI866759 BG987935 

AW972351 AW182935 A1478370 AA528309 BG997292 AW137742 AI632006 M775020 AA961625 WB6628 BF112014 AI275423 AI680786 
BE222349 AA830545 BF224127 H99396 N81017 N81016 A1525205 T58283 

U59185 NM 004696 AV734324 AI245349 AA369517 H88760 D79128 AA970406 H01059 H88761 H03445 BG620383 AU1 35008 AU 136895 
AU158158AU155762R73608 R65751 R23756K74630AW078687BE439761 BE786351 R68994BE785867AW297502AW297553BG431545 
AW814843 BF382644 BG429539 BE929862 BF81125B 
H61453 AA838765 AI693104 AA721 107 

AF392454 AK023074 A!884890 AI814455 AW966220 BF736545 AA026021 AA286843 AA251 918 BG19771 0 AA026294 AA337356 BC010422 
AK023226 NM 022776 BM459496 AA769310 A1826460 AU153650 AU160375 AW16621 1 AW292992 BF433538 AI823888 AI684798 AI655985 
• AW770982 Al 400454 AI276257 AA639510 AI689818 AW772604 AA807639 AU130298 AU132028 BF900889 BF904822 AY007102 AU143256 
BG621 460 AA829630 AI864665 AI084922 AA025234 AI360060 AA766554 AA026295 AA825817 AA251762 BE180751 BM464530 AV715833 
AA779447 A1452519 AW418525 AA435643 D25894 AA435651 AA286844 N64369 AI702262 BG288063 BE170545 BM466232 BE299160 AA169573 
AL567428 BF217285 BE967276 
AA609784 R97304 
C14774C17911D79033 

BC017171 BC012195 NM.0071 26 AF1 00752 AL137377 Z70768 BM474865 BG754806 AU124376 BG757203 BG764420 BG775028 BG824418 
BM045810 AU120387 BG770238 BG686740 BG913323 BI759980 BG395998 BM048875 BE881070 BE313689 BE879144 BM309834 AW245847 
AI770171 BF196861 BE856897 AA463876 AI375927 AA648810 AA948193 AA490916 A1459B93 AI458188 A1240408 A1191843 A1131 029 AW768399 
AI365196 AW337984 AW026150 BE466591 BE674599 A1818438 AA772197 AI651927 AW151 143 B1198825 BG819083 BM458764 BE903567 
BE732715 BM043200 BE900263 BE900706 BE731097 BE390023 BG875384 BF996406 BF988930 BM475542 AW246215 BE501897 BE903610 
BE561530 BE560537 BE903782 BE732947 BI227204 BG761305 BE262642 BE391848 BE382475 BG008258 BI547991 BI459099 BE391391 
BE259420 BE298109 AW245422 AI423847 AI914618 H80534 BE301004 AL531791 AI435581 BF793112 AL577303 AA373265 BE746965 BF743630 
BE879296 A1359493 BM018598 A1689260 AW0724S0 F20201 AW151405 AW517572 AA773468 BG259694 BE391163 BG621529 AW21728 
BG767231 BM462953 BG340524 W52648 AA1 13434 BE785431 BI041981 BG832385 BG253168 BG759470 BF369329 BF981332 BE259418 
BE785738 BI091656 N72512 W5B732 W85590 BG958989 AI205206 H19721 W17051 W77958 B1262010 AA844319 W74143 W72214 N85194 
BE734033 BG164099 AA931069 F13645 R41394 AK025758 BG180977 BE349455 AA812018 AA740241 AI027722 Al 150356 AA886395 AW977627 
BE220225 AA884082 AW51 8114 A1243844 AA809493 AA481029 AA825718 A1347866 A1431670 AA814436 A1251 109 R07704 AA765606 AA724593 
A1918399 AI537550 AA491 103 AW008188 R07703 AA989120 AA746235 AW028983 AA789102 AU1B5751 AW971465 AA489681 AW971893 
AW612086 BE077936 BIB60809 BE002760 BG746251 BE962912 BM4545B4 AL134894 BF104082 H80591 

AW970134 AA516420 AA543007 BG057526 BI001430 AJ498371 D60181 D81004 060382 C15876 N91070 C14815 C15068 D80763 C14818 
C15161 060184 D60656 

AK057782 AI146454 BG703115 AI765980 AI948611 AAB89263 AA947457 BG547193H11947 Z3B147 F10426BF447329 H11946 T74968 F06195 
BG548563 AI004988 AA148735 A1307802 A1439791 BE041453 A1984904 AA148734 F1 2823 
BG623239 N58315A1524952 

AL1 1021 6 AI816283 A16B8476 AA928351 AW1 57672 AI288740 BE468242 A1452476 A1291665 AW192364 BE503635 AW592672 AA857393 

AW162770 AI680660 AI879555 AI347717 BF8B0800 A1266646 AA834381 AI291667 AI264567 Z38449 T03352 A1929432 BE673697 All 24770 

AI350389 AA910378 R54042 AV746670 AWQ89037 AV729218 H28971 R38549 AI692560 BE671562 BE669916 BE672206 BF445152 BF445151 

AI914323 A1684406 AA932348 BE670597 AA932080 . 

AF086037 K89360H89546 

AW182329 AA613792 T05304 AW858385 

AK056513 AL553942 AL553941 BG924307 BEB79339 AA576941 BG054674 BF431361 BE467806 BF445874 BE138798 AA425029 BF084265 
BE814324 BM466426BE819467AW594593AA341536AI823511 BI792998AW296213 AW800506 AW378236BE819553AW341342BE146513 
BE146525 BE146515 AW295699 BE145518 BE146516 BF349B28 AL520587 AW803944 BE931092 BF37518B BG676709 BF832746 BG696737 
AW391 179 A1582980 AW582217 AW814484 BE672215 AW391 162 AW814336 AW814302 AW814444 AL520586 AI333134 A137B333 AW243412 
BE350482 AI628661 AI925481 AI246159 AW593S33 A1273558AI494388AA806280 AW005606BE048135 AW341024 AA969419 AA912778 
AA621 100 AA479920 A1887584 AI290391 BE348490 BF340755 AI225038 AI867592 BG1 13588 AI566808 AW196841 BF0871 84 AA353524 
AW957546BF340833BF037221BE146523 m 
BI030997 AA921 874 AW1 88822 BI027862 AI347618 AI361453 A1088754 AW207491 AA077391 BG01 2775 BG997382 AA286833 AA1 50722 
BI0O7625 BI027864 BI009100 BKJ06275 B1005270 BI031000 B1029864 BI006277 BI007627 BI006266 BI006991 BI006990 BI007763 B1007762 
BG997377 AA1 50780 81033518 B1027818 BG015789 BI033807 AA341445 
AW978796 AA767373 AW173343 AA836163 N27563 AA905328 R97032 

470 



WO 03/042661 



PCT/US02/36810 



444083 1090BJ2 B1836699 AI123195 

417MB 1154 8 2° J S6605 5 AK056969 AW380724 AA195950 F21243 Z17422 AA176595 AA176955 AA194350 BC005933 BC017866 AA195396 Z24810 AA181361 
AA193115 AA085455 F25194 F30130 AA180013 AJ346143 F20589 F20620 F29371 F32439 F25153 F32146 F26110 F28506 F25307 F27533 
F20375 F32370 AA653078 BF574897 Z24852 F00172 T30560 AW449825 A1620346 BG986374 BE706521 C02691 AL596834 F31902 F2607B 
AA670099 BF475555 F30818 F37524 AJ346558 F28050 F17933 F31637 C03413 AI092152 AA180743 AA085730 F21998 F20854 F18944 F31180 
F37937 F37738 AA1 931 62 Z17344 AA1 92546 

409208 10117 2 • AK074047 AI144342 AW0142B0 BM 1451 28 N28267 AW206231 AA989041 H93197 AW594063 BG23629B AW236606 AW081031 AA765843 
BM144372 AA989341 AI824838 AI963970 A1637671 AW196330 BG427526 BM148789 BF893644 BF881946 

440638 371165 1 BG009500 A1376551 AA897445 T87714 

458194 506272~1 AI692525 AW005307 AW38361 8 Al 689881 AI342712 AA906899 

421461 128918 _ 1 AA291529 A1629027 AI890447 AA677465 BF001 179 AI301102 AW452003 AA704419 AA706883 T68871 AW291023 

430850 296806~1 BE144152 AM87799 BF916865 AA937952 

400328 

451876 2328579 1 T63141 AJ821021 BF370092 BF370127 BF37C060 T62998 

450708 12745 f AK055196AW952031 A1694545AI742403AW874431 AW204731 A) 887383 BE220997 AA011287 AA115112 AI306385 AW571707 BF433009 
AW197042 A1367086 H23002 H1 1743 R37085 Z39208 AJ002267 H10206 T23948 W74801 R51633 R37677 R59986 H10833 BG012000 R13817 
H22794 Z43122 H10257 BG984543 H10875 BG984542 AA318232 BF849799 W76357 AA376654 R18795 AA1 14979 AA303838 AW139819 
AI674165 AI686172 W94102R67170 H11820 BG015023 

452203 2630 1 BC014081 NM 000593 X57522 L21208 L21207 L21206 L21205 L21204 AL561404 ALS46423 AL560492 AL556882 AL541576 AL550654 BI82351 9 

BI770023 AL554969 BI489906 AI304693 AW295947 BM146642 X57521 BG820143 BE898390 F06770 F12630 BM423610 AL561518 BM009470 
BG742981 AA279685 AA847441 AA313737 BF172639 BF897216 BF914190 BF903547 S70277 A1569694 AW073296 AI361433 AA564644 
AA487429 BE858232 AA838610 AI5391 14 A17 19375 AJ829129 BG057675 AI423422 AU158860 BE300655 AW 170777 AA586956 AI571889 
AL556850 AL576404 AL582800 BI256544 BF342301 BGB75994 AA054458 AA3531 61 AI940434 BE816522 AL577636 A1479650 AW150377 
AU154395 AW951271 AI032220 A1819778 AI346733 AW771150 AW512525 A1249904 AA279809 AI352549 AW512517 BG056280 AA521222 
BE271141 A1^1932AL541575BI8191B4AV660190AW56475AI620020AW08988BAW079179 Z21518AA687601 F04651 AI783961 T57198 
AI433367 T78652 AL554968 AA365648 AL582619 BE874601 BF804669 AL574458 BM1455D2 AI266514 A1538823 AI475626 AA948210 AA8B4054 
AA487637 AA031844 AA535221 AW794256 AW361447 BE788505 AI682892 AA830989 AA862356 AA653084 BM009154 AA135727 H05927 
H23433 R42244 N79997 AW366665 AW366601 AA678742 AL556474 AA135770 BE774050 BF914200 H88457 AA627746 BI560216 BI753586 

438089 22448 4 BM475665 BE644917 AW770789 AW952971 N64863 BM263259 A1224545 Al 1 B4866 N691 1 4 AW518902 AJ4401 69 AA809472AV654440 

AA281642 AU1B5230 AW337382 A1872923 AI5371 13 N73B82 T83378 H63731 BF671764 AW897824 AI81 1204 AA344646 BE0091 12 BG899664 

427872 4983 5 W^0^674R12615 AW887767 BF439409 AI424995 BG059893 AA417003 AI220Z70 AA41 8740 Al 190974 Z39070 AA742556 AAB35058 

AA694436 R20520 AA418795 BG460307 BI560147 
458208 45807 4 AI990640 AI380016 BM273298 BM273060 

421341 1407 T NM 007329 AF159456AJ243212 AJ 297935 AA295769 NM.01 7579 AJ243224 AI492875 AJ796676 A1749838 AA918144 AJ814590 

BF513992 A1720725 AI150879 AI279072 AW612904 AI492104 A12B4510 AI141231 AA613554 AW662148 AW769047 AA565985 AW612888 
AU1 00513 BG955585 BG955588 AA295763 BE829414 BF760645 BG954398 AA295332 AA295795 BE932867 AW769569 T89953 BE93431 1 

411880 1139083 1 BE088101 T05990 AW872477 

428833 317753 J AI928355 A1709178 AA436447 AI431274 BF946000 

455797 1511159J BE091833 BE091874BE091871 

407244 

451049 83923 1 W92422 AA013353 

431353 1241126 1 AW977507 AA503803 AA767137AAB28032 AA828033 

451385 85022J AA01 9761 AA01 7656 AA017374 

442526 450370J AF1 50283 AW182000 AW277221 AV735848 

446164 41648 2 AK026817 AI559708 AW273539 AW892986 

438038 2523501 1 AI732629AI732831 AA776249 

438909 4045 1 AF085839 R69254 R69137 AW18B788 

431169 1235760 1 AW971240 AA493723 AA493843 _ ^ , llirnr , 1Mrp 

419721 40816 f AK026728AL138136BF059437AI657037AL600872C15206a4676AA001003AL157562BG706C81 H24152 BFB41047 H15952 245355 
AL157565AV721762AW953127AA324171 BF476417 R52508 N54211 R46734BG485659BF810747BE766227AL538364R19964T15657 
AW197333 R16235 R40826 BG152309 AV729035 R45066 AA016969 BE504976 BF593783 N51085 R61284 BE702264 AI216994 Z41068 N72577 
R37645 AW237014 AW197630 AI359402 AA707906 AL119885 H23480 T16037 AI950756 T62597 T91654 R40195 D601B6 H23014 T89715 H05749 
H24054 AA001565 H15041 C15205 D59987 R13787 R61283 H23479 H07874 R1407O R52555 R21 139 H05856 AA348655 A1120460 T62525 
AV725241 AA046875 AI361912 H13341 BG1 50488 AL1 19338 Z4Z792 F05895 H07966 F06492 R59856 D31594 H09436 R35726 BI917845 
BG704196 BF735198 AL036526 BG569879 AW195713 R59867 AA016968 H09087 BE841 173 AW893631 

446868 15525.1 AK074473 BC017997 BI831060 BF971101 A1886394 AI082824 AV708785 W86073 W07772 AV660737 A1816793 R52250 BG183529 AA633473 

AI191256 R44763 R19947 BF571346 WB6257 

413059 1488711 1 BE063078 BE151503BE15149B 



TABLE 32C: 

Pkey: 
Reft 

Strand: 
NLposiUon: 

Pkey 

400880 

402474 

406387 

404277 

402674 

404240 

405102 

406122 

400750 

404394 

403421 

403903 

404854 



Unique number corresponding to an Eos pro beset 

Sequence source. The 7 cfigit numbers in this column are Gen bank Identifier (Gl) numbers. "Dunham, el al." refers to the publication entitled 'The DNA sequence of 
human chromosome 22" Dunham, el aL (1999) mm 402:48 W95. 
Indicates DNA strand from which exons were predicted. 
Indicates nucleotide positions of predicted exons. 



Ref 


Strand 


Nt position 


9931121 


Plus 


29235-29336,36363-36580 


7547175 


Minus 


53526-53628,55755-55920,57530-57757 


9256180 


Plus 


116229-116371.117512-117651 


1834458 


Minus 


91665-91946 


8077108 


Minus 


39290-39502 


5002624 


Minus 


116132-116407,116653-116922 


B076881 


Minus 


■ 120922-121296 


9144087 


Minus 


30940-31386 


8119067 


Plus 


198991-199168,199316-199548 


3135305 


Minus 


37121-37205,37491-37762,4105341 140,4132 


9665041 


' Minus 


126609-126773.139986-140205 


7710671 


Minus 


101165-102597 


7143420 


Plus 


14260-14537 
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5 



401854 


7770538 


Plus 


151483-151637,151902-152008,152146-15231 


406422 


9255411 


Plus 


163003-163311 


400496 


9743564 


Plus 


41515-41695 


402333 


8844110 


Minus 


165693-165856 


406517 


7711431 


Plus 


7151-7402 


403420 


9664959 


Plus 


159835-15993B 



10 TABLE 33* About 800 genes upregulated in lung fibrosis relaBve to normal lung 



15 
20 

25 

30 

35 

40 

45 

50 

55 
60 
65 
70 
75 
80 



Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1 : 90th percentile of lung fibrosis Als divided by 90th percentile of normal lung Ats. 



Pkey 


ExAccn 


UnigenelD 


406964 


M21305 




431089 


BE041395 




421110 


AJ250717 


Hs.1355 


428330 


L22524 


Hs.2256 


431958 


X63629 


Hs.2877 


444381 


BE387335 


Hs.283713 


406850 


A1624300 


Hs.172928 


429500 


X78565 


Hs.289114 


422487 


AJ010901 


Hs.198267 


408380 


AF123050 


Hs.44532 


432306 


Y18207 


Hs.303090 


456034 


AW450979 




453355 


AW295374 


Hs.31412 


408562 


AI436323 


Hs.31141 


421552 


AF026692 


Hs.105700 


426125 


X87241 


Hs.166994 


407192 


AA609200 




43B089 


W05391 




449523 


NM_000579 


Hs.54443 


421952 


AA300900 


Hs.98849 


417433 


BE270266 


Hs.82128 


439195 


H89360 




444301 


AK000136 


Hs.10760 



FGENES predicted novel secreted protein 
ESTs, Weakly similar to unknown protein 
cathepsinE 

matrix metallo proteinase 7 (matrirysin. 
cadherin 3, type 1, P-cadherin (placenta 



gb:UI-H-BI3-ala-a-1 2-0-Ul.s1 NCLCGAP_Su 



gb:af12e02.s1 Soares_testis_NKT Homo sap 
nuclear receptor subfamify 1 , group I, m 



gb:yw28d08.s1 Morton Fetal Cochlea Homo 
asporin (LRR class 1) 

414061 NM_000699 Hs.335493 amylase, alpha 2A; pancreatic 

423057 AW961597 Hs.130816 ESTs, Moderately similar to 138022 hypot 

430702 U56979 Hs.278568 H factor 1 (complement) 

424878 H57111 Hs.221132 ESTs 

417878 U90916 Hs.82845 Homo sapiens cDMA: FU21 930 fo, clone H 

414217 AI309298 Hs.279898 Homo sapiens cONA: FU23165 fis, clone L 

408491 A1088053 Hs.7882 ESTs 

419407 AW410377 Hs.41502 hypothetical protein FU21 276 

432222 A1204995 gb:an03c03.x1 Stratagene sch'izo brain SI 

407857 AI928445 Hs.92254 synaptotagmin-lilce 2 

433230 AW136134 Hs.220277 ESTs 

412719 AW016610 Hs.816 ESTs 

407788 BE514982 Hs.38991 SlOOcatcium-binding protein A2 

426759 A1590401 Hs.21213 ESTs 

418007 M13509 Hs.83169 matrix metalioproteinase 1 (interstitial 

421814 L12350 Hs.108623 thrombospondin 2 

430887 N66801 Hs.260287 K1AA1B41 protein 

453870 AW385001 Hs.8042 Homo sapiens cONA: FU23173 fis, clone L 

436954 AA740151 Hs.130425 ESTs 

411573 AB029000 Hs.70823 KIAA1 077 protein 

432441 AW292425 Hs.1 63484 intron of hepatocyte nuclear factor-3 a! 

410606 AW418779 Hs.114889 ESTs 

410800 BE280421 Hs.94499 ESTs 

413195 AA127382 Hs.22404 protease, serine, 12 (neurotrypsin, moto 
406687 M31 126 matrix metalbproleinase 1 1 (stromerysin 

417733 AL048678 Hs.82503 RsapiensmRNAforSUTRof uriknownprot 
412622 AW664708 Hs.171959 ESTs 
439941 AI392640 Hs.18272 amino acid transporter system A1 
440675 AW005054 Hs.279788 ESTs.WeaWysimflartoKCCVHUMANCALa 
430299 W28673 Hs.106747 serine carboxypeplidase 1 precursor prot 
425177 AF127577 Hs.155017 nuclear receptor interacting protein 1 
444314 AI140497 gb:ow76b09.s1 SoaresJetaLBver_spteen_ 

444527 NM 005408 Hs.11383 small Inducible cytokine subfamily A {Cy 
452239 AW379378 protein tyrosine phosphatase, receptor t 

453B74 AW591783 Hs.36131 collagen, type XTV, alpha 1 (undulin) 
443884 N20617 Hs.194397 leptin receptor 
444040 AF204231 Hs.182982 golgtn-67 

428281 AA194554 Hs.1B3434 ATPase, H transporting, lysosomal (vacuo 
440687 AL080222 Hs.7358 hypothetical protein FLJ 131 10 
420000 AB036063 Hs.94262 p53-tnducible ribonucleotide reductase s 
432435 BE218886 Hs.282070 ESTs 



where the minimum value (or the numerator and deiomnator was. set to 50 . 
R1 

16.10 
12.38 
11.86 
11.62 
9.90 
8.58 
8.26 
8.24 
7.72 
7.24 
7.15 
7.12 
6.96 

6.88 ... 
6.83 
6.72 
6.72 
6.62 
6.56 
6.46 
6.32 
6.29 
6.28 
6.13 
6.11 
6.10 
6.00 
6.00 
5.94 
554 
5.92 
5.92 
5.90 
5.66 

5.86 . 
5.82 
5.72 
5.72 
5.71 
5.70 
5.62 
5.58 
5.55 
5.38 
5.38 
5.32 
5.28 
5.26 
5.22 
5.22 
5.18 
5.15 
5.13 
5.12 
5.11 
5.04 
4,97 
4.96 
4.94 
4.94 
4.93 
4.92 
4.92 
4.92 
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422573 AW297985 Hs.295726 tnlegrin, alpha V (vitronectin receptor 4.90 

430665 BE350122 Hs.157367 ESTs, Weakly simitar to I78885serine/lh 4.90 

446006 NMJJ04403 Hs.13530 deafness, autosomal dominant 5 4.90 

415992 C05837 Hs.145807 hypothetical protein FU13593 4.82 

5 430027 AB023197 Hs.227743 KIAA0980 protein 4.78 

408393 AW015318 Hs.23165 ESTs 4.76 

449509 AA001615 Hs.84561 ESTs 4.72 

416206 AW206248 Hs.1 11092 hypothetical protein FU22332 4.72 

412828 AL133396 Hs.74621 prion protein (p27-30) (Creutzfeld-Jakob 4.72 

10 433226 AW503733 Hs.9414 KIAA1 488 protein 4.68 

444745 AF117754 Hs.11861 thyroid honnone receptor-associated pro! 4.68 

442994 A1026718 Hs.16954 ESTs 4.66 

430580 AA806105 Hs.300697 immunoglobulin heavy constant gamma 3 {G 4.66 

409361 NMJW5982 Hs.54416 sine ocuEs homeobox (Drosophila) homolo 4.66 

15 418005 A1186220 Hs.83164 collagen, type XV, alpha 1 4.65 

433586 T85301 gb:yd78d06.s1 Scares fetal Rver spleen 4.64 

424917 A1636208 Hs.96901 hypolheffcal protein FU23049 4.64 

424408 AI754813 Hs.14642B collagen, type V, alpha 1 4.64 

418113 A1272141 , Hs.83484 SKY (sex determining region Y)-box 4 4.62 

20 451109 F11875 Hs.5534 Homo sapiens cDNAFU 12961 lis, done NT 4.62 

450086 AW016343 Hs.233301 ESTs 4.61 

422163 AF027208 Hs.1 12360 prorninin (mouse)-like 1 4.60 

442652 AI005163 Hs.201378 ESTs, Weakly similar to T1 2545 hypotheti 4.59 

410258 AA316181 Hs.61635 six transmembrane epithelial antigen of . 4.58 

25 418259 AA215404 ESTs 4.54 

426716 NM_006379 Hs.171921 sema domain, immunoglobulin domain (lg), 4.54 

432810 AA863400 ESTs 4.54 

407112 AA070801 Hs.51615 ESTs, Weakly similar to ALU7_HUMAN ALU S 4.53 

436100 AA704805 Hs.143842 ESTs, Weakly similar to 2004399A chromos 4.52 

30 412652 A1801777 ESTs 4.52 

438899 AF085833 Hs.1 35624 ESTs 4.52 

416179 R19015 Hs.79067 MAD {mothers against decapentaplegic, Or 4.52 

436252 AI539519 Hs.1 20969 Homo sapiens cDNA FU 11562 fis, clone HE 4.52 

443324 R44013 Hs.164225 ESTs 4.51 

35 407690 R47799 Hs.266957 hypothetical protein FU 14281 4.51 

431393 AW971493 Hs.1 34269 ESTs, Highly similar to cytokine recepto 4.51 

452518 AA280722 Hs.24758 ESTs. Weakly similar to 138022 hypotheti 4.50 

431843 AA516420 ESTs, Weakly similar to 138022 hypotheti 4.50 

436865 AW880358 Hs.339808 hypothetical protein FU 101 20 4.46 

40 452561 AI692181 . Hs.49169 K1AA1 634 protein 4.46 

440273 A1805392 Hs.325335 Homo sapiens cDNA: FU23523 fis, done L 4.45 

442048 AA974603 gb:op34f05.s1 Soares_NFU_T_GBC_S1 Homo s 4.44 

436120 A1248193 Hs.119860 ESTs 4.44 

423575 C18863 Hs.1 53443 Intend periostin (OSF-2os) 4.44 

45 429697 AW296451 Hs.24605 ESTs 4.44 

439866 AA280717 Hs.6727 Ras-GTPase activating protein SH3 domain 4.43 

429688 BE245169 Hs.211610 CUG triplet repeat. RNA4nnding protein 4.43 

414462 BE622743 Hs.301064 arfapfln 1 4.42 

428698 AA852773 Hs.334838 K1AA1 866 protein 4.42 

50 420838 AW118210 Hs.42321 ESTs 4.41 

4585B4 AF217518 Hs.8360 PTD01 2 protein 4.40 

434340 AI193043 Hs.128685 ESTs, Weakly similar to T17226 hypotheti 4.40 

400076 Eos Control 4.38 

431049 AA846576 Hs.103267 hypothetical protein FU22548 similar to 4.38 

55 445773 H73456 Hs.13299 Homo sapiens mRNA; cDNA DKFZp761 M01 11 (f 4.36 

420298 AI199510 Hs.267912 ESTs, WeaWy similar to ALU7J1UMAN ALUS 4.35 

433339 AF019226 Hs.8036 glioblastoma overexpressed 4.36 

412490 AW803564 Hs.288850 Homo sapiens cDNA: FU22528 fis, clone H 4.34 

416391 A1878927 Hs.79284 mesoderm specific transcript (mouse) horn 4.34 

60 421221 AW276914 Hs.326714 Homo sapiens done IMAGE:71 31 77, mRNA se 4.33 

409342 AU077058 Hs.54089 BRCA1 associated RING domain 1 4.33 

429228 AI553633 ESTs 4.32 

426458 083032 Hs.169984 nuclear protein 4.30 

408369 R38438 Hs.182575 SLC1 5A2 Solute carrier family 15 (H^pep 4.30 

65 432476 T94344 Hs.326263 ESTs 4.29 

434963 AW974957 Hs.288719 Homo sapiens cDNA FU12142 fis, clone MA 4.28 

436446 AW016809 Hs.119021 ESTs 4.27 

439556 AI623752 Hs.163603 ESTs 4.26 

428179 A11 27772 Hs.279696 senjrn/glucocoriicoid regulated kinase-fi 4.26 

70 428411 AW291464 Hs.10338 ESTs 4.26 

434936 AI285970 Hs.183817 ESTs 4.23 

413048 M93221 Hs.75182 mannose receptor, C type 1 4.23 

432606 NMJJ02104 Hs.3066 granzyme K (serine protease, granzyme 3; 4.22 

413859 AW992356 Hs.8364 Homo sapiens pyruvate dehydrogenase Wna 4.22 

75 409977 AW805510 Hs.97056 hypothetical protein FU21 634 4.22 

441297 AW403084 Hs.7766 ubiquitin-conjugating enzyme E2E 1 (homo 4.21 

421229 A1056590 Hs.7086 hypothetical protein MGC1 2435 4.20 

456844 A1264155 Hs.1 52981 COP-diacylglycero! synthase (phosphatida 4.20 

423578 AW960454 Hs.222830 ESTs 4.20 

80 446608 N75217 Hs.257846 ESTs 4.20 

424238 AA337401 Hs.137635 ESTs 4.19 

450747 A1064821 Hs.31B535 ESTs, Highly similar to 181 8357AEWS gen 4.18 

420674 NMJ)00055 Hs.1 327 butyrylchorinesterase 4.18 
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428227 AA321649 Hs.2248 small inducible cytokine subfamily B (Cy 4.18 

439593 BE073597 Hs.124853 ESTs 4.17 

442369 A1565071 ESTs 4.16 

445885 AI734009 Hs.127699 KIAA1603 protein 4.16 

5 459702 A1204995 gb:an03c03.x1 Stratagene scHzo brain S1 4.16 

452960 AK001335 Hs.31137 protein tyrosine phosphatase, receptor t 4.16 

440703 AL137663 Hs.7378 Homo sapiens mRNA; cONA DKFZp434G227 (fr 4.15 

407347 AA829847 gb:od40d07.s1 NCI_CGAP_GCB1 Homo sapiens 4.14 

409153 W03754 Hs.50813 hypothetical protein FU20022 4.13 

10 430168 AW968343 Hs.145582 DKFZP434I1735 protein 4.12 

451184 T87943 transcription factor 7-like 2 (T-cetlsp 4.12 

426174 AA547959 Hs.1 15838 ESTs 4.12 

431562 A1884334 Hs.11637 ESTs 4.12 

417094 NM 006895 Hs.81182 histamine rimethyltransferase 4.12 

15 425259 AL049280 Hs.1 55397 Homo sapiens mRNA; cDNA DKFZp564K143 {fr 4.12 

449437 A1702038 Hs.1 00057 Homo sapiens cDNA: FU22902 fis, done K 4.12 

425053 AF046024 Hs.1 54320 ubiquilirvactivafing enzyme E1C (homolog 4.10 

444020 R92962 Hs.35052 ESTs 4.10 

439424 A1478667 Hs.118183 hypothetical protein FU22833 4.10 

20 416987 D86957 Hs.80712 KIAA0202 protein 4.10 

457121 A1743770 Hs.180513 ESTs. Weakly similar to KIAA0822 protein 4.09 

422737 M26939 Hs.1 19571 collagen, type HI, alpha 1 (Ehlers-Dani 4.09 

446619 AU076643 Hs.313 secreted phosphoprotein 1 (osteopontin, 4.08 

^ _ 431193 AW749505 Hs.296770 KIAA1719 protein 4.08 

25 452144 AA032197 Hs.102558 Homo sapiens, clone MGC:5352, mRNA, comp 4.08 

43330B AA582718 Hs.291650 ESTs 4.08 

445756 AA290690 Hs.300776 ESTs 4.08 

431745 AW972448 Hs.163425 ESTs 4.08 

444610 Al 174783 gb:HA2501 Human fetal liver cONAfibrary 4.07 

30 440099 AL080058 Hs.6909 DKF2P564G202 protein 4.06 

439398 AA284267 Hs.221504 ESTs 4.06 

432731 R31178 Hs.287820 fibronectin 1 - 4.06 

415075 • L27479 Hs.77889 Friedreich ataxia region gene X1 23 4.05 

433626 AF078859 Hs.86347 hypothetical protein 4.05 

35 428055 M420564 Hs.101760 ESTs 4.04 

412584 X54870 Hs.74085 DNA segment on chromosome 12 (unique) 24 4,04 

413243 AA769266 Hs.193657 ESTs 4.02 

431214 AA294921 Hs.348024 v-ral simian leukemia viral oncogene horn 4.02 

453753 BE252983 Hs.35086 ubiquitin specific protease 1 4.02 

40 414504 AW069181 Hs.115175 stenTe-alpha motif and leudne zipper c 4.02 

434404 AW445034 Hs.256578 ESTs 4.02 

407604 AW191962 cdbgen, type VUI, alpha 2 4.02 

429412 NM.006235 Hs.2407 POU domain, dass 2, associating factor 4.02 

436772 AW975688 metallothionein 1E (functional) 4.00 

45 443257 A1334040 Hs.11614 HSPC065 protein 4.00 

450187 AA7367B8 Hs.78521 WAA1717 protein 3.98 

433913 At694106 Hs.72325 ESTs, Weakly similar to I38022 hypothec 3.98 

415060 AJ223810 Hs.43213 ESTs, Weakly similar to 1EFS.HUMAN TRANS 3.98 

434096 AW662958 Hs.75825 pletomorphic adenoma gene-like 1 3.98 

50 432374 W68815 Hs301885 Homo sapiens cDNA FU1 1346 fis, clone PL 3.98 

426818 AA554827 Hs.29299S DKFZp434A01 31 protein 3.98 

440118 AB040893 Hs.6968 KIAA1460 protein 3.98 

413836 W92003 Hs.70514 ESTs 3.97 

442647 AL03843B Hs.31388 ESTs 196 

55 449188 AW072939 Hs.347187 myotubularin related protein 1 3.96 

450656 AA010539 Hs.18912 ESTs 3.96 

410817 A1262789 Hs.93559 protein disulfide isomerase related prot 3.94 

429784 M89796 Hs30 membrane-spanning 4-domains, subfamily A 3.94 

^ 40B483 AA464836 Hs.291079 ESTs, Weakly similar to T27173 hypotheii 3.94 

60 407879 AA045464 Hs.6557 zinc finger protein 161 3.93 

438146 Z36842 Hs.57548 ESTs 3.93 

433658 L03678 Hs.1 561 10 immunoglobulin kappa constant 3.93 

429355 AW973253 Hs.292689 ESTs 3.92 

437210 AA311443 Hs.293563 Homo sapiens mRNA; cDNA DKFZp586E2317 (f 3.92 

65 432467 T03667 Hs.239388 Human ONA sequence from done RP1-304B1 4 3.92 

452416 AA026115 Hs.114777 ESTs 3.92 

413873 AI310151 Hs.173524 ESTs 3.91 

400196 Eos Control 191 

437175 AW968078 Hs.87773 protein kinase, cAMP-dependent, catatyti 3.90 

70 453204 R10799 Hs.191990 ESTs 3.90 

454076 AW204712 Hs.61957 ESTs 3.90 

431183 NIA.0O6855 Hs.250696 KDa (Lys-Asp-Gfu-Leu) endoplasmic retic 3.90 

437158 AW090198 KIAA1 150 protein 3.90 

„ 443970 AI280341 Hs.166571 ESTs 3.90 

75 441633 AW958544 Hs.112242 normal mucosa of esophagus specific 1 3.90 

452281 T93500 Hs.28792 Homo sapiens cDNAFUl 1041 fis, clone PL 190 

444057 AA316896 Hs.257267 PrVE and coiled-coil domain containing 1 3.89 

411495 AP000593 Hs.70359 KIAA01 36 protein 188 

438452 AI220911 Hs^88959 hypothetical protein FU20920 3.88 

80 410297 AA148710 lumican 3.88 

427698 AW972594 Hs.335499 ESTs 3.88 

436769 AA748675 ESTs 3.86 

417819 AI253112 Hs.133540 ESTs 3.86 
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445800 AA126419 Hs.32944 inositol poJyphosphate-4-phosphalase, ty 3.86 

425838 NM 014071 Hs.1 59613 nuclear receptor coactivator RAP250; per 3.86 

422173 BE385828 Hs 250619 phorbolin-fike protein MOS019 (CEM15) 3.86 

428147 AW629965 Hs.234983 ESTs. Weakly similar to 2109260A B ceD 3.85 

5 445693 AW800444 Hs.76507 LPS-induced TNF-alpha factor IBS 

432706 NM 013230 Hs.286124 CD24 antigen {small cell tung carcinoma 3.85 

412636 NMJJ04415 desmoplaWn (DPI, DPtl) 3.84 

436169 AA888311 Hs.17602 Homo sapiens cDNA FU 12381 fis, clone MA 3.64 

, . 418876 AA740616 gb:ny97f1 1.s1 NCLCGAP_GC81 Homo sapiens 3.84 

10 436110 AA704699 Hs.291651 ESTs, Weakly similar to I38022 hypotheti 3.B4 

430317 AB020645 Hs.239189 glutaminase 3.84 

442B06 AW294522 Hs.149991 ESTs 3.84 

414320 U13616 Hs.75893 ankyrin 3, node of Ranvier (ankyrin G) 3.82 

430512 AF182294 Hs.241578 U6 snRNA-associated Sm-Gke protein LSm8 3.82 

15 427051 BE178110 Hs.173374 Homo sapiens cDNA RJ 10500 fis, clone NT 3.82 

430573 AA744550 Hs.136345 ESTs 3.82 

453394 AW960474 Hs.40289 ESTs 3.81 

431266 AW149321 Hs.105411 ESTs • 3.80 

434987 AW975114 ESTs 3.80 

20 452685 AI634651 Hs.30250 v-maf muscutoaponeirrotic fibrosarcoma (a 3.79 

435176 AA744875 Hs.189413 ESTs 3.78 

437134 AA349944 Hs.42915 ARP2 (actin-related protein 2, yeast) ho 3.77 

430709 R34356 gb:yh85d01.s1 Soares placenta Nb2HP Homo 3.77 

427157 U51166 Hs.173824 Ihymine-ONAgtycosylase 3.76 

25 441989 AA306207 Hs.286241 protein kinase, cAMP-dependent, regulato 3.76 

417228 AL134324 Hs.7312 ESTs 176 

418546 AA224827 gb:nc32g04j1 NCLCGAP,Pr2 Homo sapiens 3.76 

450779 AW204145 Hs.156044 ESTs 3.75 

412408 051103 Hs.73851 ATP synthase, H transporting, mitochondr 3.75 

30 443879 Z28462 Hs.9927 Homo sapiens mRNA; cDNA DKFZp564D156 (fr 3.75 

414812 X72755 Hs.77367 monokine induced by gamma interferon 3.75 

429494 AA769365 Hs.126058 ESTs 3.75 

447118 AB014599 Hs.330988 Homo sapiens, Similar to Bicaudal D (Dro 3.75 

408822 AW500715 Hs.57079 Homo sapiens cDNA FU1 3267 fis, clone OV 3.74 

35 419591 AF090900 Hs.91393 Homo sapiens cDNA: FU21887 fis, clone H 3.74 

448121 AL045714 Hs.128653 hypothetical protein DKFZp564F01 3 3.74 

436260 BE172762 Hs.292710 ESTs, Weakly similar to ALU5_HUMAN ALU S 3.74 

421485 AA243499 Hs.104800 hypothetical protein FU 101 34 3.73 

414883 AA926960 COC2B protein kinase 1 3.72 

40 416178 AI808527 Hs.192822 serologically defined breast cancer anti 3.72 

452250 BE618654 Hs.28607 hypothetical protein A-211C6.1 3.72 

444099 087432 Hs.10315 solute carrier family 7 (cationic amino 3.72 

438607 AW080237 HS.2528B4 ESTs 3.72 

408221 AA912183 Hs.47447 ESTs 3.72 

45 418699 BE539639 Hs.173030 ESTs, Weakly simitar to ALU8_HUMAN ALU S 3.70 

419900 AI469960 Hs.170698 ESTs 3.70 

446342 BE298665 Hs.14846 Homo sapiens mRNA; cDNA DKFZp5640016 (fr 3.70 

446100 AW967109 Hs.13804 hypothetical protein 41462023.2 3.70 

448019 AW947164 Hs/195641 ESTs. Moderately similar to 138022 hypot 3.70 

50 413283 R78669 Hs.23756 hypothetical protein simnar to swine ac 3.70 

447846 AA324057 Hs.77955 Homo sapiens cDNA: FU23527 (is, done L 3.70 

436198 AK001125 Homo sapiens cDNA FU 10263 fis, clone HE 3.70 

418300 AM33074 Hs.86682 Homo sapiens cDNA: FU21578 fis, done C 3.69 

_ 408495 W68796 Hs.237731 ESTs 3.69 

55 424452 N41367 Hs.173002 ESTs, WeaMy similar to 138022 hypotheti 3.68 

448479 H96115 Hs.21293 UDP-N-adeylg!iJcosamine pyrophosphorylas 3.68 

431974 AW972689 Hs.200934 ESTs 3.68 

416354 NM_000633 Hs.79241 B-cell CLL/lymphoma 2 (BCL2) 3.68 

417412 X16896 Hs.82112 mterteukin 1 receptor, type I 3.68 

60 413645 AA130992 gbizo15e02jst Stratagene colon (937204) 3.67 

416221 BE513171 Hs.79086 mitochondrtal ribosomaS protein L3 3.67 

419111 AA234172 Hs.137418 ESTs 3,67 

423979 AF229181 Hs.136644 CS box-containing WO protein 3.66 

418875 W19971 Hs233459 ESTs 166 

65 451690 AW451469 Hs209990 ESTs 166 

423032 AI684746 Hs.119274 RAS p21 protein activator (GTPase acGva 166 

414888 AL039185 Hs.77558 thyroid hormone receptor interactor 7 166 

428347 AI264161 Hs.183773 golgi autoantigen, golgtn subfamily a. 4 166 

„ 426779 AA384577 Hs.93714 ESTs, Weakly similar to T00365 hypotheti 166 

70 435335 AI593150 Hs.137928 ESTs 166 

410577 X91911 Hs.64639 glioma pathogenesis-related protein 166 

452933 AW391423 Hs.288555 Homo sapiens cDNA: FU22425 fis, clone H 165 

429105 D87077 Hs.196275 K1AA0240 protein 164 

407813 AL120247 Hs.40109 WAA0872 protein 3.64 

75 425863 U43604 Hs.159901 Human unidentified mRNA, partial sequenc 3.64 

451678 AA374181 Hs.26799 DKF2P564O0764 protein 3.64 

452420 BE564871 Hs29463 centrin, EF-hand protein, 3 (COC31 yeast 3.64 

452408 AA306477 Hs29379 hypolhefjcal protein FU 10687 164 

ori 441466 AW673081 Hs.5482B ESTs 3.63 

80 414013 AA766605 Hs.47099 hypothetical protein FU21212 3.62 

420056 AW043584 Hs.99804 ESTs 162 

424886 H88584 Hs.96900 hypothetical protein; KIAA1 830 protein 162 

431774 BE348813 Hs.268561 hypotheucal protein FU 10726 162 
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25 413715 AW851121 Hs.75497 Homo sapiens cDNA: FU221 39 fis. clone H 3.24 
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454042 H22570 hypothetical protein FU 20093 3.18 
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oO 437446 AA788946 Hs.101302 ESTs, Moderately similar to CA1C RAT COL 118 
431831 AW023204 Hs.302743 ESTs 118 
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AV651680 


Hs.208558 


456760 


AW961251 


Hs.1 27828 


Anaicn 
4Uo0cU 


A IOACAOA 

Al 806090 


Hs.44344 


427982 


All f A4f 

NMJJ16156 


Hs.181326 


436396 


AJ 68 3487 


Hs.152213 


410434 


A rAC 4 J CO 

AF051152 


Hs.63668 


412095 


AI624707 


Hs.5921 


425955 


T96509 


Hs.248549 


450247 


API 23303 


Hs.24713 


417BRI; 
*H fOOO 


Awnacnca 

AWUSoUoy 


Hs.6529 


415457 


AW081710 


Hs.7369 


438543 


AA610141 


Hs.192162 


415503 


U36601 


Hs.78473 


429138 


AB020657 


Hs.197298 


447881 


BE620886 




425481 


AW978162 




453315 


BE544203 


HsJ24831 


440638 


AI376551 




433208 


AW002834 


Hs.24095 


442495 


AI184717 




418858 


AW961605 


Hs.21145 


408170 


AW204515 


Hs.31835 



ESTs 

hypothetical protein FU10352 

Homo sapiens cDNA: FU22130 fis, clone H 

Target Exon 

ESTs 

ESTs 

chitinase 3-fike 1 (cartilage glycoprote 

ESTs. Weakly simitar to 2109260A B cell 

hypothetical protein MGC2452 

Homo sapiens, done MGC:16169, mRNA, com 

ESTs 

ESTs 

Homo sapiens cDNA FU12807 fis, clone NT 

Homo sapiens NY-REN-62 antigen mRNA, par 

ESTs 

ESTs 

ESTs 

ESTs, Weakly similar to 138022 hypotheti 
gb:ox06g09.s1 Soares_fetel_tiver._spleen 
ESTs 

ESTs, Moderately similar to PC4259 fern 

D123 gene product 

ESTs 

ESTs 

K1AA1377 protein 
sperm associated antigen 6 
KIAA0317 gene product 
ESTs 

musclebiind (DrosophilaHike 
tubby like protein 3 
ESTs 

potassium large conductance catcium-acti 
proteasome (prosome, macropain) subunit, 
K1AA0871 protein 

ESTs, Moderately similar to PC4259 ferri 
M025 protein 

hypothetical protein DKFZp761N0624 
epidermal growth factor receptor pathway 
small inducible cytokine subfamily A (Cy 
ESTs 

Homo sapiens cDNA FU11537 fis, done HE 
SEC24 (S. cerevisiae) related gene famfl 
hypothetical protein DKFZp434H247 
Homo sapiens cDNA: FU22547 fis, done H 
pyruvate dehydrogenase kinase, isoenzyme 
hypothetical protein FU20375; KIAA1797 
TRAF and TNF receptor-associated protein 
spGcmg factor proline/glutamine rich ( 
Novel human gene mapping to chomosorne 1 
ESTs 

ESTs. Weakly similar to T14742 hypotheS 
gb:Human nonspecific crossreacting antig 
ESTs 
ESTs 

fatty add binding protein 6, ileal (gas 
KIAA0049 

zinc finger protein, subfamily 1A, 4 (Eo 

KIAA1527 protein 

bone morphogenetic protein 1 

gb:yy60a09.s1 Soares_mulliple_sderosis 

ESTs 

ESTs 

guanine nucleotide binding protein (G pr 
hypothetical protein FU20534 
KIAA1073 protein. 

wingless-type MMTV integration site farri 
tolWike receptor 2 

Homo sapiens cDNA: FU21592 fis, clone C 
ESTs, Moderately similar to S65657 alpha 
hypothetical protein 

ESTs, Weakly similar to I78885 serine/th 
ESTs. Weakly similar to ALU1 HUMAN ALUS 
ESTs 



NS1-binding protein 
GCN1 (general control of amino-acid synt 
ESTs 
ESTs 

gb:te64e10jc1 Soaies_NFL_T_GBC_S1 Homo s 

ESTs 

ESTs 

hypothetical protein RG083M05.2 
ESTs 



3.10 
3.09 
3.09 
3.09 
3.09 
3.09 
3.08 
3.08 
3.08 
3.08 
3.08 
3.08 
3.08 
3.08 
3.08 
3.08 
3.08 
3.08 
3.06 
3.06 
3.06 
3.06 
3.06 
3.06 
3.06 
3.06 
3.06 
3.05 
3.05 
3.05 
3.05 
3.05 
3.04 
3.04 
3.04 
3.04 
3.04 
3.04 
3.04 
3.03 
3.03 
3.03 
3.03 
3.03 
3.02 
3.02 
3.02 
3.02 
3.02 
3.02 
3.02 
3.02 
3.02 
3.02 
3.02 
3.01 
3.01 
3.01 
3.01 
3.00 
3.0O 
3.00 
3.00 
3.00 
3.00 
3.00 
3.00 
3.00 
198 
19B 
2.98 
198 
2.98 
2.98 
2.98 
2.96 
196 
196 
195 
195 
194 
194 
194 
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15 
20 
25 
30 
35 
40 
45 
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65 
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430382 
449765 
407361 
407910 
436005 
449456 
449317 
411118 
449494 
416311 
433068 
429272 
432519 
445467 
426782 
426216 
413882 
421554 
446488 
421391 
424527 
419284 
415788 
448481 
410491 
443441 
422725 
431926 
420406 
437678 
440115 
433883 
446428 
451273 
435154 
432451 
442703 
419341 
435861 
420137 
438441 
426158 
432882 
416239 
434792 
424852 
425638 
419551 
450571 
442435 
424148 
445784 
408072 
434779 
450295 
440381 
433923 
420802 
429670 
437908 
438676 
410381 
444959 
446423 
435517 
425354 
439180 
429073 
433834 
417365 
414521 
402550 



AA477908 

N92293 

AA744622 

AA650274 

BE551650 

At805078 

AW293413 

N27944 

AW237014 

080529 

NM 006456 

W25140 

A1221311 

A1239832 

R14614 

N77630 

AA132973 

AW137676 

AB037782 

AW304350 

AW138558 

AW820869 

AW628686 

W15284 

AA465131 

AW291196 

AA315703 

AW972724 

AA741024 

AA829860 

R41808 

AL359652 

AW082270 

NMJM811 

AA668764 

AW972771 

AL044949 

N71463 

AF254956 

AA306478 

AW664960 

NM.001982 

NMJJ13257 

AL038450 

AA549253 

AI222779 

NM_012337 

AW582256 

AF158240 

A198620B 

BE242274 

A1253155 

BE005566 

AF153815 

AI766732 

AA917808 

AI823453 

U22376 

L01087 

AI082424 

AA813745 

BE391804 

AI203334 

AW139655 

AA928626 

U62027 

AI393742 

AA446167 

AA620742 

D506B3 

D28124 



Hs.282267 ESTs, Moderately similar to I3B022 bypol 2.94 

Hs.206832 ESTs, Moderately similar to ALUS HUMAN A 2.94 

Hs.292645 ESTs, Weakly similar to ALU5JKUMAN ALU S 294 

Hs.41 296 fibronectin leucine rich transmembrane p 2.93 

Hs.158126 Homo sapiens cDNA FU13350 lis. done OV 2.93 

Hs.208261 ESTs 2.93 

Hs.132906 19A24 protein 292 

Hs.221476 ESTs, Weakly similar to AF108460 1 ubinu 2.92 

Hs.315369 Homo sapiens cONA FU23075 lis, clone L 291 

gb:HUM081H05B Human fetal brain (TFujiwa 2.91 

Hs.288215 sialyltransferase 2.90 

Hs.1 10667 ESTs 2.90 

Hs. 1 30704 ESTs, Weakly similar to BCHU1A S-100 pro 2.90 

Hs.15617 ESTs. WeaWy similar to ALU4.HUMAN ALUS 2B8 

Hs.33846 ESTs Z88 

Hs.13895 Homo sapiens cDNA FU1 1654 fo. clone HE 2.88 

Hs.184492 ESTs 288 

Hs.97775 ESTs 2.88 

Hs.15119 KIAA1361 protein 284 

Hs.1 91958 rmmunoglobufin superfamfly receptor tran 284 

Hs.334873 ESTs, WeaWy sfmfiar to (54374 gene NF2 282 

Hs.215658 ESTs, Moderately similar to ZN91.HUMAN Z 2B2 

Hs.76851 KIAA0217 protein 282 

Hs.74632 ESTs 282 

Hs.64001 Homo sapiens done 25218 mRNA sequence 260 

Hs.92195 ESTs 280 

Hs.199993 ESTs, WeaWy similar to ALUB_HUMAN fill 280 

gb:EST3B4816 MAGE resequences, MAGL Homo 280 

Hs.88378 ESTs 279 

Hs.1 22834 ESTs 278 

Hs.1 44924 ESTs, WeaWy similar to B Chain B, Sotut 278 

Hs.171096 Homo sapiens EST from clone DKFZp434A041 278 

Hs.12496 ESTs, Weakly simitar to ALU4JWMAN ALU S 277 

Hs.26163 KIAA0649 gene product 276 

ESTs 2.76 

Hs.292471 ESTs, WeaWy similar to ALU1.HUMAN ALU S 2.75 

Hs.1 16298 ESTs 274 

Hs.118888 ESTs, Weakry similar to ALU1.HUMAN ALUS 274 

Hs.16608 candidate tumor suppressor protein 272 

Hs.95327 CD3D antigen, delta polypeptide (TiT3 co 270 

Hs.205319 ESTs 270 

Hs.1 99067 v-erb-b2 avian erytru^blasuc leukemia v 257 

Hs.279695 seiumiglucaMrtcwl regulated kinase-ti 266 

Hs.48948 ESTs 262 

Hs.132458 ESTs 260 

Hs.144848 ESTs 258 

Hs.1 58450 nasopharyngeal epithelium specific prote 257 

Hs.91011 anterfor gradient 2 (Xenepus laevis) horn 256 

Hs.60397 ESTs 256 

Hs.244760 ESTs,KighJyslmaaTtoB34087hypotheti 256 

Hs.1741 integrin, beta 7 256 

Hs.146065 ESTs 253 

Hs.16773 Homo sapiens done TCCCIA00427 mRNA sequ 2.52 

Hs.50151 potassium inwardfy-rectrrying channel, s 252 

Hs.210628 ESTs 248 

Hs.190495 ESTs 246 

Hs.146625 ESTs 244 

Hs.1 334 v-myb avian myeloblastosis viral oncogen 244 

Hs.211593 protein kinase C.theta 244 

ESTs 243 

Hs.123446 ESTs 237 

Hs.62661 guanytate binding protein 1, interferon- 228 

Hs.160628 ESTs 2.28 

Hs.150120 ESTs 2.27 

Hs.130177 ESTs 227 

Hs.1 55935 complement component 3a receptor 1 226 

Hs.199067 v-erb-b2 avian erythrobiasfic leukemia v 200 

Hs.47385 ESTs 1.98 

Hs.130786 ESTs 1.72 

Hs.82028 transforming growth fador, beta recepto 1 .52 

Hs.76307 neuroblastoma, suppression of tumorigenl 1 .30 

Target Exon * 1.09 



TABLE 33B: 



Pkey. Unique Eos probeset identifier number 
CAT number: Gene duster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

431089 12594U BG940189AW063489 M715980 BF001091 BF880066 AA666102 AA621946 AA491626 
456034 685586J AA136653 AA1 36656 AW450979 AA98435B AA809054 AW238038 AA492073 BE168945 
407192 2200202.1 AA602964 AA609200 
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4380B9 22448.4 



439195 21979J 

432222 539529.1 

406687 0.0 

444314 1027984.1 

452239 10116.4 



433586 32908.1 
418259 133853.1 



432810 101919.1 



412552 18858.2 



431843 445334.1 

442048 750422.1 
215430.1 



442369 2691713.1 

459702 539529.1 

407347 810943.1 

451184 1531.4 



444610 214529^.1 
407604 43771.1 



5 
10 

15 
20 
25 
30 
35 
40 
45 



436772 1239464.1 
50 437158 59575.1 



55 



60 



410297 2990.1 



, r 436769 1239572.1 
65 412636 1438.1 



70 
75 
80 



BM475665 BE644917 AW770789 AW952971 N64863 BM263259 Al 224545 A! 184666 N69114 AW518902AI440169 M809472AV654440 
AA281642AU185230AW337382AI872923AI537113N73882T83378 H63731 BF671764 AW897824 A1811204AA344646BE009112 BG899664 
H91240R60548N41701 
AF086037H89360 H89546 

BG207209 B £1 66299 AI204995 BG199355 AW969908 AA528756 AW440776 BI044354 
M31126 

AW749625 AW749626 AW749644 A1140497 

BG034853 AW173315 AW303375 BG190225 BG839153 BF057308 AA600736 AI751258 AI090486 BE939504 AW631492 A1768270 AIB62133 
AA417652 BE378218 AA599207 AW794702 AA024968 AA446024 AI148235 AI191710 B1493797 AI272646 BI493796 M634323 AI754332 
AA258414 C05155 AI218226 A1039656 AI350380 AI084698 AJ754989 AI673545 AJ432010 AI751 035 AA375571 AA446297 BG216743 
BC01 1 194 AW517087 AA601054 T85512 

BM310925 AA4261 10 9M310629 8F434288 AW015091 BF475996 AW1 18867 BE675186 AI688568 AJ453594 AW590589 AI652425 AI827969 
BF056946 AI802856 AI393380 A1476224 AW590639 AW136271 AI458252 AI524726 AA84376B AA782158 AI336058 A1097532 AW451563 
AA459408 AA459633 AA418444 W23607 BG940150 AI493445 AW054729 AI221929 A1868744 AA21 5405 AA76671 3 AA621 546 BF928317 
BE464132AI990909AW271459A1262061 AA215404 N74332 BG940151 BG952261AA972115W96315AA6B9586R69057BF7668B6BE769254 
W05240 

BG292389 C06094 A1668930 AW104534 AA31 0513 AA830127 AW134897 AA046953 AW965490 A1810530 BF092924 AA334151 AA334725 
D31302 R20723 AA263003 BI824635 A1276287 AI684428 A1524234 AI335035 AW014704 AI911443 AA972102 AI367512 A1126670 AW016017 
AI286003 AI147163 AA626033 AJ539156 AA565542 AI094253 AW51 261 2 8E889628 AA744752 BE646306 AW471324 AA999975 AA863400 
H17550 AI991439 R46187 BE929954 AA333976 D63102 BF744491 

AI601777 BE677762 AW008210 AW009441 BE350994 BE207949 AI091475 AI802774 A1827533 AI075363 AI659979 AA687855 A10781 25 Al 090285 
AA670058 AA602411 AA683472 AI436058 AA6 12826 A1038932 BG057726 AI167355 BF449023 AI289476 AW074381 BF972912 A1991780 
AA889119 AI537472 239730 AI868953 AI192337 BE812978 BE612939 AA1 15248 H99006 AI915784 F08973 T16748 D2046B AA609899 BF081234 
AA115336 BE812876 BEB12972 BE812982 BE813006 BE813019 R43883 BE812981 

AW970134 AA516420 AA543007 BG057526 BIO0143O AI498371 D60181 D81004 D603B2 C15876 N91070 C1481 5 C15068 D80763 C1481B 
C15161 D50184D60656 
AW340495 AI984319 AA974603 

BG676155 BM009591 AI479075 AI025794 A1017967 AA448270 BE466812 AA853422 AI392649 BG952034 AA513384 BF840124 BE714620 

AW969605A1553633 

AA993566 A1521958 A1565071 AI864217 

BG2O7209 BE1 66299 AI204995 BG1 99355 AW969908 AA528756 AW440776 BI044354 
T23514AI655785 

299386 AV716301 8E222333 AI949687 BF732426 AI494086 AV721430 AW577332 N6831 5 BE672030 AI084440 AI250908 N50901 AA757364 
BF515264 AI186231 BE466036 AW631313 AA993514 N5441 1 BG057515 AW013895 N77963 AA708723 A1273295 N59093 AA522665 AI871574 
AA505521 AA812256 AA553841 AW467057 W68650 AI168772 AA988308 AA910057 A1868258 AA918322 AJ335847 AA621494 AA904390 
AI760007 AU146694 AV758440 BM142562 N66507 AJ674563 AW628584 AI263902 BF223368 A1090490 A145291 8 N71423 AA062767 T94332 
AA016003 BG681608 AA082426 AA029451 N71873 BF437845 T54154 AV741757 
AI174783R12271 R83569 

AK074129 AL138071 A1806793 AI453544 A1084616 BF062435 BE672932 AI828296 BF062464 AIB03443 AI264326 AI280956 AI743547 AW295227 
AW139967 AJ972561 A1863570 AW062752 AW062756 AW062753 AW176904 AW062755 AW062750 AW062749 AW176886 AI751694 BG251391 
AA043621 W30872 BI524827 N94581 AI084614 AA776976 A1377572 A1751695 AI016576 AW439994 AW194255 AW627763 AA668249 AI079870 
AW022524 AI968540 AI248360 AA702490 AA043262 AA631511 AW176883 AW751767 AW176887 AW062748 AW062745 AW176862 AW176815 
AW176814 AW176846 AW176841 AW176871 AW176874 AW176819 AI927437 AW191962 R36548 AA853713 AW196059 AA618557 AW176881 
AW062754 AW062751 AW062746 AW176888 AW751772 AW176859 AW751765 AW751762 AW176833 AW176873 AW751745 AA694513 
M78(3815 AW176857 AW176834 AW176B39 AVra 771 AW176B78 AWW 

AW176849 AW176844 AW176877 AW751757 AW176850 AW176851 AW751758 AW751746 AW176858 AW176853 AW751766 AW176845 
AW176872 AW176840 AW176876 AW176852 AW751 754 AW176836 AW176856 AW751773 AW751760 AW751751 AL138070 AA639738 AL602588 
AA85371 2 AA317570 R38469 AW291 569 
M156151 Z25109 C05177 AW975688 AA731063 N67084 

AL050068 AA160485 AW173544 AW296506 AW439860 AI521 563 AI702529 A1393606 AW138323 AA570109 H19504 BM021968 BF063327 
BF593552AA630766 AI597717AI807128AA523012AI356250AW451857 AA974203A1762577 BF512552 AW007307 BE675286 AW450602 
AA962057 AW516069 AI582546 BF221924 BF222543 AI801808 AW468599 AW00073S AI866625 AW235356 BM021837 AA911956 AJ680606 
W86516 T03370 AW61 1634 H41653 A1468349 H195B8 AW090198 AW043993 R39847 

BC013939 BM94690 BM9121 1 AI928393 AA843540 BG938644 AU185628 BI495842 AW173255 BM052709 AI743999 A1690144 AJ922209 AI740907 
AW340368 AA92B759 AW118737 BF513970 AA707807 BF435295 A1339463 A1373842 AI433809 BE222392 AA602308 AA428261 AW60355 
AW662760 AI888087 AI34209B AA722418 W78151 N64382BE221848AW025S01 AA4521 20 Al 150479 AI0 16166 AA77951 5 AA661791 BM474307 
BI91 1 169 BG575154 AW953303 T33604 059141 AA385785 AA148648 BM461961 BG6811 68 B16024B3 BE889592 AW95431 1 BM052986 BI962893 
A1989299 242328 BF029504 T35668 BG402602 AU185770 AI023271 AA147719 A1434079 AI569000 AI276488 AA992453 AA342821 AA648303 
AI349364 A1051 008 AA926941 AA350B94 AW071 451 N22249 A1784138 AA0B3847 N22258 AW440825 AA661570 AA376687 AA659125 AI356299 
R70463 A1383586 AA827189 BI494872 AW021094 BI494871 AA905500 AA460923 BI492041 AW028965 A1624611 BG271780 A1497723 H88862 
D59858 N89979 AA658425 N81 154 D62341 AI274437 N66697 H96993 AI370663 AA728850 H05232 R59374 H12223 AI935759 AI362553 D60006 
N29572 AI916833 N75273 AA148710 BI5971 17 BG740471 AA332671 AA333874 AA643052 AW020175 R70550 BG623469 AA452342 AW965441 
W19723 R32966 BE883841 R61003 AI910374 AI865262 R55325 AJ468927 R34681 H9621 1 239807 BF954386 
AW975B04 AA748675 AA731006 

M77830 NIWL004415 AF139065 BG681 115 BG740377 BI712964 BG000656 AA128470 BI438324 H27408 BE931630 BE167165 AW370827 
AW370813 J0521 1 BG698865 BG740734 BG68061 8 BG739778 BI765807 BM353403 BM353248 AW177784 AW205789 AW951576 AW848592 
BE1B2164 BF149266 BE940187 B1080445 B1060444 BF350983 BE720095 BE720069 BE715154 BE082584 BE082576 BE004047 AA857316 
BI039774BE713818 BE713548 AW170253 BE160433 BI039775 AW886475 BM462504 BE931734 BF149264 AA340777 BF381183 BG621737 
AU1 27260 AW364859 BF993352 BG223489 BE819009 BF381184 BE715956 R58704 AAB52212 AW366566 BI090358 BF0B7707 BE819046 
BE819005 AA377127 BE073467 BE819069 BE819048 BI036306 BG990973 BI040954 BF91991 1 AU140155 AI951766 AI43451B AW804674 
BF752969 BE837009 BE925826 BF149265 AW995615 BEB14264 B1039782 AU140407 BE144243 BE709863 BF985642 BE001923 BF933510 
AW265328 BG436319 BE1B2166 AW365175 AW847688 BE818280 AW177933 BF873679 AW178000 BE082526 BF476866 BF086994 BF592276 
BE082507 BE082514 BE082505 BF873693 AW068840 AW847678 BF804153 AW365157 BE813930 BE002030AW365153 BE184941 BF749421 
BE184920 BF839562 BE184933 BF842254 BE698470 BE931048 BF999889 BF368B16 BE184924 BE159646 BE714632 BE184948 BG986845 
AA131 128 AA099891 W39488 C04715 BF096124 BE865341 AW799304 AL6031 16 BE149760 BE705967 BE705966 BE705968 AW848723 
AW376699 AW376817 AW376697 BG005097 BF751 115 BE696084 AW848371 AW376782 AW848789 AW849074 AW361413 BF927725 BF094211 
AW997139 BE865474 BE185187 BE156621 BE715089 BE713297 BE713298 BE179915 AW799309 BF872345 BF088676 BE705939 AW752599 
BG005197 BF350086 BE715196 BE715155 BF752396 BF093817 BF831 190 BF752409 BE006561 BG959922 BF094833 BF094748 BF094583 
AVV377699AW607238BE082519AW377700BF349467AI190590AI554403At392926AU158477Bl46725 

AI439101 AA451923AI340326 A1590975 BI791 553 AI700963 Al 142882 AA039975 AA946936 AA644381 BM314884 M702424 AI417612 
AW190555 A1220573 AJ304772 A1270345 AI627383 AA552300 AI91 1702 AW1 66807 AI346078 W9S070 AA149191 AA026864 AI830049 AW780435 
A1078449AJ819984AI858282BM68588 AI860584 AI025932AA026047AA703232 AA658154AA515500AW1 92085 AA916281 T77861 AI927207 
AI205263 BF082491 AW021347 A1568096 BE939862 AA0B8866 D12062 AA056527 AA782109 W19287 W02156 AW150038 AA022701 T87181 
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418876 
434987 
430709 
418546 
414883 



436198 
413645 
424831 
433430 
443547 

459645 
422960 

432340 
412240 



121279.1 
121985 1 
1234627 1 
242836.1 
8371_2 



28727.1 

1234345J 

1272834.1 

21B1751J 

137069.2 

722255 1 
11862.2 

1619980 1 
8235.1 



10 



15 



20 



25 



30 



35 



Afx 432648 129028.1 
40 451198 18361.1 



45 456505 15472.2 
442113 43919.1 



50 440028 598730 1 
414783 262554.1 
431698 6468 7 



441623 3362.1 



433282 759.1 



434210 54921.1 



412262 4362.1 



430950 594908.1 



H44405 AI91 0434 BF08251 3 AI494Q69 AI270027 AI635878 AA1 28330 BG681 425 BE706078 R20904 BG680059 BG676647 BF764409 AA026654 
AV745530 BI762796 BG287391 AW798780 BE706045 BE926470 AW7991 18 BF087996 BE002273 AW879451 A1571075 BE067786 AV721320 
A1022862 N29754 C03378 N84767 AA131077 H30146 BE7 14290 AI686869 AI568892 AI915596 AW105614 AI887258 AI538577 BE926474 
BE067737 BG319486 AA247685 AW798883 AW103521 BF989173 AW860878 BE939707 BE185750 BE714064 BE713903 BE713868 BE713763 
BG950164 BE713810 AW365151 BG955489 BE005272 BF915937 AW365H8 AI905927 BF992780 AW853812 BG954443 BI770853 BG679406 
BG740832 BG681087 BG698430 AA455100 T87267 BE696209 BE696210 B1089483 BE006273 BE872225 AW391912 BE925515 BG677012 
BG741970 AA026480 BE705999 BG677157 BE009090 BG681378 BE712291 BG961498 BG678984 BI040941 AA337270 AW384371 AWB47442 
B1058659 BE813665 W95048 W25458 AW1 77786 AA025B51 BE931733 BF154837 BG949393 BE714441 AW995245 BE711801 AI284090 
BE064323 BE719390 BE940148 BG99121 2 BF375714 BF349522 BG996267 T48793 BI013292 BE001925 AW365156 AW365154 AW606653 
BF763109 BE931637 BE167181 BE713879 BF354008 BF678726 H90899 AW365145 W38382 AI498487 
AA740616 M654854 AA229923 
AW9751 14 AI096634 AI767001 AA658364 AW517542 
AW969880 AA484613 AA501874 R34356 
T59708 AA224827 T59843 BE156903 

AF274943 BG494894 A1719075 AA9087B3 AI935150 AI422691 AA910644 AA583187 BM272167 AI828996 AA527373 AW972459 AI831360 
AA772418 AI033892 AA100926 AU154749 AI459432 AI423513 AI094597 M74081 7 AI991986 AI090262 AI31 21 04BI256707AA459522AA416871 
A1075239 AI339996 AA701 623 AI139549 A1336880 AA633648 AI9893B0 A1362835 AA399239 A1146955 BF51 4270 N92892 A1348243 A1278887 
AA459292 A1494230 BF507531 AI492600 AA952596 AW61 3002 AA293140 AA235549 BF108854 AA954344 N49682 AI4571 00 AW589407 
AW300758 BE220715 BE220698 BE569091 BW009647 BF900351 AI537692 AI203723AI857576 AA584410AW371667 BM1 72363 
AK001125 AU120581 AU146612AW301393 
AA130992 AW969537 AA503B35 
H61453AA838765AI693104AA721107 
M9615B6 AI863735 AA588325 

AV645808 AA701657 AW271273 AI796734 AI472316 AI017531 AI061 1 78 BF109096 AA548964 N83805 AA131648 AA1 56589 BE708349 
AW952494 030877 AV68471 7 Z24837 F00167 BF576150T63841 R78995 N87474 
AW292984 AA724304 AA074346 M074368 

BF090249 AW954947 AWB90487 AI305236 D60845 D60537 AAB25429 W36294 AW890410 AW088235 BF740240 AA448709 AI350279 AA8791 1 9 
AA319510 BE702077 BE699015 BE702046 AW901293T99319 D81708 BF475488 060383 D81751 BE699260 
AA534222 AA632632 T81234 

BF963346 BI460763 BI599382 A118B089 AY055003 AW959185 AA187681 AI692282 AU153608 BI493898 BI493899 AI797349 BE550879 AI701 1 37 
AA744561 AA082682 BE21 881 6 AW51 1501 BF447881 AI8591 01 BF059295 AI914038 AI346564 AI685003 A1676076 All 25336 AW469637 T10225 
AI831 296 R53451 AI453440 AA983739 AW470873 AI348290 BE857670 D55901 Z43908 T34429 F07305 AK074340 AL5381 1 8 BG201484 AI3341 92 
T35535 AW176751 BI4961 32 81496133 AA469951 H72176 BF326265 AI770016 A1693177 BF223634 BF963661 BF962265 B1034894 AI475851 
»«9071AI910707BE21S038AI918036BE670589BM1935tt 

A1272788 AI536849AW162414AW161923T23854 AA610763AA912188 AW339028 239946 T10224 F03171 AI205478 AI638791 F02580FQ1551 
AW207551 AA421030 BE246012 BI034937 BI035373 BF939581 H19984 BE867247 H92677 N55988 BF957332 H18615 R16442 BF956229 
BF961886 R12698 AA101 186 AA365932 R53452 BF062714 BF959364 H41634 AW086187 H19985 BF054881 F02581 H18616 H41527 AW003446 
BE243443 H92276 AW954002 BI670132 
AA677593 AA618150 AA557952 

AK024780 NM.024549 AW440385 AW965502 BF477855 AI1 49742 BE669424 BE349941 AI376717 AA977493 AW592564 AA884111 AA865463 
N51840 BF593777 AA044645 AW512183 BF059034 AI984320 AA733139 A1884563 AJ559673 A1421262 A1052068 AI085B91 BI963100 AA479883 
AI271696 AI539839 AI370924 A1147781 AA535765 BI966896 AA877448 AW152259 AA938992 AA996022 AI800410 AA6 1 3303 AA588323 R53623 
AW571973 AI203770 BI494224 BI494225 045504 AA705824 AI625183 AA437118 AA640325 AA235528 AA731411 AA626263 AI560519 AW071 1 14 
AW005691 AI055933AA971813AA334937N5B441 AA536020 AW874174AL565960AW607532H44647 
BC017965 AW969075 AA279982 AA50451 1 A1219979 AA504595 A1245579 AA278181 BG485019 BI049312 

AK074155 AJ401548 BE002083 BE002085 BE002084 BG113650 AW580909 AA632959 BG610861 BG436183 BF438017 AI568608 AI095503 
A1204208 AW244158 BE622614 N52349 BE042940 AI095858 AA9761 19 AA835838 AI620B54 AA456105AA971569AI246289AI335636AA994082 
AI250060 AI095710 AA605125 AA291672 BE463947 N52870 AA287553 Al 1 49093 AA581802 W31684 AA610159 BF247061 BG258954 BE176866 
BE177041 AA332106 BE967020 

AW473675 AI190744 W69997 AW104913 AI221098 W6999S AA885487 AA861491 

BE972667 AW069569 A1392889 H85161 AI0749S2 AA423935 BE671254 AA912627 H39845 H69083 AA280259 N67746 AA155722 
BM423504 BE075913 AI492369 AI831729 AA807134 A1057292 BF059751 AA918209 BE858647 AW016707 AI675289 AI452916 BF593014 
A1480099 AI522283 AI628681 AI470402 BF056360 AW236830 AA514206 BF055812 AI796201 BF055617 BF054827 AI288301 AA705763 
BC022413 BE395396 BF754175 AA506621 BE706665 BE706678 AA723159 BE153169 BE706729 BE706558 BE153312 BE706706 AW371B53 
AW371849 BE153241 BC017410 AI337912 AI090244 AW090300 BE219837 AI623661 8E501576 BE501734 AI742232 A1023964 AM58424 
AA975373 A1288904 AI984583 AA890325 N32562AI358102AW241694AI03B448A1672071 AI018389AA576391 AA977874 AW1 89392 W37448 
AA612894 A!27754B H89551 AI699774 H89365 AA315805 AW579186 BC014584 BC014581 AW780125 A1672414 BE328145 AW600919 BF031306 
AW172758 BE708322 AA345675 BE875779 H28241 H25318 BF540913 BG179688 BF1 10202 AA528775 W37573 BE041644 AW366504 BM129522 
BM129822 A1122760 BE718200 AW887496 AA149420 BE706307 BE539395 BE748765 A1373653 R75904 BF979185 BF691393 BG495595 
BI094458 BE708702 BG496559 BF248373 BG494800 

BC015150 BM471 660 BM478941 BI759769 BI094332 BE005819 BE005834 BM023432 BE179013 BE675522 AI680275 AA515794 AA256503 
F01634 AF002990 BG288697 A1091615 AW002917 AI631085 AW182664 BE501232 AI922188 BF838783 AI631078 BE464544 A1376986 AW503774 
M424131 AW51 1849 AA872189 BF084885 AJ432024 AI491908 BF197906 AA580599 AI274418 AW269225 AW058288 AI61 1346 AA236200 
C00417 BE669699 A1468149 BM4601 37 A1685282 AI90271 4 BG990066 BF894391 TB3393 T84298 BF809721 BE925494 AV755948 BF928512 
BF894494 BF808642 AA256710 BF894347 BE928708 H06072 AA199607 BI859300 A1983233 AI521122 BE168896 BE302846 X76770 BC000927 
NM.032632 BG707103 BG913857 BG613824 BG613257 BM313077 B1561132 BI461426 BE38981 1 BE391509 BE164646 AA746371 AV75061 1 
BE175813 AA332040 BG200997 BG485576 AL043706 AV716994 BF903156 AW820369 AU132824 BF941136 BE54321 1 AA521432 AWB37568 
BFB09523 AW61 4670 AU1 29338 AW880782 AA371070 BG615427 BI667976 BI5987Q6 BI599341 BE869166 BG502432 NM 020144 AF216840 
BI461 106 BI562235 BI462594 BI458753 BF195561 BF832738 BE890146 AI678629 AL135238 AU129S71 AW500045 AA382478 AW502738 
BI561031 BE280153 BF087226 BM480024 AW804395 BE70705O R72668 BF038881 BF895070 BG036594 BE551809 BF326901 BG286526 
AW962888 BE544939 AW363399 

AK057015 AI026834 BEB57936 AA1 49091 AI742972 AW439172 AI253168 AA255513BF513175A1005006 T03406 AW338149 AA83S442 
AA420530 R8B566 AJ611572 AA433916AA442B55 BF053008 AA812568 AI889706AA715313 AA768539 AA76762) AA665471 AA404380 
AA665612 BF056442 AA705388 AI650676 AA627448 A1141769 H78227 AW901852 H78221 BE701982 BF689273 AA3974S4 N33072 R60218 
AW958247 H14833 AA768305 AA043346 R56470 BF739832 R51 827 A1474963 BG494574 M149090 BF238154 A180221 0 BE0001 29 BF7345 1 3 
R41964 H21055 R85253 R17705 R40844 BF790218 BG388356 BF003037 AA703138 AA377348 W24822 

AK056051 AI971258 AI681 134 AU146134 AI803300 AA91 7325 AA923663 BF895068 A1304442 AJ167464 A12841 88 AA054272 AA829262 A1351910 
T90930 AI886230 U70056 AU1 19916 BF446537 BE503207 BE502849 AI698102 AA258553 AV718529 AV719917 BF724133 BI438668 AI804000 
BE349103 A191 2294 BE6451 17 AA227954 AA446520 AA879147 AA281770 AW136872 AA807907 A1435989 AI339626 AI383274 AA41 851 2 
BE771804 BF894509 AA455093 A1379061 AI150855 BF769906 R17298 AU1 38740 BF808607 BE674633 AV70O132 AA227789 AA253099 
AW9751 99 AA935418 T74315 F12666 AA022923 T89028 AA258506 W26406 BE838620 AV700706 AA101321 R41382 H14479 AA253044 R54810 
R42784 R44804 R41278 
A1525877 AA489525 AW088177 
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WO 03/042661 



PCT7US02/36810 



419543 
455657 
414405 



409010 



411962 
434982 
432576 
437538 
446019 



432954 
446126 



419145 
409245 



458332 
459513 
449328 
406685 
417258 
447881 



425481 
440638 
442495 
416311 
431926 
435154 
437908 



251903 1 
1490185 1 
112689 ? 



10331 1 



2307710 1 
121871J 
3503.22 
2512601J 
658727 1 



454042 30254J 



2159612.1 
610.2 



248375 1 
3199 J2 



437866 34267.1 



1139685J 
417837J 
3030726.1 
0.0 

400835.1 
44623 1 



334120.2 

371165.1 

928718 1 

1280744.1 

1237041.1 

126605.1 

13268 11 



AI018087 AA244170 AA244355 
BE065209 BE065364 8E0651 10 BE0651 1 1 

AL047596 AA393792 AI670731 AI037957 AW874364 AI038137 N62286 AI241379 BE501096 AW090696 AI927369 A1669226 AI369437 AI371075 
AW612409 A168671 1 AI183289 AA477717 A1076122 AA635190 AA700984 AA761508 D81020 BF575223 A1356183 079312 A1375556 H61111 
BG283489 BE090666 BE090664 BE090662 H26545 

AL575207 AL551714 BM014781 BG542863 BG771 232 AA429722 AI37751 1 AI7701 55 AA716665 BG003427 AA81081 1 AA442760 AA128610 
AA059411 A1796263A1494Q75AI572127 AA420992 BF436083 AI648675AA878813 BI488614 BG700886 AA1 28609 AV702879 AA731 1 46 
AI580336 AI373224 AA919169 AI75B175 AA976350 BG701414 BF057794 AW135598 AA062583 BI549631 AI185077 AA933879 AW024454 
AA193289 AA045194 BG928396 BE8568B3 BF435B59 AA196423 AW237471 R99289 D61992 BE856637 BF368270 AA194235 N51319 AA3B3499 
N63065 BG548812 BF027898 BG779448 
AA099050AA099526 T47733 
AW975084 T90204AA658177 
A1187366 AA618478 AA55B869 
A1308202 AI307229 AA769348 

A1362520 025917 A1670784 A1742347 AW269789 AI270700 AW61 0541 AW793036 AW793035 AW610540 AW362220 AW362166 AW36221 4 
AW362225AW362228AL119827 

AJ420458 AI018523 AA70B686 BF949633 AL1 19553 BF945960 AI0B1305 AA041432 AI921013 AI684910 AI654847 AW874199 AI206120 
AW241428 R43035 T66767 AW1 03715 W28478 BF953052 H45926 BF807568 AW903943 BE1701 43 BI040435 BF931989 BI600000 AV722350 
W27787 H45331 BI549761 R53955 BI549855 BG991 583 B1491075 AW020049 AW129293 H45263 AA41 0309 AA34061 3 R42410 AA707199 
A1431 587 BE858679 AW292267 AI421678 AA041 195 BE466753 AI243913 AI358894 AW1 37298 AI366468 N64350 AA779107 AW025969 R49056 
AA347011 R55722 AW771 106 F04969 23B381 F01659 H17396 BM93714 AI880103 AW771447 AI202561 AA788851 AI494436 BF8561 14 H22570 
AI076345 AI887648 AA572691 

BF946219 BF946218 BF851494 AL536879 AA457150 A1590194 AJ582629 AA464515 AA916242 AA337109 AA336509 N46906 AA336322 
AA336407 AA337222 AA319240 B1026B17 B1027058 AL536880 A1693827 AA651730 AI701013 BM068789 AW339506 AA293021 BF891 108 
AI458885 AW361203 AW974652 AI761251 AI655763 AA628063 BE047125 AW085916 A1129587 N52070 AW172361 AA052951 AW085909 
AI000008 AA962570 AI371342 AI364207 AA464514 A1962506 AI824603 AW376300 AA058439 AW361192 AV656660 N50282 BF820514 BF891008 
H40784 BF8911 12 BE708029 AW043567 AA056762 
. BM456602 AV706711 BF379357 H90994 AA234435 AA558020 BF351723 AA328271 R94815 N99638 BG223375 AW973750 N59599 
AF030234 BC017465 BG008526 AW505550 BM460141 N47324 AA361037 AA321632 N45606 AV752798 AV657116 AA296632 AU137857 
AW467027 AI742080 AI624350 H58206 AA478518 AW439997 AW393555 AW393523 AI559753 AIB08732 R66856 H01374 81257369 BI259830 
AW960845 BM466252 AW956813 BE768647 AV658B53 BM055248 BF372070 BF372055 BF372061 AA347852 AA905863 BG505078 AV654024 
BF093291 AW021929 H22650 AA459715 BG496341 BE697763 BI254209 BG499543 H42946 BI059780 BI086741 H87896 H87599 BF691752 
BE768511 BG940948 W37195 BF372041 BE883796 BF372082 BF367329 BF909744 AW966003 AV714014 BI49286B BI495144 AA921845 
AI693426 AI652147 AI435449 N47325 AI434429 AA573137 AI183429 AI829962 AI332526 BF513937 AI189561 AI221962 AI378034 AW1 18897 
AW665247 AW340077 N41605 AA478519 AA463875 AI858260 AA463379 AI292305 BE045947 AA971089 All 25820 BG940947 A1080245 
AA884954 AI125702 AI382934 AA931835 AI358631 AW439905 AI027833 AI399648 AI014533 AA347851 AA738261 N67374 N69081 AI768667 
AA948472 A1819214 AA293133 AI1B6725 AAB89214 AI222635 B1495143 N29605 N48812 AA769041 AI492769 D56771 AA095911 BE222062 
056772 AW372265 BM054985 D12465 BG534562 AW003511 H87486 H42880AW1 90293 BF594697 BF377611 H22043 BI255749 BI492848 
H16217 H21980 H22651 H88179 H87354 H44052 H25165 H44128 

U52054 AL581000 AA156850 AW293839 B1335865 AA024963 BF149420 BE073977 AW602574 BE164012 BE163992 BE163974 AW402161 
BM194134 AW966609 W84374 BF916380 AA385173 W84366 AA383743 BF903598 M043776 W84421 AA778446 AW444904 BF446960 
AA837481 AV755539 AW468444 AW468002 AA81 1830 AA581806 AI866686 AI572124 AA687333 D20160 AA812489 AU185248 AU186004 
AA156781 A1536733 BM144850 AI4718B3 AA040926 BF507639 AA043777 AW874142 BE832523 BE163972 BI022546 BI021204 
AI000341 AI766341 AW873274 
AV704062 BE162284 AI032946 BF360636 
AJ884781 AI652306 AI651694 A1638744 A1962493 
M18728 

BG1 16781 BI914326 B1030196 N58885 N63406 AV683374 N58892 BG110501 AA333708 AA359583 AW963123 N95562 N95696 N95587 
AK074291 AW293424 BE676135 AIB32125 BE019146 BE465019 AI761124 AA617778 AI279232 AW575897 AI672039 F28618 BF924261 
M722184BF934174BE004328AOT49301BE8802B2BJ019798BI019389BF92B776AVW 

AW814195 BE879126 AI697926 BF594155 BE205787 BF063513 N35828 AI948557 AI433839 AI379679 BG056182 AI589094 N23123 AA588805 

AW316581 AI080272 AI421980 AI493318 BF1 94830 N87590 AA495993 N32996 AA699844 H96845 H96592 N28741 BI035539 BF747723 

BF171066 W01350 H05495 AI243785 239622 AA687432 A1350659 R46102 

AL520496 AW978162 A1610475 AI6B8990 AW470054 AA609426 A1167391 AA815231 AA358241 

BG009500 AI376551 AA897445 T87714 

AI184717AW518883AF121173 

AA179446 AA357794 D81719 D80529 C14833 

AW972724 AA877998 AA522631 AU185388 

AW972063 AA668764 AA804491 AW665688 AA765069 

AI740586 AA771806 BE5Q0996 AW204531 A1082424 AI033879 BF093176 AA771764 D38676 



TABLE 33C: 

Pkey: Unique number corresponding to an Eos probeset 

Ret Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. * Dunham, et at; refers to the publication entitled The DNA sequence of 

human chromosome 22" Dunham, et a). (1999) Nature 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
Ntposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


Nt_pos1tion 


401403 


7710966 


Plus 


146180-146294 


406387 


9256180 


Plus 


116229-116371,117512-117651 


405268 


4156151 


Minus 


24404-24521 


406122 


9144087 


Minus 


30940-31386 


402550 


7652009 


Minus 


80413-80673 



TABLE 34A: About 703 genes upregulated in idiopathic pulmonary fibrosis relative to hypersensitivity pneumonitis or non-specific interstitial pneumonitis 
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Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 



WO 03/042661 



PCT/US02/36810 



UnigenelD: Unigene number 
Unigene Title: Unigene gene title 



R1: 
R2: 



90th percentile of tPF AIs divided by 90th percentile of HP Als, where the minimum value for the numerator and denominator was set to 50 
90Jh percentile of IPF AIs divided by 90th percentile of NSIP Als, where the rrimimum value for the numerator and denominator was set to 50 



Pkey 


ExAecn 


UnigenelD 


405443 






418007 


M13509 


Hs.83169 


446619 


AU076643 


Hs.313 


422511 


AU075442 


Hs.1 17938 


405554 


M21305 




425259 


AL049280 


Hs.155397 


407244 


M10014 




421823 


1440850 


Hs.28625 


419875 


AA853410 


Hs.93557 


409542 


AA503020 


Hs.36563 


418310 


AA814100 


Hs.86693 


442006 


AW975183 




438315 


R56795 


Hs.82419 


425071 


NMJJ139B9 


Hs.154424 


409532 


W74001 


Hs.55279 


434233 


AF119903 


Hs.138453 


408000 


111690 


Hs.198689 


447033 


AI357412 


Hs.157601 


420185 


AL044056 


Hs.251385 


420195 


N44348 




426682 


AV660038 


Hs.2056 


408221 


AA912183 


Hs.47447 


417079 


U65590 


Hs.81134 


419216 


AU076718 


Hs.164021 


422163 


AF027208 


Hs.1 12360 


422404 


AL133571 


Hs.3361B9 


445745 


AB007924 


Hs.13245 


407938 


AA905097 


Hs.85050 


423575 


C18863 


Hs.1 63443 


446659 


A1335361 


Hs.226376 


425383 


D83407 


Hs.156007 


437620 


AW976930 




414591 


A1888490 


Hs.55902 


416585 


X54162 


Hs.79386 


425707 


AF1 15402 


Hs.11713 


430712 


AW044647 




453111 


AB014598 


Hs.31720 


451099 


R52795 


Hs.25954 


414290 


AI568801 


Hs.71721 


417801 


AA417383 


Hs.82582 


412639 


AW961284 


Hs.203838 


423720 


AL044191 


Hs.23388 


429757 


AW452355 


Ns.255037 


429504 


X99133 


Hs^04238 


412228 


AW503785 


Hs.73792 


430223 


NMJJ02514 


Hs.235935 


411880 


AW872477 




401645 






401673 






449048 


Z45051 


Hs.22920 


416316 


H58721 


Hs.271628 


453874 


AW591783 


Hs.36131 


451149 


AL047566 




421190 


U95031 


Hs.102482 


410036 


R57171 


Hs.57975 


429525 


N92540 


Hs.205353 


405120 






432224 


AW169460 


Hs.208358 


418663 


AK001100 


Hs.41690 


412622 


AW664708 


Hs.171959 


424012 


AW358377 


Hs.137569 


442767 


AI017208 


Hs.131149 


401785 






411800 


N39342 


Hs.103042 


427535 


R29543 


Hs.2164 


444009 


AI380792 


Hs.135104 


435143 


R12375 


Hs.194600 


402333 






429609 


AF002246 


Hs.210863 


454078 


AA601518 


Hs.22209 


452242 


R50956 


Hs.1 59993 


418693 


AI750B78 


Hs.87409 


426411 


AW291464 


Hs.10338 


459702 


AI204995 




428839 


AI767756 


Hs.82302 


427138 


N77624 


Hs.173717 



Unigene Title 


R1 


R2 


Target Exon 


9.66 


7.50 


matrix metalloproteinase 1 (interstitial 


723 


3.66 


secreted phosphoprotetn 1 (osteoponlin. 


6.63 


3.03 


collagen, type XVII, alpha 1 


4.84 


281 


FGENES predicted novel secreted protein 


4.73 


5.69 


Homo sapiens mRNA; cDNA DKFZp564K143 (ff 


4.34 


4.34 


fibrinogen, gamma polypeptide 


4.14 


5.88 


ESTs . 


4.12 


1.80 


proenkephalin 


3.90 


201 


hypothetical protein FU22418 


3.88 


290 


ESTs 


3.66 


284 


ESTs. WeaWy similar to S72482 hypotheti 


3.60 


3.13 


ESTs 


3.49 


3.70 


detodinase, iodothyronine, type II 


3.47 


1.38 


serine (or cysteine) proteinase inhibito 


3.46 


3.46 


hypothetical protein PR02834 


3.28 


251 


buDous pemphigoid antigen 1 (230/240kD) 


126 


3.26 


Predicted gene: Eos cloned; secreted w/V 


3.19 


2.12 


ESTs 


118 


3.01 


Homo sapiens C0NA FU1 1 177 fis, clone PL 


3.16 


3.16 


UDPglycosyltransferase 1 family, pofype 


3.08 


3.18 


ESTs 


3.07 


1.98 


inlerieukin 1 receptor antagonist 


3.02 


235 


small inducible cytokine subfamily B (Cy 


298 


1.72 


prominin (mouse)-Jike 1 ■ 


287 


1.48 


Homo sapiens mRNA; cDNA DKFZp434F1 135 (f 


2.80 


2.66 


WAA0455 gene product 


2.78 


1,65 


phospholamban 


2.78 


246 


intron of periostin (OSF-2os) 


278 


1.55 


ESTs 


2.74 


1.56 


Down syndrome critical region gene 1-lik 


2.74 


1.85 


ESTs 


272 


272 


ESTs, WeaWy similar to ALU8.HUMAN ALU S 


267 


205 


leiomodin 1, smooth muscle (LMOD1) (Thy 


2.66 


1.47 


E74-like factor 5 (ets domain transcript 
ESTs * 


2.66 


266 




2.62 




hephaestin 


2.61 


1.72 


interleukin 13 receptor, alpha 2 


2,5g 


1.27 


ESTs 


2.59 


1.23 


ffitegrin, beta-Qce 1 (with EGF-like rep 


2.58 


258 


ESTs 


2.58 




hypothetical protein DKFZp434F0318 


2.57 


1.74 


ESTs 


257 


1.60 


Epocalin 2 (oncogene 24p3) (NGAL) 


2.57 


1.00 


complement component (3aVEpstein Barr vi 


2.56 


1.12 


nephroblastoma overexpressed gene 


2.56 


1.25 


gb:hm30f03.x1 NQ_CGAP_Thy4 Homo sapiens 


254 


2.54 


C1600144fr:gi}12330704fgbJAAG52890.1|AF3 


2.53 


3.38 


C1 600141 6*:gi|127431 12lref]XP_010131 i| 


2.47 


2B3 


similar to S68401 (cattle) glucose indue 


2*46 


1.18 


ESTs 


2.42 


3.44 


collagen, type XIV, alpha 1 (unduBn) 


240 


V69 


RNA binding mofif protein 8B 


2.40 


1.95 


mucin 5, subtype B, tracheobronchial 


2.40 


1.61 


calsequestrln 2 (cardiac muscle) 


2.40 


240 


ectonudeoside triphosphate diphosphohyd 


239 


1.27 


C4001445:gi|12697999ldbj|BAB218iai| (AB 


238 


238 


ESTs 


238 


200 


desmocofltn 3 


238 


238 


ESTs 


237 


1.63 


tumor protein 63 kDa with strong homolog 


237 


1.52 




236 


1.22 


NM_002275 , :Homo sapiens keratin 15 (KRT1 


235 


1.79 


iTUcrotubule-associated protein 1B 


235 


1.1B 


pro-platelet basic protein (includes pla 


234 


234 


ESTs 


234 


207 


ESTs 


233 


1.68 


Target Exon 


233 


3.15 


cell adhesion molecule with homology to 


233 


1.10 


secreted modular calcium-binding protein 


232 


1.30 


gycosyl transferase 


2.32 


1.45 


thrombospondin 1 


232 


232 


ESTs 


232 


154 


gb.arr03c03.x1 Stratagene schizo brain S1 


231 


1.98 


Homo sapiens cDNA FU14814 fis, done NT 


2.31 


249 


phosphatide acid phosphatase type 2B 


231 


1.32 
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422363 
456536 
428166 
456936 
417728 
453070 
409159 
404942 
410286 
440516 
421574 
418005 
421948 
407788 
417563 
431089 
447333 
455797 
414987 
403362 
432374 
407137 
402641 
418236 
413059 
432437 
428398 
428336 
421853 
436391 
417430 
407443 
428434 
409432 
456514 
440273 
450271 
432222 
458208 
405600 
434654 
439261 
421515 
457741 
423161 
412505 
443180 
431605 
415938 
452571 
405061 
439343 
402327 
418785 
447343 
438634 
416127 
423961 
430397 
411010 
439628 
444301 
431726 
410418 
452814 
• 417562 
424480 
404342 
443320 
449780 
423337 
434416 
457505 
425912 
413585 
428231 
428832 
404429 
447644 
406641 
417059 
454565 
415115 



T55979 

AW135986 

M423849 

M81349 

AW138437 

AK001465 

AW673312 

A1739159 

S42303 

AJ000152 

A11B6220 

142583 

BE514982 

AA203701 

BE041395 

BE090580 

BE091833 

AA524394 

W6B815 
T97307 

AW994005 

BE151498 

W07088 

AI249368 

AA503115 

AL1 17472 

AJ227892 

M984546 

AF227138 

AW363590 

D49372 

AV653110 

A1805392 

A1693900 

A1204995 

A1380016 

AI825942 

AU26020 

Y11339 

BE044740 

AL049227 

AA974491 

R15B75 

AW972407 



W31518 



Hs.115474 

Hs.257859 

Hs.79530 

Hs.1955 

Hs.24790 

Hs.31575 

Hs.50848 

Hs.61898 

Hs.161 

Hs.105924 

Hs.83164 

Hs.334309 

Hs.38991 



Hs.70704 

Hs.294022 

Hs.301885 

Hs.337534 

Hs.293685 

Hs.98558 

Hs.163752 

Hs.108924 

Hs.146274 



Hs.65551 

Hs.54460 

Hs.106650 

Hs.325335 

Hs.200920 



Hs.139366 
Hs.145674 
Hs.105352 

Hs.124776 

Hs.21734 

Hs.258576 

Hs.124370 

Hs.78921 

Hs.34665 



AF086161 Hs.1 14611 



AI796317 

AA256641 

AW340400 

N49343 

D13666 

AI924533 

AWB13339 

W81007 

AK000136 

NNL015361 

031382 

A1092790 

AW888754 

AA341442 

AI051607 
AA443241 
NM 004655 
AA805903 
AL044659 
AL1 37629 
AJ1 33452 
U17989 
AA578229 

AW861622 
AJ235667 
A1037672 
BE141231 
AA214228 



Hs.203594 
Hs.236894 
Hs.126728 
Hs.79022 
Hs.136348 
Hs.105607 

Hs.58628 

Hs.10760 

Hs.268053 

Hs.63325 

Hs.334703 

Hs.134126 

Hs.205299 

Hs.16335 

Hs.127337 

Hs.59498 

Hs.43791 

Hs.162189 

Hs.75431 

Hs.183105 

Hs.324239 

Hs.108646 

Hs.81071 

Hs.127751 



replication factor C (activator 1) 3 (38 2.30 2.30 

ESTs 2.28 2.28 

M5-14 protein Z27 1.88 

serum amyloid A4, constitutive Z25 2.16 

K1AA1573 protein 2.25 1.37 

SEC63, endoplasmic reticulum translocon 2.24 2.42 

hypothetical protein FU20331 Z24 Z24 

splicing factor, arginine/serine-rich 9 2.24 164 

DKFZP586N2124 protein 2.24 Z46 

cadherin 2, type 1 , N-cadherin (neuronal £24 1 .94 

defensin.beta2 2.23 1.36 

cotiagen. type XV, alpha 1 2.22 1.37 

keratin 6A Z20 Z20 

S100 calcium-hinding protein A2 2.19 1 .61 

gbzx52a10.r1 SoaresJetaUrver_sp'een_ Z18 Z40 

ESTs, Weakly simitar to unknown protein 2.16 2.46 

hypothetical protein (U616B8.3 Z16 2.00 

gb:IL2.BT0731-260400^76-F04BT0731 Homo 2.16 1.26 

hypothetical protein FU14950 Z16 1.99 

NM 001615*:Homo sapiens actin, gamma Z Z16 1.61 

Homo sapiens cDNARJ1 1346 fis, done PL Z15 2.11 

gb:ye53h05.s1 Soares fetal liver spleen Z15 Z24 

C1002296:gi]6677817|reflNP_033126J|rep Z14 2.14 

ESTs Z14 Z14 

gb:RCO-HT0295-291 199-031-E1 1 HT0295 Homo Z14 Z14 

ESTs 2.14 2.14 

ESTs Z14 Z14 

microseminoprotein, beta- Z12 1.43 

SH3-domain protein 5 (ponsin) Z1 2 1 .93 

ESTs 2.12 2.12 

gb:am88e08.s1 Stralagene schizo brain S1 2.1 1 2.17 

gb:Homo sapiens candidate taste receptor 2.11 2.36 

Homo sapiens, Similar to DNA segment Ch 2.10 1 .29 

small Inducible cytokine subfamily A (Cy 210 Z 1 0 

hypothetical protein FU20533 Z10 2.00 

Homo sapiens cONA: FU23523 fis, done L Z10 1.37 

ESTs 2.09 Z34 

gb:an03c03jc1 Stratagene schizo brain S1 Z09 1.40 

ESTs, Weakly similar to T4S4.HUMAN TRANS Z08 ZOO 

C12001673:gi|9631264|reqNP_048045.1|or Z07 1.97 

Homo sapiens clone 15 potyadenylated HER Z07 Z52 

basic transcripfion factor 3 Z05 1.45 

GalNAcalpha-Z6-sialyltransferaseU Z04 2.04 

gb:hm55g10.x1 NCI_CGAP_RDF1 Homo sapiens Z04 Z04 

downstream of cadherin 6 (by 3.3W>) Z02 1.33 

ESTs Z02 Z02 

claudin12 Z02 Z02 

gb:EST384498 MAGE resequences, MAGL Homo Z02 2.02 

A kinase (PRKA) anchor protein 1 Z02 Z17 

ESTs Z02 Z09 

Target Exon 2.01 2.52* 

hypothetical protein FU11808 2.01 2.41 

Target Exon ZOO Z44 

Homo sapiens u recharacterized gastric pro ZOO ZOO 

' ESTs, Highly similar to S02392 alpha-2-m ZOO ZOO 

ESTs 1.99 Z43 

GTP-rjmdhgprotemcverexpressedinske 1.97 1.41 

penostin{OSf-2os) 1.96 1.48 

bicarbonate transporter related protein 1.96 1.31 

gb:MR3^T0192-1012994)13«05ST0192Homo 1.96 2.73 

ESTs 1.96 1.28 

asporin (LRR class 1) 1.98 1.58 

WAA0029 protein 1.95 1.72 

transmembrane protease, serine 4 1 .95 1 .87 

hypothetfca! protein FU14529 1 .95 1 .06 

crystalfin, gamma S 1.95 Z14 

ESTs 1.94 1.94 

C7002192*^il7299207lgblAAF54404.1j(AE0 1.92 1.32 

ESTs 1.91 Z18 

ribosomal protein L44 1.90 1.76 

axin 2 (conductln, axil) 1.89 Z16 

cell division eyrie 2-Cke 5 (cholineste 1.89 Z04 

ESTs 1.89 Z34 

serine/tfireonine kinase with Dbl- and pt 1.88 1.26 

fibrinogen, gamma polypeptide 1.88 1.88 

nuclear autoantigen 1.88 1.88 

ESTs,^ralelysirnaartoZN91_HUMANZ 1.88 1.88 

Target Exon 1.88 Z18 

Homo sapiens cDNA FU 14934 fis, clone PL 1.88 3.04 

gb:Homo sapiens mRNA for immunoglobulin 1.86 Z57 

extracellular matrix protein 1 1.86 1.48 

gb:MR0-HT0075-081 199-O03-aO9 HT0075 Homo 1.86 1.21 

hypothetical protein 1.85 1.23 
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432306 


Y18207 


Hs.303090 


protein phosphatase 1, regulatory (inhib 


1.85 


1.45 


414085 


AA1 14016 


Hs.75746 


aldehyde dehydrogenase 1 family, member 


1.84 


1.44 


403344 


AK001713 




N&UX)0341:Homo sapiens solute carrier fa 


1.84 


1.84 


447245 


Hs.17860 


hypothelicalprolelnFU10851 


1.84 


2.33 


446006 


NMJJ04403 


Hs.13530 


deafness, autosomal dominant 5 


1.84 


2.02 


401593 






Target Exon 


1.83 


2.34 


434392 


AW983709 


Hs.250824 


Homo sapiens cDNA: FU23435 fis, clone H 


1.63 


2.12 


406461 






hypothetical protein, clone 24751 


1.83 


2.01 


455657 


BE065209 




gb:RC1-BT0314-31030O415-b12 BT0314 Homo 


1.83 


1.26 


400609 






C10001147:giJ12698926|gblAAK01739.1IAF33 


1.82 


2.08 


422095 


A1868872 


Hs,282804 


hypothetical protein FU22704 


1.61 


1.14 


422867 


L32137 


Hs.1584 


cartilage oiigomeric matrix protein (pse 


1.81 


1.22 


417412 


X16896 


lte.82112 


tnterteukin 1 receptor, type 1 


1.81 


■ 2.10 


426521 


AF161445 


Hs.170219 


hypothetical protein 


1.61 


2.08 


429610 


AB024937 


Hs.211092 


LUNX protein; PLUNC (palate lung and nas 


1.81 


1.64 


423915 


AF039018 


Hs.135281 


alpha-actinin-2-associaled LIM protein 


1.80 


1.34 


439606 


W79123 


Hs.58561 


G protein-coupted receptor 87 


1.80 


1.80 


459169 


A1909090 




gb:tL-BT198-010499-007 BT198 Homo sapien 


1.80 


1.80 


412429 


AV650262 


Hs.75765 


6R02 oncogene. 


1.80 


2.55 


402674 






Target Exon 


1.80 


3.41 


431130 


NMJW6103 


Hs.2719 


HE4; epididymis^pecific,whey-acidlc pr 


1.79 


1.57 


454824 


AW833646 




gb:QV4-TT0008-161 19M33-d09 TT0008 Homo 


1.78 


1.94 


401677 






BAI1 -associated protein 3 


1.78 


2.28 


426291 


U58913 


Hs.169191 


small inducible cytokine subfamily A (Cy 


1.78 


1.53 


430028 


BE564110 


Hs.227750 


Target CAT 


1.78 


1.59 


445988 


BE007663 


Hs.13503 


inactivation escape 2 


1.78 


2.10 


452272 


AW292249 


Hs.252739 


hypothetical protein DKFZp434P0316 


1.78 


Z08 


418205 


L21715 


Hs.83760 


troponin 1, skeletal, fast 


1,78 


Z70 


400425 


AY004252 


Hs.287385 


PR domain containing 1 2 


1.77 


202 


400419 


AF084545 




Target 


1.77 


2.67 


447169 


AI989803 


Hs.157289 


ESTs 


1.77 


2.21 


452359 


BE167229 


Hs.29206 


hypothetical protein MGC14376 


1.77 


2.12 


431941 


AK000106 


HsJ272227 


Homo sapiens cDNA FU 20099 fis, clone CO 


1.76 


2.54 


432808 


NMJH5985 


Hs.278973 


angiopoietin-3 


1.76 


1.76 


437400 


AB011542 


Hs.5599 


EGF-iike-domain, multiple 5 


1.75 


2.00 


422487 


AJ010901 


Hs.198267 


mucin 4. tracheobronchial 


1.75 


1.47 


444986 


AI204197 




ESTs 


1.75 


2.48 


451027 


AW519204 


Hs.40808 


Homo sapiens. Similar to RIKEN cDNA 2810 


1.74 


1.69 


413524 


BE145837 




gb:MR0-HTG208-101299-202-c07 HT0208 Homo 


1.74 


1.74 


409099 


AK000725 


Hs.50579 


hypothetical protein FU20718 


1.74 


2.26 


405579 






C2200015V«i|6806921|reflNP_OtM165.1| so 


1.74 


Z12 


405797 






COT1015:gi|11322384|emb|CAC16687.1| (AJ 


1.73 


Z66 


405159 






ENSP0000024333r:CONA FU139B4 fis, clon 


1.73 


Z01 


450569 


AW192334 


Hs.3B21B 


ESTs 


1.73 


Z08 


450912 


AW939251 


Hs.25647 


v-fbs FBJ murine osteosarcoma viral onco 


1.73 


1.24 


445261 


T79759 


Hs.250651 


ESTs, Weakly simiJar to 138022 hypotheti 


1.73 


Z52 


454231 


AW450669 


Hs.45068 


hypothetical protein DKFZp434H43 


1.73 


1.64 


429500 


X78565 


Hs.289114 


hexabrachion (tenascin C, cytotactm) 


1.72 


1.37 


422259 


AA307584 




gb:EST178498 Cofon carcinoma (HCQ cell 


1.72 


1.72 


456034 


AW450979 




gb:UI-H-BI3«Ia-a-12-0.U1.s1 NCLCGAP.Su 


1.72 


1.34 


451862 


H09260 


Hs.32333 


ESTs 


1.71 


2.16 


403520 






Target Exon 


1.71 


1.39 


456596 


AA291834 


Hs.78950 


branched chain keto acid dehydrogenase E 


1.71 


2.26 


426603 


AA382291 




gb:EST95683 Testis 1 Homo sapiens cDNA 5 


1.70 


1.70 


418387 


R18085 


Hs.22279 


gb:yg16b1Zr1 Soares infant brain 1N1B H 


1.70 


1.70 


433417 


AA587773 


Hs.6859 


Homo sapiens, Similar to RIKEN cDNA 5830 


1.70 


1.87 


402538 






C1001634:gi|12621136Jref|MP_075245.1| Ba 


1.69 


1.57 


414844 


AA296874 


Hs.77494 


deoxyguanosine kinase 


. 1.69 


Z06 


418478 


U38945 


Hs.1174 


cycEnrdependent kinase inhibitor 2A (me 


1.69 


1.63 


446553 


AB021179 


Hs.15299 


HMBA-inducible 


1.68 


2.02 


456235 


AA203637 




gbzx58b1Zr1 Soares_felaJ_lrver_spleen_ 


1.68 


Z12 


424580 


AA446539 


Hs.339024 


ESTs. Weakly simitar to A46010 X-iinked 


1.68 


Z03 


433930 


AA620338 




ESTs 


1.68 


2.28 


404151 






Target Exon 


1.68 


1.80 


429392 


AL109712 


Hs.296506 


Homo sapiens mRNA full length insert cDN 


1.67 


Z18 


430070 


AF197927 


Hs.231967 


ALL1 fused gene from 5q31 


1.66 


Z16 


400498 






ENSP00000224716 < :GTP-binding protein SAR 


1.66 


Z13 


413464 


AL121500 




ESTs 


1.66 


Z03 


411188 


BE161168 




gb:PMO-HT0425-17010(M)02-a10 HT0425 Homo 


1.66 


Z12 


446281 


H69416 


Hs.14€06 


hypotheftat protein FU20271 


1.65 


Z28 


443282 


T47764 


Hs.132917 


ESTs 


1.65 


Z04 


423217 


NM_000094 


Hs.1640 


collagen, type VII, alpha 1 (epidermolys 


1.65 


1.67 


453355 


AW295374 


Hs.31412 


myopodin 


1.65 


1.66 


432375 


BE535069 


Hs.2962 


S100 calchinvoindtng protein P 


1.65 


1.54 


437929 


T09353 


Hs.106642 


ESTs, Weakly similar to T09052 hypotheti 


1.65 ' 


Z04 


410295 


AA741357 




nidogen (enactln) 


1.64 


Z30 


437767 


AA830103 


Hs.293331 


ESTs 


1.64 


1.26 


416580 


T61572 


Hs.79385 


Human clone 23574 mRNA sequence 


1.64 


3.38 


450795 


AW173371 


Hs.60435 


ESTs 


1.64 


1.64 


421847 


NM.014717 


Hs.108884 


KIAA0390 gene product 


1.64 


Z75 


403010 






C21000152:gil6226483Jsp|Q521 18|YM03_ERWS 


1.64 


Z03 


406387 






Target Exon 


1.64 


1.78 


440423 


AW293995 


Hs.192277 


ESTs 


1.63 


Z05 
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442424 AI342715 
402885 



Hs.283713 
Hs.8728 
Hs.1 29569 



408786 AA773187 
448719 M033627 
414684 
406838 



Hs.294027 
Hs.21858 
AW630O23 HS.76B93 
AA827569 



441600 AA939347 
420693 
412649 



Hs.153 
Hs.127223 
NMJJ01972 Hs.99863 
NM_002206 Hs.74369 



hypothetical protein BC014245 
hypotheUcal protein DKFZp434G171 
ESTs. Moderately similar to B34087 hypot 
Target Exon 
ESTs 

trinucleotide repeat containing 3 
3-riydroxybutyrate dehydrogenase (heart, 
ribosomal protein L7 

Homo sapiens cysteine knot protein (ZSIG 
elastase 2. neutrophil 
integrin, alpha? 



432331 


W37862 


Hs.274358 


M5TP03/ protein 


454034 


NMJ1D0691 


Hs.575 


aldehyde dehydrogenase 3 family, member 


400279 




NM_004581 :Homo sapiens Rao geranyigeran 


437865 


AI472305 


Hs.19565 


ESTs 


429165 


AW009B86 


Hs. 11 8258 


prostate cancer associated protein 1 


442993 


BE0186B2 


Hs.1 66196 


ATPase, Class 1, type 8B, member 1 


410684 


AA088500 


Hs.170298 


ESTs 


433149 


BE257672 


Hs.42949 


hypothetical protein nhbo 


448429 


D17408 




Caiponm i, u3Sic, smooin mubcic 


426457 


AW894667 


Hs.22660 


chimerin (chimaerin) 1 


427654 


AA410183 


Hs.137475 


ESTs 


411662 


060541 


Hs.285519 


Homo sapiens cDNA FU11904 fis, clone HE 


440383 


AA8B4208 


Hs.30484 


ESTs 


406690 


M29540 


Hs.220529 


carcinoembryonic antigen-related cell ad 


424687 


J05070 


Hs.1 51738 


matrix metatloproteinase 9 (gelatinase B 


407857 


AI928445 


Hs.92254 


synaptolagmin-like 2 


411573 


AB029000 


Hs.70823 


KIAA1077 protein 


433336 


AF017986 


Hs.31386 


secreted frizzled-relaled protein 2 


428471 


X57348 


Hs.184510 


straliiin 


429249 


X81479 


Hs.2375 


egf-iike module containing, mucirvlike, 


407966 


AA295052 


Hs.38516 


Homo sapiens, clone MGC:15887, mRNA, com 


418026 


BE379727 


Hs.83213 


fatty acid binding protein 4, adipocyte 


430469 


AW603667 


Hs.288742 


Homo sapiens cDNA: FLJ22712 fis, clone H 


445511 


AA846512 




Homo sapiens cONA FU14459 fis, clone HE 


404501 






nucleoside phosphorylase 


429107 


A1470451 


Hs.99075 


ESTs 


417259 


AW903838 


Hs.81800 


chondroHin sulfate proteoglycan 2 (vers 


429597 


NM 003816 


Hs.2442 


a disintegrin and metatloproteinase doma 


458091 


AF150286 




gb:AF1 50286 Human mRNA from cd34 stem ce 


439280 


AI125436 


Hs.123654 


ESTs 


428096 


AW291771 


Hs.42239 


Homo sapiens, ctone IMAGE3868989, mRNA. 


414221 


AW450979 




gb:UI-H-Bl3-aIa-a-12-0-Ul.s1 NCt_CGAP_Su 


451712 
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ESTs 
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Hs.78344 myosin, heavy polypeptide 1 1 , smooth mus 

Hs.107253 hypothetical protein DKFZp761F241 
ESTs 

Hs.646 carboxypeptidase A3 (mast cell) 

Hs.178703 ESTs 

Hs.1 12405 S100 calcium-binding protein A9 (calgran 

Hs.292911 Piakophilin 

Hs.62187 phosphatidylinositol glycan, class K 

HS.43B38 ESTs 

Hs.293797 ESTs 

Hs.158159 FAT tumor suppressor (Drosophila) homolo 

Hs.2B5132 ESTs 

Hs.21 1582 myosin, light polypeptide kinase 

442391 AW450544 Hs.220751 ESTs 

414341 080004 Hs.75909 K1AA01 82 protein 

436222 A1208737 Hs.122810 Homo sapiens cDNA FU11489 fis, done HE 

442264 AI278777 Hs.263455 ESTs, Weakly similar to ALU 1 .HUMAN ALUS 
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410253 T51B23 

408741 M73720 

432985 T92363 

422166 W72424 

429259 AA420450 
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433365 AF026944 
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ESTs 

Homo sapiens cDNA RJ 10230 fis, ctone HE 
sine ocuBs homeobox (DrosophBa) homolo 
vaccinia related kinase 2 
Hs.102793 ESTs 

grycerol-3-phosphate dehydrogenase 1 (so 
ESTs, Weakly simaar to K1AA1397 protein 
hypothetical protein FU 10134 
insulin-like growth factor binding prole 
hypothetical protein 

ENSP00000252105*:CDNA FU12240 fis, cton 
gb:601151545F1 NIH.MGCJ9 Homo sapiens c 
C19001982:gil3043638|dbj|BAA25483.1l (AB 
H.sapiens mRNA for 3*UTR of unknown prat 
hypothefical protein FU11526 
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ESTs, Moderately similar to ALU8_HUMAN A 
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2.37 
1.23 
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1.69 
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1.29 
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2.19 
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1.47 
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1.19 
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Hs. 134726 


433430 
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423790 
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444083 
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433256 


AW604447 


Hs.339408 


420859 


AW468397 


Hs.1 00000 


456664 


AW963354 


Hs.334409 


438158 


AI796556 


Hs.187884 


409883 


AW452419 


Hs.296098 


452316 


AA298484 


Hs.61265 


413048 


M93221 


Hs.75182 


457462 


AL133573 


Hs.272312 


452679 


242387 


Hs.83883 


401116 
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452281 
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Hs .28792 


426125 


X87241 


Hs.166994 


428330 


122524 


Hs.2256 


418742 


AW451197 


Hs.1 13418 


418335 


R63267 


Hs.28399 


408404 


AW192518 




448175 


BE296174 


Hs^25160 


431846 


BE019924 


Hs.271580 


459557 


N58315 




449925 


AI342493 


Hs.24192 


442321 


AF207664 


Hs.8230 


454843 


AW834536 


Hs.258549 


410281 


AF076612 


Hs.166186 


402998 






443709 


AI082692 


Hs.134662 


435259 


AA152106 


Hs.4859 


454407 


AW578420 


Hs.11B843 


453359 


AA448787 


Hs.24872 


434126 


AI1385B9 


Hs.1 18205 


417944 


AU077196 


Hs.82985 


442316 


Z75331 


Hs.8217 


438330 


AW450572 


Hs.257316 


410935 


BE067395 


Hs.66881 


455885 


BE153524 




405550 






451385 


AA017656 




424925 


NMJ02432 


Hs.153837 


431022 


AA490815 


Hs.208351 


439781 


AA845536 




429379 


NMJ>14840 


Hs.200598 


435310 


AA705075 


Hs.1 69536 


430702 


U56979 


Hs.278568 


451331 


AK002039 




45919B 


AI086347 


Hs.151138 


442344 


AI022925 


Hs.79368 


402917 






418211 


BE244746 


Hs.247474 


437158 


AW09019B 




427373 


AB007972 


Hs.1 30750 


433911 


A1923092 


Hs.8899 


402504 






409465 


AW393810 


Hs.78054 


449426 


T92251 


HS.198B82 


405491 






406685 


M18728 





442410 AW996503 Hs.197680 
407701 AW375009 



gocseco'td-fike 

gb:zm66a10.r1 Slratagene neuroepithefium 
cadherin 3, type 1, P-cadherin (placenta 
ESTs 
ESTs 

gb:CM2-HT0323-171 199-033-a08 HT0323 Homo 
gb:oo17a10.x1 Soares_NSF_F8_9W_OT_PA_P_S 
ESTs, Weakly similar to S26689 hypotheti 
S100 calcium-binding protein A8 (caigran 
metallothionein 1G 



ESTs. Moderately similar to G786JWMAN P 
man nose receptor, C type 1 
Homo sapiens mRNA; cDNA DKF2p434J2235 (f 
transmembrane, prostate androgen induced 
Target Exon 

gb:nh26e06.s1 NCLCGAP_Pr3 Homo sapiens 
Homo sapiens cDNA FU11041 fis, clone PL 
FAT tumor suppressor (Drosophila) homolo 
matrix metalloproteinase 7 (matrilysin, 
ESTs 
ESTs 

gb:x!45h08.x1 NCI_CGAP_Pan1 Homo sapiens 
hypothetical protein FU13102 
uroplakin 1B 

gb:yv68g06.s1 Soares fetal fiver spleen 
Homo sapiens cDNA RJ20767 fis. clone CO 
a disintegrin-like and metalloprotease { 
gb:MR2-TT0014-241 199-012-106 TT0014 Homo 
Homo sapiens clone 23928 mRNA sequence 
NM_002463*:Homo sapiens myxovirus (influ 
ESTs 

cydinLania-6a 

gb:RC1-CT0249-120100-022-b04 CT0249 Homo 

ESTs 

ESTs 

collagen, type V, alpha 2 
stromal antigen 2 
ESTs 

dynein, cytoplasmic, intermediate polype 
gb:PMCWfr0339-241 199-O02-C03 HT0339 Homo 
(700198r:gil565157|gb|AAB31881.1|T-cel 
gb:ze39h01.r1 Soares retina N2b4HR Homo 
myeloid cell nuclear (fifferentjation ant 
ESTs 

glial cells missing (Drosophila) homolog 

K1AA0537 gene product 

Rhesus blood group-associated gly cop rote 

H factor 1 (complement) 

Homo sapiens cDNA FU11177 fis, clone PL 

ESTs 

epithelial membrane protein 1 
ENSP00000202587*:Bicarbonale transporter 
hypothefica! protein FU21032 
KIAA1150 protein 

myosin phosphatase, target subunit 2 
ESTs 

C1003823*:gl|4826521iemblCAB42853.1| (AL 
gb:QV4-TT0008-251099-016-e11 TT0008 Homo 
ESTs 

Target Exon 

gb:Human nonspecific crossreacOng anCg 
ESTs 
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Hs.10587 
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405213 
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NMJHJ00B8 Hs.1 72928 collagen, type I. alpha 1 

RAP1A, member of RAS oncogene family 
K1AA0353 protein 

ESTs, Highly similar to JC5818 gamma-act 
Homo sapiens, done IMAGE:4183312, mRNA, 
protease, serine, 11 (IGF binding) 
NM_004Q55*:Homo sapiens calpain 5 (CAPN5 
ADAMTS2 (a disintegrin-tlke and metallo 
receptor tyrosine kinase-iike orphan rec 
Target Exon 

Down syndrome critical region gene 1 
gb:Human nonspecific oossreacting antig 
Hs.324473 mitogen-activated protein kinase 1 
AA742697 Hs.62492 NM_052863:Homo sapiens secretogtobin, fa 
NM_006069 Hs.251 385 murine retrovirus integration site 1 horn 
Target Exon 



401025 

452862 AW378065 Hs.8687 
425308 M97639 



Hs.1 55585 
Hs.184222 
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1.43 
1.43 
. 1.43 
1.43 
1.43 
1.43 
1.42 
1.42 
1.42 
1.42 
.1.42 
1.41 
1.41 
1.41 
1.41 
1.41 
1.41 
1.41 
1.41 
1.40 
1.40 
1.40 
1.40 
1.40 
1.39 
1.39 
1.39 
1.39 
1.39 
1.39 
1.38 
1.38 
1.38 
1.38 
1.37 
1.37 
1.37 
1.37 
1.37 
1.36 
1.36 
1.36 
1.36 
1.36 
1.35 
1.35 
1.35 
1.35 
1.35 
1.34 
1.34 
1.34 
1.34 
1.34 
1.34 
1.34 
1.33 
1.33 



2.46 

2.02 

1.43 

1.46 

1.15 

Z36 

2.29 

1.50 

1.17 

2.20 

1.18 

2.00 

1.27 

1.36 

2.08 

1.28 

2.19 

Z30 

Z03 

1.48 

1.51 

1.24 

1.14 

2.08 

2.29 

2.12 

2.00 

1.33 

1.10 

1.55 

1.38 

2.16 

2.22 

2.01 

1.76 

1.33 

2.06 

1.46 

2.20 

2.20 

Z02 

1.33 

1.24 

1.99 

Z64 

1.26 

2.72 

1.05 

1.26 

1.18 

1.26 

1.22 

1.35 

1.44 

Z08 

2.07 

1.24 

Z15 

1.38 

Z22 

Z38 

Z74 

1.34 

1.56 

Z02 

Z10 

Z78 

1.41 

Z20 

0.94 

1.22 

1.40 

1.24 

1.30 

2.12 

1.02 

1.21 

1.40 

1.22 

Z05 

1.12 

1.21 

Z03 
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40000/ 


Airvtoim 

A1U4A1U 1 


Uc OO A 1 n7 
ns.£S4 1U1 


ESTs 


1.44 


2.04 


409959 


BE349470 




mucin 6, gastric 


1.'23 


2.22 


439897 


NM_016310 


Hs.6763 


K1AA0942 protein 


1.23 


244 


421982 


AF206019 


Hs.1 10347 


REV1 (ypastrwmotog}- fike 


1.23 


2.14 


407207 


T03651 


Hs336780 


tubulin, beta polypeptide 


1^3 


1.32 


416956 


AA810664 


Ks.101660 


hypothetical protein MGC5391 


1.23 


Z39 


413624 


BE177019 


Hs.75445 


SPARC-fike 1 (mast9, hevin) 


1.23 


1.06 


442941 


AU076728 


Hs.8867 


cysteine-rich, angiogenic inducer, 61 


1.23 


1.51 


452304 


AA025386 


Hs.61311 


ESTs, Weakly similar to S10590 cysteine 


1.23 


1.01 


414359 


M62194 


Rs.75929 


cadherin 1 1, type 2, OB-cadherin (osteob 


1.22 


1.41 


452934 


AA581322 


Hs.4213 


hypothetical protein MGC16207 


1.22 


1.17 


421341 


AJ243212 




deleted in malignant brain tumors 1 


1.22 


1.09 


406650 


Al 624300 


Hs.17292B 


collagen, type 1, alpha 1 


1.22 


1.52 


452167 


N75238 


Hs.13075 


Homo sapiens cDNA: FU23013 fis, clone L 


1.22 


255 


423189 


M59371 


Hs.171596 


EphA2 


1.22 


1.15 
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401899 Target Exon 

403579 Target Exon 

415954 AA171850 Hs.42251 ESTs 

429171 AI743173 Hs.169095 ESTs, Weakly similar to ARL2 HUMAN ADP-R 

444071 AI627808 Hs.1 10524 ESTs 

424344 AFQ36973 Hs.145477 HCGIV-6 protein 

434051 AF1 1 6622 gb:Homo sapiens done FLB4217 mRNA seque 

422311 AF073515 Hs.114948 cytokine receptor-like factor 1 

404600 Target Exon 

429751 M55210 Hs.214982 laminin, gamma 1 (formerly LAMB2) 

430392 NMJM0627 Hs.241257 latent transforming growth factor beta b 

422687 AW068823 Hs.1 19206 insulin-like growth factor binding prole 

424855 AW204725 Hs.25560 ESTs 

418890 AA232134 Hs.190028 ESTs 

413232 BE073258 Hs.133988 hypothetical protein FKSG28 

414154 AW205314 Hs.32306Q ESTs 

416784 AA334592 Hs,79914 lumican 

410933 C15974 gb:C15974 Oontech human aorta polyA mRN 

415388 AF018081 Hs.78409 collagen, type XVtll, alpha 1 

406731 AI559131 gb:tq31g07.x1 NCLCGAP_U11 Homo sapiens 

447563 BE536115 Hs.160983 EST 

405531 Target Exon 

400363 NM_001403 eukaryotic translation elongation factor 

42661 1 BE178050 Hs.171271 catenin (cadherin-assodated protein), b 

427676 AA394062 Hs.300772 tropomyosin 2 (beta) 

413929 BE5016B9 Hs75617 collagen, type IV, alpha 2 

413856 D13639 Hs.75586 cycTmD2 

427111 AA351026 Hs.173594 serine (or cysteine) proteinase inhibito 

422287 F16365 Hs.1 14346 cytochrome c oxidase subunit VI la polype 

412758 Y07818 Hs74566 dihydropyrimidinase-like 3(UUP) 

446868 AV660737 ■ ESTs 

417613 AV654351 Hs.82306 deslrin (actin depolymerizing factor) 

405542 Target Exon 

419908 AW971327 Hs.293315 ESTs 

434095 AA011117 Hs.3745 milk fat globule-EGF factor 8 protein 

407230 AA157857 Hs.182265 kera5n19 

448413 AI745379 Hs.42911 ESTs 

426653 AA530892 Hs.171695 dual spedftcity phosphatase 1 

424572 M19650 Hs.179600 2\3*-cyclic nucleotide 3' phosphodieste 

440109 AK001138 Hs.333149 hypothetical protefn FU10276 

405131 C10025O9:gi|99380lO|refINP_064684.1| odo 

422354 U20982 Hs.1516 insufin-like growth factor-binding prote 

442124 R66412 Hs.129013 Homo sapiens cDNA RJ14309 fis, done PL 

400080 Eos Control 

431924 AK000850 Hs.272203 Homo sapiens cDNA FU20843 fis, done AD 

412802 U41518 Hs74602 aquaporin 1 (channel-forming integral pr 

429207 AA447941 Hs.123423 ESTs 

415149 X12451 Hs.78056. cathepslnL 

400231 Eos Control 

416653 AA76B553 Hs.193145 metaltothionein 1E (functional) 

422813 AV656571 Hs.1 21068 transmembrane 4 superfamfly member 6 

439318 AW837046 Hs,6527 G protein-coupled receptor 56 

422424 AI186431 Hs.296638 prostate differentiation factor 

432745 AIB21926 gb:n(78f05jc5 NCLCGAPJ>r3 Homo sapiens 

41 2477 AA1 50864 microsomal glutathione S-transferase 1 

430361 AKJ33965 Hs.239926 steroMM-melhyl oxidase-Eke 

424512 X53002 Hs.1 49846 integral, beta 5 

449924 W30681 Hs.1 46233 Homo sapiens cDNA" FU22130 fis, done H 

414682 AL021154 Hs.76884 inhibilorof Dr^ binding 3, dwrunantneg 

456076 BE243877 ATPase, Na? transporting, beta 3 pofypep 

403026 Target Exon 

422545 X02761 Hs.287820 fibronecfin 1 

412719 AW016610 Hs.816 ESTs 

421848 X15880 Hs.108885 collagen, type VI, alpha 1 

422087 X58968 Ks.1 11301 matrix metalloproternase 2 (getatinase A 

413936 AF113676 Hs.297681 serine (or cysteine) proteinase inhibito 

449845 AW971183 Hs.6019 DnaJ (Hsp40) homolog, subfamily C, membe 

430202 T85775 gb:yrJ60g02M Soares fetal Ever spleen 

418806 AA485970 Hs.191718 ESTs 

424017 AA333789 gb£ST37925 Embryo, 9 week Homo sapiens 

422003 AA361760 Hs.296326 ESTs 

437272 AW975957 gb:EST388066 MAGE resequences, MAGN Homo 

438367 N79688 Hs.204354 ras homolog gene family, member B 

453152 AK001933 Hs.31945 hypotheb'cal protein FU1 1071 

406849 AA454809 Hs.172928 collagen, type I. alpha 1 

422110 A1376736 Hs.111779 secreted protein, addic, cysteine-rich 

425335 BE394327 Hs.296267 foffistaMkel 

434795 BE620794 Hs.4147 translocating ctain-assoria&ng rnembrane 

417426 NM_002291 Hs.82124 laminin, beta 1 

452924 AW580939 Hs.97199 complement component C1q receptor 

416379 N38857 Hs.34145 ESTs 

421464 AA291553 Hs.190086 ESTs 

442420 AI024834 Hs.131729 ESTs 
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405369 






421730 


AW449808 


Hs.334534 


405932 






453542 


AW836724 




437585 


AW976857 




412524 


AA417813 


Hs.44208 


449931 


AW875786 


Hs.25734 


407085 


270759 




447191 


NM 014521 


Hs.17667 


406713 


U02629 


Hs.77385 


432675 


A1791855 


Hs.105884 


432731 


R31178 


Hs.287820 


430763 


AA485468 




438855 


AW946276 


Hs.6441 


405156 






409031 


AA376836 




422608 


AW160644 


Hs.1 18695 


440704 


M69241 


Hs.162 


410577 


X91911 


Hs.64639 


414191 


AW25QQ89 


Hs.75807 


452219 


AA024860 


Hs.61224 


430108 


AA465294 




402174 






416952 


AI767736 


Hs.290070 


410199 


AW377424 


Hs.205126 


442670 


BE410050 


Hs.11859 


442310 


AF033199 


Hs.8198 


405536 






424736 


AF230877 


Hs.152701 


423017 


AW178761 


Hs.227948 


425371 


049441 


Hs.155981 


429925 


NM 000786 


Hs,226213 


406711 


N25514 


Hs.77385 


409407 


AW967370 


Hs.342655 


4D6109 






418597 


AKD01678 


Hs.86337 


403162 






411020 


NM_006770 


Hs.67726 


407225 


J04617 




416955 


AW889150 


Hs.80595 


4S19B9 


AF169797 


Hs.27413 


410276 


AI554545 




446921 


AB012113 


Hs.16530 


406712 


M31212 


Hs.77385 


406773 


AA812424 


Hs.76067 


452082 


N51905 


Hs.125133 


419150 


T29618 


Hs.89640 


417204 


N81037 


Hs.1074 


408339 


R97502 


Hs.30443 


400247 






430030 


BE300094 


Hs^27751 


442275 


AW449467 


Hs.54795 


406786 


AW161678 


Hs.111334 


439403 


BE265745 




428043 


T92248 


Hs.2240 


406722 


H27498 


Hs,293441 


432242 


AW022715 


Hs.162160 


450724 


R55428 




424125 


M31669 


Hs.1735 


432077 


AL134685 




427687 


AW003867 


Hs.1570 


435256 


AF193766 


Hs.13872 


420026 


A1831190 


Hs.166676 


455128 


AW861555 


Hs.314372 


410685 


AA497117 


Hs.58893 


401404 






449625 


NWL014253 




443458 


R05385 


Hs.143509 


452744 


A1267652 


Hs.246107 


418355 


L42563 


Hs.1165 


447947 


N33033 


Hs.270215 


419236 


AA330447 


Hs.135159 


455047 


AW852530 




440400 


AAS94364 


Hs.125594 


444963 


AI916973 


Hs.213603 


410934 


AW811114 




442849 


R10099 


Hs.269805 


420407 


AA814732 


Hs.145010 


454600 


AWB10001 




418454 


AA315308 


Hs.195870 


459045 


N69101 


Hs.40730 


455500 


AW963582 




411745 


AW367826 





NM_005569*:Homo sapiens UM domain kinas 


1.12 


1.99 


glucosamine (N-acetytH>-suifalase (Sanf 


1.12 


2.08 


C150003Q5:gij3806122|gbIAAC69198.1| (AFO 


1.11 


2.01 


Homo sapiens mRNA expressed only in plac 


1.11 


2.00 


ESTs 


1.11 


2.01 


hypothetical protein FU23153 


1.11 


1.05 


ESTs, Weakly similar to B1NG1 [Ksapiens 


1.11 


1.03 


gb:Rsapiens mitochondrial 16S rRNA gene 


1.10 


1.12 


SH3-domain binding protein 4 


1.10 


1.04 


myosin, light polypeptide 6. alkali, smo 


1.10 


1.07 


ESTs 


1.10 


Z30 


fibronecBn 1 


1.09 


£12 


DNA fragmentation factor, 45 kD, alpha p 


1.09 


Z10 


Homo sapiens mRNA; cONA OKF2p586J021 (fr 


1.09 


104 


NM _Q03213*:Homo sapiens TEA domain famil 


1.09 


2.19 


ESTs 


1.09 


Z22 


potassium voltage-gated channel, subfami 


1.09 


Z26 


insiitin-tike growth factor binding prate 


1.09 


1.28 


glioma pathogenesis-retated protein 


108 


Z64 


PDZand UM domain 1 (elfin) 


1.07 


1.02 


ESTs 


1.07 


2.08 


ESTs 


1.07 


Z11 


Target Exon 


1.07 


Z11 


getsdin (amyloidosis, Finnish type) 


1.07 


1.00 


Homo sapiens cDNA* FU22667 fe, clone H 


1.07 


1.13 


hypothetical protein RJ 13188 


1.07 


Z21 


zinc finger protein 204 


1.06 


2.04 


NM_005805:Homo sapiens 26S proteasome-as 


1.06 


2.20 


microtubui&4nteracling protein that ass 


1.06 


106 


serine (or cysteine) proteinase inhibito 


1.06 


1.06 


mesothelin 


1.06 


127 


cytochrome P450, 51 (lanosterol 14-alpha 


1.06 


Z37 


myosin, light polypeptide 6, alkali, smo 


1,06 


1.05 


Homo sapiens cDNA FU 13289 fis, clone OV 


1.05 


2.00 


Target Exon 


1.05 


2.04 


similar to DNA-directed RNA polymerase 1 


1.05 


Z67 


C2000231':gij9802031[gb|AAF99597.1|AF239 


1.05 


2.07 


macrophage receptor with collagenous str 


1.05 


1.07 


eukaryotic translation elongation factor 


1.05 


1.02 


NM_004552*:Homo sapiens NADHdehydrogena 


1.05 


110 


adaptor protein containing pH domain, PT 


1.04 


Z12 


angtopoietin-2 


1.04 


1.04 


small inducible cytokine subfamily A (Cy 


1.04 


1.04 


myosin, Dght polypeptide 6, afkaQ. smo 


1.03 


1.05 


heat shock 27kD protein 1 


1.03 


110 


hypothetical protein FU22501 


1.03 


Z01 


TEK tyrosine kinase, endothelial (venous 


1.03 


Z24 


surfactant, pulmonary-associated protein 


1.02 


1.00 


sentrin/SUMO-specifJC protease 


1.02 


Z19 


Eos Control 


1.02 


Z04 


lectin, galactoside-binding. soluble, 1 


1.01 


1.01 


ESTs 


1.01 


1.04 


ferritin. Rgfit polypeptide 


1.01 


1.06 


ESTs, Weakly similar to ALUC.HUMAN HH 


1.01 


Z11 


uteroglobin 


1.00 


1.06 


Homo sapiens SNC73 protein (SNC73) mRNA, 


1.00 


102 


ESTs, Weakfy sim0ar to AIU4.HUMAN ALU S 


1.00 


Z16 


gb7]79b05.r1 Soares breast 2NbHBst Homo 


1.00 


0.99 


inhibin, beta B (acth/in AB beta porypep 


1.00 


108 


gb:DKFZp547M126_r1 547 (synonym: hfbrl) 


1.00 


Z05 


histamine receptor H1 


1.00 


100 


cylokine-like protein C17 


1.00 


100 


ESTs 


1.00 


100 


EST 


1.00 


100 


ESTs. Moderately simitar to ALU INHUMAN A 


1.00 


100 


Target Exon 


1.00 


100 


odz (odd Ozflen-m, DrosophQa) homolog 1 


1.00 


1.00 


hypothetical protefn FU21924 


1.00 


1.00 


Homo sapiens mRNA; cDNA DKFZp434E082 (fr 


1.00 


1.00 


ATPase, H? transporting, nongastrfc, alp 


1.00 


100 


ESTs 


1.00 


1.00 


Homo sapiens cDNA FU11481 fis, done HE 


1.00 


100 


gb:PM1-CT0243471099-001-g06 CT0243 Homo 


1.00 


100 


ESTs, Weakly similar to T25472 hypothec 


1.00 


100 


ESTs 


1.00 


100 


gb:MR2-ST0131.111199-016-a04ST0131 Homo 


1.00 


100 


ESTs 


1.00 


100 


Epopotysaccaride-specific response 5-8 


1.00 


100 


gb:MR4^STO124-2703O(M)O5-b11 ST0124 Homo 


1.00 


1.00 


hypothetical protein FU14991 


1.00 


100 


ESTs 


1.00 


100 


gb:EST375655 MAGE resequences. MAGH Homo 


1.00 


1.00 


gb:MRO-SN0039.30030XMW1-c02 SN0039 Homo 


1.00 


100 
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429932 


Al 09 5005 


Hs.21586 


ESTs 


432365 


AK001105 


Hs.274419 


hypotheUcaJ protein FU 10244 


415817 


U8B967 


Hs.78867 


protein tyrosine phosphatase, receptor-t 


431374 


BE258532 


Hs.251871 


CTP synthase 


443162 


T49951 


Hs.9029 


DKFZP434G032 protein 


432128 


AA1 27221 


Hs\296502 


ESTs 


451838 


AW005856 


Hs.193969 


ESTs 


438414 


AAB06794 


Hs.131511 


ESTs 


435872 




Hs. 192759 


ESTs 


425211 


M 18667 


Hs.1867 


progastrtesin (pepsinogen Q 


424001 


W67883 


Hs.137476 


paternally expressed 10 


418869 


AW J 1 TOO 9 




oh'snOldOR *1 Snares NHCeC cervical tumo 


458659 


AW74QRQ5 


Hs 332520 


Homo sapiens mRNA; cOHA DKFZp434A1 014 (f 


**l Of 90 


AA332941 


Hs 85276 


finaco A K/cocnmal arid cholesterol es 




MM flflfiQ7Q 


no.// oi £i 


HI A rlasc 11 rontnn **xnrp<<:pd npfiP KF4 
i iLrt Udoo II icy lull ca^jigoocu ycnc ixtt 


432093 


H2B383 




ab*vt52crj3 ri Soares breast 3NbHBst Homo 








nrnlpln turrvdno nhrKnhaiasp rPtpnlor 1 


403167 






Tarrml Fvnn 


402209 






Tompt Fx on 


453500 


AI478427 


Hs 4^195 


p^nnhanpal rancpr rplatpd opne 4 orotein 


AOAnon 


X99699 


no. 


XIAP assnriafpd fadnr-1 


Hoca ID 


n oca i o 


ns.ii io /□ 


ESTs 


451779 


MVV9U0D ID 


Hs 

r».ci>o*<jH 


FSTi Wpaklv similar to T31 613 hvootheti 




AA609784 




major histocompalibility complex, class 


427698 




Hs 335499 


ESTs 


AAf\n()R 
*WUUUO 


MT\UUU3 1 / 


Hs.6844 


NALP3 nrnfpirr PYRIN-Cnntaininn APAF1-li 


427383 


mm nns4H 


Hs 177582 


surfactant, pulmonary-associated protein 


426024 


Z43405 


Hs.75568 


Homo sapiens, Similar to RIKEN cONA 1700 








NM_024085*:Homo sapiens hypothetical pro 




AVV33Z0O/ 




ritrata svnlhasft 

i#iugiu ojiiuiooo 


404975 






uncharaclerized hypothalamus protein HTO 


•HJDOf «> 


M14QQR 


no. i jut>jj 


mainr hklnmmoatihilifv comolex. class 


431323 


AW970623 




gb:EST382705 MAGE resequences, MAGK Homo 


404926 






Target Exon 


432297 


AW663632 


Hs.285625 


Homo sapiens mRNA; cONA DKFZp434A1 19 (fr 


437601 


AA761546 


HS.248B44 


ESTs, Weakty similar to ALU1J-IUMAN ALU S 


421566 


NMJW0399 


Hs.1395 


early growth response 2 (Krox-20 (Drosop 


406646 


M33S00 


Hs.308026 


major histocompatibility complex, class 


442195 


NM001430 




endothelial PAS domain protein 1 


415457 


AWG81710 


Hs.7369 


ESTs, Weakly similar to ALU1_HUMAN ALU S 


413916 


N49813 


Hs.75615 


apolipoprotein CA\ 


453716 


AA037675 


Hs.152675 


ESTs 


437802 


AJ475995 


Hs.122910 


ESTs 


422282 


AF019225 


Hs.114309 


apolipoprotein L 


410361 


BE391804 


Hs.62651 


guanylate binding protein 1, interferon- 


424917 


AI636208 


Hs.96901 


hypothetical protein FU23049 
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Z33 
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2.11 


0.91 


2.15 


0.91 


2.14 


0.89 


1.04 


0.89 


0.90 


0.88 


2.42 


0.87 


1.14 


0.B7 


2.04 


0.87 


2.10 


0.86 


2.28 


0.86 


2.50 


0.86 


1.94 


0.80 


2.08 


0.79 


2.01 


0.77 


0.86 


0.77 


Z10 


0.76 


166 


0.76 


1.09 


0.76 


2.00 


0.76 


0.78 


0.73 


2.06 


0.73 


2.10 


0.70 


2.08 


0.68 


2.95 


0.54 


Z11 


0.53 


0.53 



TABLE 34B: 

Pkey. Unique Eos prabeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



Pkey CAT Number Accession 

442006 1239046J AW975183AA973583 AI3651 03 Al 699495 AI301767 

420195 28714 1 AK002039 AL117524 AV714494 AW954901 AL045243 BF9551 85 AU1 37860 AW88061 5 AW880496 AA256290 BE767078 N44348 AI886676 
AA455877 N66571 AA999864 AU1 57344 A1817146 R54821 BE223107 AA455880 AI355752 BF5B9210 N63487 AI924033 AI923020 AI306145 
A1919421 A15B4169 AI250173 AW40227 AA669696AW244040AI358104 A1570333 AI418315 N94787 R72348 N94780 BF944396 BF754698 
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AI689301 AI969467 AAB61685 AA251595 AA625761 AA872090 AI826790 AA328366 BE827416 R75951 056918 R68122 BE827384 AL118797 
Al 184164 AA16441 1 BI495332 BE85B1 13 AI863860 H00660 T69849 AW780389 C14667 BE934995 B1018652 R92801 AA164410 H00752 
AW373305 AW373299 AW373302 
AA928810 AW968393 AA465294 AA81 1 301 

AA083514 AI554545 AW1 69852 A1363822 A1633826 AI656026 AI765624 AA1 47545 AA147552 

BC022339 BC009610 BC010537 X79805 NM-006713 U1 2979 BM467814 BM450743 AU132951 AU137129 BG493425 AV758819 BG708412 
8G705885 BG702217 AV716638 BG777009 B1545689 BI552153 BM476712 BG770858 BG527656 BG528277 BG39138B AV716861 BI602926 

495 



WO 03/042661 



PCT/US02/36810 



439403 
450724 



432077 
449625 

455047 
410934 
454600 



455500 
411745 
418869 
432093 
452239 



406851 
430353 



4937.10 
40151J 



452948.1 
249224.1 

1092329.1 
1064652.1 
1063489.1 



1228737.1 

43036.8 

12789.14 

1237011.1 

10116.4 



0.0 

10288J 



431323 
442195 



1235269.1 
15007.1 



BG290073 BI667399 BM451469 BI667173 BI602139 BG532171 BI659216 B1544727 BG721852 AV716503 AW01327 BI492000 
A1308856 B1544904 AL599813 AV715829 AV716505 AV714587 AV717902 BF668072 AV716385 BI461927 BM0TO954 AWOT MWB76 
AV647719 BG501392 BG42B433 BE895629 BM3131 17 AW021050 BG435032 BM152910 AA313503 AAB72377 BG574714 q AV712054 AW32696 
AA252476 AV712759 AL599643 BE790872 BG654930 W73337 AW675377 AV760376 AV7251 39 AV716379 AA887165 BE830003 AW023795 
AL599291 A1902948 BG944042 F00781 AA352483 BG217897 N33B88 AW581924 BG654730 D31410 AA353088 D31288 AA295029 H95170 
BE935104 AU139980 BG772963 BG776470 BG532512 BG105449 BI545421 AV715456 AW386083 BG699714 AL535832 AL514940 BG190861 
BG210593 AW999254 H95138 AA353863 BE764809 N50375 BE091363 BG701255 BI860846 B18324H '^)^^lSc^^» 
BG900321 BI909737 BG702363 BG614141 BG61 1137 BG700121 BF031492 N85802 AV715940 N51590 BG993478 BE172016 AW893622 
AK056692 AF086220 AI375066 AA284293 W32566 AW797961 AA960897 AA504145 

wS^^AW6^2mSaA429538AVV063311 AW440655AW231970 AA428584 AA995028 AW854593 AA984131 AA552874 

AW063245 AA578441 AI820704 AI732283 R5542B BF999154 BF880485 

AL134685 AW972760 AA525319 AA526644 AA525342 AA526632 AA525296 AV739423 AW972755 

BG98691 7 T61382 R49391 R45432 A1203107 R35004 F07491 R25094 R35360 
AW852530 AW852526 AW852527 AL597969 

AW81 1 1 14 AW81 1095 AW81 1094 AW81 1124 AW811157 AW81 1054 AW81 1087 

B^^^B^A^B?^^M^!^2^i?ASf^ BF374653 BF374579 AW810168 AW810170 BF37461 1 BF37 4676 BF374667 AW810353 

BF374682 AW81 01 MBF374 688^374565 BF374757 BF374637 BF374743 BF374719 AW809664 BF374643 BF374680 BF374714 BF374708 

BF374716 AW610432 BF374691 BF358066 AW810OO6 AW810345 AW809960 

AW963582 BE064192 BE064169 BE 1 52580 AW963587 

AV704306 BF368780 AW867826 AW859896 

AA229762AA230035 

S>53 MmZ\S ATO3375 BG190225 BG939153 BF057308 M600736 AI751258 AI090486 BE939504 AW631492 AI768270 AI862133 
I?4176 5 1ot^^ 

AA258414 ^5155 A1218226 AI039656 AI350380 AI084698 A1754989 A1673545 AI432010 A1751035 AA375571 AA446297 BG216743 

1010106 AL560552 AU133296 AU133086 BE266567 BE268523 B1544879 BE398161 BG4730B8 BI54444S BE258021 BE296339 BE255040 

BG723903 BE397282 BI196341 BG702880 AI878949 AL600437 AA416759 BE259917 AI031582 BF512142 AI088248 BE560328 AI802623 
AI288613 A1597585 AW768553 AI816352 BF732831 BI225687 AA833586 AA722593 AA807750 AW068064 AA405187 AI923236 N51593 AL527710 

aSiaSoAW^979AWM 
a393AW^^ 

AW752680 AW752679 AW^^4AW752651 AW52638AW752637AW752636AW752628AW752626 AW752624 AW52619AW752596 

AW84871 8 AW84851 5 AW848507 AW848444 AW848440 AW848232 AW848222 AW752657 AW376786 AW3767B1 AW37661 5 AW37661 4 
K7525B AA5M520 ^^7489^047799^014753 AL514460 AL581982 BG743146 W24171 H20102 H11227 AW752607 AW006596 AW130378 

BE906674 BCT49937 fiSfi K019810 AA313713 AA992542 AA332541 AA682985 AA356125 BE140478 BG750945 BI457548 BG025661 
1fSSi9bS 

BMraiTI W04691 AU099360 BG471590 BM011999 BE262945 BE559801 BF756438 BEB81957 BE3M546 BG911831 BG150811 BG112017 
AA157518T92368AW752620 

S^^^ C18601 U51626 AU100517 ^^J^^^^^^J^^ 
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TABLE 34C: 



human chromosome 22* Dunham, el al. (1999) Nature 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposiBon: Indicates nucleotide positions of predicted e 



Pkey 


Ref 


Strand 


NLposilion 


405443 


7408143 


Plus 


90716-90887,101420-101577 


401645 


7657839 


Minus 


34986-35133 


401673 


76B9903 


Minus 


122587-122705,1 22765-123047 


405120 


8099940 


Plus 


140176-140340 


401785 


7249190 


Minus 


165776-165996,166189-166314,166408-16656 


402333 


8844110 


Minus 


165693-165856 


404942 


7382153 


Plus 


92095-92252 


403362 


8571772 


Plus 


64099-64260 


402641 


9958129 


Minus 


122596-125136 


405600 


5923640 


Plus 


26662-27225 


405061 


7656744 


Minus 


132492-132932 


402327 


7656595 


Minus 


108675-108770,109801-109910 


404342 


9838093 


Plus 


115854-116033 


404429 


7407979 


Plus 


31352-31498 


403344 


8569726 


Plus 


70823-70990 


401593 


7230957 


Plus 


10368-10572,11293-12356 


406461 


9756020 


Minus 


158842-159136 


400609 


9887671 


Minus 


92037-92247 


402674 


8077108 


Minus 


39290-39502 


401677 


9965537 


Minus 


62856-63086,63603^3884 


405579 


6456174 


Plus 


100996-101542 


405797 


1934909 


Minus 


5599-5681.5821-6104 
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405159 


9966252 




7QR5Q. 7QR04 


403520 


7684483 




97621 -QROftd 


402538 


9801137 




jUJ 1 *r3UOJj 


404151 


7534014 




S903R-6<n<}q 


400496 


9743564 


Plus 


H J 3 1 3-H 1 D33 


403010 


3132346 


Plus 




406387 




Plus 


11fi99<L11R971 117513 117R51 
1 IDMiT 1 IDO/ 1, 1 I/O IZ-I 1 / DO 1 


402885 


9926751 


Plus 


71919-7204Q 

' 1? 1 tin 7 


404501 


7229859 


Minus 


37270-37526 


402487 


9797538 


Plus 


75677-75843 


404455 


7677926 


Minus 


9RQ.97 97R1 1 

Zu3Z»-Zf O 1 1 


401067 


57RA79A 


Minus 


i o oooo- i oj ouy 


402324 


/OOUOO 1 


rlUS 


ZDUOZ-ZOOUO - 


WZUI 0 


74A7QQ7 

mvi yy/ 


Plus 


174/^^.17^14 17U40-17Cf;RR 
1 1 t D*l IF- I f HvoH, 1 / 0*1 *iy- 1/ 0300 


401116 


9966559 


Plus 


199170-194447 
1 ZOO f U" I Z***J 1/ 


4UZ3yO 


OQQCCil'J 


Minus 


1717«L17979 
if 1/0-1/ Of J 


4ncKcn 

4U033U 


1 ZZIAQA 
103Z*ty4 


Plus 


01790.0911 Q 

y i /zu-yz i id 


Vin9Q17 


rlUODUZ 


Minus 


m9JL1177 91/9-10CC 
1U04- 1 1 / / , J 140-OZOO 


wzouq 


Q7Q7R71 


Rus 


199Pfi_19R14 
iZODD-lZOI«» 


4n<uoi 


D0U1D40 


rlUS 


OIOO/-OZIWO 


IUuO ID 




rlUS 


179R44_1797fi«: 173fYfl CL1739ftfl 
1 f ZtyH-l / Z/ DO, 1 / JuOD- 1 f JZUU 


'HKW/D 


Q7Q7RR/1 


Dine 

nus 


i*)Cyii7 loccc^ innnc^ noiRn 

IZ04 1 MZOOOO.lZoUOZ-UOloU 


4U1UZO 


01 l/Dlo 


Minus 


17Q9R7 17Q/QQ 1R1/VM 1fH1 CC 1B1QJM IQOfiQ 

1 / 9/07 -1 / Woo, 1 01 0 1 1 Ob, 1 o 1 o44-l OZU J 


4UZ0U0 




Minus 


yzuou-yoooo 


flUOZ 1 J 


OOiJZO'lO 


Minus 


OUZD/-DI 1 01 


1UU/ H\J 


799Q9R7 
i cestui 


Minus 


/yszu-ouo iu.duo/o-du/io 


WZOZO 


filfiR^n 
0 IOOO0U 


Minus 


7RC79 7RRn7 
iOO/Z-i OOUf 


woy/o 


0Z4f /03 


rlLTS 


1 niR CO- 1 rvt 9 
i u jo oy- 1 umzom 


405818 


W/ IU0D 




9QnC*J_9Q1QR 

zyuoo-z? iyo 


402621 




Plus 


IOUOUO- I O 1 V/^XJ • 


401311 


Q919*;ifi 

yZIZO ID 


Minus 


1Rni94_1Rn7«^ 


401899 




Minus 


IOODZU-IOOOIO 


403579 


8101 179 


Minus 


^R1R7 IR^fiC 
OD IDf-OOODO 




ft7n«ii n7 


Plus 


WKVkAAW.&AA 1 1 RR^Q_1 1 R7Q9 

1 10004-1 lO'KHf, i ioo*»y-i i of yz 


WOOO I 


yOOO 


Pine - 

nus 


ooouz-ooouo 


405542 






71 111 791m 
/ too I-/Z too 


WO I 01 


DO ICKJO 1 


Minus 


i jo/ 04-10/ oy* 


403026 


7670575 


Plus 


56521 -56840 


405369 


2078469 


Minus 


34183-34357,35686-35751 


405932 


7767812 


Minus 


123525-123713 


405156 


9966228 


Plus 


146733-146860,147899-147961,153127-15325 


402174 


8575912 


Plus 


253499-253674 


405536 


9795651 


Plus 


164091-164162,164397-164516,166720-16679 


406109 


9127147 


Minus 


58328-58485 


403162 


9838085 


Phis 


82652-83613 


401404 


7710968 


Plus 


136474-136646 


403167 


9838127 


Plus 


162599-162935 


402209 


8576119 


Minus 


53315-53472 


400986 


8085497 


Minus 


63140-63319 


404975 


3419864 


Minus 


86096-86505 


404926 


7341919 


Minus 


150411-151484 



TABLE 35A: About 323 genes upregulaled in hypersensitivity pneumonitis relative to idiopathic pulmonary fibrosis or non-specific intersGBat pneumonitis 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exempfar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene COe 

R1 : 90th percenfile of HP Als divided by 90th percentile of IPF Als, where 1 5th percentile of normal tissue Als was subtracted from both the numerator and denominator. 

The minimum value for the numerator and denominator was set to 50. 
R2: 90th percentile of HP Als divided by the median of IPF Als, where the minimum value for the numerator and denominator was set to 50. 



Pkey 


ExAccn 


UnigenelD 


Unigene Title 


R1 


R2 


402550 






Target Exon 


4.03 


4.70 


421563 


NM 006433 


Hs.105806 


granutysin 


3.37 


Z70 


424326 


NMJM4479 


Hs.145296 


ADAM-like disintegrln protease, decysm 


3.31 


2.42 


417967 


BE244373 


Hs.1119 


nuclear receptor subfamily 4, group A, m 


3.09 


1.51 


411089 


AA456454 




cell division cycle 2-Cke 1 (PTTSLRE pr 


2.99 


1.28 


416350 


AF1B8625 


Hs.189507 


phospholipase A2, group IID 


2.71 


1.43 


406654 


M90666 


Hs73885 


HLA-G histocompatibility antigen, class 


2.70 


1.53 


459705 


BE082764 


Hs.270252 


ESTs, Weatdy similar to androgen recepto 


Z70 


1.14 


412610 


X90908 


Hs74126 


fatty add binding protein 6, ileal (gas 


Z69 


2.99 


452194 


A1694413 




olfactory receptor, family 2, subfamily 


2.63 


Z67 


447709 


U97145 


Hs.19317 


GONF family receptor alpha 2 


Z63 


1.52 


410910 


AW810204 




gb:MR4-ST0125-021 1 99-017-d08 ST0125 Homo 


2.59 


1.00 


454671 


AW812929 


Hs.336908 


ESTs 


Z50 


Z34 


441859 


AW194364 


Hs.94814 


interleukin-4 induced gene-1 protein (R 


2.45 


1.90 


422398 


A1476149 


Hs.334489 


hypotheGcal protein FU21992 


Z45 


1.36 


403244 






C2002870*:gi|82698lpirllJQ0985 hydroxypr 


2.40 


1.53 
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ESTs 

brain link protein- 1 

gb:PM2-HN0008-17030(M)01-h09 HN0008 Homo 
ESTs 

eomesodermin (Xenopus taevis) homolog 
nalura] killer cell group 7 sequence 
gb:RC3-HT0371-290100-013*02HT0371 Homo 
fibulin 1 

oxysterol binding protein-like 1 
CD32 antigen, zeta polypeptide (TiT3 com 
gb:qn14d12.x1 Na_CGAP„Lu5 Homo sapiens 
Target Exon 

DMA segment on chromosome X (unique) 992 
Target Exon 
sal (Drosophila)-like 1 
ESTs 

ENSPOOO00175238":A disintegrin and metal 
ESTs 

gb:MRO-HT0076-021299-001-d03 HT0076 Homo 
major histocompatibility complex, class 
C08 antigen, alpha polypeptide (p32) 
ribosomal protein S24 
G protein-coupled receptor 9 
Target Exon 

Human T-ceD receptor active alpha-chain 
NH.OZ234ZHomo sapiens kinesin protein 9 
protein kinase, AMP-activated, gamma 3 n 
ENSP00000233627*:NADH-ublquinone oxidore 
cartilage acidic protein 1 
small inducible cytokine A4 (homologous 
ESTs, Weakly similar to T43458 hypolheti 
ESTs 

CD2 antigen (p50), sheep red blood cell 
ESTs 

CDP-diacykjIycerol synthase (pbosphalida 
CDS antigen 

fl b:QVO-BT0041-011199-039-f02BT0041 Homo 
CD3D anligen, delta polypeptide (TTT3 co 
ESTs 

AD037 protein 

granzyme B (granzyme 2, cytotoxic T-lymp 
phosphoenolpynivate carboxykinase 1 (sol 
Target Exon 

gb:Human MHC class I HLA-G gene (HLA-A33 
ESTs 

gb:oa13b11.s1 Na_CGAP_GC81 Homo sapiens 
AW842182 Hs.241392 small inducible cytokine A5 (RANTES) 
AA333006 gb:EST37064 Embryo, 8 week I Homo sapien 

Target Exon 
Hs.265018 hypothetical protein FU20635 

Target Exon 
Hs.257168 ESTs 
ESTs 
ESTs 
ESTs 

Target Exon 

ESTs, Weakly similar to T17248 hypothec 
ESTs 

Eos Control 

NM_021096:Homo sapiens calcium channel, 
Target Exon 
Target Exon 

gb:C17898 Human placenta cDNA (TFufwara 
ESTs 

tumor necrosis factor (ligand) superfemi 
C1 7001 987^r73033B0lgb|AAF58438. 1 1 (AEO 
ESTs 
ESTs 
ESTs 

hypothetical protein KIAA1164 
NM_005748*:Homo sapiens YYVassociated f 
Target Exon 
EST 

killer cell tectin-Tike receptor subtami 
irmrttmoglobuTin lambda tocus 
Target Exon 

hypotheBcal protein MGC2656 
435028 AW193035 Hs.187370 ESTs 

NM_013443:Homo sapiens CMP-NeuAC:(beta)- 
Target Exon 

gb:RC1-BTp313-110300-015-«)6 BT0313Homo 
integrin,beta7 
ESTs 



AMUR") 


R52692 


He 1 2698 


447028 


AIQ7^19R 

AI3< »J I CO 


He 167257 
no. to / tj( 


41 zoy** 






40U1OO 


&Ann79Ti 


He 63931 




r\DUO lUOO 


Ms 301704 


wiuyu 


c co lit; 


He 10306 




DC 130391 




a/ non 






400/ 00 


rvofOlU 


Hs.7740 


AOtnA(\ 
H£U«MU 


. l\fvl_UUU 1 J** 


Re 97087 


459721 


Aizyyuou 


He 1A3A35 
ns. i^jooo 








458079 


Ai/yoo/u 




401447 






423066 


Y18264 


Up mncM 
ns. izouy** 


441704 


AM58766 


nS.lytlto 


405097 






408544 


AW293B25 




413454 


DCl4ll04 




444404 


M31525 




418460 


M26315 


Hs.bozoo 


436063 


Al/AAAftOa 

AKwOUZo 




429212 


hilt f\f\4Cf\A 

NWL0015O4 


Up lOQOO 


400712 






417929 




Up 7ARA7 


403478 






418747 


A 1"V(OQT7 


rts.ooLwy 


429712 


AW<:430£O 


ns.z i is it 


*iO 1 DUO 


243948 


Hs.326444 


414020 


NM 002984 


Hs.75703 


456057 


.AA947457 


Hs.135560 


444346 


AI142274 




418918 


X07871 


Hs.89476 


451318 


AA029888 


Hs.95071 


458935 


Y16521 


Hs.24812 


417105 


X60992 


Hs.81226 


408219 


BE061111 


Hs.254211 


420137 


AA306478 


Hs.95327 


443711 


N67861 


Hs.49390 


423234 


AA323534 


Hs.296162 


•416975 


NM.004131 


Hs.1051 


425280 


U31519 


Hs.1872 



405827 
406909 
437295 
424281 
430413 
423901 
405075 
457423 
406267 

423365 AA324992 



120777 Hs.73885 
AW779318 Hs.88417 
AA766243 



AK000542 



449970 
430733 
446323 
402240 

451404 AA460775 



AI678058 Hs.201227 
AW975920 Hs.121036 



A1288274 Hs.345792 



424463 
400107 
404811 
403589 



Hs.6295 
AW195353 Hs.119903 



414991 
429073 



C17898 
AA446167 



426274 D3B122 
401897 



Hs.47385 
Hs.2007 



431094 
424899 
419711 



AW972276 Hs.116195 
AL119387 Hs.119062 



C02621 



Hs.159282 
Hs.40719 



459019 M017156 
405453 
402516 

457365 AA577297 Hs.303249 

407928 NM_002262 Hs.41682 

436553 AW407157 Hs.8997 
406266 

419409 AW297831 



404696 
403533 
411673 BE064863 



Hs.143792 



424148 BE242274 
419833 AA251131 



Hs.1741 
Hs.220697 



2.40 

2.33 

Z32 

2.32 

Z30 

Z2B 

Z27 

Z27 

2.27 

2.26 

Z25 

Z25 

Z25 

2.25 

2.24 

2.24 

2.24 

Z22 

2.20 

Z20 

Z19 

Z19 

2.18 

Z18 

117 

2.17 

2.17 

216 

2.16 

2.15 

215 

2.15 

Z14 

Z14 

2.13 

Z13 

Z13 

Z11 

Z10 

Z10 

Z09 

Z08 

Z08 

Z08 

Z07 

Z07 

Z07 

2.07 

Z07 

Z07 

Z07 

2.06 

2.06 

Z06 

Z06 

Z05 

Z05 

Z04 

Z04 

Z03 

2.03 

Z03 

Z03 

Z03 

2.02 

2.02 

Z02 

Z01 

Z01 

Z01 

Z01 

Z01 

Z01 

Z01 

ZOO 

ZOO 

ZOO 

zoo 
zoo 
zoo 

2.00 
1.99 
1.99 



1.00 
1.64 
1.00 
1.32 
1.81 
1.69 
.1.59 
1.87 
1.36 
1.98 
1.82 
1.29 
5.80 
1.55 
1.51 
1.00 
1.00 
1.95 
Z26 
1.37 
2.88 
1.42 
1.22 
1.00 
1.79 
1.80 
1.76 
1.44 
2.12 
2.88 
2.50 
2.38 
1.93 
1.16 
1.52 
Z61 
1.94 
Z66 
1.00 
1.52 
3.74 
1.84 
1.00 . 
Z29 
1.72 
1.00 
Z16 
1.50 
1.15 
Z67 
1.30 
1.70 
Z48 
1.00 
1.00 
1.94 
1.44 
1.32 
Z42 
Z18 
1.57 
1.00 
2.04 
3.10 
1.92 
1.55 
1.00 
Z41 
1.92 
1.76 
1.24 
1.00 
Z36 
Z62 
1.64 
Z46 
1.60 
1.55 
1.21 
1.17 
1.00 
3.66 
1.69 
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424321 
422109 S73265 
424218 AF031824 
406303 
43B676 
404240 
404056 

425508 AA991551 



Hs.1765 
Hs.1473 
Hs.143212 



AA813745 Hs.123446 



429819 AL133011 
416941 BE000150 



N99013 
409153 W03754 
419490 
446608 



Hs.97013 
Hs.225108 
Hs.48778 
Hs.16762 
Hs.50813 
NM_006144 Hs.90708 
N75217 Hs.257846 



425367 


BE271188 


Hs,1 55975 


414812 


X72755 


Hs.77367 


422994 


AW891802 


Hs.296276 


424517 


Al 539443 


Hs. 137447 


433671 


AW138797 


Hs.132906 


412116 


AW402166 


Hs.784 


447656 


NM.003726 


Hs.1 9126 


432468 


AW402155 


Hs.3003 


419231 


AL048294 


Hs.1 36245 


427527 


A1809057 


Hs.153261 


431574 


AW572659 


Hs.261373 


436485 


X59135 


Hs. 1561 10 


432606 


NM_002104 


Hs.3066 


421379 


Y15221 


Hs.1039B2 


448569 


BE382657 


Hs.21486 


429670 


L01087 


Hs.211593 


412584 


X54870 


Hs.74085 


413B69 


NMJJ00878 


Hs.75596 


406672 


M26041 


Hs.1 98253 


452203 


X57522 




426451 


AI908165 


Hs.1 69946 


447131 


NMJJ04585 


Hs.17466 


414512 


AL044336 


Hs.6831 


426752 


X69490 


Hs.1 72004 


444793 


U89281 


Hs.1 1958 


452334 


D60471 


Hs.13390 


446227 


AI281459 


Hs.270114 


407830 


NM_001086 


Hs.587 


423799 


AW026300 


Hs.132906 


458332 


AI000341 




408380 


AF1 23050 


Hs.44532 


437644 


AA748575 


Hs.1 36748 


402736 






438866 


U44385 


Hs.325495 


422846 


BE513934 


Hs.1 583 


426202 


BE266484 


Hs.82916 


414646 


AA353776 


Hs.901 


420440 


NM_002407 


Hs.97644 


416967 


BE616731 


Hs.80645 


415823 


R81864 


Hs.205103 


421924 


BE514514 


Hs.109606 


427307 


AF117947 


Hs.174795 


444929 


AI685841 ' 


Hs.161354 


439237 


AW408158 


Hs.318893 


416196 


A1745649 


Hs.26549 


428227 


AA321649 


Hs.2248 


438568 


R98865 


Hs.11135 


430308 


BE540865 


Hs.238990 


433934 


AW273261 


Hs.216292 


443559 


AI076765 


Hs.269899 


450000 


A1952797 


Hs.10888 


415349 


AI766697 


Hs.13231 


406656 


M16714 


Hs.89643 


456974 


M12529 


Hs.169401 


416401 


N80139 


Hs.268916 


439372 


AF088033 


Hs.159225 


434666 


AF151103 


Hs.112259 


417696 


BE241624 


Hs.82401 


417427 


M90391 


Hs.82127 


431903 


AB029488 


Hs.272100 


413472 


BE242870 


Hs.75379 


425762 


BE244076 


Hs.1 59578 


412472 


AW975398 


Hs.293836 


451406 


AI694320 


Hs.6295 


412568 


AI87B826 


Hs.74034 



449835 AW979300 Hs.293813 



hypolhettcal protein FU 1 1 004 
killer cell lectin-like receptor subfami 
19A24 protein 

lymphocyle-specific protein tyrosine kin 
gastrin-releasing peptide 
cystatin F (leukocystalin) 
C16000922:gi|7499103|ptrilT20903 hypothe 
ESTs 

NM_018950:Homo sapiens major Wstocompat 
Target Exon 

Homo sapiens, Similar to RIKEN cDNA 2310 
Homo sapiens mRNA; cDNA DKFZp434P201 (fr 
niban protein 

Homo sapiens mRNA; cDNA DKFZp564B2062 (f 
hypothetical protein FU20022 
granzyme A (granzyme 1, cytotoxic T-Iymp 
ESTs 

protein tyrosine phosphatase, receptor t 
monokine induced by gamma interferon 
ESTs 

Homo sapiens cDNA RJ 12169 lis, clone MA 
19A24 protein 

Epstein-Barr virus induced gene 2 (lymph 
src kinase-associated phosphoprotein of 
C03E antigen, epsilon polypeptide (TiT3 
ESTs, Weakly similar to T17227 hypotheti 
immunoglobulin heavy constant mu 
hypothetical protein dJ434014.3 
immunoglobulin kappa constant 
granzyme K (serine protease, granzyme 3; 
small inducible cytokine subfamily B (Cy 
signal transducer and activator of trans 
protein kinase C, theta 

DNA segment on chromosome 12 (unique) 24 
interleukin 2 receptor, beta 
major histocompatibility complex, class 
transporter 1, ATP-binding cassette, sub 
GATA-binding protein 3 (T-cell receptor 
retinoic acid receptor responder (tazaro 
golgl phosphoprotein 1 
titin 

oxidative 3 alpha hydroxysteroid dehydro 
gb:HUM111D09B Ctontech human fetal brain 
ESTs 

arylacetamide deacetylase (esterase) 
19A24 protein 
ESTs 
dtubiquifin 

tedin-fike NK cell receptor 
NMJ)24851Homo sapiens hypothetical prot 
tissue inhibitor of met alloproteinase 2 
neutrophil cytosolic factor 1 (47kD, chr 
chaperonin containing TCP 1, subunit6A ( 
CD48 antigen (B-cell membrane protein) 
mammaglobin 2 
interferon regulatory factor 1 
ESTs 

coronin, acfjn-binding protein, 1A 
PDZ domain-containing guanine nucleotide 
ESTs 

ESTs, Weakly similar to A47582 B-ceil gr 
K1AA1708 protein 

small inducible cytokine subfamily B (Cy 
major histocompatibility complex, class 
cyctin-dependent kinase inhibitor 1 B (p2 
ESTs 

ESTs, Moderately similar b ALU8_HUMAN A 
hypothetical protein FU21709 
ESTs 

major histocompatibility complex, class 
apolipoprotein E 
ESTs 
ESTs 

T cetl receptor gamma locus 
C069 antigen (p60, early T-cell acflvati 
interleukin 16 (lymphocyte chemoattracta 
SMS3 protein 

solute carrier family 1 (glial high affi 
AT-hook transcription factor AKNA 
ESTs 

ESTs, Weakly similar to T17248 hypotheti 
caveolin 1, cavedae protein. 22kD 
ESTs 



1.99 

1.98 

1.98 

1.97 

1.97 

1.96 

1.96 

1.95 

1.95 

1.94 

1.93 

1.93 

1.92 

1.92 

1.92 

1.90 

1.90 

1.89 

1.89 

1.88 

188 

1.88 

1.86 

1.86 

1.B4 

1.83 

1.82 

1.82 

1.82 

1.81 

1.80 

1.79 

1.78 

1.78 

1.78 

1.76 

1.75 

1.73 

1.73 

1.73 

1.73 

1.72 

1.72 

1.72 

1.72 

1.71 

1.70 

1.70 

1.70 

1.69 

1.69 

1.68 

1.68 

1.68 

1.67 

1.67 

1.65 

1.65 

1.63 

1.63 

1.63 

1.62 

1.62 

1.62 

1.62 

1.62 

1.61 

1.61 

1.60 

1.60 

1.60 

1.59 

1.59 

1.59 

1.58 

1.58 

1.57 

1.57 

1.56 

1.56 

1.56 

1.55 

1.55 



1.84 

2.56 

144 

251 

3.32 

1.86 

116 

3.62 

106 

160 

3.24 

2.35 

2.24 

5.44 

6.08 

5.52 

4.63 

1.50 

4.93 

3.30 

117 

1.83 

3.12 

1.88 

1.65 . 

2.46 

2.07 

2.63 

2.75 

4.56 

5.10 

1.89 

3.34 

3.55 

1.97 

112 

1.55 

104 

1.56 

100 

162 

2.30 

112 

148 

172 

2.40 

3.71 

171 

158 

110 

1.39 

2.02 

2.14 

3.30 

142 

149 

2.16 

158 

194 

116 

1.74 

176 

4.42 

174 

1.85 

100 

100 

146 

100 

147 

163 

1.68 

104 

4.08 

3.06 

2.37 

114 

128 

1.46 

126 

138 

167 

116 
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405545 






Targel Exon 


1.55 


2.64 


435299 


AI745458 


Hs.343026 


ESTs, Weakly similar to T20593 hypotheti 


1.55 


3.81 


422060 


R20893 


Hs.325823 


ESTs. Moderately similar to ALU5_HUMAN A 


1.54 


Z14 


424243 


AI949359 


Hs.143600 


ESTs, Highly similar to cis GolgMocali 


1.53 


2.62 


457500 


NMJ)02759 


Hs.274382 


protein kinase, interferon-Inducible dou 


1.53 


2.04 


424541 


AW392551 


Hs.180559 


ESTs, Weakly similar to A561 94 thromboxa 


1.53 


2.00 


439039 


AI656707 


Hs.48713 


ESTs 


1.53 


2.38 


449523 


NM_000579 


Hs^4443 


chemoWne (C-C motiO receptor 5 


1.52 


2.65 


457718 


F18572 


Hs.22978 


ESTs, Weakly similar to ALU4.HUMAN ALU S 


1.52 


2.06 


415198 


AW009480 


Hs.943 


natural killer cell transcript 4 


1.52 


1.40 


431594 


AIB23999 




ESTs 


1.52 


2.12 


432656 


NMJJ00246 


Hs.3076 


MHC class II transactivator 


1.52 


2.20 


422426 


W79117 


Hs.58559 


ESTs 


1.52 


2.22 


414372 


AA143654 




gb:zo65a0Zr1 Stralagene pancreas (93720 


1.51 


2.80 


427247 


AW504221 


Hs.174103 


integrin, alpha L (antigen CD11A (p180), 


1.50 


1.67 


433043 


W57554 


Hs.125019 


lymphoid nuclear protein (LAF-4) mRNA 


1.49 


3.12 


406621 


X57809 


Hs.8997 


immunoglobuBn lambda locus 


1.49 


1.78 


419166 


AA234638 


Hs.2935B4 


ESTs 


1.49 


Z10 


418323 


NM_002118 


Hs.1162 


major histocompatibility complex, class 


1.49 


1.47 


435304 


H10709 


Hs.269524 


ESTs 


1.48 


2.96 


452834 


AI638627 


Hs.105685 


K1AA16B8 protein 


1.48 


2.14 


446616 


R65964 


Hs.334873 


ESTs, Weakly similar to ALU8 HUMAN ALUS 


1.48 


1.38 


429272 


W25140 


Hs.1 10667 


ESTs 


1.48 


3.19 


428379 


X06026 


Hs.2259 


CD3G antigen, gamma polypeptide (TTT3 co 


1.48 


1.66 


433231 


AB040926 


Hs.143552 


KIAA1493 protein 


1.47 


Z16 


408847 


AW290997 


Hs.30348 


ESTs 


1.46 


2.08 


405441 






Target Exon 


1.46 


Z99 


443378 


AW392550 


Hs.9280 


proleasome (prosome, macropain) subunit, 


1.45 


1.56 


459644 


AW197203 




gb:xm38b01.x1 Na_CGAP_GC6 Homo sapiens 


1.45 


Z44 


431433 


X65018 


Hs.253495 


surfactant, pulmonary-associated protein 


1.45 


1.70 


422934 


BE244189 


Hs.122492 


hypothetical protein 


1.44 


1.27 


409799 


01 1928 


Hs.76845 


phosphoserine phosphatase-like 


1.44 


3.46 


406698 


X03068 


Hs.73931 


major histocompatibility complex, class 


1.44 


1.71 


421407 


T82331 


Hs.182278 


ESTs, Weakly similar to CGHU6C collagen 


1.43 


1.56 


413420 


AW410235 


Hs.75348 


proteasome (prosome, mxropain) activato 


1.43 


1.25 


400269 






Eos Control 


1.43 


Z02 


420973 


AA743415 


Hs.291368 


ESTs 


1.42 


Z06 


442104 


L20971 


Hs.188 


phosphodiesterase 4B, cAMP-speciftc (dun 


1.42 


2.20 


430015 


AW768399 




ESTs 


1.41 


2.06 


427648 


AI376722 


Hs.180062 


proleasome (prosome, macropain) subunit 


1.41 


1.31 


418870 


AF147204 


Hs^9414 


chemokine (C-X-C motif), receptor 4 (fus 


1.40 


1.72 


437479 


R61866 


Hs.101277 


ESTs 


1.40 


2.52 


425345 


AU077297 


Hs.155894 


protein tyrosine phosphatase, non-recept 


1.40 


2.17 


416030 


H15261 


Hjl21948 


ESTs 


1.40 


2.62 


419886 


AA251562 


Hs.146168 


ESTs, Weakly similar to AF1 1 8023 1 SH3 d 


1.40 


1.68 


443951 


F13272 




ferritin, fight polypeptide 


1.40 


1.64 


414875 


H42679 


Hs.77522 


major histocompatibility complex, class 


1.40 


1.42 


412471 


M63193 


Hs.73946 


endothelial cell growth factor 1 (platel 


1,40 


1.34 


428782 


X12830 


Hs.193400 


interleukin 6 receptor 


1.40 


Z30 


400680 






NMJ)14207:Homo sapiens C05 antigen (p56- 


1.39 


1.93 


428289 


M26301 


Hs.2253 


complement component 2 


1.39 


1.39 


441410 


AA932689 


Hs.233304 


ESTs, Weakly similar to 138022 hypolheti 


1.39 


1.42 


406645 


M57466 


Hs.814 


major histocompatibility complex, class 


1.39 


1.45 


441379 


AW1757B7 


Hs.334841 


selenium binding protein 1 


1.38 


1.32 


416636 


N32536 


Hs.42645 


solute carrier family 16<(rnonocarboxyfic 


1.38 


Z04 


416707 


U97502 


Hs.87497 


butyrophilin, subfamily 3, member A2 


1.38 


1.35 


423526 


AB011086 


Hs.129739 


KIAA0514 gene product 


1.37 


1.41 


424168 


L29277 


Hs.321677 


signal transducer and activator of trans 


1.37 


1.33 


431723 


AW058350 


Hs.16762 


Homo sapiens mRNA; cONA DKFZpS64B2062 (f 


1.37 


1.74 


426437 


BE076537 


Hs.169B95 


ubiquidn-ccnjugating enzyme E2L 6 


1.35 


1.38 


446566 


H95741 


Hs.17914 


membrane-spanning 4-domains, subfamily A 


1.35 


1.54 


452353 


C18825 


Hs.29191 


epithelial membrane protein 2 


1.34 


1.47 


448406 


AW772298 


Hs.21103 


Homo sapiens mRNA; cDNA DKFZp564B076 (fr 


1.31 


1.77 


435106 


AA100847 


Hs.5978 


ESTs. Highly similar to AF174600 1 F-box 


1.31 


1.53 


444633 


AF111713 


Hs.286218 


junctional adhesion molecule 1 


1.30 


1.37 


430998 


AF128847 


Hs.204038 


Indol ethyl amine N-methyltransferase 


1.29 


1.49 


419092 


J05581 


Hs.89603 


mucin 1, transmembrane 


1.28 


1.36 


451864 


N20370 


Hs.69547 


ESTs 


1.28 


1.42 


421140 


AA298741 


Hs.102135 


signal sequence receptor, delta (translo 


1.28 


1.31 


412790 


NMJH4767 


Hs.74583 


WAA0275 gene product 


1.28 


1.63 


446272 


BE268912 


Hs.14601 


hematopoietic cell-specific Lyn substrat 


1.28 


1.38 


422530 


AW972300 


Hs.118110 


bone marrow stromal cell antigen 2 


1.28 


1.36 


435822 


T95594 


Hs.187435 


ESTs 


1.27 


1.82 


455863 


AA907305 


Hs.36475 


ESTs 


1.27 


1.36 


404277 






NM_0191 1 1*:Homo sapiens major histocompa 


1.27 


1.52 


413497 


BE177661 




gb:RC1-HT0598-02030(W)1 1-h02 HT0598 Homo 


1.27 


1.54 


441835 


AB036432 


Hs.184 


advanced giycosylation end product-speci 


1.27 


1.53 


418371 


M13560 


Hs.84298 


CD74 antigen (invariant polypepEde of m 


1.26 


1.27 


434747 


AA837085 




ESTs 


1.26 


1.60 


425320 


U29344 


Hs.83190 


fatty acid synthase 


1.25 


1.35 


452363 


AI582743 


Hs.94953 


Homo sapiens. Similar to complement comp 


1.25 


1.41 


434644 


H98071 


Hs.4055 


chromosome 21 open reading frame 50 


1.25 


1.30 


404854 






Target Exon 


1JZ5 


1.57 
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406973 

421071 

431779 

416047 

406826 

426836 

415661 

406624 

420679 

443071 

416090 

430250 

406825 

436906 

422241 

408279 

411372 

444342 

406906 

451558 

432805 

427383 

438086 

443623 

429832 

438183 

432680 

406782 

414662 

452547 

414803 

430280 

441384 

424614 

419200 

416511 

409428 

447023 

421461 

406868 

412819 

418253 

431243 

448133 

407112 

418156 

438089 

429615 

406722 

438091 

407018 

412896 

435523 

426530 



M34996 

AI311238 

AW971178 

8E439894 

AW516005 

N41720 

AFO57307 

AW515961 

X57152 

AL08O021 

U57059 



Hs.198253 

Hs. 104476 

Hs.268571 

Hs.78991 

Hs.84298 

Hs.172684 

Hs.78575 

Hs.84298 

Hs.99853 

Hs.8986 

Hs.83429 



NM 016929 Hs.283021 
AI982529 Hs.84298 



H95990 
Y00062 
AF216965 
AI147861 



Hs.181244 
Hs.170121 
Hs.44095 
Hs.213289 



NM 014398 Hs.10887 
Z25424 

NM.001089 Hs.26630 

X94630 Hs.3107 

NM_005411 Hs.177582 

AA336519 Hs.83623 



AA345519 
AW293301 
BE263252 
T47364 
AA430373 
AL03605B 
AA335295 
X03100 
AA361258 
AA447849 
X54486 
AW966405 

NM 006762 Hs.79356 
M33680 Hs.54457 



Hs.9641 
Hs.28B472 
Hs.6101 
Hs.278613 

Hs.76807 
Hs.74120 
Hs.914 
Hs.237868 
Hs.288660 
Hs,151242 



407241 
425371 
431369 



AA356764 
AW391972 
AA505445 
T25829 
AA215539 
U46455 
AA723157 
AA070801 
W17056 
W05391 
AF258627 
H27498 
AW373062 
U49859 
AW804157 
T62B49 
U24578 
NM_001928 Hs.155597 
M34516 

D49441 Hs.1559B1 
BE184455 Hs.251754 



Hs.17109 

Hs.104696 

Hs.300697 

Hs.24048 

Hs.283643 

Hs.252189 

Hs.73769 

Hs.51615 

Hs.83623 

Hs.211562 
Hs.293441 



Hs.308026 
Hs.11090 
Hs.278625 



major histocompatibility complex, class 
ESTs, Weakly similar to CGHU1E collagen 
apolipoprotein C-l 

DNA segment, numerous copies, expressed 
CD74 antigen (invariant polypeptide of m 
vesicle-associated membrane protein 8 (e 
prosaposin (variant Gaucher disease and 
C074 antigen (invariant polypeptide of m 
fibril tartn 

complement component 1, q subcomponent 
tumor necrosis factor (figand) superfaml 
chloride intracellular channel 5 
CD74 antigen (invariant polypeptide of m 
major histocompatibility complex, class 
protein tyrosine phosphatase, receptor t 
Homo sapiens, clone MGC:12617, mRNA, com 
low density lipoprotein receptor (famili 
similar b tysosome-associated membrane 
gb:H.sapiens proteirt-serine/threonine ki 
ATP-binding cassette, sub-family A (ABC1 
CD97 antigen 

surfactant, pulmonary-associated protein . 
nuclear receptor subfamily 1, group I, m 
complement component 1, q subcomponent, 
ESTs, Weakly similar to UBPF.HUMAN UBiQU 
hypothetical protein MGC3178 
interferon, alpha-inducibte protein 27 
gb:zw20f1 1 .st Soares ovary tumor NbHOT H 
major histocompatibility complex, class 
adipose specific 2 

Human mRNA for SB classll histocompatibi 

interleukin 7 receptor 

retmoic acid induced 3 

serine (or cysteine) proteinase inhibito 

EST 

lysosomal-assoclated multispanning membr 
CD81 antigen (target of anfiproJiferativ 
integral membrane protein 2A 
KIAA1324 protein 

immunoglobulin heavy constant gamma 3 (G 
FK506 binding protein precursor 
Homo sapiens cDNA FL) 1 1 606 fis, clone HE 
syndecan 4 (amphigrycan, ryudocan) 
folate receptor 1 (adult) 

ESTs, Weakly similar to ALU7.HUMAN ALU S 
nuclear receptor subfamily 1 , group I, m 
nuclear receptor subfamily 1, group I, m 
ATP-binding cassette, sub-family A (ABC1 
Homo sapiens SNC73 protein (SNC73) mRNA, 
nuclear receptor subfamily 1, group I, m 
NM_018955:Homo sapiens ubiquitin B (UBB) 
major histocompatibility complex, class 
membrane-spanning 4-domains, subfamily A 
complement component 4A 
D component of complement (adipsin) 
gb:Human omega light chain protein 14.1 
mesothelin 

secretory leukocyte protease inhibitor ( 



1.25 
1.24 
1.24 

1.23 

1.23 

1.22 

1.22 

1.22 

1.22 

1.22 

1.21 

1.21 

1.20 

1.19 

1.19 

1.18 

1.17 

1.16 

1.16 

1.16 

1.16 

1.16 

1.16 

1.15 

1.15 

1.15 

1.14 

1.14 

1.12 

1.11 

1.11 

1.10 

1.09 
1.09 
108 
1.08 
107 
107 
107 
107 
106 
106 
105 
104 
104 
103 
103 
101 

. 100 
0.99 
0.99 
0.98 
0.97 
0.96 
0.95 
0.94 
0.92 
0.91 



157 

126 

139 

2.08 

120 

1.24 

116 

117 

130 

158 

1.33 

160 

120 

127 

162 

125 

133 

1.49 

1.15 

138 

122 

141 

1.36 

127 

172 

121 

121 

141 

125 

139 

122 

173 

122 

114 

164 

1.18 

112 

171 

158 

1.23 

145 

124 

117 

121 

9.14 

6.65 

8.00 

125 

118 

12.84 

107 

157 

140 

128 

129 

111 

145 

1.28 
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Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 



Pkey 



CAT Number Accession 



411089 


5597_6 


452194 


90339J 


410910 


1063929 1 


412394 


1174616J 


413682 


1527038 1 


441320 


58978 5 


408544 


6B3260J 


413454 


. 1515217.1 


444404 


16136J 



BI009308 B1009893 BF922023 BF922909 BF922913 BF922096 BF957733 BE701791 AA456454 AA579876 BF933710 AA091294 BI007291 
AW905577 AW975593 AA713730 AW836781 AA656384 AA551106 BF594606 AI082382 AI955808 A1679895 AI679386 BF435555 AA5B6369 
AA551351 AA595822 AA565188 BF808855 AA584921 N86077 AA601031 AA633188 AA514764 AA454562 AA551297 AA936109 B1009389 
AW897806 BE815442 BF739374 BI009310 BF925422 BF933709 BF922034 BF925465 B1009680 

A1694413 AW994700 AI912946 N73548 AI082035 AW271652 W24189 W24182 AI719718 AA024658 AW810120 AW015394 T79755 AA988043 
A1709339 

AW810196AW810555AWB10507AW810204AW810619AW810534 MmoA<IM 
AW947794 AW947793 AW947802 AW94779B AW947792 AW984150 AW984166 AW9B4167 AW984168 AW984179 AW984134 AW984160 
AW984180 AW984194 AW984202 AW984190 

BE156943 BE157375 BE156965 BE155949 BE156956 ^ oono 

AI346734 AI377971 BG193341 BG548376 M928353 AI768724 BG215700 AA449370 BI4621 57 BI060283 BG677508 AA318802 BG719160 
AW293825AW235391 

BE141291 BE141306BE141288BE141283BE141162BE141168BE141290BE141161 BE141165 

BC0131B3 AW408658 NM_002119 M31525 M26039 BM456399 BF732381 BM152457 AW407685 BM193161 AW407778 BI819141 AA702254 
BF855074 BI761232 



501 
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458332 
431594 
414372 
459544 



430015 



436063 5483 1 AK000028 AA494483 AI298B74 AA720773 AV761529 AI884670 AI936202 AW294235 D51652 BF881184 AV711384 N27154 AI926970 AV734970 

N40094 N28596 AA884747 AA512890 BG436593 
444346 47906 14 Al 14799 1 Al 142274 Al 198553 
424281 892055 1 AA338252 AA338213 
423901 887384.1 AW952691 AA333006 AA332289 
414991 1785136 1 D78B31 C17898 D78863 

41 1673 1096744 1 BF330730 BF350539 BE153665 BE065062 BE064650 BE064863 BF330763 BE153820 BE064737 BE155079 BE054651 AW856751 AW856622 

BE064691 BE153674 BE153698 BE064730 BE1 53536 
452203 2630 1 BC014081 NM 000593 X57522U1208L21207U1206L21205 L21204 AL561404AI54642^ 

BI770023AU54969BW89906AI304693AW295947BM146542X57521 BG820 1 43 BE89B390 F06770 F1 2630 BM423510AL56 1518 BM009470 - 
BG742981 AA279685 AA847441 AA313737 BF172639 BF897216 BF914190 BF903647 S70277 AI569694 AW073296 AI351433 AA564644 
AA487429 BE858232 AA838610 A15391 14 AI719375 A1829129 BG057675 AI423422 AU158860 BE300655 AW170777 AA586956 AL571889 • 
AL556850AL576404 AL5B2B00 BI256544 BF342301 BG875994 AA054458 AA353161 AI940434 BE816522 AL57I636 A! 479650 AW1 50377 
AU154395 AW951271 AI032220 AI819778 A1346733 AW771150 AW512525 AI249904 AA279809 AI352549 AW512517 BG056280 AA521222 
BE271 141 AL581932 AL541575 BI819184 AV660190 AL556475 AI620020 AW0B9888 AW079179 Z2151B AA687601 F04651 AI783961 T57198 
AI433367 T78652 AL554968 AA36564B AL582619 BE874601 BF804669 AL574458 BM145502 AI266514 A1538823 A1475626 AA948210 AA884054 
AA487637 AA031844 AA535221 AW794256 AW361447 BE788505 AI682892 AA830989 AA862356 AA653084 BM009154 AA135727 H05927 
H23433 R42244 N79997 AW366665 AW366601 AA678742 AL556474 AA135770 BE774050 BF914200 H88457 AA627746 BI560216 BI753586 
1139685 1 AI000341 AI766341 AW873274 

1236764 1 AI823999 AA970060 AA508176 AW972585 AI873427 AW972389 
48421 1 T BI093452 AW970865 BG1 1 8285 AA569075 AA4921 32 AW753140 AA21 3770 AA1 43654 
662385~1 W03900 AW197203 AW753300 

2726 1 X65018 BC022318 NM 003019 BE465060 AI732255 BF446634 AI820677 AI002217 AI924488 B1821373 BI770406 B1823937 81820265 BI489632 

BG48291 1 AA617783 A1807697 AW205576 T94427 AA487101 T94513 BI819407 BI822450 BI820618 BI824619 BG542824 BG537862 
713 2 BC017171 BC012195 NMJJ07126 AF100752 AL137377 Z70768 BM474865 BG754806 AU124376 BG757203 BG764420 BG775028 BG82441 8 

BM04581 0 AU120387 BG770238 BG686740 BG91 3323 BI759980 BG395998 BM048875 BE881 070 BE31 3689 BE8791 44 BM309834 AW245847 
AI770171 BF196861 BE856897 AA463876 AI375927 AA648810 AA948193 AA490916 AI459893 AI458188 AI240408 AI191843 A1131029 AW768399 
AI365196 AW337984 AW026150 BE466591 BE674599 A1818438 AA772197 AI651927 AW151 143 BI198825 BG819083 BM458764 BE903567 
BE732715 BM043200 BE900263 BE900706 BE731097 BE390023 BG875384 BF996406 BF988930 BM475542 AW246215 BE501897 BE903510 
BES61530 BE560537 BE903782 8E732947 BI227204 BG761305 BE262642 BE391848 BE382475 BG00825B B1547991 BI459099 BE391391 
BE259420 BE298109 AW245422 AI423847 AI914618 H80534 BE301004 AL531791 AI435581 BF793112 AL577303 AA373265 BE746965 BF743630 
BE879296 AI359493 BM018598 A1689260 AW072450 F20201 AW151405 AW517572 AA773468 BG259S94 BE391163 BG621529 A1421728 
BG767231 BM462953 BG340524 W52648 AA1 13434 BE785431 BI041981 BG832385 BG253168 BG759470 BF369329 BF981332 BE259418 
BE785738 BI091658 N7251 2 W58732 W85690 BG958989 AI205206 H19721 W17051 W77958 BI262010 AA844319 W74143 W72214 N85194 
BE734033 BG164099 AA931069 F13645 R41394 AK025758 BG180977 BE349455 AA812018 AA740241 AI027722 AI150356 AA886395 AW977627 
BE220225 AA884082 AW5181 14 AI243844 AA809493 AA481029 AA82571 8 AI347866 A1431670 AA814436 AI251 109 R07704 AA765606 AA724593 
A191 8399 A1537550 AA491 103 AW0081 88 R07703 AA989120 AA746235 AW028983 AA789102 AU185751 AW971465 AA489681 AW971B93 
AW612086 BE077936 B1860809 BE002760 BG746251 BE962912 BM454584 AL134894 BF104082 H80591 
443951 MH1768 1 8 AI334106 R63583 AI028079 AI140098 AJ91 1625 AI890637 F34815 T65959 N40935 W52768 AA854747 AA861945 AA878472 AA778270 W32249 

AA026061 W52662 W15352 W79670 W95384 T942B3 AA002155 R82052 BEB25493 BE825520 
413497 1518002 1 BE177661 H06215 BE144709 BE144829 
434747 117643J AW976537 A1033582 AA837085AA745261 AA648395 
406782 0 0 AA430373AA968771 

419200 9531 1 BF036043 AW1 90446 BG194731 AW662036 AI445021 BE937550AW81 8972 AW3931 32 AAB34685BF11 2058 AV721 682 H1 6423 AI2701 67 

A1857345 AA937302 AW818444 BE929780 BG498678 BF155010 BI598271 BI599811 BE161728 AW578737 AW753711 AW379707 AW381918 
BG506608 AW028637 AW994240 BF887392 BF790073 AW381624 AV727105 BF439618 AA443174 AI018009 N42850 AW573242 AI417258 
AA463483 AI676131 AI157170 AA836627 AA443B28 AW592922 AA235129 AA730278 AW439062 AW474332 B1043239 AW474342 BG708553 
AW362423 BF090028 BE827256 R16550 R39478 R39479 R94368 BG540916 BM314745 AA251087 D54231 D55274 BF085805 D31589 AW966405 
AW994425 D81879 BE093545 AW901 107 AA383529 BI021552 R56420 N39976 AA573281 H82595 AA234955 BE093539 AW367006 BF358697 
BF36631 8 AA663856 BE702099 BF035969 A1267384 A1267232 BE348320 AA621574 AA861212 BF083343 BF083341 AV745131 D53074 , 
AW954476 AW954472 AA376836 AV724531 D53063 C14928 AA093287 AA062638 BG483558 BE940050 AA765954 T70171 8E938775 BE940057 
D535O2AW373300 AL1 18798 BM12872BAA193411 AW444709 AW952455AI887612BF431948BI496876AI264159 BM128481 A1624657 
A1689301 AI969467 AA8616B5 AA251595 AA625761 AA87209Q A1826790 AA328366 BE827416 R75951 D56918 R6B122 BE827384 AL118797 
AI184164 AA16441 1 BI495332 BE8581 13 AI863860 H00660 T69849 AW780389 C14667 BE934995 BI018652 R92801 AA164410 H00752 
AW373305 AW373299 AW373302 

438089 2244B 4 BM475665 BE644917 AW770789AW952971 N64863 BM263259A1224545 All 84866 N691 14 AW518902 AI440169AA8O9472AV65444O 

AA281642 AU185230AW337382AI872923AJ537113 N73BB2 T83378 H63731 BF671764AW897824At811204AA344646BE009112 BG899664 
H91240R60548N41701 

438091 22448 1 AK054860AV652198AV652192AV652138AV652127AV652194BE935 

AV646179 AW880409 AA345002 BF155189 BE068931 X56197 AL603014 AW953629 BM263546 BE550772 AA701084 AI681352 AA35B689 
AW938841 BF438147 W05391 H7531 3 BF326185 AV646335 AV651 589 AV646340 AV651992 AV646384 AV646364 AV687497 BF155183 
AV646370AW797876 AI906B21 X56196 BE833835 AA628440 BE833808 BF224205 AA709126 BE673807 AI923886 AA947932 A1276125A1 185720 
AW510698 AA987230 BE467708 AW898628 AWB98544 A1146984 AW043642 AJ288245 A1186932 AI635262 AI139455 AI298739 AI813854 
AI024768 BE699445 BE699444 A1707807 D52654 A1214518 AJ004723 AI698085 AW087420 AI565133 AA845571 AW898622 BF110144 AW513280 
A1061 126 BF362770 AI268939 AI435B18 BF475318 AI024767 BE174213 AA757598 AA51301 9 AA902959 A1860794 AI334784 BF10841 1 
BM310532 AW513771 AJ951391 A1337671 BF095606 BF095601 BF095468AW890091 BF095753AW243400 AWB98607 AW898616 BF362762 
A1922204 AW898625 BE699468 BE174196 AW102923 052715 BE699456 052477 D55017 BF955933 BG623563 AV646254 AA463522 BI003244 
AI299190 W40186 BE174210BF939091 BF434180 AW579001 T55662 H01811 T52522 BF945037 BF955938 D54679 D53933 R67100 BG925552 
BF999056 R83430 Z29922 T85791 W03942 H63289 A1091537 BF086583 AA345570 H48870 H80720 T83523 BW39625 BI037700 R00353 
BF1551B4 N98343 N79072 H01812 T55581 



TABLE 35C 



Pkey: Unique number corresponding to an Eos pro beset 

Ref: Sequence source. The 7 digit numbers tn this column are Genbank Identifier (Gl) numbers. "Dunham, et al." refers to the publication entitled 'The DNA sequence of 

human chromosome 22" Dunham, et at (1999) Nature 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 

Pkey Ref Strand NLposition 

402550 7652009 Minus 8041340673 
403244 7637828 Rus 175792-176144 
405452 7656638 Minus 93876-94275 
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401447 


8574299 


Minus 


65053-65283 


405097 


8072599 


Plus 


171191-171360 


400712 


8118874 


Plus 


36087-36268 


403478 


9958258 


Plus 


116458-116564 


405827 


7109593 


Plus 


10279-10972 


405075 


7770506 


Minus 


124680-125321 


406267 


7528342 


Minus 


2570-2731 


402240 


7690131 


Plus 


104382-104527,106136-106372 


404811 


3702428 


Plus 


26424-26596.28854-28987 


403589 


8101229 


Plus 


5-330 


404088 


9958257 


Plus 


184131-184295 


401897 


8569218 


Plus 


604-767 


405453 


7656675 


Minus 


83710-83980 


402516 


9798099 


Minus 


195342-195511 


406266 


7528342 


Minus 


2365-2518 


404696 


9800109 


Minus 


60037-60144,62675-63081 


403533 


8076874 


Plus 


162922-163658 


406303 


8575868 


Rus 


173622-173786 


404240 


5002624 


Minus 


116132-116407.116653-116922 


404056 


3548785 


Plus 


75843-76980,77146-78263 


402736 


9212044 


Minus 


66876-67010 


405545 


1054740 


Pius 


118677-118807,119091-119296,121626-12182 


405441 


7408124 


Plus 


100952-101283 


400680 


8118752 


Rus 


118343-118684,120720-121013 


404277 


1834458 


Minus 


91665-91946 


404854 


7143420 


Plus 


14260-14537 



TABLE 36A: About 52 genes upregulaled in non-specific interstitial pneumonitis relative to hypersensitivity pneumonitis or idiopathic pulmonary fibrosis 



Pkey: Unique Eos probesel identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: 90th percentile of NSIP Als (Evicted by 90th percentile of HP Als, where the minimum value for the numerator and denominator was set to 50. 

R2 90lh percentile of NSIP Als divided by 90th percentile of IPF Als, where the mrnimum value for the numerator and denominator was set to 50. 



ESTs 

ripocafin 2 (oncogene 24p3) (NGAL) 
ESTs 

prolacMduced protein 
deiodinase, iodoihyronine, type II 
perifipin 

spinal cord-derived growth factor-B 
ESTs. Weakly similar to MAGE-B4 [ftsapie 
ESTs 
ESTs 

comr^ement component (3c7Epstein Barr vi 

nitrogen fixation cluster-like 

ESTs 

secreted phosphoprotein 1 (osteoponlin, 
ESTs, Weakly similar to RET2_HUMAN RETIN 
ESTs, WeaWy similar to KIAA1435 protein 
ESTs 

cell adhesion molecule with homology to 
ESTs 

DKFZP564D0764 protein 

gb:nk10d03j»1 NCI_CGAP_Co2 Homo sapiens 

similar to S68401 (cattle) glucose indue 

ESTs 

nephroblastoma overexpressed gene 
interieukin 13 receptor, alpha 2 
ESTs 

Gjacyiglvcerot kinase, zeta (104kD) 
Homo sapiens chromosome 19, BAC41195 (C 
C19000498*:gi|4567179|gb[AAD23607.1 |AC00 
ESTs 

extracellular link dornaiivcontaining 1 

Homo sapiens, done MGC. 17333, mRNA, com 

hemoglobin, gamma G 

gb'^h48e01i1 Soares_fetalJiver_spleen_ 

Target Exon 

Homo sapiens cDNA: FU22816 frs, done K 

haptoglobin 

ESTs 

granzyme K (serine protease, granzyme 3; 
ESTs 

brain specific protein 

ESTs, Moderately simBar to ALU5_HUMAN A 
uncoupling protein 2 (mitochondrial, pro 



Pkey 


ExAccn 


UnigenelD 


435140 


AA666123 


Hs.134170 


429504 


X99133 


Rs.204238 


435375 


AI733610 




420813 


X51501 


Hs.99949 


425071 


NMJH3989 Hs.154424 


421296 


NMJM2666 Hs.1 03253 


419290 


AI128114 


Hs.1 12885 


408882 


H12084 


Hs.31110 


437318 


AW362939 


Hs.120721 


421823 


N40850 


Hs.28625 


412228 


AW503785 


Hs.73792 


430536 


AI809163 


Hs.9908 


414009 


R67516 




446619 


AU076643 


Hs.313 


430699 


AW969847 


Hs.292718 


413722 


BE247354 


Hs.16400 


433874 


AW204429 


Hs.155033 


429609 


AF002246 


Hs.210863 


414290 


AI568801 


Hs.71721 


451678 


AA374181 


Hs^6799 


405785 


AA588051 




449048 


Z45051 


Hs.22920 


444179 


W35132 


Hs.267442 


430223 


NM_002514 Hs.235935 


451099 


R52795 


Hs.25954 


439134 


AA830599 




418512 


AW498974 




457311 


AM97811 


Hs.172753 


402274 






453222 


AA033929 


Hs.19156 


447261 


NM_006691 


Hs.17917 


427297 


AW292593 


Hs.334907 


406714 


AI219304 


Hs.266959 


418333 


W92113 




404090 






444445 


AA342329 


Hs.1 15920 


414386 


X00442 


Hs.75990 


439372 


AFO88033 


Hs.159225 


432605 


NMJW2104 Hs.3066 


412472 


AW975398 


Hs.293836 


432894 


AW167668 


Hs.279772 


422060 


R20893 


Hs.325623 


416971 


R34657 


Hs.80658 



R1 


R2 


2.76 


Z76 


2.57 


1.00 


2.55 


Z55 


2.55 


1.35 


2.52 


0.73 


Z50 


Z45 


243 


1.79 


Z42 


1.77 


236 


1.61 


Z29 


0.56 


Z28 


0.89 


2.25 


Z80 


2.19 


1.86 


2.19 


0.33 


Z1B 


1.24 


214 


1.95 


Z13 


1.72 


212 


0.91 


2.11 


0.81 


211 


1.01 


Z10 


1.61 


Z08 


0.85 


Z08 


1.13 


Z05 


0.80 


Z04 


0.79 


Z04 


1.89 


Z02 


Z02 


ZOO 


1.45 


1.88 


Z24 


1.77 


ZOO 


1.73 


Z02 


1.69 


1.69 


1,62 


Z47 


1.59 


2.04 


1.48 


Z03 


1.39 


Z06 


1.09 


1.44 


1.05 


Z13 


1.01 


Z08 


1.00 


Z26 


0.97 


1.19 


0.96 


Z06 


0.95 


1.08 
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424310 AA338648 Hs.50334 testes development-related NY D-SP22 

422109 S73265 Hs.1473 gastrin-releasing peptide 

420440 NM 002407 Hs.97644 mammaglobin 2 

418196 AI745649 Hs.26549 K1M1 708 protein 

418707 U97502 Hs.87497 butyrophHin, subfamiiy 3, member A2 

419231 AL046294 Hs.136245 ESTs, WeakJy similar to T17227 hypothefi 

446608 N75217 Hs.257846 ESTs 

418918 X07871 Hs.89476 CD2 antigen (p50), sheep red blood cell 

412610 X90908 Hs.74126 fatty acid binding protein 6, Deal (gas 



0.93 


1.47 


0.92 


3.05 


0.91 


2.11 


0.90 


2.25 


0.89 


1.11 


0.85 


1.74 


0.82 


2.10 


0.73 


1.32 


0.70 


1.76 



TABLE 36B: 

Pkey: Unique Eos prabeset identifier number 
CAT number. Gene duster number 
Accession: Genbank accession numbers 

Pkey CAT Number Accession 

435375 130020 1 AI733610AI049989 AA678769 
414009 438978J BE221268 R67515 AV730582 R67516 
406785 0 0 AA588061 
439134 2581476 1 AAB30599 AA970659 AA883802 

418512 12225 6 BM046773 AA224297 T33786 T08951 T09274 T08592 T30936 AA350905 

418333 73080"l AF264624 AW668618 AV731446 R93353 AA584550 AV732728 BF802614 BF434359 AA077092 BI027317M1 99812 AW629027 AA83161B All 24782 
AA765804 AA055698 AA677404 M055366 AAB89402 AA765530 BE503126 BE467367 AW139964 W81697 AI887846 W81696 AA447817 AA447667 
F13631 BF055573AW268271 AW088477 BF677839AL601B59 AW502118 AW502624 AA574189 B1020104 



TABLE 36C: 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham, et aT refers to the publication entitled The DNA sequence of 

human chromosome 22* Dunham, et al (1999) Nature 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 

402274 
404090 



Ref 



2935596 
9967460 



Strand NLposition 



Plus 
Minus 



5604-6527 
100815-100966 



TABLE 37A: About 206 genes downregulatEd in lung fibrosis relative to normal rung 



Pkey: Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Unigene Title: Unigene gene title 
R1: 



90th percentile of normal lung Als divided by the median of I PF Als, where the minimum vatue for the numerator and denominator was set to 50. 



Pkey 

454229 

432128 

421218 

453310 

420958 

402608 

406714 

406673 

416539 

418021 

409385 

450847 

404518 

413951 

407570 

456525 

429509 

445769 

414002 

425571 

423168 

401234 

402181 

403479 

435424 

402911 

442195 



ExAccn 

AW957744 

AA127221 

NM_000499 

X70697 

AA309431 

A1219304 

M34996 

Y07909 

M15881 

AA071267 

NWL003155 

AW051200 

Z19002 

AW468397 

AW614420 

AI741471 

NM_006732 

AJ0Q7292 

R34385 



UnigenelD Unigene Title 



Hs.278469 

Hs.296502 

Hs.72912 

Hs.553 

Hs.66 

Hs.266959 
Hs.198253 
Hs.79368 
Hs.1137 

Hs.25590 

Hs.75640 

Hs.37096 

Hs.100000 

Hs.204354 

Hs.23566 

Hs.75678 

Hs.1 58306 

Hs.124940 



AW083883 Hs.37896 
NM_001430 



lacrimal proline rich protein . 
ESTs 

cytochrome P450, subfamily I (aromatic c 

solute carrier family 6 (neurotransmitte 

interieuldn 1 receptoMfoe 1 

Homo sapiens defensin.. alpha 1. myeloid. 

hemoglobin, gamma G 

major histocompatibility complex, class 

epithelial membrane protein 1 

uromodutin (uromucold, Tamm-Horsfall gly 

gb:zm61g01.r1 Stratagene fibroblast (937 

stanniocatcin 1 

CD83 antigen (activated B lymphocytes, i 

natriuretic peptide precursor A 

zinc finger protein 145 (KruppeWike, e 

S100 calcium-binding protein A8 (calgran 

ras homolog gene family, member B 

ESTs 

FBJ murine osteosarcoma viral oncogene h 
ephrin-A2 

GTP-bindlng protein 

rrri log en-activated protein kinase 8 inter 

Target Exon 

NM_007064:Homo sapiens serine/threonine 
Homo sapiens cDNA FU13510 fis, clone PL 
NM.021 1 58*:Homo sapiens protein kinase d 
endothelial PAS domain protein 1 
Eos Control 



R1 

11.67 

9.85 

7.69 

7.32 

7.13 

6.67 

5.40 

5.22 

5.04 

4.77 

4.74 

4.46 

4.36 

4.32 

4.25 

423 

4.14 

4.10 

4.06 

3.92 

3.80 

3.78 

3.77 

3.68 

3.68 

3.66 

3.65 

3.60 



504 



WO 03/042661 



PCT/US02/36810 



5 

10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



413948 

438564 

413956 

431319 

434292 

401540 

426477 

402328 

401590 

403645 

403376 

447966 

417696 

413719 

401126 

408243 

412429 

426420 

44933B 

401904 

401919 

406443 

458232 

406016 

450912 

451831 

450562 



005145 

AA381553 

AI821351 

AA873350 

AF124368 

AA379464 



AA340605 
• BE241624 
BE439580 

Y00787 
AV650262 



Hs.82401 
Hs.75498 

Hs.624 
Hs.75765 



H73444 



BE217872 



AW939251 Hs.25647 
NM.001674 Hs.460 
AW136468 



451029 

421201 

439839 

439891 

418935 

418853 

429113 

410326 

407244 

459721 

416212 

428686 

437508 

437990 

443709 

423099 

416188 

404231 

434305 

445493 

41B056 

404102 

440206 

403031 

413164 

459330 

456967 

427602 

431367 

406059 

420575 

457275 

432559 

402483 

416069 

445445 

436232 

418773 

434038 

405448 

404439 

435724 

404026 

400881 

430314 

405429 

402642 

438575 

449293 

416157 

446122 

433291 

426795 

423503 

430768 



Hs.75636 myosin light chain 2a 
Hs.1 98253 major histocompatibility complex, class 
Hs.193133 ESTs, Weakly similar to ALU7_HUMAN ALU S 
Hs.302232 ESTs 

Hs.306551 Homo sapiens IMAGE Consortium ID 839832, 
NM_002675:Homo sapiens promyetocytlc leu 

Hs.154073 gb:EST92388 Skin tumor I Homo sapiens cD 
Target Exon 
Target Exon 

NM_024513*:Homo sapiens FYVE and coiled- 
Target Exon 

Hs.1 05887 ESTs, Weakly similar to Homolog of rat Z 
CD69 antigen {p60. early T<ell activatl 
small Inducible cytokine subfamily A (Cy 
NM_006856*:Homo sapiens activating trans 
interteukin 8 
GR02 oncogene 
Hs.322430 NORG family, member 4 
Hs.394 adrenomeduHin 
Target Exon 

NM_012448*:Homo sapiens signal transduce 
ENSP00000236574*:HypotheScal 21.8 kOa p 
Hs.279537 ESTs 

Target Exon 

v-fos FBJ murine osteosarcoma viral onco 
activating transcription factor 3 
Hs.202199 ESTs 

Target Exon 
Hs.25829 ras-related protein 
Hs.102500 hypothetical protein FU20481 

ESTs 
Hs.109968 ESTs * 

carbonic anhydraselV 
excision repair cross-complementing rode 
prostaglandin-endoperoxide synthase 2 (p 
ESTs 

fibrinogen, gamma polypeptide 
Hs.143835 gbxin14d12jc1 NCI_CGAP_Lu5 Homo sapiens 
Hs.124685 ESTs 

Hs.98764 ESTs, Weakly similar to A29861 actin gam 
Hs.121347 ESTs 
Hs.121784 ESTs 
Hs.134662 ESTs 



Hs.89485 
Hs.89296 
Hs.196384 
Hs.47650 



AA852097 
AW241940 
AA889354 
AL389940 
T28499 
NAU05236 
D28235 
Al 368909 
M10014 
AI299050 
R40290 
AA431801 
A1204354 
AI686579 
AI082692 

NM_002837 Hs.123641 protein tyrosine phosphatase, receptor I 
BE157260 Hs.79070 v-myc avian myelocytomatosis viral oncog 

Target Exon 
AI018280 Hs.130189 ESTs 
AI91 5771 metallothionein 1 E (functional) 

AA524886 gb:nh34f02.s1 NCI_C6AP_Pr3 Homo sapiens 

Target Exon 
A1762232 Hs.46794 ESTs 

cathepsin O (lysosomal as party I protease 
BE068494 gb:MR1-BT0371-05Q50O-009-a1 2 BT0371 Homo 

C16931 gb:C16931 Ctontech human aorta polyA mRN 

AW004056 Hs.168357 T-box2 
AI375258 Hs.98005 ESTs 
Z20964 Hs.323817 DKF2P547E1 010 protein 
Target Exon 

CCAAT/enhancer binding protein (C/EBP), 



BE263301 
AA463422 
AW452948 

R37101 

AF238870 

AA707006 

T39748 

AA622104 



AA369501 



BE304709 
AA001088 



Hs.99029 

Hs.209431 ESTs 
Hs.257631 ESTs 

NNU)20389:Romo sapiens putative capacita 
Hs.20982 ESTs 

Hs.275706 Homo sapiens clone GLSH-3 similar to gli 
Hs.187863 ESTs 
Hs.325474 Target CAT 
ESTs 

Homo sapiens mRNA; cDNA DKF2p58612022 (f 
ENSP00000067222*:Mtochondria1 28S ribos 
Hs.1 17898 ESTs 

Target Exon 

NM_025080*.Homo sapiens hypothetical prot 
Hs.2391 38 pre-B-cell colony-enhancing factor 
Target Exon 

C1002296:gi|6677817lref|NP^033126.1l rep 
Hs.146550 myosin, heavy polypeptide 9, non-muscle 
Hs.29739 ESTs, Weakly similar to C34323 GTP-bindi 



NM 003243 Hs.342B74 transforming growth factor, beta recepto 

AI352790 Hs.278639 WAA1684 protein: likely homotog of mous 

AF007191 gb:Homo sapiens SIB 276 intestinal mucin 

AI810474 Hs.196945 ESTs 

M92B43 Hs.343586 zinc finger protein homologous to Zfp-36 

AB030207 Hs.2478B8 guanine nucleotide binding protein 13, g 



3.56 

3.54 

3.54 

3.52 

3.48 

3.46 

3.43 

3.42 

3.42 

3.37 

3.36 

3,35 

3.28 

3.27 

3.27 

3.23 

3.22 

3.21 

3.19 

3.16 

3.14 

3.14 

3.12 

3.12 

3.11 

3.08 

3.07 

3.04 

3.02 

2.98 

2.98 

2.96 

2.95 

2.95 

2.94 

2.88 

285 

2.84 

2.84 

2.83 

282 

2.82 

2.81 

2.80 

2.79 

2.78 

2.77 

2.76 

2.76 

2.75 

275 

275 

2.74 

274 

274 

274 

272 

2.71 

2.71 

2.71 

271 

270 

2.70 

269 

268 

267 

267 

266 

265 

265 

265 

264 

262 

2.62 

261 

261 

261 

260 

259 

259 

258 

258 

258 
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423387 


AJ012074 




442681 


AI809182 


Hs.130907 


408652 


R43409 


Hs.6829 


402217 






427700 


AA262294 


Hs.180383 


455674 


BE06S941 




457831 


AA706937 


Hs.120802 


454219 


X75042 


Hs.44313 


458S4B 


AW444551 


Hs.35380 


456663 


BE251104 


Hs.1 13052 


440178 


AW502463 


Hs.196521 


457139 


AI557280 


Hs.184270 


405857 










Hs.326035 


412851 


AJ826502 


Hs.97269 


419968 


X04430 


Hs.93913 


409209 


AA460160 


HsJ3217 


447173 


AW449385 


Hs.157294 


440034 


A1908639 


Hs.246781 


418168 


R85350 


Hs.101368 


417295 


AW993524 


Hs.43148 


406305 






427866 


AA417083 


Hs.104789 


436409 


AJ238982 


Hs.183656 


413861 


BE175424 




403605 






402594 
402803 






428336 


AA503115 


Hs.183752 


458568 


AI769067 


Hs.127824 


442630 


AW572938 


HS.1305B0 


409368 


AA071059 




405156 






448162 


AL039531 


Hs.323363 


403591 






406193 






420813 


X51501 


Hs.99949 


442941 


AU076728 


Hs.8867 


400703 






415026 


AA159356 


Hs.72308 


400334 


Y13187 , 




445878 


AI262974 


Hs.145587 


404975 






436370 


R01220 


Hs.185679 


400513 






424008 


R02740 


Hs.137555 


415405 


R59141 




407612 


U26403 


Hs.37142 


409837 


AW501504 




458637 


AV657446 




449125 


A1671439 


Hs.196029 


418922 


AW956580 


Hs.42699 


402404 






421993 


R22497 


Hs.110571 


413731 


BE243845 


Hs.75511 


456855 


AF035528 


Hs.153863 


428193 


NM 004235 




422166 


W72424 


Hs.1 12405 


439453 


BE264974 


Hs.6566 


433883 


AI925688 


Hs.222312 


406564 






403581 






403716 






404758 






439500 


W7315B 


Hs.170434 


448793 


AI864581 




435857 


AF253468 


Hs.3736 


426653 


AA530892 


Hs.171695 


402051 






409859 


AW501926 




417967 


BE244373 


Hs.1119 


405063 




405163 






402386 






406755 


N80129 


Hs7199263 


409811 


AW500896 




454034 


NMJW0691 


Hs.575 


400489 






428704 


AA432007 


Hs.192090 


429307 


AU076592 


Hs.198951 


400116 






404795 






408053 


AW139474 


Hs.246B62 



vasoactive intestinal peptide receptor 1 Z57 

ESTs 2.57 

Homo sapiens mRNA for KIAA1644 protein, Z56 

C19001662*:gi|6753872|reflNPJ)34345,1| i 2.56 

dual specificity phosphatase 6 2.56 

gb:RC3-BT0319-100100-012-d12 BT0319 Homo 2.56 

ESTs, Moderately similar to A26641 Na?ex 2.56 

v-re! avian reticuloendotheriosis viral 2.55 

x 001 protein 2.55 

RNA cyclase homolog 2 54 

ESTs 2.53 

capping protein (actin filament) muscle 2.52 

Target Exon 2.51 

early growth response 1 2.50 

ESTs 2.49 

interteukin 6 (interferon, beta 2) 2 49 

ESTs 249 

ESTs 2.48 

ESTs 2.44 

ESTs 2.43 

epitheHal membrane protein 1 2.43 

transcriptional adaptor 3 (ADA3, yeast h 2.42 

ESTs 2.42 

VNN3 protein 2.42 

gb:RC4-HT0578-17030(M)12-<l01 HT0578 Homo 2.40 

C30Q0142«:gi|450301 5|ref|NP 003900.1] co Z37 

C1002603*:giI9887091|gb|AAG01738.1|AF248 Z37 

NM_001 397:Homo sapiens endothelin conver Z37 

microseminoprotein, beta- 2.36 

ESTs, Weakly similar to T28770 hypotheti Z36 

ESTs Z35 

gb:zm66a10.r1 Stratagene neuroepilhelitim Z33 

NM_003213*:Homo sapiens TEA domain famil 2.31 

hypothetical protein FLJ22169 131 

Target Exon 2.31 

Target Exon 2.30 

prolactin-induced protein 2.30 

cysteine-rich, angiogenic inducer, 61 2.28 

C11001794*:gi|10946612|ref]NPJ672B6.1l 2.27 

ESTs 2.25 

Homo sapiens dmd gene, intron 1 1 2.18 

ESTs 2.I8 

uncharacterized hypothalamus protein HT0 2.1 8 

ESTs Z17 

Target Exon Z16 

putative chemokine receptor; GTP-Knding Z 1 5 

gb:yg96d1 1.r1 Soares infant brain 1NIB H £15 

ephrin-A5 212 

gb:UI-HF-BP0r>ajd4>44-04JLr1 NIH_MGC_5 Z08 

gbAV657446GLC Homo sapiens cONA clone 2.07 

Homo sapiens mRNA for KIAA1657 protein, 2.00 

ESTs 1.98 

NMJ)24967*:Homo sapiens hypothetical pro 1.98 

growth arrest and DNArdamage-toducibte, 1.98 

connective tissue growth factor 196 

MAD (mothers against decaperrtaplegic, Dr 1.96 

Kruppel-Bke factor 4 (gut) 1.93 

S100 calcium-binding protein A9 (calgran 1.g2 

thyroid hormone receptor interactor 13 1.92 

ESTs 1j91 

msh (Drosophila) homeo box homolog 2 1.91 

Target Exon 1.90 

Target Exon igrj 

Target Exon {90 

Homo sapiens cONARJ14242fis I dona OV 1.89 
ESTs 

delta-like 4 homolog (Drosophila) 1 .83 

dual specificity phosphatase 1 1.82 

Target Exon j 81 

gb:Ul-HF-BROp-ajp-f-0^04JU1 NIHJYIGC_5 178 

nuclear receptor subfamily 4, group Am 1.78 

Target Exon 1 73 

C500056r:gi|7513700lpir||T14151 Inv pro 175 

Target Exon 173 

metaMioneinIL 173 

gb:Ul-HF-BP0r>air-a-03-0-ULr1 NIH_MGC_5 170 

aldehyde dehydrogenase 3 family, member 170 

Target Exon 170 

ESTs 169 

jun B proto-oncogene 167 

Eos Control 165 

Target Exon y 65 

ESTs i 6 5 
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414580 
428800 
451676 
402394 
404818 
436364 
420369 
405590 
402448 
433495 
409020 
405443 

TABLE 37B: 



BE386918 

M57627 

R84770 



X06096 



AW373784 
AA062549 



gb:601275386F1 N1HJ/IGC.20 Homo sapiens c 
Hs.193717 interleukin 10 

Hs.33538 ESTs, Weakly similar lo oxygen-regulated 
Target Exon 
Target Exon 

gb:Human macrophage adphal -antitrypsin c 
Hs.97220 chondroadherin 

CX001497':gil4557543lref|NP_001384.1| ex 

Target Exon 
Hs.71 alpha-2-glycoprotein 1 , zinc 
Hs.21162 relbmdin 

Target Exon 



1.63 
1.63 
1.62 
1.61 
1.60 
1.55 
1.54 
1.54 
1.53 
1.51 
1.51 
1.12 



Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey 

409385 
442195 



439839 
445493 
418056 
413164 



459330 
434038 
433291 
423387 



455674 
413861 
409368 
415405 
409837 
458637 
428193 



448793 
409859 
409811 
400116 



CAT Number Accession 



414580 
436364 



110758.1 
15007J 



2594580.1 
423456J 
286199.1 
1492512.1 



105725,1 
630986J 
73706.1 
2612.2 



1490762.1 

1561647J 

110612.1 

1872126.1 

915621.1 

395208.1 

430J 



3006936 1 
916430.1 
58948.2 
5269.1 



623093.1 
1414.37 



TABLE 37C: 



T65940 T64515 AA071267 AA071334 

U81984 NM.001430 BE9D7085 BI333232 AI021985AU 138476 C1B601 U51626 AU100517 BI054387 AU076970 BE786454 BG01 0080 AW377 189 

BF998789 AA36B139 R11396 T83613 BG006324 B1012404 BG001643 BF757957 AL549361 AL544018 BE002B70 BE929314 BE090199 AL046650 

BI053717 BE929315 BI054967 BF960055 BF925432 R05421 BF922073 T70331 BI004403 

AI023587 AA889354 AA846791 

AV71 1317 AI809938 AI80876B AI240593 AI915771 

AW971347 AA524886 AA211537 BF903005 BF357120 

BE068758 BE068745 BE0586Q9 BE068778 BE068529 BE068683 BE068445 BE068392 BE068719 BE068473 BE068521 BE068628 BE068422 
BE068618 BE068354 BE0S8390 BE068414 BE068433 BE068369 BE068384 BE068661 BE068324 BE068301 BE068436 BE068754 BE068329 
BE068672 BE068494 BE06B596 BE068332 BE068347 BE068588 BE068328 BE068493 BE068740 BE0686B5 BE0G8759 BE068307 BE068429 
BE068303 BE068693 BE068374 BE068295 BE068625 BE068302 BE068663 BE068675 BE068579 BE06831 1 BE068674 BE068547 BE068602 
BE068605 BE068352 BE068306 BE068401 BE068537 BE068552 BE068450 BE068723 BE068393 BE068671 BE068748 BE06B317 BE068447 
BE068568 BE068632 BE068357 BE06B330 BE068498 BE068631 BE068540 BE068410 BE068625 BE058591 BE068522 BE068676 BE068499 
BE068361 BE068598 BE068350 BE068299 BE068580 BE068567 BE068692 BE068321 BE068327 BE068739 BE068526 BE068538 BE068765 
BE068340 BE068733 BE068293 BE0S8565 BE068480 BE068476 BE068761 BE068712 BE06B706 BE068549 BE068419 BE068383 BE068434 
BE068418 BE068525 BE068543 BE068752 BE068550 BE068623 BE068470 

BG563152 BF846777 BF849354 BF849359 BF846636 BF849201 BF849356 C16931 AA056717 AW864542 AW882724 AA056567 
AI910738 AW139227 AA932891 AA622104 
AF007191 AW820706 BG978594 BF872238 

L13288 AA928785 AI608912 AW872978 AA565655 A1022915 AI304920 AI564366 A1668793 A1094557 T60038 R72302 H45409 AA5O8805 R46356 
AA418798 BM129553 BM129126 BM1 29292 BM1 28865 A1808418AI689932AI806573BF431608AW872985 AW166269 H73241T1 6182 AI264 547 
R73391 R72085 R72840 T83751 X75299 BF754348 R94105 AW449839 R73300 NMJHJ4624 AI797007 BE045543 BF1 10021 BF754250 T83923 
AWB84084 AA903896 AA418962 L20295 R72351 H45098 AA961010 R73210 R46451 AW884085 BI022902 BI763932 BI910138 
BE065941 BE055997 BE066003 BE066070 BE066098 
BF352282 BE175424 BE17541B BE175383 
AA071059 AA085201 M085020 

W18191 R59141 R54142R12130F11362Z42794 F08242F07925 H21084 R54090 R59142 

AW501 504 AW501656 AW503048 AW502449 AW502098 

AV657752AV657446 

AF105036 U70663 NM 004235 AF0221 84 AU141 767 AU141 1 10 AL040569 D44830 BI01 1351 AL575805 AI290876 AMD 1 4784 AI393429 AI26621 1 
AW074303 AA620711 BF1 97792 AW008766 D25944 AI687397 AA621 680 AV71 4408 BF446905 BM314505 BF514079 BM314197 AA845201 
AW874084 BE720622 A1127241 AA236239 A1679709 A1679135 AI572470 AA573434 A1568487 BE049325 AA687950 BG925989 AI338031 
A1365073 AI024576 AA298805 H04001 H45668 BG682146 AL552388 BI462361 BG547513 BG896863 BI256661 
A1936948 AI864581 AI57C641 
AW501926 AW502566 AW501927 
AK057581 AW500962 AW500896 AW501 105 

042041 NM 014610 AJ000332 BI758702 BG720650 AU141129 AU130711 AU141380 AU132402 BM048556 AU127520 BE259984 AU128952 
BE614151 AL601516 BM146777 AU128103 BM194094 BE937951 BE695396 AK026997 AK026567 BF969293 BE798100 B1086881 BG166248 
BE877845 BG385414 AW886747 BF093789 AW390159 BF820311 AA421676 AW880845 AW404827 BF726465 BE161190 BE254102 AW406002 
BE161223 AI912055 BF930228 AW374357 AW794531 BE720524 BE933982 BE93365B BE933694 BE933978 BE933554 BE9335B3 BE166557 
BE933874 BE933641 BE933859 BE933626 BE933866 BE933633 BE933864 BE933631 BE933867 BE933634 BE933857 BE933624 BE933883 
BE933650 BE720491 AA420426 BE720410 BE720458 BE720444 BE720411 AW368748 BF874616 BE933498 BE835979 BF926667 AW849921 
AWB50026 AW850022 AWB49977 AW849900 BG250251 W87689 A1192825 A1692824 AA426263 AI09031 5 A1309537 AA877437 AA478438 
A153B868 AW276162 AI279916 AA60031 8 Al 188838 AW662284 AI262619 AA293457 BF347442 AA421677 AA658083 AA565510 AA937060 
A1142684 AA788940 AA827426 AU152614 AI342784 AU148738 AA219664 AA047835 H99450 AA018563 A1073634 BM4751 20 BG875251 
BG248778 U46372 AA383858 AU140356 BG821B91 BF935049 B1760656 B1054103 BF9B2309 BE872215 B1257291 AU 158469 AU 160599 . 
AU152469 AU152375 AU152059 AU148575 N32267 AU149554 AI627459 AI719840 AW779017 AI291493 AW304181 AW470055 AI086491 
AI31 1387 AI634232 AI151241 AI288848 AW050588 AW589580 A1241353 AI880219 AA039309 AA026517 AA016238 AA013444 H86822 R87530 
AAD5B462 N27082 Z39679 BE544309 W52619 AA018076 AI813568 AW189907 A1418104 AU1 59878 AU1 50087 R21754 AA015932 H67274 
AU153097 AI961344 AA018208 W32429 R45344 R77453 BM470129 AU130415 B1227374 BE298179 AW844963 AW844983 AI904056 AA379005 
BF850571 AA355641 BG747156 AL547262 AW367941 BE560004 BI116061 BG899031 BE56031B BF174177 B1051456 BE001967 BE386446 
BF969326 BF808765 BF684480 BG421617 AI940607 AW875483 BE789632 BF808711 BI192691 AW904249 B1911430 BE265407 BE730343 
BE397808 8I226516 

BG333973 BE385437 8E408833 BE387650 

X05826 X06096 BG458890 AW951851 W23562 T28392 H56742 H58030T69205 



Pkey: Unique number corresponding to an Eos probeset 

Ref : Sequence source. The 7 digit numbers in this column are Genbank Identifier (GI) numbers. 'Dunham, et al." refers to the pubRcation entitled The ONA sequence of 

human chromosome 22" Dunham, et al. (1999) Nature 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
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NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposttion 


402608 


9910096 


Plus 


37495-37669 


404518 


8151988 


Pius 


84494-84603 


401234 


9929642 


Plus 


120173-120337 ' 


402181 


8575912 


Plus 


449746-450040 


403479 


7329292 


- Minus 


148369-148533,150678-150809 


402911 


7263904 


Plus 


142689-142979 


401540 


8072433 


Plus 


106838-107310 


402328 


4464283 


Minus 


13758-13922,14558-14752 


401590 


9966320 


Minus 


33547-33649 


403645 


8699714 




4433-4582 


403376 


9369545 


Minus 


108698-108830 


401126 


8699701 


Minus 


68290-68487 


401904 


B671966 


Plus 


60959-61603 59570-59890 S377fU?3R3ft 


401919 


9502466 


Plus 


67536-67666 


406443 


9280765 


Plus 


85951-87327 

OJ3J l-Of OCI 


406016 


8272661 


Plus 


41341-41940 


405938 


6758795 


Minus 


166671-167411 


404231 


8218035 


Minus 


61077-61322 


404102 


7229900 


Plus 


97685-980 18 


403031 


7768597 


Minus 


1308-1416 


406059 


9103984 


Minus 


13856-14004 


402483 


7574980 


Minus 


65578-66119 

\*J\Jt IrUU 11*3 


405448 


7582529 


Plus 


136347-136532 


404439 


7139680 


Plus 


55316-55585 


404026 


7582549 


Minus 


79G74-799SR 


400881 


2842777 


Minus 


91446-91603 92123-92265 


405429 


7321905 


Minus 


51577-51723 

*J 1 sit f *J J f tJ 


402642 


9958129 


Minus 


125599-125756 


402217 


9795981 


Minus 


21521-21757 


405857 


6758728 


Plus 


26554-26819 


406305 


8575B69 


Plus 


108239-108386 112216-112378 115388-11557 


403605 


6862654 


Plus 


91614-91718 


402594 


7705170 


Pius 


103082-103414 


402803 


3287156 


Minus 


55923-56033 


405156 


9966228 


Plus 


146733-146860 147R99-147951 153197 1 5395 


403591 


8101229 


Plus 


4201-4833 


406193 


7289992 


Plus 


30183-30559 


400703 


8118859 


Plus 


63657-63857 64809-54905 


404975 


3419864 




86096-85505 


400513 


9796593 


Plus 


74613.74893 


402404 


3970932 


Plus 


53154-53280 


406564 


7711604 


Minus 


52788-53013 


403581 


8101162 


Plus 


6794-7396 


403716 


7239569 


Plus 


86899-87122 


404758 


7706327 


Minus 


130204-130806 


402051 


8082020 


Minus 


19346-19480,20041-20119 


405063 


7658414 


Minus 


111047-111666 


405163 


9966267 


Minus 


161171-161299 


402386 


9799769 


Plus 


22069-22303 


400489 


8954013 


Plus 


131475-131652 


404795 


4826439 


Plus 


147501-147780 


402394 


9929690 


Plus 


3330B-33482 


404818 


2769655 


Plus 


33671-33839 


405590 


6960455 


Plus 


90492-90818 


402448 


9796640 


Plus 


112942-113069,114303-114521 


405443 


7408143 


Plus 


90716-90887,101420-101577 



TABLE 38A: About 207 genes upregulated in lung fibrosis relative to normal tissues 

Pkey. Unique Eos probesetidentifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenetD: Unigene number 

Unigene Title: Unigene gene title 

R1 : 90th percentile of Jung fibrosis Als divided by 70th percentile of normal tissue Als, where the minimum value for (he numerator and denominator was set to 50. 



Pkey 


ExAccn UnigenelD 


Unigene Title 


R1 


437275 


AW976035 Hs.292396 


ESTs, Weakly similar to A47582 B-ceD gr 


4.28 


407891 


AA486620 Hs.41135 


endomucin-2 


4.14 


414020 


NMJD02984 Hs.75703 


small inducible cytokine A4 (homologous 


4.07 


410219 


T98226 Hs.171952 


ocdudin 


3.96 


434666 


AF151103 Hs.1 12259 


T cell receptor gamma focus 


3.88 


425009 


X58288 Hs.154151 


protein tyrosine phosphatase, receptor t 


3.87 


406617 




Target Exon 


3.76 


420568 


F09247 Hs.247735 


protocadherin alpha 10 


3.70 


425873 


NMJM3390 Hs.160417 


transmembrane protein 2 


3.69 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



438797 

410315 

446714 

412326 

430259 

412790 

424338 

412654 

414366 

451035 

436473 

406714 

414586 

427274 

427527 

452813 

442831 

427774 

445330 

436001 

431681 

432314 

435129 

407151 

422607 

421205 

428582 

423582 

424880 

421233 

429350 

428727 

434850 

414602 

446506 

416114 

435869 

444212 

422442 

442870 

424456 

429673 

445107 

438828 

428106 

428403 

431830 

417512 

423067 

437457 

415000 

437145 

418838 

419660 



C16161 
AI638871 
W73818 
R07566 
BE550182 

NM 014767 Hs.74583 
W78816 Hs.49943 
AI093480 
X00442 

AU076785 Hs.430 
AI193122 
AI219304 

AA306160 Hs.16488 



Hs:75990 



AA533447 

AI381659 

H25836 

Z45471 

AL137540 

BE336699 

BE000331 



414493 

416883 

417675 

418318 

432841 

429640 

449843 

401958 

416926 

433691 

441692 

439453 

417165 

414291 

417696 

435913 

422050 

451356 

442085 

427704 

427247 

441965 

430268 

450056 

407245 

418941 

446601 

432195 



Hs.283040 hypothetical protein PR02543 
Hs.1 5251 9 Homo sapiens cDNA: FU22524 fis. clone H 
Hs.110028 ESTs • 

Hs.73817 small inducible cytokine A3 (homologous 
Hs.1 27826 RalGEF-like protein 3, mouse homolog 
KiAA0275gene product 
ESTs. Weakly similar to S65657 atpha-1C- 
hypothetical protein FU 1 1 896 
haptoglobin 
plastin 1 (I isoform) 
Hs.132275 ESTs 
Hs.266959 hemoglobin, gamma G 

lymphocyte cytosolic protein 1 (L-plasti 
NM.005211 Hs.174142 colony stimulating factor 1 receptor, fo 
AI809057 Hs.1 53261 immunoglobulin heavy constant mu 
U54727 Hs.191445 ESTs 
AI798959 Hs.131686 ESTs 

AA278583 Hs.1 80737 Homo sapiens done 23664 and 23905 mRNA 
RS2656 Hs.21691 ESTs 
AW903849 Hs.173840 HUEL{C4orf1)-interacting protein 
AK000378 Hs.267566 hypothetical protein FU20371 
Hs.312989 ESTs 
Hs.267086 ESTs 

Hs.301527 ESTs, Moderately similar to unknown [H.S 
Hs.1 16684 stromal celkJerived factor 2 
Hs.1 02541 netrin4 
Hs.185055 BENE protein 

Hs.23837 Homo sapiens cDNA FU1 1 81 2 fis, done HE 
NMJM0328 Hs.1 53514 retinitis pigmentosa GTPase regulator 
AA209534 Hs.284243 tetraspan NET-6 protein 
AI754634 Hs.131987 ESTs 

AF078B47 Hs.191356 general transcription factor I1H, polype 
Z43161 Hs.283714 30 kOa protein 

Homo sapiens mRNA; cDNA DKFZp564B1264 (f 
chemokine-like factor, alternatively spl 
AI695549 Hs.1 83868 glucuronidase, beta 
AF255910 Hs.54650 junctional adhesion molecule 2 
AW503976 Hs.10649 basement membrane-induced gene 
AA324998 Hs.147066 signal transducer and activator of trans 
N45018 Hs.8769 hypothefical protein DKFZp761J17121 
AA341017 Hs.25549 hypothefical protein FU20898 

Hs.21 1595 protein tyrosine phosphatase, non-recept 
Hs.147313 ESTs,Weakrysirra1artol38022hypotheti 
Hs.6434 hypothetical protein DKFZp761F2014 
BE620016 Hs.182470 PTD0 10 protein 
A1393048 Hs.326159 leucine rich repeat fm FUI) interactin 
Y16645 Hs.271 387 small inducible cytoWne subfamfly A (Cy 
X76534 Hs.82226 glycoprotein (transmembrane) nmb 
AA321355 Hs.285401 colony stimulating factor 2 receptor, be 
AA757900 Hs.270823 ESTs, WeaWy similar to S65657 alpha-1 C- 
AW025529 Hs.239812 Homo sapiens serologically defined breas 
AFO07216 Hs.5462 solute earner family 4. sodium bicarbon 
AW385224 Hs.35198 ectonucleo«depyro[)hosphatase/phosphodl ' 
BE280337 Hs.1 94693 solute carrier family 7 (cationic amino 
AW103364 Hs.727 inhibbi,betaA(acBvinA,acGvtnABa 
AL133921 Hs.76272 reSnoblastoma-binding protein 2 
AW140128 Hs.184902 ESTs 

AI808607 Hs.3781 similar to murine leurine-rich repeat pr 
transmembrane 4 superfamily member 3 
protein tyrosine phosphatase, non-recept 
anglopoietin 1 

solute carrier family 31 (copper transpo 
Target Exon 
Hs.263395 HT018 protein 
ESTs 

Hs.8021 WAA1058 protein 
BE264974 Hs.6566 thyroid hormone receptor interactor 13 
R80137 Hs.302738 Homo sapiens cDNA: FU21425 fis. done C 
Hs.1 3040 G protenvcoupted receptor 86 

CD69 antigen (p60, early T-ceil activati 
Hs.269559 ESTs, Weakry similar to S65657 alpha-1 C- 
ESTs, Moderately similar to JC5238 galac 



AW630088 Hs.76550 
AI123118 Hs.1 5159 



AA884407 
A1208121 
AL134275 



Hs.84072 
Hs.62 
Hs.2463 
Hs.24030 



U47732 
M93425 
U83508 
R85337 

H03109 

AA605012 

AB028981 



AJ269619 
BE241624 Hs.82401 



W95006 
AA302741 
AA748418 
AA975688 



Hs.25786 
Hs.164577 ESTs 
Hs.159955 ESTs 



AW971063 Hs.292882 ESTs 

AW504221 Hs.174103 integrin.alphaL(an6genCD11A(p180), 

AA972712 Hs.269737 ESTs 

AK000737 Hs.237480 hypothetical protein FU20730 

BE047394 Hs.8208 ESTs, WeaWy similar to S71 51 2 hypothec 

X90568 Hs.1 72004 UGn 

AA452970 Hs.239527 E1B-55kDa-assodated protein 5 

A131 2783 Hs.1 55772 Homo sapiens thymic stromal co-transport 

AJ243669 Hs.8127 WAA0144 gene product 



3.68 

3.65 

3.64 

3.61 

3.58 

3.56 

3.56 

3.56 

3.54 

3.52 

3.51 

3.46 

3.45 

145 

3.39 

3.36 

3.35 

3.34 

3.31 

3.31 

3.29 

3.28 

3.28 

3.24 

3.21 

3.20 

3.20 

3.19 

3.17 

3.17 

3.16 

3.16 

3.13 

3.12 

3.11 

3.10 

3.09 

3.08 

3.08 

3.08 

3.07 

3.07 

3.06 

3.04 

3.04 

3.04 

3.03 

3.02 

3.01 

£96 

2.96 

Z96 

296 

Z96 

2.95 

2.94 

Z92 

2.92 

2.92 

2.92 

Z91 

2.91 

2.90 

2.90 

Z88 

Z87 

Z87 

Z87 

2.87 

ZB7 

Z86 

Z85 

Z85 

2.84 

Z83 

Z83 

Z82. 

Z82 

Z80 

Z80 

Z80 

Z80 

280 
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449QB8 AI654048 Hs.195556 ESTs 2.80 

416511 NMJJ06762 Hs.79356 Lysosomal-assodated rrujttispanntog membr 2.80 

406648 AA563730 Hs.277477 major Wstocornpatibility complex, class 2.79 

412116 AW402166 Hs.7B4 Epstein-Barr virus induced gene 2 (lymph 2.78 

5 433793 AW975959 Hs.107513 ESTs, Moderately similar to KIAA1058 pro 2.78 

440255 AI932285 Hs.160569 ESTs 2.78 

410057 R6S634 Hs.268107 multimerin 2.77 

417497 AW402482 Hs.82212 CD53 antigen 2.77 

446733 AA863360 Hs.26040 ESTs, WeaWy similar to fatty acid omega 2.76 

10 431B84 AA521246 Hs.210792 ESTs, Weakly similar to ALU8_HUMAN ALUS 2.75 

409969 AW514668 Hs.194258 ESTs, Moderately sinflar to ALU5.HUMAN A 2.75 

436729 BE621807 transmembrane 4 superfamily member 1 2.75 

431451 AA761378 Hs.192013 ESTs 2.74 

413517 N76712 Hs.44B29 ESTs, Weakly simitar to 138022 hypotheti 174 

15 447818 W79940 Hs.21906 Homo sapiens done 24670 mRNA sequence 2.74 

416818 AA228899 Hs.101307 Homo sapiens HUT 11 protein mRNA, partial 2.74 

424673 AA345051 Hs^94092 ESTs, Weakly similar to 136022 hypotheti 2.74 

443194 A1954968 matrix da protein 271 

443804 AL135352 Hs.255883 ESTs, Weakly similar to I38022 hypotheti 2.71 

20 452870 AW502761 Hs.30909 KIAA0430 gene product 2.70 

430334 AI824719 Hs.143251 ESTs 2.70 

437187 AL080208 Hs.306325 Homo sapiens mRNA; cDNA DKFZp586C1 523 {f 2.70 

432279 N95104 Hs.274260 ATP-binding cassette, sub-family C (CFTR 2.70 

413950 AA249096 Hs.32793 ESTs 2.70 

25 430016 NM 004736 Hs.227656 xenotropic and polytropic retrovirus rec . .2.70 

431710 AI735482 ESTs' 2.70 

448749 AW859679 Hs.21902 Homo sapiens clone 25237 mRNA sequence 169 

451154 AA015879 Hs.33536 ESTs 2.69 

424541 AW392551 Hs.1 80559 ESTs, Weakly similar to A56194 thromboxa 2.69 

30 446899 NM_005397 Hs.16426 podocalyxin-tike 2.68 

418031 AA648744 Hs.269493 ESTs 2.68 

453902 BE502341 Hs.3402 ESTs 2.68 

405121 mitogen-activated protein kinase 8 inter 2.68 

410163 AF151977 Hs.59260 NTT5 protein 2.67 

35 429632 AW195336 Hs.148910 ESTs 2.67 

437191 NM 006846 Hs.331555 serine protease inhibitor, Kazal type, 5 2.67 

455004 AW850303 gb:lL3-CT021 9-191 1 99-030-F09 CT0219 Homo 2.67 

444933 NMJH6245 Hs.12150 retinal shorkihain dehydrogenase/redud 2.67 

401 1 13 solute carrier family 22 (organic cation 2.66 

40 419462 AF071076 Hs.112255 nudeoporin 98kD 2.66 

407635 AW370213 Hs.295232 ESTs, Moderately similar to A4601 0 X-lin 2.66 

419175 AW270037 KIAA0779 protein 2.66 

408988 AL1 19844 Hs.49476 Homo sapiens done TUAB Cri-du-chat regi 2.66 

452721 AJ269529 Hs.301B71 solute carrier famBy 37 (gryceroW-pho 2.66 

45 430592 AJ224864 Hs.9688 leukocyte membrane antigen (IRC1) 2.65 

446830 BE179030 Human DNA sequence from clone RP5-1174N9 2.64 

433327 AI674779 Hs.126744 ESTs 2.64 

424868 A1568170 Hs.96B86 ESTs 2.64 

429854 R55508 Hs.99472 ESTs 2.63 

50 427080 AW068287 Hs.301175 ras-related C3 botuBnum toxin substrate 2.63 

456711 AA033699 Hs.83938 ESTs, Moderately similar to MAS2_HUMAN M 2.63 

41 9777 D601 34 Hs.270975 ESTs 2.63 

414577 AI056548 Hs.72116 hypothetical protein FU20992 similar to 2.62 

427596 AA449506 Hs.270143 extracellular glycoprotein EMIUN-2prec 2.62 

55 452445 AB002438 Hs.29596 Homo sapiens mRNA from chromosome 5q21-2 2.62 

447482 AB033059 Hs.18705 KtAA1233 protein 2.62 

419110 AA234171 Hs.187626 ESTs 2.62 

450353 AI244661 Hs.103296 ESTs, Weakly similar to S65657 alpha-1C- 2.62 

419828 TB1422 Hs.14922 ESTs 2.62 

60 427202 BE272922 Hs.173936 interieuWn 10 receptor, beta 2.62 

412491 W31589 HsJ3957 RAB5A, member RAS oncogene family 261 

436496 AA281959 Hs.5210 gBa maturation factor, gamma 2.61 

435053 AW629385 ESTs 2.61 

435029 AF167706 Hs.19280 cystelne-rich motor neuron 1 2.61 

65 425976 C75094 Hs.334514 NG22 protein 2.60 

412561 NWL002286 Hs.74011 rymphocyte-adivation gene 3 2.60 

430539 AK001489 ADP-ribosylation factor-like 1 2.60 

419825 A1754011 Hs.7326 ESTs 2.59 

412577 Z22968 Hs.74076 CD163 antigen 2.58 

70 425894 AW954011 Hs.180711 ESTs 2.58 

,410883 D43767 Hs.66742 CCL17 chemokine (TARC) (SCYA17) 2.58 

441028 AI333660 Hs.17558 Homo sapiens cDNA FU14446 fis, done HE 2.58 

413949 AA316077 Hs.75639 Human TB1 gene mRNA, 3* end 2.58 

434943 AJ929819 Hs.92909 chromosome 21 open reading frame 50 258 

75 443605 H05865 Hs.134131 ESTs 2.57 

425017 AL1 19305 Hs.26409 ESTs 2.57 

440334 BE276112 Hs.7165 zinc finger protein 259 2.56 

426075 AW513691 Hs.270149 ESTs, WeaWy similar to 21 09260AB cell 2.56 

425345 AU077297 Hs.155894 protein tyrosine phosphatase, non-recept 2.56 

oO 407174 T79938 Hs.77062 leukocyte irnmunoglobulln-Iike receptor, 256 

443834 AI741510 Hs.173548 ESTs 255 

427557 NM.002659 Hs.179657 plasminogen activator, urokinase recepto 2.55 

420539 AA282735 Hs.440Q4 AD031 protein 255 
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421177 


AW070211 


Hs.102415 


Homo sapiens mRNA; cDNA DKF2p586N0121 (f 


2.54 


437952 


063209 


Hs.5944 


solute carrier family 11 (proton-coupled 


2.54 


422994 


AW891802 


Hs.296276 


ESTs 


2.54 


411992 


AW816214 


Hs.143055 


ESTs 


0 HA 


451180 


H61899 


Hs.171937 


steroid dehydrogenase-like 


2.54 


415775 


H00747 


Hs.29792 


ESTs, Wealdy similar to 138022 hypotheti 


2.53 


429752 


H52348 


Hs.36636 


ESTs 


2.53 


414612 


BE274552 


Hs.76578 


protein inhibitor of activated STAT3 


2.53 


453329 


T97205 


Hs.193400 


EST s, Wealdy similar to 2109260A B cell 


2.53 


436503 


AJ277750 


Hs.183924 


ub'tquitin associated and SH3 domain cont 


2.52 


445911 


A19B5987 


Hs.145645 


ESTs, Moderately similar to ALU1_HUMAN A 


2.52 


433332 


A1367347 


Hs.44898 


Homo sapiens clone TCCCTA001 51 mRNA sequ 


2.52 


435943 


R60194 


Hs.31141 


Homo sapiens mRNA for KIAA1 568 protein. 


2.52 


452253 


AA92B891 


Hs.28608 


Homo sapiens cDNA: FU221 15 fis. done H 


2.52 


442506 


BE566411 


Hs.41726 


ESTs 


2.52 


419972 


AL041465 


Hs.1 82982 


golgin-67 


2.52 


431074 


BE072772 


Hs.8997 


ESTs, Moderately similar to A46010 X-fin 


2.52 


449129 


AI631602 


Hs.258949 


ESTs 


2.52 


440524 


R71264 


Hs.1 6798 


ESTs 




419203 


AA4B8719 


Hs.190151 


ESTs 


2.51 


404370 






Target Exon 


151 


432828 


AB042326 


Hs.287402 


chondroitin 4-sulfotransferase 


2.51 


439219 


N33883 


Hs.41322 


ESTs 


2.51 


428044 


AA093322 


Hs.301404 


RNA binding motif protein 3 


2.50 


433681 


AI004377 


Hs.200360 


Homo sapiens cONA FU13027 fis, clone NT 


2.50 


437644 


AA748575 


Hs.1 36748 


lectin-fike NK ceil receptor 


2.50 


442566 


R37337 


Hs.12111 


ESTs 


Z50 


409317 


U20165 


Hs.53250 


bone morphogenetic protein receptor, typ 


2.50 


450506 


NM 00446C 


I Hs.418 


fibroblast activation protein, alpha 


£50 


447484 


AA4~64839 


Hs.292566 


hypothetical protein FU14697 


250 


415165 


AW887604 


Hs.78065 


complement component 7 


2.50 


435284 


AA879470 


Hs.96849 


Homo sapiens cDNA FU11492 fis, done HE 


2.50 



TABLE 38B: 



Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Gen bank accession numbers 



Pkey 
412654 



CAT Number Accession 



436729 



1350.1 



2203511 J 
6624.1 



443194 19335.1 



BG743181 AI830050 BE695688 AA126591 A1903503 R26045 N62894 N63950 AA131619 AI681480 N79626 AA461603 R78979 AW608865 N66622 
BF448B38AA779000AA460314Ai092721 AI870182AI436284 AI494151 AI1 27704 A11 27702 BE349350 AI093480AA11 5264 AA1 31 567 R26840 
R78885 

AI223854A1129852AA605012 

X75684 AL573167 AI445461 A1453743 AI983655 AI564644 AA9771B0 AI69411 1 AI591358 AW071625 AI678712 AI720939 AI927769 BE439796 
AI963432 AA292956 AW192593 AI865838 AI696905 AI424384 AI16131 2 AI91 1921 A1597801 B1494959 A1240988 AI492554 AW262737 BE044033 
AW008570 AW629505 B1494958 AA08B439 AA706057 BF222820 BF59360B BE501 957 AA524526 BE0441 34 AW572531 AW01 5724 BE349186 
AA043217 BE219784 AI799814 AA129575 AI671727 AW70033 BE646195 AW779725 AA903050 AA147228 AA404570 A1075878 W38161 AI972739 
AW6731 52 AA723200 C06123 BF057147 AA627686 AA1 57944 AI990245 AA66251 7 T32487 AI80O106AJ333170AI85916OW45410A1990827 
AW275048 AA182640 AA478328 AI298935 AW0851 58 AW471421 AW103470 AW300456 AW191997 AI823466 AA962397 AA136658 AI251 817 
AW339104 AA724739 AA41 1 1 00 AA191 349 AA757735 AA037696 AI769516 AW772283 AA010631 AI692846 AI061065 H80983 R79933 AI950693 
A1245632 AI349390 AA148284 AI798502 AA487B93 A1621320 AW194272 C06365 AA953883 BE858935 AI918523 A1872628 AI927217 A1453453 
AI189366 AW338678 AI261359 AI500576 BF477735 AI032569 AI972899 AI985583 Z28771 AI363829 AI693030 AA603586 BE773488 AW339301 
BE773489 8E773462 BE773495 AI650338 BE773499 AI745717 BE811475 BE811470 BE811464 BE611418 BE811415 BE811400 BE811398 
BE81 1388 BE811352 BE773501 BE773494 BE773486 BE773474 BE773473 BE773470 BE773461 BE81 1350 BE811337 BF593847 BG055071 
AW675302 BF003068 AA719173 BE81 1348 AI582462 AI686240 BE773500 AI244845 A1565439 AI918453 A1472527 AI446740 AA035576 AA191414 
AW674145 C05782 AI5B9264 D57558 AI458237 AI432033 AA989662 R21752 BF002457 AA988297 AL574095 AL576200 AL571074 AL574525 
AL57BB10 BG498381 A1928364 BE879732 AA479834 AA479712 C17732 BM091258 BF843901 AW820230 C17476 BE3271 20 AA1 29574 
AA136645 BF843900 AWB06193 AA502832 AA649494 AL568520 AL547960 BE706937 BE811360 BE773498 BE811401 BE773484 BE81 1437 
BE81 1380 BE811399 BF997171 BF757734 BE926037 AI377596 C061 11 AW088968 BE811404 BE81 1472 A1865912 AI925607 A1871950 AI093510 
BE905927 BE811435 AA191387 AW772000 BE811453 BE614379 BF844522 BI044896 AT744233 AW984527 CI 7504 BF843883 AI24B307 
BE773483 Al 567995 W60075 BF941 183 AI738844 BE81 1458 BE773481 A1262930 AA948565 BE706942 BE156360 T65026 AW242958 AW197954 
BE905184 AA722206 AI344943 AI348877 AI334860 BE621857 BE1562B0 AA454099 AA037722 BF843897 AW806183 AA04321 6 BG482896 
AA182734 AAS77242 AW372926 H27252 R38114 BF851B58 BE156214 AA190427 T91762 AA035067 AAB37326 T10930 BF906587 BI755027 
BG505731 BC008442BC010166AL550134AL553096 AI548700AI550751 AL547978AL545286 AL540643AU1 18627 AL60 1379 BI259821 
BG741786 BIB68522 AU1 35856 BI552770 BI259210 BI256520 B1255569 BG485098 BI258228 BG49B501 BM044512 AU133984 AL556586 
BE745111 B1222533 AU133917 BG2B8151 B1260715 B1550550 BG500773 B1551761 BG707601 B181 8593 BF691 383 BG721129 BG541578 
BE906666 BG751098 BI224135 BG400746 BG478065 BE790436 AW080238 AU137549 BG429896 BE392486 AW961686 BG721056 BE908365 
BE546656 BG541235 AW583735 BG528290 BI260895 AW651691 BM048974 BM043805 BG142185 AA315188 AI446615 C06300 BG497644 
AA088544 AIB15987 BG528631 BE619182 AW239185 AW062910 AW062902AA347236 F11933 AA488005 AA301631 AA376B0O D56120 
AA343532 AA308636 F00242 AA376086 AA316968 AA343799 BI870221 BE910282 BG538748 AW960564 AV732879 D16B54 AA192519 BF922148 
AA216013 BG624091 BE544387 BG507008 AW176446 BF790033 BE088925 BE088854 AA921 353 ,R2 1800 AA01 1222 T97525 
BI754027 BF696071 A1351939 BG151298 A1919334 AI401620 BI770165 W72057 T96158T29478 AA181252 BG927793 AA714431 AA600749 
AA181247 AA614756 AA081092 H52207 BG926934 BF222579 BG899001 N64245 AA953040 AI832406 AA102441 BG928081 AA993445 AA916041 
AA987847 AA983329 AA737219 AA916443 AW128994 AI492560 AJ761847 BC005272 NM.000900 X53331 M58549 B1758966 AL598829 BI754530 
BG699770 BE439699 BE440148 AV704365 AV733652 BG212015 BG184149 BG2O0180 BG212690 BI761222 BG1B2079 AW338B22 A1925631 
AI423041 AW071161 A1889836 AW1 29112 BG925339 A1017633 AA568964 BF725590 AI004210 AI809799 BE083097 BG896220 AW9976B1 
BF668788 BE083134 AW631281 BQ193052 BG183095 BE440088 BG185728 A1499579 AA18B162 AAB64282 B1493352 AA155854 AA836749 
AA836844 AA985478 AW082299 AI816747 AA450221 AA971294 BE327509 A1719662 BG576669 AI479382 BF824747 AI741800 BG982962 
AI088473 AA916151 AW473324 BG901 177 BE439998 AW023269 BE813871 AW999947 BE839108 AV707983 AA369722 AVV796627 AW890608 
AI341771 AA302459B1493353AA366332AA371104AA367277AL547972BG92B011 AI678903 AI699886 AI956165 AA484893 AA643953 
AW591053 BG203275 BG21 1093 AI334791 AA916589 AW058266 A1362370 Al 143352 AA508721 A192B079 D57214 BE045265 AA541785 
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BG219510 BG201586 BG195572 AW019904 AW089242 AA953322 AI686698 F27562 AA614749 D55645 F20774 F30650 F25646 AW023542 
AA827300 AA582214 AI701289 AA228293 A1906950 AA230156 AA384572 AW438988 AA742516 BI490938 AA731082 BF865869 BG190518 
AV704158 BE439643 AA910656 AA155913 AA923097 AA975721 AA985555 BG927032 AA948389 M451625 AA916141 AL572719 AV707258 
AW083733 AA1 28053 AI953789 A191 1993 AA421798 BG429150 AI915306 Z30130 AA126929 BG926630 AA081013 AA553696 AA916094 
BG924321 A1039722 A1954968 AI372839 AI401406 AI538215 

431710 1611592J AI422419 AA514370 AI741678 A1735482 AI735081 AI371436 

455004 10891 14_1 AW850587 AW850589 AW850318 AW850303 

419175 35068.1 AB018322 BC0124S0 B1524873 AW665554 AI934469 AI479916 BF096179 BF09B162 BF096132 AA744972 AI951988 AI858339 8E076331 

AA886998 AI570585 AI916688 AI57881 1 AI693109 A1308135 AA669046 AA961064 AI018062 H80618 BE221942 R52609 AI915164 AA365626 
Z44671 BI052776 BF882486 BG285184 AI589558 AA931663 AA534979AJ275392 AI273455 R52553 AA829920 H80652 AA360728 F1061B 
AW953666 AW176773 H85527 AA765570 AA081927 BF093282 BG743753 AL037576 AA534314 BE814964 BE973713 N49493 BE006634 
BEO06630 AW270037 AA234765 AI334004 BF0571 79 AIB57450 A1341 191 AI434143 AI917449 AW517207 AA255424 AW008334 AA847572 
AA994211 AA861901 AA581B73 AI580157 AI364363 AW242357 AW235291 N55645AA319B69 R36911 AA256551 AW044188 A1203159 N49403 
F02090 AI187299 AI609644 Z40516 AW952314 * 
BC020595 BI488430 BG168023 BE1 79030 AW294203 BF849776 AA459064 A191 7452 AW403072 W27419 BF914568 BF798468 AW370558 
^^^M23 AAM9232AA214221 AW802987 BF902228 AW370622 BF819597 AW370567 BF914313 AW954040 BF060708 AA194237 

124009.1 AI332638 AA663215 AW629386 

31268.1 AK001489 AU129447 BF959274 BG585452 AI245327 AU1 16B48 BF358559 BF358554 BF358570 8G578119 AL515852 AU154607 A1357567 

AW874359 A1122554 AA406478 A1091013 AI866579 AI686163 M662158 AA91 1580 D31095 AI302576 BF588761 AU151560 AU143828 AI291610 
AW169600 D31 161 AA905362 C21 179 BE327258 D31474 AW439053 D31309 BF756901 BI838626 BF979839 AU149562 BM1421 16 AU156455 
AA452028 AW473972 AW468490 AA410271 AI475944 BF821859 AA658188 AI360390 AA226320 F37355 F27660 F36093 AA152126 BF93M21 
BF375775 AW821784 AW975085 W16475 D31031 BG698392 AW860676 AW752864 BI013705 BF965715 BF326604 AW821786 

TABLE 38C: 



445830 41421.1 



435053 
430539 



Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) 

human chromosome 22" Dunham, et al. (1 999) Nature 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposilion: Indicates nucleotide positions of predicted exons. 



numbers. •Dunham, et at" refers to the publication enUlled "The DNA sequence of 



Pkey 


Ref 


Strand 


NLposilion 


406617 


8439858 


Plus 


36430-36552 


401958 


3258613 


Rus 


108411-108629 


405121 


8102330 


Minus 


35816-36004,36587-36684 


401113 


9966541 


Minus 


19419-19959 


404370 


7631003 


Plus 


127868-128244 



TABLE 40A: 656 genes upregulatfid in fibrosis relative to normal body tissues 

Table 40A lists about 656 genes unregulated in fibrosis relative to normal body tissues that are likely to encode proteins amenable to modulation by small molecules peptides or 
antibodies. These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis was 
expressed as average intensity (Al), a normafized value reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more domains 
Indicative of have oncogenic function or of transducing intracellular signals, or of being modutatable by smalt molecules, peptides, or antibodies {eg. pkinase death-domain 7tra 
phosphatase, or ionjransporter). Certain predicted protein domains are noted. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UniGenelD: UniGene number 

Pred.Prot.Domains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very likely to contain; =M, 

likely to contain; other protein domain abbreviations are from PFAM (Nucleic Adds Research. 2002, 30:276-280) 
UniGene Tifle: UniGene gene title ' 

R1 95th percentile of fibrosis Als divided by the 50th percentile of normal tissue Als, where the 1 0th percentile of all normal tissue Als was subtracted from both the 

numerator and denominator 

Pkey; ExAccn; UnlgenelD; Unigene Title; Pred.Prot Domains; R1 

442275; AW449467; Hs.54795; Homo sapiens secretoglobin, family 3A, m; Uteroglobtn;TM=M;SS=Y; 39.47 
428434; AW36359ftHs.65551; Homo sapiens. Similar to DNA segment, Ch; LBP BPI CETP C;TM=M;SS=Y: 3Z35 
439335; AA742697; Hs.62492; NM _052863:Homo sapiens secretoglobin, fa; none;; 28.49 
406964; M21305; ; FGENES predicted novel secreted protein; none^ione; 27.90 
425211; M18667; Hs.1867; p^astricsin (pepsinogen C); asp;TM=M;SS=M; 27.90 

441835; AB036432; Hs.184; advanced grycosylafion end product-sped; homeob<)x^transferase,notch,EGF,ank^trarisferase' 27.23 

446921; AB0121 13; Hs.16530; small inducible cytokine subfamily A (Cy; IL8;; 24.97 

428330; 122524; Hs.2256; matrix melalloproteinase 7 (matritysln, ; PepGdase_M10;; 24.38 

431723; AW058350; Hs.278966; Homo sapiens mRNA; cDNA DKFZp56482062 (f; PMP22_daudin none* 23 35 

409153; W03754; Hs.50813; hypothetical protein FU20022; ffcrinogen C;; 23.29 

431089; BE041395; Hs.374629; ESTs, Weakly similar to unknown protein ; none ( none; 18.23 

425371; D49441; Hs.155981; mesothetin; none;TM=M;SS=M; 18.17 

448133; AA723157; Hs.73769; folate receptor 1 (aduIQ; Folate_rec,MIP;TM=M;SS=M; 17.64 

421 502; AF1 1 1 856; Hs.105039; solute carrier family 34 (sodium phospha; RibosomaJ L20,Na Pi cotrans;TM=Y;SS=N- 1733 

421798; N74880; Hs.355462; N-acylsphingosine arntdohydrdase (add c; SAPA,SurfactanLB.nor7e; 16.81 

419556; U29615; Hs.91093; chifinase 1 (chftotriosxiase}; Gtyco_hydro_18,CBM_14;TM=M;SS=Y; 16.24 

419092; J05581; Hs.89603; murin 1, transmembrane; SEA;TM=Y;SS=M; 16.06 

426174; AA547959; Hs.115838; Homo sapiens simiiar to Echlnddin (LOC1; none,none; 15.84 

406672; M26041; Hs.198253; major histocompatibifity complex, class ; tg,MHCJLalpha;TM=M; SS=M; 15.42 

421110; AJ250717; Hs.1355; cathepsin E; asp;; 15.08 

444342; NM.014398; Hs. 10887; similar to lysosome-associated membrane ; Lamp;TM=Y;SS=M; 14.94 
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406621; X57809; Hs.181 125; Immunoglobulin lambda locus; ig,HSP70,Ppx-GppA;TM=M;SS=N; 1436 
443709; AI082692; Hs.134662; ESTs; SNF,fn3,none; 14.05 

428970; BE276891; Hs.194691; retinoic acid induced 3 (RAIG1); melabo; 7lm_-3;TM=Y;SS=M; 13.88 
457200; U33749; Hs.197764; Ihyrotd transcription factor 1; homeoboxJI^MSS^N; 13.86 
5 432519; AI221311; Hs.130704; ESTs, Weakly similar to BCHUIA S-100 pro; none,none; 13.82 
422355; AW403724; Hs.300697; coagulation factor VU (serum prothrorabfcnone.lg; 13.62 
430280; AA361258; Hs.2378G8; inlerieukin 7 receptor; fn3,none; 13.47 

415457; AW081710; Hs.7369; Homo sapiens testes specific A2 homolog ; MORN,sugar_tr;TM=Y;SS=M; 13.35 
431164; AA493650; Hs.94367; thyroid transcription factor 1; none,homeobox; 13.32 
1 0 414998; NM.002543; Ks.77729; oxidised low density lipoprotein (lectin; lectin_c;TIVNY;SS=M; 1 2.83 
400269; ; Hs.253495; Eos Control; ledin_cCoHagen,Xfink;; 1Z30 

424310; AA338648; Hs.50334; testes development-related NYOSP22; none;TM=M;SS=N; 11.81 
451558; NNL001089; Hs.26630; ATP-binding cassette, sub-family A (ABC1 ; A8Cjran,SRP54;TM=Y;SS=M; 1 1 .79 
452304; AA025386; Hs.61311; ESTs, Weakly simaar to S10590 cysteine ; none,none; 1 1.68 
1 5 445537; AJ245671; Hs.12844; EGF-fike-domain, multiple 6; EGF.MAM;; 11.56 

423778; Y09267; Hs.132821; flavin containing monooxygenase % FMO-like,pyr_redox;TM=Y;SS=M; 11.41 
414812; X72755; Hs.77367; monokine induced by gamma interferon; IL8;TM=M;SS=Y; 11.31 
430832; AI073913; Hs.100686; ESTs, Weakly simaar to JE0350 Anterior ; none.none; 1 1.25 
407910; AA650274; Hs.41296; fibronecfin leucine rich transmembrane p; m3,U^R,LRRCT,LRRNT;TM=Y;SS=M; 11.15 
20 451497; H83294; Hs.284122; Wnt inhibitory factor-1; EGF.W1F;; 11.07 

430250; NM_016929; Hs.283021; chloride intracellular channel 5; none;TM=M;SS=N; 11.07 
41 1020; NNL006770; Hs.67726; macrophage receptOT with coDagenous stn SRCR,Collagen;TM=Y;SS=M; 1 1.05 
44661 9; AU076643; Hs.31 3; secreted phosphoprolein 1 (osteopontin. ; Osleoponlin;; 1 1.01 
438091; AW373062; Hs.351546; nuclear receptor subfamily 1, group I, m; hormone_rec,zf-C4,none; 10.97 
25 413048; M93221; Hs.75182; mannose receptor, C type 1; fn2,tectin_c,Ricin„BJectin,Xlink;TM=Y;SS=M; 10.93 
432231; AA339977; Hs.274127; aST 1 1240 protein; none;TM=M;SS=M; 10.81 
416402; NM_000715; Hs.1012; complement component 4-binding protein, ; sushi;TM=M;SS=M; 10.77 
416156; W17056; Hs.83623; nuclear receptor subfamily 1, group I, m; hormone_rewf-C4,none; 10.63 
436553; AW407157; H5.18U25; immunoglobulin lambda locus; ig,HSP70,Ppx-GppA;TM=M;SS=N; 10.58 
30 421071; A1311238; Hs.104476; ESTs, Weakly similar to CGHU1E collagen ; none;TM=Y;SS=M; 10.57 

418007; M13509; Hs.831 69; matrix metalloproleinase 1 {interstitial: hemopexin,Peptidase_M10,Astacin,PG_binding^1;; 10.33 
419086; NM 000216; Hs.89591; Kallmann syndrome 1 sequence; fn3,wap;; 10.30 
407786; AA687538; Hs.38972; tetraspan 1; trans membrane4;TM=Y;SS=M; 10.28 
441384; AA447849; Hs.288660; relinoic acid induced 3; 7ln\_3.none; 10.26 
3 5 453914; NM_000507; Hs.574; fructose-1 ,6-bisphosphatase 1 ; FBPase;TM=M;SS=N; 10.22 

435523; T62849; Hs.1 1090; membrane-spanning 4-<iomatns, subfam3y A; none;TM=Y;SS=M; 10.09 
423354; AB011130; Hs.1 27436; calcium channel, voltage-dependent alph; vwa,Cache;TM=M;SS=N; 10.03 
415323; BE269352; Hs.949; neutrophil cytosolic factor 2 (65kD, chr; SH3JPR;TM=M;SS=N; 10.02 
408562; A1436323; Hs.31 141; roundabout (axon guidance receptor, Dros; tg,fn3;TM=M;SS=N; 10.02 
40 448782; AL050295; Hs.362806; WAA0758 protein; 7tn\_2,kj,GPS,SEA;TM=Y;SS=N; 9.86 
419235; AW47041 1; Hs.288433; neurotrimin; none.none; 9.79 
415992; C05837; Hs.145807; hypothetical protein FU13593; none;TM=Y;SS=M; 9.74 
4188B3; BE387036; Hs.1211; acid phosphatase 5, tartrate resistant; MetalIophos;TM=M;SS=M; 9.70 
439018; AW3008B7; Hs.26638; membrane-spanning 4-domains, subfamfly A; none;TM=Y;SS=M; 9.69 
45 442652; AI005163; Hs.201378; Homo sapiens cDNA FU40427 fis; none;TM=M;SS=N; 9.68 

446291; BE397753; Hs.14623; interferon, garnma-inducfcle protein 30; G1LT;TM=M;SS=Y; 9.64 
408380; AF 123050; Hs.44532; diubiquitin; ubiqintin;TM=M;SS=N; 9.54 

438089; W05391; Hs.351546; nuclear receptor subfamily 1, group I, m; horr«Tone_rec^C4,none; 9.52 
449494; AW237014; Hs^15369; aquaporin 4; MlP.none; 9.51 
50 456062; AI866286; Hs.71962; ESTs, Weakly similar to B36298 proEne-r, none.none; 9.42 

446428; AW082270; Hs.12496; ESTs, Weakly similar to ALU4_HUMAN ALU S; none,none; 9.41 
421952; AA300900; Hs,98849; dyneln light chain 2B (DNLC2B); none,none; 9.19 

407949; W21874; Hs.247057; ESTs. Weakly similar to 2109260A B cell ; Ribosomal_S14 l ank,pkinase.dealh,none; 9.16 
456034; AW450979; ; gb:UI-H-Bl3-ala-a-1 2-0-Ul.s1 NCI_CGAP_Su; none,none; 9.15 
55 407788; BE514982; Hs.38991; S100 calciunvbinding protein A2; efhand.SJOO.SJOO.efhand; 9.15 
416965; N26223; Hs.160436; MDAC1; none;NA;NA; 9.03 
443324; R44013; Hs.164225; ESTs; none.none; 9.03 

435575; AF213457; Hs.44234; triggering receptor expressed on myeloid; ig;TM=Y;SS=M; 9.00 
440273; A1805392; Hs.325335; Homo sapiens cDNA; FU23523 fis, clone L; none.none; 8.99 

60 424527; AW1 38558; Hs.334873; ESTs, Weakly similar to I54374 gene NF2 ; ZnjarbOpeptnone; a80 
409203; AA780473; Hs.687; cytochrome P450, subfamily (VB, polypept; p450;TM=M;SS=Y; 8.76 
4233B7; AJ012074; Hs.348500; vasoactive Intestinal peptide receptor 1; 7tm_2,HRM,CSD;TM=Y;SS=M; 8.74 
443907; AU076484; Hs.9963; TYRO protein tyrosine kinase binding pro; none;TM=M;SS=Y; 8.73 
425367; BE271188; Hs.155975; protein tyrosine phosphatase, receptor t none;TM=M;SS=Y; 8.68 

65 418918; X07871; Hs.89476; CD2 antigen (p50). sheep red btood cell ; ig;TM=Y;SS=M; 8.56 
421563; N^006433; Hs.105806; granulysin; none;; 8.55 

450726; AW204600; Hs.355462; HUMPSPBA Human pulmonary surfadant-asso; SAPA,SurfactanLB,none; 8^1 
419693; AA133749; Hs.301350: FXYD domabvcontaining ton transport reg; ATP1G1_PULMAT8;TM=Y;SS=M; 8.51 

_ _ 424450; AL1 37526; Hs.374425; dynem intermetfiate chain 2; WD40;; 8.42 

70 402474; ; ; N^004079:Homo sapiens cathepsin S (CTSS; Peptidase_C1= 8.41 

458079; AI796870; Hs.54277; Homo sapiens similar to RIKEN cDNA 28100; none;TM=M;SS=N; 8.40 

424779; AL046851; Hs.153053; C037 anfigen; tnansmembrane4;TM=Y;SS=M; 8.36 

453310; X70697; Hs.553; solute earner family 6 (neurotransmltte; SNF,5HTJransporter;TM=Y;SS=N; 8.34 

_ p 448140; AF1 46761; Hs.20450; BCM-like membrane protein precursor; ig;TM=Y;SS=N; 8.33 

75 404240; ; ; NM.018950/.Homo sapiens major rustocompat; ig,MHC_l;TM=Y;SS=M; 8.28 
459702; AI204995; ; gb:an03cO3j(1 Stratagene schizo brain S1; none.none; 8.17 
449523; NMJW0579; Hs.54443; chemokine {C-C motif) receptor 5; 7tmJ;TM=Y;SS=M; 8.17 
442994; A1026718; Hs.16954; ESTs; ank,pKinase,death,RibosomaLS14; ai2 

_ 446998; N99013; Hs.278966; Homo sapiens mRNA; cDNA DKFZp564B2062 (f, PMP2*_Claudin,none: 8.07 

80 4201 37; AA30647B; Hs.95327; CD3D antigen, delta polypepOde (TTT3 co; ITAM;TM=Y;SS=M; 8.01 
435472; AW972330; Hs.283022; triggering receptor expressed on myeloid; ig;TM=M;SS=M; 7.99 
432441; AW292425; Hs.163484; inlron of hepatocyte nuclear faclor-3 al; Forkjwad.none; 7.99 

409208; Y00093; Hs.172631; integrin. alpha X (anfigen CD11C (p150),; vwa,FG-GAP,mtegrin_A.vwa,integrin J A.FG-GAP; 7.94 
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432606; NM 002104; Hs.3066; granzyme K {serine protease, granzyme 3;; trypsin;TM=Y;SS=M; 7.92 
442832; AW206560; Hs.253569; ESTs; none.none; 7.90 

412104; AW205197; Hs.240951; Homo sapiens, Similar to RIKEN cDNA 2210; none;TM=M;SS=N; 7.89 

427337; Z46223; Hs. 176653; Fc fragment of lgG, low affinity 111b. r, ig;TM=Y;SS=M; 7.86 

443951; F13272; Hs.356835; ferritin, light polypeptide; PMP22_Claudin.no ne; 7.B4 

418299; AA279530; Hs.83968; integrin, beta 2 (anfigen C018 (p95), \f, integrin_B,EGF,PSI;TM=Y;SS=M; 7.79 

447131; NM 004585; Hs.17466; retinoic acid receptor responder (tazaro; none;TM=Y;SS=N; 7.78 

423961; D13~666; Hs.136348; periostin (OSF-2os); Fasdclm;TM=M;SS=M; 7.73 

424917; AI636208; Hs.96901; hypothetical protein FU23049; none;TM=M;SS=N; 7.72 

438564; AA381553; Hs.198253; major histocompatibiiily complex, class ; ig,MHCJLalpha.none; 7.65 

45667?, AK002016; Hs.1 14727; Homo sapiens, clone MGC16327. mRNA, com; none,PK,PK_C l myosin_head,RhoGAP; 7.64 

427792; M63928; Hs.180841; tumor necrosis factor receptor superfami; SRP14,TNFR_c6;; 7.63 

436954; AA740151; Hs.130425; ESTs; none,none; 7.58 

429732; U20158; Hs.2488; lymphocyte cytosdic protein 2 (SH2 doma; SH2;; 7.56 

407601; AC002300; Hs.37129; sodium channel nonvoitage-gated 1, beta; ASC;TM=Y;SS=M; 7.55 

417105; X60992; Hs.81226; C06 antigen; SRCR;TM=Y;SS=M; 7.51 

414821; M63835; Hs.77424; Fc fragment of lgG, high affinity la, re; ig;TM=Y;SS=M; 7.46 

444381; BE387335; Hs.283713; hypothetical protein BC014245; Collagen;TM=M;SS=M; 7.40 

432222; A1204995; ; gb:an03c03jc1 Stratagene schizo brain S1; none.none; 7.38 

422667; H25642; Hs.132821; ESTs; FMO-like,FM(Wike; 7.37 

444527; NMJJ05408; Hs.11383; small inducible cytokine subfamily A (Cy; IL8;; 7.36 

45741 1; AW085961 ; Hs.130093; iroquois-class homeobox protein IRX2; none.none; 7.32 

439237; AW408158; Hs.318893; ESTs, Weakly similar to A47582 B-ceB gr, FurirMike,p!toe.Rec«p_L_domain.YLP ( none; 7.32 

419231; AL046294; Hs.1 36245; ESTs, Weakly similar to T17227 hypotheti; none.none; 7.30 

438873; AI302471; Hs.124292; Homo sapiens cDNA FU23123 fis. clone L; none.none; 7.27 

424027; AW337575; Hs.201591; ESTs; 7lrn_ZHRM,none; 7.26 

428927; AA441837; Hs.90250; Homo sapiens hypothetical protein FU231; none,none; 7.24 

432435; BE218886; Hs.282070; ESTs; none.none; 7.22 

428467; AK0021 21; Hs. 184465; hypothetical protein FU11259; none;TM=Y;SS=M; 7.21 
416030; H15261; Hs.21948; ESTs; none.none; 7.20 

433293; AF007835; Hs.32417; hypothelical protein MGC2742; none;TM=M;SS=N; 7.18 

41B741; H83265; Hs.8881; ESTs. Weakly similar to S41044 chromosom; pkinaseAc'fivin_recp,pkinaseActivin_recp; 7.16 
420656; AA279098; Hs.187636; ESTs; none.none; 7.14 
427698; AW972594; Hs.335499; ESTs; none.none; 7.1 1 

432268; BE311856; Hs.274230; 3 , -phosphoadenosine 5 , -phosphosu!fate sy; APSJ<inase.ATP-sulfurylase;TM=M;SS=N; 7.06 

41 3859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase kina; SAM_PNT,none; 7.04 

430413; AW842182; Hs.241392; small Inducible cytokine A5 (RANTES); IL8;TM=M;SS=Y; 7.04 

452363; AI582743; Hs.94953; Homo sapiens. Similar to complement comp; Clq.CoHagen;; 7.03 

421481; AW391972; Hs.104696; KIAA1324 protein; none;TM=M;SS=M; 7.01 

418945; BE246762; Hs.89499; arachidonate lipoxygenase; lipoxygenase,PLAT;TM=M;SS=N; 6.97 

452281; T93500; Hs.28792; Homo sapiens cONA FU11041 fis. done PL; TGFbj>ropeptide.TGF-beta,none; 6.95 

458124; AW005548; Hs.1 24590; ESTs; none,none; 6.94 

422846; BE513934; Hs.15B3; neutrophil cytosolic factor 1 (47kO. chr, SH3.PX;TM=M;SS=N; 6.93 

41 1027; AF072099; Hs.67846; teukocyte intmunogtobulin-like receptor. ; tnositoi.P jg;TM=M;SS=N; 6.92 

428820; AA436187; Hs.172631; integrin, alpha M (complement component ; vwa,tolegrin_AFG-GAP;TM=Y;SS=M; 6.90 

423575; C18B63; Hs.163443; intron of periosSn (OSF-2os); Fascicfin.none; 6.89 

419490; NMJM6144; Hs.90708; granzyme A (granzyme 1. cytotoxic T-tymp; trypsin;TM=M;SS=M; 6.89 

450954; A1904740; Hs.25691; receptor (calcitonin) acfivhy modifying; none;TM=Y;SS=M; 6.B7 

425976; C75094; Hs.334514; NG22 protein; vdtage_CLC;TM=Y;SS=M; 6.84 

425555; AA359291; Hs.130767; Homo sapiens cONA FU23553 fis. clone L; LRR;TM=M;SS=N; 6.81 

414991; C17898; ; Homo sapiens up-regulated by BCG-CWS (LO; 2p,none; 6.80 

410342; R31 350; Hs.743; Fc fragment of IgE, high affinity I, rec; ITAM;TM=Y;SS=M; 6.80 

422163; AF027208; Hs.112360; prominin (mouseHike 1; none;TM=Y;SS=M; 6.79 

4458B5; AI734009; Hs.127699; WAA1603 protein; none.none; 6.77 

436576; AJ458213; Hs.77542; ESTs; 7lmJ,DnaJ; 6.77 

417079; U65590; Hs.81134; Interleukln 1 receptor antagonist 111;; 6.76 

424711; NMJJ05795; Hs.152175; calcitonin receptor-like; 7tm_2,HRM;TM=Y;SS=M; 6.75 

416847; L43821; Hs.80261;ermancerofaamenlation 1 (cas-Dkedo; SH3;TM=M;SS=N; 6.73 

426251; M24283; Hs.1683B3; intercenular adhesion molecule 1 (CD54); ig,ICAM_N;TM=M;SS=M; 6.71 

417929; R2721 9; Hs.74647; Human T-cell receptor active alpha-chain; lg.abhydrolase; 6.70 

4125B4; X54870; Hs.74085; DNA segment on chromosome 12 (unique) 24; none,lectin_c; 6.70 

428227; AA321649; Hs.2248; small inducible cytokine subfamily B (Cy; IL8;TM=M;SS=Y; 6.68 

421445; AA913059; Hs.104433; Homo sapiens, done 1MAGE4054B68. mRNA; ion_trans.K_tetra.asp; 6.65 

439750; AL359053; Hs.57664; Homo sapiens mRNA full length insert cDN; lMPDH_<;i^H_N.CBS.integrin3.Ridn_B_lectin; 6.62 

428582; BE336699; Hs.185055; BENE protein; none;TM=Y;SS=M; 6.60 

453142; AA033648; Hs.7473; Homo sapiens gap Junction protein, alpha; cormexin;TM=Y;SS=M; 6.60 

432374; W68815; Hs.301885; Homo sapiens cDNA FU11346 fis, done PL; none, none; 6.56 

448569; BE382657; Hs.21486; signal transducer and activator of trans; SH2,STAT,STAT Jwnd, STATj>rot;TM=M;$S=N; 6.54 
424321; W74048; Hs.1765; ryrnphocyte-specific protein tyrosine kin; SH2.SH3,pkinase;TM=M;SS=N; 6.51 
446932; AA961459; Hs.125644; ESTs; none,LRR,LRRNT; 6.50 

427247; AW504221; Hs.174103; Integrin, alpha L (antigen CD11A (p180),; vwa,integrinAF&<3AP t TM=Y;SS=M; 6.48 

425998; AU076629; Hs.1 65950; fibroblast growth factor receptor 4; ig.pklnase;TM=M;SS=M; 6.47 

447232; AW499834; Hs.327; interieukin 10 receptor, alpha; none;TM=M;SS=M; 6.46 

431745; AW972448; Hs.163425; Novel FGENESH predicted cadherin repeat ; none.none; 6.43 

417370; T28651; Hs.374466; tryptophanyURNA synthetase; WHEP-TRS.tRNA-synLlbn 6.41 

422241; Y00052; Hs.170121; protein tyrosine phosphatase, receptor t; kines"m.fn3,Yj)hosphatase;TM=M;SS=N; 6.40 

42961 0, AB024937; Hs.21 1092; LUNX protein; PLUNC (palate lung and nas; none;; 6.39 

409340; BE174629; Hs.321130; hypotheOcal protein MGC2771; 

aajwmieases.pyna'oxdjJeabronToc^ 6.37 
413385; M34455; Hs.840; inddeamine-pyrrote 2.3 dioxygenase; lDO;TM=M;SS=N; 6.36 
451820; AW058357; Hs.199248; ESTs; 7tnv1;TM-Y;SS=M; 6.34 

408369; R38438; Hs.118747; SLC15A2 Solute carrier family 15 (HWpep; PTR2;TM=Y;SS=N; 6.32 
424247; X14008; Hs.234734; lysozyme (renal amyloidosis); lysjg,FAD_Synth,ldh,ldh_C,pkinase;; 6.32 
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444090; S691 15; Hs.10305; natural killer cell group 7 sequence; PMP22_Claudin;TM=Y;SS=M; 6.31 

416819; U77735; Hs.80205; pim-2 oncogene; pkinase;; 6.30 

421659; NMJJ144S9; Hs.10651 1; protocadherin 17; cadherin;TM=M;SS=M; 6.27 

415198; AW009480; Hs.943; natural kBler cell transcript 4; none;TM=M;SS=N; 6.26 

424273; W40460; Hs.1 44442; phosphoGpase A2, group X; phosBp;TM=M;SS=Y; 6.24 

429083; Y09397; Hs.227817; BCL2-relaled protein A1; Bd-2;TM=M;SS=N; 6.23 

452194; AI69441 3; Hs.373599; olfactory receptor, family 2, subfamily ; none,ncne; 6.22 

424144; AA454033; Hs.41644; AKAP-associaled sperm protein; Rlla;; 6.21 

414142; AW368397; Hs.334485; hemicenlin (fibulin 6): EGFjg,tspJ,tomione4 r squash,TlUAdeno_E3_CR1;TM=M;SS=M; 6.21 

442006; AW975183; Hs.372210; ESTs, Weakly sim3ar to S72462 hypolheti; none,none; 6.20 

420256; U84722; Hs.76206; cadherin 5, type 2, VE-cadherin (vascula; C3dherin,Cadherin_C_term;TM=Y;SS=M; 6.19 

421379; Y15221; Hs.103982; small inducible cytokine subfamily B (Cy; IL6;TM=M;SS=Y; 6.17 

440452; A1925136; Hs.55150; ESTs, Weakly similar to CAYP HUMAN CALCY; none;NA;NA; 6.17 

421462; AF016495; Hs.104624; aquaporin 9; MIP;TM=Y;SS=M; 6.16 

452960; AK001335; Hs.31 137; protein tyrosine phosphatase, receptor t Yjjhosphatase.none; 6.15 

410361; BE391804; Hs.62661; guanyiate binding protein 1, interferon-; GBP,GBP_C;TM=Y;SS=M; 6.13 

415765; NM 005424; Hs.78824; tyrosine kinase with immunoglobulin and ; EGF,fo3jg,pWnase,laminin._EGF;TM=M;SS=Y; 6.12 

430478; NMJ)14349; Hs.241535; apoGpoproteln L, 3; MotA_ExbB;TM=Y;SS=M; 6.12 

413869; NMJ)00878; Hs.75596; Interieukln 2 receptor, beta; none;TM=Y;S$=M; 6.09 

446608; N75217; Hs.175622; ESTs; Armadillo_seg,HEAT_PBS;TM=M;SS=M; 6.08 

430378; Z29572; Hs.2556; tumor necrosis factor receptor superfami; IL2;; 6.08 

426116; AA868729; Hs.144694; ESTs; none,none; 6.06 

445033; AV652402; Hs.72901; cyclin-dependent kinase inhibitor 2B (p1; ank;; 6.05 

426721; AA383588; Hs.288545; ESTs, Weakly similar to T29012 hypotheti; zf-C2H2;TM=M;SS=N; 6.05 

429228; AI553633; Hs.356828; ESTs; none.none; 6.05 

421757; Z20897; Hs.296259; paraoxonase 3; Arytesterase;; 6.04 

437669; AI358105; Hs.123164; ESTs, Weakly similar to match to ESTs AA; none,pkinase,pkinase_C; 6.03 

419508; AW997938; Hs.90786; ATP-Knding cassette, sub-family C (CFTR; ABC_tran^BC^membrane;TM=Y;SS=M; 6.02 . 

428667; AI375550; Hs.346868; nucleolar protein p40/, homolog of yeast ; none.none; 6.01 

432731; R31 178; Hs.287820; fibronectin 1; fn1,fn2.fn3,none; 5.95 

446566; H95741; Hs.17914; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; 5.95 

450656; AA010539; Hs.18912; unnamed protein product; zf-C2H2;; 5.94 

418460; M26315; Hs.85258; CD8 antigen, alpha polypeptide (p32); ig;TM=Y;SS=M; 5.94 

424054; AA33451 1; Hs.26638; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; 5.94 

408048; NM_007203; Hs.42322; A kinase (PRKA) anchor protein 2; Parateinmin;TM=M;SS=N; 5.94 

438670; AI275803; Hs.123428; ESTs; none;NA;NA; 5.91 

424238; AA337401; Hs.137635; ESTs; none;TM=M;SS=M; 5.90 

444143; AW747996; Hs.160999; ESTs, Moderately similar to A56194 throm; Bcl-2,none; 5.89 

423690; AA329648; Hs.23804; ESTs, Weakly similar to PN0099 son3 prot; ron_trans,IQ,none; 5.88 

409799; D11928; Hs.76845; phosphoserine phosphatase-Gke; Hydrolase;TM=M;SS=N; 5.81 

407239; AA076350; Hs.67B46; leukocyte immunogtobulin-like receptor, ; ig;TM=Y;SS=M; 5.81 

411125; AA151647; Hs.68877; cytochrome b-245. alpha polypeptide; none;TM=Y;SS=M; 5.B0 

420340; NM.000734; Hs.97087; CD3Z antigen, zete polypeptide (TTT3 com; iTAM;TM=M;SS=M; 5.79 

431681; AK000378; Hs.267566; hypothetical protein FU20371; sugarJrJM=Y;SS=N; 5.79 

413441; AI929374; Hs.75367; Src-like^adapter; SH2,SH3;TM=M;SS=N; 5.79 

443257; A1334040; Hs.11614; HSPC065 protein; trypsin;TM=M;SS=N; 5.76 

41 5801; R2421 9; Hs.278443; Fc fragment of IgG, low affinity lib, re; lg;TM=Y;SS=N; 5.70 

435299; AI745458; Hs.343026; ESTs, Weakly similar toT20593 hypotheti; none;NA;NA; 5.69 

415995; NMJKJ4573; Hs.355888; phospholtpase C, beta 2; C2,P1-PLC-Y,PI-PLC-X;TM=M;SS=N; 5.67 

436772; AW975688; Hs.348918; metaflothionein 1E (functional): 7tm_2.HRM.none; 5.67 

431385; BE176536; Hs.1 1090; membrane-spanning 4-domains. subfamily A; none.none; 5.66 

419833; AA251131; Hs.220697; Homo sapiens tryptophanyMRNA synthetas; WHEP-TRS.tRNA-synL1b.none; 5.66 

421859; AA356620; Hs. 108947; K1AA0050 gene product; ank.PHMGap;; 5.64 

407756; AA1 16021; Hs.38260; ubtquib'n specific protease 18; UCH-1 .UCH-2;; 5.63 

425354; U62027; Hs.155935; complement component 3a receptor 1; 7lmJ;TM=Y;SS=M; 5.63 

423533; NM_014339; Hs.129751; mterteukin 17 receptor; none;TM=Y;SS=M; 5.63 

419577; L35531; Hs.91296; inlegrin, alpha 8; integrinJ^F&GAP;TM=Y;SS=N; 5.61 

452561; AJ692181; Hs.49169; K1AA1634 protein; TPR,PDZ,WW,GuanyteteJdn;TM=M;SS=N; 5.61 

428677; A1657119; Hs.351582; troponin I, cardiac; none;TM=M;SS=N: 5.60 

425509; AF079363; Hs.158213; sperm associated anfigen 6; Armadlllo_seg 1 HEAT_PBS;TM=M;SS=N; 5.58 

453852; AW961818; Hs.211592; MUM2 protein; pkjnase.OAG.PE-biruJ.C^pklnase.C.none; 5.57 

421924; BE514514; Hs.109606; coronin. acbrvtinding protein, 1A; WD40,Wh_C;TM=M;SS=N; 5.57 

448030; N30714; Hs.325960; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; 5.55 

431630; NMJJ02204; Hs.265829; integrin, alpha 3 (antigen CD49C. alpha ; FGW.Rhab^jlycop.integrin J\;TM=Y;SS=M; 5.53 

410257; BE244044; Hs.61469; hypothetical protein; none.none; 5.53 

441965; AA97271 2; Hs.269737; ESTs; pWnase^cfMn„recp.TSPN.Collagen; 5.52 

413934; U03056; Hs.75619; hyaluronc^lucosarninidase 1; tntegnn_B,ayco_hydro_56;; 5J52 

424517; A1539443; Hs.137447; Homo sapiens cDNA FU12169 6s. clone MA; SH2 t STAT,STAT_blnd,STATjirot,none; 5.50 
447357; AI375922; Hs.132821; ESTs; FM(Wike,FMCMke; 5.46 

422109; S73265; Hs.1473; gastrtrweteasing peptide; Borr*esrn,Defensinj)ropep;TM=M;SS=M; 5.46 

447033; AI35741 2; Hs.1 57601 ; Predicted gene: Eos cloned; secreted w/V; none.none; 5.45 

417412; X16896; Hs.821 12; interleukin 1 receptor, type I; rg,TIR;TM=M;SS=M; 5.45 

436057; AJ004832; Hs.5038; neuropathy target esterase; cNMPJ)inding,lon - trans.Patatin;TM=Y;SS=M; 5.41 

417497; AW4024B2; Hs.82212; CD53 antigen; uar^embrane4;TM-Y;SS=M; 5.41 

439285; AL133916; Hs.47860; hypothetical protein FU20093; ig.pWnase, WLRRNT.UWCT,none; 5.40 

4526M; NMJM1295; Hs.301921; chernoWne (C-CmotiO receptor 1; 7tm_1;TM=Y;SS=M; 5.40 

443623; AA345519; Hs.9641; complement component 1, q subcomponent ; C1q,Cdtagen;; 5.40 

446272; BE26B912; Hs.14601; hematopoietic cell-specific Lyn substrat; SH3,HS1_rep;TM=M;SS=N; 5.38 

437275; AW976035; Hs.292396; ESTs, Weakty similar to A47582 B^ell gr; none.Frizzted.Fz; 5.37 

419660; BE280337; Hs.194693; solute carrier family 7 (cattonic amino ; aa_permeases;TM=Y;SS=M; 5.37 

449853; AF006823; Hs.24040; potassium channel, subfamily K, member 3; ion_trans;TM=Y;SS=M; 5.36 

442434; AA995787; Hs.129583; ESTs; IRK,none; 5.36 

428065; A1534046; Hs.157313; ESTs; ICE_p20,DED,ICE_p10.ICE_p20,DED; 5.36 
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445333; BE537641; Hs.44278; hypothetical protein FU12538 similar to; ras,arf JK;; 5.33 

425638; NMJ312337; Hs.158450; nasopharyngeal epithelium specific prote; none;TM=M;SS=N; 5.32 

419034; NM.002110; Hs.89555; hemopoietic cell kinase; SH2.SH3,pkinase;TM=M;SS=N; 5.32 

452416; AA026115; Hs.114777; ESTs; none.PtorphObD.deam: 5.29 

425205; NM_005854; Hs.155106; receptor (catalonin) activity modifying; none;TM=Y;SS=N; 5.29 

440475; AI807671; Hs.24040; potassium channel, subfamily K, member 3; ionjrans.none; 5.28 

417355; D13168; Hs.82002; endolheBn receptor type B; 7tm 1 ) zf-C3HC4 t fn3,SPRY.KRAB^-C2H2,rve^f-B_box;TM=Y;SS=M; 5.28 
436120; AI2481S3; Hs.119860; ESTs; heme 1,none; 5.27 

41 8307; U70867; Hs.83974; solute carrier family 21 (prostaglandin ; OATP N,OATP C;TM=Y;SS=M; 5.27 

409745; AA077391; ; gb:7B14E12 Chromosome 7 Fetal Brain cONA; 7trfU^-C3H04,m3,SPRY,KRAB,zf^H2,^^ 5.26 
421554; AW137676; Hs.97775; ESTs; none,none; 5.23 

4083D8; AL033377; Hs.44197; hypothetical protein DKFZp564D0462; none,none; 5.22 

410434; AF051 152; Hs.63668; toil-like receptor 2; LRR,LRRCT,TIR;TM=M;SS=M; 5.21 

421585; U95626; Hs.302043; chemokine (C-C motiO receptor-fflce 2 {; 7tmJ;TM=Y;SS=M; 5.19 

400261; ; Hs.1802; Eos Control; ig.MHCJI beta;TM=Y;SS=M; 5.19 

436856; AI469355; Hs.127310; ESTs; pWnase,rrrn;TM=M;SS=N; 5.18 

408761; M057264; Hs.238936; ESTs. Weakly simitar to (defline not ava; 7tm_1,none; 5.17 

425023; AW9568B9; Hs.154210; EDG-1 (endothelia! differentiation, sph; 7tm_1;TM=Y;SS=M; 5.16 

452203; X57522; Hs.352018; transporter 1. ATP-binding cassette, sub; ABC - tran^jrambrane,Sr^54,ThymioV!ate_kin;TfVI=Y;SS=M; 5.16 

451220; AF124251; Hs.26054; novel SH2-containing protein 3; SH2;TM=M;SS=N; 5.15 

417771; AA804698; Hs.82547; retinolc acid receptor responder {tazaro; none.none; 5. 14 

424925; NM JJ02432; Hs.153837; myeloid cell nuclear differentiation ant; PAAD_DAPIN,HIN;; 5.14 

451099; R52795; Hs.25954; mterleukin 13 receptor, alpha ^ fn3;TM=Y;SS=M; 5.13 

427509; M62505; Hs.2161 ; complement component 5 receptor 1 {C5a I; 7tmJ;TM=Y;SS=M; 5.12 

423196; AK001866; Hs.125139; hypothetical protein FU11004; none;TM=M;SS=N; 5.12 

433571; AW138797; Hs.132906; 19A24 protein; ig;TM=M;SS=M; 5.11 

426457; AW894567; Hs.380138; chimerin (chimaerin) 1; DAG_PE-bind,RhoGAP,SH2;TM=M;SS=N; 5.06 

431890; X17033; Hs.271986; integrin, alpha 2 (CD49B, alpha 2 subunr, vwa,integrin_A.FG^3AP;TM=Y;SS=M; 5.05 

418185; AW958272; Hs.347326; intercellular adhesion molecule 2 (1CAM; none;TM=Y;SS=M; 5.05 

437352; AL353957; Hs.284181; hypothetical protein DKFZp434P0531; DUF221;TM=Y;SS=M; 5.03 

457918; AL359590; Hs.162604; hypothetical protein DKFZp762M186; PLDc;TM=M;SS=N; 5.02 

452924; AW580939; Hs.97199; complement component C1q receptor, EGF,lectin_c,Tissue fac,XIink ( TlL;TM=Y;SS=M; 5.02 

426535; AU077012; Hs.288582; ESTs, Weakly similar to ubiquitous TPR m; Kunitz_BPTI,Kunitz_8PTI,7tm 2.HRM; 4.99 

432805; X94630; Hs.3107; CD97 antigen; 7tm_2,E6F.GPS,FecCD;TM=Y;SS=M; 4.95 

434883; AW381538; Hs.19807; hypothetical protein MGC12959; SH3,PH,WW,RhoGAP;; 4.95 

414291; A1289619; Hs.13040; G protein-coupled receptor 85; 7lm_1;TM=Y;SS=M; 4.94 

428981; BE313077; Hs.93135; ESTs, WeaWy simflar to ALU2.HUMAN ALU S; none,rrm; 4.92 

451 154; AA015879; Hs.33536; ESTs; TIMP.none; 4.92 

435730; AB020635; Hs.4984; WAA0828 protein; AdoHcyase,TrkA-N.2-Hadd JDH J*TM^SS=N; 4.90 

413011;AW068115;Hs.821; biglycan; LRR.LRRNT- 4.90 

422732; AA577455; Hs.24937; transformer-2 alpha (htra-2 alpha); rrm,ig; 4.89 

417015; MB3772; Hs.80876; flavin containing monooxygenase 3; FMOtike,pyr_redox;TM=Y;SS=M; 4.88 

412773; H157B5; Hs.74573; similar to vaccinia virus Hindill K4L OR; PLDc;TM=M;SS=N; 4.B8 

439659; AW970780; Hs.594B3; leucine-rich repeat-containing G protein; 7tm_1,LRR;TM=Y;SS=N; 4.87 

405102; ; ; C15001220*:gi|4469558|gb|AAD21311.1| (AF; DAG_PE-bind,PH p RhoGEF,DC1 ; ; 4.86 

422795; AB033109; Hs.375610; WAA1283 protein; 7tmJ,kazal^2M^2M^N;TM=Y;SS=M; 4.84 

432581; AU076465; Hs.278441 ; WAA0015 gene product PP2C;TM=M;SS=N; 4.83 

414936; C14774; ; gb:C14774 Qontech human aorta polyA mRN; ank,pkinase t death,none; 4.82 

430152; AB001325; Hs.234642; aquaporin 3; MIP;TM=Y;SS=M; 4.82 

444838; AV651680; Hs.208558; ESTs; integrin_A.FG-GAP.none; 4.81 

410423; AW402432; Hs.63489; protein tyrosine phosphatase, noiHecepl; SH2,Y_phosphatase,DSPc;TM=M;SS=N; 4.81 

453107; NM.0161 13; Hs.279746; vanHloid receptor-Gke protein 1; ank,ion_trans;TM=Y;SS=N; 4.80 

433376; A1249361; Hs.74122; caspase 4, apoptosis-related cysteine pr, CARD,ICE_p10,ICEj>20;; 4.80 

422010; AA302049; Hs.31 181 ; Homo sapiens cDNA: FU23230 Its, clone C; none.SDF.sugarJr; 4.78 

419542; AA366037; Hs.9091 1 ; solute carrier family 1 6 (monocarboxytic; none,none; 4.76 

43B899; AF085833; Hs.135624; ESTs; none,R3_PI4Jdnase,R3Ka,P13K_C2,PJ3Kjbd,PI3rU)85B; 4.75 

427418; AA402587; Hs.356667; LAT1-3TM protein; none,none; 4.75 

431924; AK000850; Hs.272203; Homo sapiens cONA FU20843 tis, clone AD; SH3,none; 4.73 

424218; AF031824; Hs.143212; cystatin F fcukocystaiin); cystatin; 4.72 

414888; AL039185; Hs.77558; thyroid hormone receptor interactor 7; HMG14J7.none; 4.72 

416178; A1808527; Hs.192822; serologically defmed breast cancer anti; none;TM=M;SS=N; 4.71 

430037; BE409649; Hs.227789; rrttogen-activated protein kinase-activat; pkinase;TM=M;SS=N; 4.71 

451 527; AF02281 3; Hs.2651 8; frarerrrernbrane 4 superfamily member 7; none,none; 4.71 

453870; AW385001; Hs.8042; Homo sapiens cDNA: FU23173 fe, clone L; FG-GAP,inlegrin_A,KlF; 4.71 

408113; T82427; Hs.194101 ; Homo sapiens cDNA: FU20869fc, clone A; 7tm_3,none; 4.70 

438543; AA810141; Hs.192182; ESTs; SH2,pkinase,none; 4.70 

424943; AU077260; Hs.153924; death-associated protein kinase 1 ; anlt.planase^ealh.SPRY.SAP.RibosomaiJ^ 4.70 
438113;A1467908; Hs.8882; ESTs; 7tn\_1 ,none; 4.70 

422164; NM.014312; Hs.1 12377; cortic al thymocyte receptor {X. laevis ; lg,Geminijnov;TM=Y;SS=M; 4.69 
414482; S57498; Hs.76252; endothelin receptor type A; 7tm_1;TM=Y;SS=M; 4.69 
425089; AA687465; Hs.2981 84; potassium voltage-gated channel, shaker-; a!do_keLred,none; 4.67 
432314; AA533447; Hs.285173; ESTs; Xfink,nona; 4.66 

453516; AW503205; Hs.27266; gb:UI-HF-BN0-akl-g-03-0-UU1 NIH.MGC._50; SH3,PH,RhoGEF;TM=M;SS=N; 4.66 

418613; AA744529; Hs.86575; mitogen-acSvated protein kinase kinase ; pkinase,CNH;TM=M;SS=N; 4.66 

446063; A1720140; Hs.1 51 079; ESTs; ISK.Channel.none; 4.65 

454034; NM.000691; Hs.575; aldehyde dehydrogenase 3 family, member ; aldedh;; 4.65 

431441; U81961; Hs.2794; sodium channel, nonvoltage-gated 1 alpha; ASC;TM=Y;SS=N; 4.65 

443402; U77846; Hs.9295; elastin (supravahniar aortic stenosis, ; none,PDZ,UM,pkinase; 4.65 

414809; AI434699; Hs.77356; transferrin receptor (p90, CD71); PA;TM=Y;SS=N; 4.64 

427535; R29543; Hs.2164; pro-platelet basic protein (includes pla; IL8;TM=M;SS=M; 4.64 

437119; AI379921; Hs.177043; XP 171387 similar to rhotekin; none,none; 4.63 

41 1779; AA29281 1; Hs,7205O; norHnetastatic cells 5, protein express* NDK;; 4.63 

429784; M89796; Hs.30; membrane-spanning 4-domains, subfamny A; none;TM=Y;SS=N; 4.62 



516 



WO 03/042661 



PCI7US02/36810 



415934; NM_0Q0928; Hs.992; phospholipase A2, group IB (pancreas); phosKp;; 4.61 

408873; AL046017; Hs.356216; calmodulin 2 (phosphorylase kinase, dell; none,none; 4.61 

426432; AF001601; Hs.1698S7; paraoxonase 2; Arytesterase;TM=M;SS=N; 4.59 

444805; AB007899; Hs.12017; homolog of yeast ubiquitin-prolein ligas; WW,HECT,RNA.pol_A,none; 4.59 

408000; L11690; Hs.198689; bullous pemphigoid antigen 1 (2307240kD); emand.spectrHGAS2,SH3,PlecUn^ 

LZ,M f ldh^C,CH.AlP3;TM=M;SS=N; 4.59 
431087; H12723; Hs.290791; ESTs; tonjrans.none; 4.58 

425465; L1B964; Hs.1904; protein kinase C, iota; pkinase,DAG_PE-bin(tpkinase_C,OPR;TM=M;SS=N; 4.58 

422427; AA310514; Hs.96692; ESTs; PH,Ets 1 Caspectrin,Ca.channe!_B ? none; 4.57 

441527; W19504; Hs.7884; solute carrier family 21 (organic anion ; OATP_N.OATP_C;TM=Y;SS=N; 4.56 

416464; NM 000132; Hs.79345; coagulation factor VIII. procoagulantco; Cu-oxidase,F5_F8Jype_C;; 4.56 

421233; AA209534; Hs.284243; tetraspan NET-6 protein; transmembrane4;TM=Y;SS=M; 4.56 

42231 1 ; AF07351 5; Hs.1 14948; cytokine receptor-like factor 1; fn3;TM=M;SS=N; 4.55 

444895; AI674383; Hs.22891; solute carrier family 7 (calionic amino ; ASC,death,TNFRj:6; 4.55 

428141; D50402; Hs.182611; solute carrier family 11 (protorw»up!ed; Nramp;TM=Y;SS=N; 4.55 

410290; AA402307; Hs.322844; hypothetical protein DKFZp564A176; Sema,PSl.TIG 1 integrin_B;TM=Y;SS=M;4.54 

426437; BE076537; Hs.169895; ubiquilin-conjugating enzyme E2L 6; Armadillo_seg.UCLcon.none; 4,54 

450086; AW016343; Hs.233301; ESTs; anMealh.ZU5.NMU.none; 4.54 

438209; AL120659; Hs.6111; aryl-hydrocarbon receptor nuclear transt; HLH,PAS,IL8;TM=M;SS=N; 4.54 
414788; X78342; Hs.77313; cyclin-dependent kinase (CDC2-tike) 10; pkmase;TM=M;SS=N; 4.53 
429109; AL008637; Hs.196352; neutrophil cylosolic factor 4 (40kD); SH3,OPR,PX;TM=M;SS=N; 4.53 
427557; NMJJ02659; Hs.179657; plasminogen activator, urokinase recepto; UPAK.LY6.ET.fW.inh;; 4.53 
411213; AA676939; Hs.692B5; neuropain 1; ^M.F5„F8^type_C.CUB.CUB ( MAM.F5_F6_type_C; 4.53 
434158; T86534; Hs.14372; ESTs; adenylatekinase,none; 4.52 

431941; AK000106; Hs.272227; Homo sapiens cDNA FU20099 fis, clone CO; pkifrae,Furin-Bke,Recep_L_domain,none; 4.52 

447341; AF106941; Hs.18142; arrestin. beta 2; arresUn.arrestin_C.PX.PH.PLDc; 4.52 

447656; NM 003726; Hs.19126; src kinase-associated phosphoprotein of ; SH3,PH;TM=M;SS=N; 4.51 

417018; M16038; Hs.B0887; v-yes-1 Yamaguchi sarcoma viral related ; SH2.SH3.pkinase;TM=M;SS=N; 4.51 

422893; X98411; Hs.380077; myosin IF; SH3,myosir_head.lQ;TM=M;SS=N; 4.51 

407202; N58172; Hs. 109370; ESTs; F5_F8_type_Cpkinase.Ets.none; 4.51 

447079; AA280057; Hs.105280; ESTs. Weakly similar to dJ963K23.2 [H.sa; zf-C2H2.zf-C3HC4.UIM;TM=M;SS=N; 4.51 
450747; A1064821; Hs. 129953; ESTs. Highly similar to 1818357A EWS gen; rrm.zf-RanBP.GAS2; 4.50 
41 9452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; ig.pkinase;TM=Y;SS=M; 4.50 
453856; AA804789; Hs.379109; PDZ-UM protein mystique; LIM,PDZ;TM=M;SS=N; 4.49 
432744; AA988835; Hs.38664; ESTs; none.none; 4.49 

419032; W81330; Hs.99877; ESTs. Highly similar to JAK3B [H^apiens; pkinase l SH2,lnsuUn.pkinase 1 SH2; 4.48 
444009; AI380792; Hs.135104; ESTs; TNFR.c6JlL.nonB; 4.48 

426416; AW612744; Hs.169824; killer cell lecMte receptor subfami; lectin_c;TM=Y;SS=M; 4.48 

412802; U41518; Hs.74602; aquaporin 1 (channel-faining integral pn MIP;TM=Y;SS=M; 4.48 

447217; BE465754; Hs.17778; neuropitin 2; CUB,MAM,F5_F8_tyrje_C;TM=M;SS=M; 4.47 

408771; AW732573; Hs.47584; potassium voltage-gated channel, delayed; efhand.ion_trans.K_tetra.none; 4.47 

435049; AL122067; Hs.4746; hypothetical protein FU21324; none;TM=M;SS=N; 4.46 

41 3278; BE5630B5; Hs.833; interferon-stimulated protein, 1 5 kDa; ubiquifin;; 4.45 

423804; AW403448; Hs.1706; inlerferon-stimutated transcripfion fact; IRF^f-C3HC4,IBR,zf-RanBP;TM=M;SS=N; 4.45 
434308; N51517; Hs.47282; ESTs; pkinase.pklnase_C.none; 4.45 

434448; W26667; Hs.184581; Homo sapiens cDNAFU14821 fis, clone OV; pklnase,pkinase_C;; 4.45 

417426; NM_002291; Hs.82124; lamtnin, beta 1; brninin_EGF.Iarninin_Nterm.integrin_Bn 4.44 

417389; BE260964; Hs.82045; midkine (neurite growth-promoting factor, PTN_MK;TM=M;SS=Y; 4.44 

430259; BE550182; Hs.375142; RatGEF-like protein 3. mouse homolog; fn3,RA,RasGEF;TM=M;SS=M; 4.44 

436001; AW903849; Hs.173840; HUEL(C4orf1Hnterading protein; lg;TM=M;SS=M; 4.44 

452355; N54926; Hs.29202; G protein-coupled receptor 34; 7tmJ.OATP_C;TM=Y;SS=N: 4.43 

418751; BE389014; Hs.372548; phosphoinositide-34dnase. regulatory su; SH2,none; 4.43 

410068; AI6338B8; Hs.58435; FYN-binding protein (FYB-120/130); SH3;TW=M;SS=N; 4.43 

449961; AW265634; Hs.13310O; ESTs; pkinase.Furin-like.Recep_U_domain,none; 4.42 

451734; NMJJ06176; Hs.26944; neurogranin (protein kinase C substrate.; IQ,7tm_1;TM=M;SS=N; 4.42 

410598; A1817130; Hs,9195; Homo sapiens cDNA FU13698 fis, clone PL; RasGEF,PRK; 4.42 

439411; AA044876; Hs.58043; ESTs, Weakly similar to CYA2_HUMAN ADENY; guanylate_cyc;TM=Y;SS=M; 4.42 

433179; AW362945; Hs.162459; ESTs; Armadife_seg,none; 4.42 

414849; AW372721; Hs.291623; ESTs, Weakly similar to unnamed protein ; pkinase,none; 4.42 

409512; AW979187; Hs.293591; melanoma differenBafion associated prot; DEAD,heficase_C,CARD;TM=M;SS=N; 4.41 

445903; AI347487; Hs.132781; class I cytokine receptor; fn3;TM=Y;SS=N; 4.41 

438507; AA809052; Hs.356627; ESTs; none.none; 4.41 

409524; AW4021 51; Hs.54673; tumor necrosis factor (ligand) superfami; TNF;TM=Y;SS=M; 4.40 
453037; AA045175; Hs.17914; ESTs; none;TM=Y;SS=M; 4.40 

412228; AW503785; Hs.73792; complement component (3d/Epstein Barr vi; sushi;TM=Y;SS=M; 4.40 
451035; AU076785; Hs.430; ptasfin 1 (1 isofomi); efhand,CH,Adaptin_N;; 4.40 
415149; X12451; Hs.78056; cathepsin U Peptidase_C1;; 4.39 

408105; AW152207; Hs.270977; ESTs, Weakly similar to 138022 hypotheti; Y_phosphatase,carb_anhydrase,DSPc,none; 4.39 

423099; NM_002837; Hs.123641; protein tyrosine phosphatase, receptor t; fn3.Y_phKpnatase,DSPc ( COX6C;TM=fASS=M; 4.39 

438330; AW450572; Hs.257316; ESTs; pkinase^f-C4 1 ERM,CNH,none; 4,39 

433437; U20536; Hs.3280; caspase 6. apoptosis-related cysteine pn ICE_p10,lCE_p20;; 4.39 

429747; M87507; Hs.2490; caspase 1, apoptosis-retated cysteine pn CARD,ICE_p10.lCEj>20;; 4.39 

426410; BE29B446; Hs.305890; Ba2-fike 1; Bct-2.BH4.none; 4 .38 

434511; R28982; Hs.18106; ESTs; pklnase.Glyco_hydro_39; 4.38 

4488B8; AW196663; Hs.200242; caspase recruitment domain protein 6; CARD;TM=M;SS=N; 4.37 

447827; U73727; Hs.19718; protein tyrosine phosphatase, receptor t; fn3.ig.Y_phosphatase.MAM;TM-Y;SS=M; 4.36 

432583; AW023624; Hs.162282; potassium channel TASK-4; potassium chan; ion_trans,X;TM=Y;SS=M; 4.36 

413472; BE242870; Hs.75379; solute carrier family 1 (glial high affi; SDF;TM=Y;SS=M; 4.36 

426828; NMJX)0Q20; Hs.172670; activin A receptor type IWike 1; pWnase/ctivin_recp;TM=M;SS=M; 4.36 

449444; AW818436; Hs.351305; solute carrier famBy 16 (monocarboxyfc; none;TM=Y;SS=M; 4.36 

437145; AF007216; Hs.5462; solute carrier family 4. sodium bfcarbon; HC03_cotransp;TM=Y;SS=N; 4 .36 

429670; L01087; Hs.21 1593; protein kinase C, theta; DAG_Ft-Wrtf ,pkinase,pkinase_C,Dr^^ 4.35 

421195; BE464560; Hs.133017; ESTs; none,none; 4.35 
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415758; BE270465; Hs.78793; protein kinase C. zeta; pkinase,DAG_PE-hind,pkinase_C,OPR;; 4.35 

457001; J0325B; Hs.2062; vitamin D{ 1.25- dihydroxyvilamin D3) re; homione_rec^f-C4,MetaIlothio_5:TM=M;SS=N; 4.34 

419150; T29618; Hs.89640; TEK tyrosine kinase, endothelial (venous; EGF J rh3,pkinase,ig,laininin_EGF,DSL;TM=Y;SS=M; 4.34 

440675; AW005054; Hs.279788; ESTs. Weakly similar to KCCLHUMAN CALCl; pkinase.none: 4.34 

429657; D13626; Hs.2465; K1AA00D1 gene product; putative G-protei; 7tm_1;TM=Y;SS=M; 4.34 

414509; AW161311; Hs.76294; CD63 antigen (melanoma 1 antigen); transmembrane4;TM=Y;SS=M; 4.34 

425771; BE561776; Hs.159494; Bruton agammaglobunnemia tyrosine kinas; SH2,SH3 < pkinase,PH,BTK;TM=M;SS=N; 4.34 

4521 24; AA454220; Hs.61 1 70; ESTs; pkinase.none; 4.33 

407775; NM 004914; Hs.38772; RAB38, member RAS oncogene family; ras,arf;TM=M;SS=N; 4.33 
452688; AA721140; Hs.49930; ESTs, Weakly similar to putative p150 (H; SH3,none; 4.33 
434164; AW207019: Hs.148135; serine/threonine kinase 33; pkinase;TM=M;SS=N; 4.32 
445330; R52656; Hs.21691; ESTs; 7tm_Uone; 4.32 
437527; AI241019; Hs.145644; ESTs; PIP5K.none; 4.32 

437763; AA469369; Hs.5831; tissue Inhibitor of metatloprotBfliase 1 ; T1MP,pktnase,DAG_PE-bind,RBD; 4.31 
416714; AF2B3770; Hs.79630; CD79A anfigen (trnmunogiobuGivassodated; ig,ITAM^dus;TM=Y;SS=M; 4.31 
416269; M177138; Hs.161671; ESTs;pkinase l DAG_PE-hlnd 1 RBanone; 4.30 
425458; H8931 7; Hs.1828B9; ESTs; lon_trans.none; 4.30 

424206; NM 003734; Hs.198241; amine oxidase, copper containing 3 (vase; Cu jimmej>xid,Cu_arnmej)xidN2^ 4.29 

451876; T63141 ; ; gb:yb99a1Zs1 Stratagene lung (937210) H; SH3,none; 4.29 

417B01; AA417383; Hs.82582; inlegrin. beta-like 1 (with EGF-tike rep; EGF;; 4.29 

435240; A1025435; Hs.117532; ESTs; GHMP_kinases,none; 4.27 

444051 ; N48373; Hs.1 0247; activated leucocyte ceil adhesion molecu; none,none; 4.26 

423523; AW299828; Hs.193580; ESTs; none.none; 4.26 

426274; 038122; Hs.2007; tumor necrosis factor (ligand) superfami; TNF;TM=Y;SS=N; 4.26 
425356; BE244879; Hs.155939; inositol polyphosphate-5-phosphatase. 14; Exo_endo_phos.SH2;TM=M:S$=N; 4.26 
448386; AB037750; Hs.21061; KIAA1329 protein; PKD,BNR;TM=Y;SS=M; 4.26 
418318; U47732; Hs.64072; transmembrane 4 superfamily member 3; transmembrane4;TM=Y;SS=M; 4.26 
427274; NMJJ05211; Hs.174142; colony stimulating factor 1 receptor, fo; ig,pkinase;TM=Y;SS=M; 4.26 
416602; NM_006159; Hs.367895; Protein kinase C-binding protein NELL2; EGF.vwc.TSPN;; 4.25 
436729; BE621807; Hs.351316; transmembrane 4 superfamily member 1; none;TM=Y;SS=M; 4.25 
436494; AA720997; Hs.1 28295; ESTs; none.CAP_GLY,HC03j»lransp.Glyco^hydro_63 1 PH; 4.24 
439668; AI091 277; Hs.302634; frizzled (Orosophila) homolog 8; Frizzled,Fz,7tm_2,toxin_2;TM=Y;SS=M; 4.24 
. 418255; AW135405; Hs.37251; ESTs; pkinase.none; 4.24 
400328; X87344; ; transporter 2, ATP-bmding cassette, sub; none;TM=Y;SS=N; 4.24 
405121; ; ; mitogen-aclivated protein kinase 8 inter; <^_knot,TGF^eta,vwa,vwc.vwd,TtUDUF139;; 4.24 
425795; AJ000479; Hs.1 59543; EOG-6 (endothelial differentiation. G^; 7tm J ;TM=Y;SS=M; 4.23 
406786; AW161678; Hs.11 1334; ferritin, light polypeptide; fenitin;TM=M;SS=N; 4.23 
449843; R85337; Hs.24030; solute carrierfamay 31 (copper transpo; none;TM=Y;SS=M; 4.23 
445657; AW612141; Hs.279575; Homo sapiens G-protein coupled receptor ; 7tmJ;TM=Y;SS=M; 4.23 
413795; AL040178; Hs.142003; ESTs; none,pkinase,LRR,LRRCT; 4.22 

409142; AL1 36877; Hs.50758; SMC4 (structural maintenance of chromoso; ABCJrara/lSMC_N,SMC_C,DUF164,none; 4.22 

447887; AA114050; Hs.21 1610; caspase 8. apoptosis-related cysteine pn ICE j)10,ICEj)20,DED;TM=M;SS=N; 4.22 

417318; AW953937; Hs.240845; ESTs; SH3,PH,RhoGEF;; 4.21 

424291; AL120051; Hs.144700; ephrin-B1; Ephrin;TM=Y;SS=M; 4.21 

408279; AF216965; Hs.44095; Homo sapiens, clone MGC:12617, mRNA. com; none.none; 4.20 

432636; AA340864; Hs.278562; daudin 7; PIVP2^aau<fin;TM=Y;SS=M; 4.20 

424618; 129472; Hs.1802; major histocornpatibifity complex, class ; ig,MHCJI_beta;TM=Y;SS=M; 4.19 

445633; AI453386; Hs.17287; ESTs, Weakly simBar to S26689 hypotheti; IRK,none; 4.19 

432882; NMJM257; Hs.279696; serumftucccorfcoid regulated kinase-li; pkinase,PX.pkinase_C;; 4.19 

425481; AW978162; Hs.372811; ESTs; none,OxysteroLBP; 4.19 

429061; Y14039; Hs.195175; CASP8 and FADD-like apoptosis regulator, ICEj>20.DED;TM=M;SS=N; 4.18 

401083; ; ; NfA.016582-.Homo sapiens peptide transpor; PTR2;TM=Y;SS=M; 4.18 

420676; AI434780; Hs.4248; vav 2 oncogene; RhoGEF,PH,CH,SH2,SH3,DAG_PE-blnd,none; 4.18 

424377; AF081675; Hs.146322; killer cell tectin-Eke receptor subfami; lectin_c;TM=Y;SS=M; 4.17 

424148; BE242274; Hs.1741; integrin, beta 7; lntegrin_B,EGF^netalth».PSI;TM=Y;SS=M; 4.17 

421391; AW304350; Hs.191958; Immunoglobulin superfamay receptor tran; ig,none; 4.17 

452100; A166866B; Hs.379032; inositol polyphosphate-5-phosphatase, 75; Exo_endoj>hos,RhoGAP,none; 4.1 7 

413969; X14034; Hs.75648; phosphotipase C, gamma 2 (phosphatidyfin; SH2 t SH3,C2,PRPM 5 LC-Y,PI-PLC-X,PDGF;; 4.17 

422310; AA316622; Hs.98370; cytochrome P450, subfamily HS, potypept none,pkinase,m3.ig; 4.17 

444034; AL161957; Hs.10177; pleckstrin homology domain interacting p; E1- 

E2_ATPase.Cation ATPase C.Cation ATPaseJWydrolase.fttosornal315.brorr^^ 4.16 
450056; BE047394; Hs.502; ESTs, Weakly similar to S7151 2 hypotheti; ABCJran^CjriembTanejg.MHCJLb^ 4.16 
407245; X90568; Hs.172004; 6lin; fn3,ig,SGXXSG I pkinase;TM=M;SS=N; 4.16 
418962; AA714835; Hs.271863; ESTs; RhoGAP.SH2,pklnase,POLO_box.none; 4.15 
410590; BE615216; Hs.64746; cfloride intracellular channel 3; none;TM=M;SS=N; 4.15 
425743; BE396495; Hs.159426; BCL2-assoctated X protein; Bcl-2;TM=Y;SS=N: 4.15 
446967; AI699629; Hs.15€781; ESTs; none.none; 4.14 
432176; AW090386; Hs.1 1 2278; arrestin, beta 1; arreslin.arreslin.CnonB; 4.14 
452571; W3151B; Hs.34665; ESTs; none;TM=M;SS=N; 4.14 

425421; L11669; Hs.157145; tetracycline transporter-like protein; sugarJr;TM=Y;SS=M; 4.14 

410687; U24389; Hs.65436; lysyl coddase-fike 1; LysyLoxidase;; 4.14 

417871; AA521368; Hs.24252; ESTs; IBB^rmadiItojeg.none; 4.13 

429819; AL13301 1; Hs.253920; Homo sapiens mRNA; cDNA DKFZp434P201 {\r, none,none; 4.12 

424522; AL134847; Hs.149957; ribosomal protein S6 kinase, 90kD, polyp; pkinase.pkinase.C;; 4.12 

429623; NM_005308; Hs.21 1569; G protein-coupled receptor kinase 5; pkinase,RGS;TM=M;SS=N; 4.12 

413019; BE281604; Hs.75140; tow density Trpoproteirvrelated protein-; none;TM=M;SS=Y; 4.12 

434071; AF1 16653; Hs.34192; Homo sapiens PRO0823 mRNA, complete cds; nonsTM=M;SS=N; 4.1 1 

434779; AF153815; Hs.50151; potassium inwardly-recGfylng channel, s; IRK;TM=Y;SS=N; 4.11 

449656; AA002008; Hs.188633; ESTs; PlP5K,none; 4.11 

406403; ; ; NNL002162*:Horno sapiens intercellular ad; tg;TM=Y;SS=M; 4.10 

427732; NM.002980; Hs.2199; secretin receptor 7tmJ2,HRM;TM=M;SS=M; 4.10 

437608; AA761605; Hs.292308; ESTs, WeaWy simflar to ALU1.HUMAN ALU S; pWnase.R101 ,none; 4.10 

432885; AA595607; Hs.368129; ESTs, Weakly similar to ALU1.HUMAN ALU S; pkinase,pkinase^C,none; 4.10 
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41 1190; AA306342; Hs.69171; protein kinase C-Uke Z pkinsse,pkinase_C,HR1;TM=M;SS=N; 4.10 

418342; BE002723; Hs.334330; lepfin receptor; ICEj)20,DED.ICEj)10.ICE_p20,DED; 4.10 

424909; S78187; Hs.1 53752; cell division cycle 25B; Rhodanese;; 4.10 

435905; AW997484; Hs.5003; K1AA0456 protein; SH3,RhoGAP,FCH;TM=M;SS=N; 4.10 

422278; AF072873; Hs.1 14218; frizzled (Drosophfla) homolog 6; Fz,Frizzted,7tm_2;TM=Y;SS=M; 4.10 

437952; D63209; Hs.5944; solule carrier famiry 11 (proton-coupled; none;TM=Y;SS=M; 4.10 

432827; Z68128; Hs.3109; Rho GTPase activating protein 4; FCH.RhoGAP.SH3;TM=M;SS=N; 4.09 

435140; M6681 23; Hs.1 341 7G ESTs; none.none; 4.09 « . JAO 

422627; BE336857; Hs.1 18787; transforming growth factor, beta-induced; Fasctd'mABC_tranABC.membrane,GTP_EFTU;TM=M;SS=M; 4.08 
428483; A1908539; Hs.184592; KIAA0344 gene product; none,none; 4.08 
446232; AI281848; Hs.194691; retinoic acid induced 3; 7tmJ,none; 4.07 
431674; AA098901; Hs.301642; G^rotein coupled receptor; none.GCV_H; 4.07 

409686; AK000002; Hs.55879; Homo sapiens mRNA; cDNA DKFZp434L0B27 (f; ABC_tran^BC^membrane;TM=M;SS=M; 4.07 

441518; AW161697; Hs.294150; ESTs; Y_phosphatase,DSPc,none; 4.07 

442599; AF078037; Hs.324051; RelA-assocfeted inhibttor, SH3,enk;TM=M;SS=N; 4.06 

436982; AB018305; Hs.5378; spondin 1, (f-spondin) extracellular mat tspJ.Reelen; 4.05 

420361; N92054; Hs.194718; zinc finger protein 265; zf-RanBP,7tmJ; 4.05 

439549; AW937885; Hs.137314; ESTs; SH2,none; 4.04 

419981; AA897581; Hs. 128773; ESTs; pWnase,DAG_PE-bhd,pldnase_C,OPR.nonB; 4.04 
418B36; AI655499; Hs.161712; ESTs; pkinase^rvia.recp 1 PD2^U5,death; 4.04 

408B06; AW847814; Hs.75608; Homo sapiens cDNA: FU21532fo. clone C; SH3,PDZ,Guanylate.kin 1 none; 4.04 
432106; N58323; Hs.269098; ESTs, Weakly similar to RETROVIRUS-RELAT; SH3.PDZ,Guany1ate Jun.none; 4.03 
426086; T94907; Hs.1 88572; ESTs; PH,Ets,CH,spectrin,Ca_channeLB,none; 4.03 
418203; X54942; Hs.8375B; CDC28 protein kinase 2; CKS;; 4.03 

412270; AC005262; Hs.73797; guanine nucleotide binding protein (G or; G-alpha,arf;TM=M;SS=N; 4.03 
415350; AF188625; Hs.189507; phosphofipase A2, group IID; phoslip;TM=M;SS=Y; 4.02 
434457; AF141332; Hs.200333; apolipoprotein B48 receptor, none;TM=M;SS=N; 4.02 

414271; AK000275; Hs.75871; protein kinase C binding protein 1; broriK>domain.PHD,PVvVvP^^ND;TM=M;SS^N; 4.02 

425694; U51333; Hs.159237; hexokinase 3 (white cell); hexokinase,hexokinase2;TM=M;SS=N; 4.02 

449943; AF104266; Hs.24212;latrophi!m; 7tm_2 ( GPS,Ga! - Leclin 1 OLF,Latrophilin,HRM;TM=Y;SS=M; 4.01 

408938; AA059013; Hs.22607; ESTs; fh3,Y_phosphatase,carb_anhydrase,none; 4.01 

426839; M74782; Hs.1 72689; interteukin 3 receptor, alpha (low affin; none;TM=M;SS=M; 4.00 

422282; AF019225; Hs.1 14309; apolipoprotein L; MotA_ExbB;TM=Y;SS=M; 4.00 

410726; AI623859; Hs.15936; ESTs; pkinase.pro_isomerase,none; 4.00 

428318; BE3Q0110; Hs.183842; ubiquilm B; lipocaltn.aldedh.ubiquitinJRK;; 4.00 

440188; AK001812; Hs.7036; N-Acetylglucosarnine kinase; ROK;TM=M;SS=N; 3.99 

429952; AF0B0158; Hs.226573; inhibitor of kappa light polypeptide gen; pklnase,ubiquh1n,Enterotox)nJV,PH04 1 pkinase,ubiquitin; 3.99 
414700; H63202; Hs.38163; ESTs; 7tm J;TM=Y;SS*M; 3.99 

432269; NM.002447; Hs.2942; macrophage stimulating 1 receptor (c-met pkmase,Sema,PSI,TIGA4_EXTRA;TM=M;SS=M; 3.99 
456362; AW973003; Hs.179909; hypothetical protein FU22995; none;TM=M;SS=N; 3.98 
427541; AI79B983; Hs.375835; sotute carrier famay 35 (CMP-sialic aci; none,none; 3.98 
440248; AA876138; Hs.369458; ESTs; SH2,none; 358 

437400; AB01 1542; Hs.5599; EGF^ke-clornain, multiple 5; TNFRj*,laminin_EGF;TM=Y;SS=N; 3.98 
425262; D87119; Hs.155418; GS3955 protein; pJdnase;; 3.98 

420166; AW732276; Hs.95583; transmembrane 4 superfamily member (tetr, transmembrane4;TM=Y;SS=M; 3.98 

437151; AA745618; Hs.380121; BANP homolog, SMAR1 homolog; none,none; 3.98 

443574; U83993; Hs.321709; purinergic receptor P2X. figand-gated to; P2Xjeceptor;TM=Y;SS=M; 3.97 

449027; AJ271216; Hs.22B80; dipepWylpeptidase III; Pepfidase JM9,EGF,ig ( NeuregulirsTM=M;SS=N; 3.97 

41 1574; BE242842; Hs.6780; protein tyrosine kinase Wike (AkreJat LRR,LRRCT,TIR^filin^DF;TM=M;SS=N; 3.97 

432639; AW973785; ; gb:EST385886 MAGE resequences, MAGM Homo; noneJRK; 3.97 

457675; AF119917; Hs.306574; Homo sapiens PRO3098 mRNA, complete cds; none; 3.97 

445701; AF055581; Hs.13131; lymphocyte adaptor protein; SH2,PH;TM=M;SS=N; 3.96 

437157; BE048860; Hs.17287; ESTs; IRK,none; 3.96 

453641; AA444140; Hs.90960; ESTs; Cbl_N 1 Cb!_N2.Cbl_N3 1 UBA^f-C3HC4 1 none; 3.96 
446714; W73818; Hs.1 10028; ESTs; 7tmJ,7tmJ; 356 

427648; AI376722; Hs.180062; proteasome (prosome, macropain) subunit; proteasomen 3.96 

453686; AL110326; Hs.304679; ESTs, Moderately simBar to Z195.HUMAN Z; none,lectinjD.fi&_chan; 3.96 

457718; F18572; Hs^2978; ESTs, Weakly similar to ALU4_HUMAN ALU S; pkinase,pkinase; 3.95 

428727; AF078847; Hs.78452; general transcription factor IIH, polype; PH04,11M;TM=M;SS=N; 3.95 

435411;AW444619;Hs.138211; ESTs; none.pkmase; 3.94 

440209; H05049; Hs.247837; neurexln 3; lamWn_G,EGF,none; 3.94 

416636; N32536; Hs.42645; solute carrier family 16 (morKxarboxylic; none.none; 3.94 

435272; AA906415; Hs.110041; ESTs; none.pkinase; 3.93 

402550; ; ; Target Exon; none.none; 3.93 

425233; Z1 7861; Hs.1 55218; E1 B-55kDa-associated protein 5; SPRY f SAP,pWnase,fn3ig; 193 
410073; AW408163; Hs.58488; catenin (cadherin-associated protein), a; Stethmin.Vinculin;; 3.92 
453548; AL079983; Hs.116774; integrin, alpha 1; none.vwa.F&GAPJntegrin.A; 3.92 
417226; AW505054; Hs.4283; ESTs; pWnase,RGS,PH,myosinJie3d,Myosin_tail; 3.92 
446755; AW451473; Hs.16134; serine/threonine kinase 10; pWnase,TYA;TM=M;SS=N; 3.92 
452344; A1264357; Hs.55405; hypothetical protein MGC16212; Sulfate_transp.STAS;; 3.92 

418516; NJO06218; Hs.85701; phosphotrwsitide-3-kinase, catalytic, al; R3_PI4_Mnase,PI3Ka,R3K w C2,PI3rerbd,PI3Kj)85B,none; 3.91 

423069; W15613; Hs.1613; adenosine A2a receptor; 7tmJ;TM=Y;SS=M; 3.91 

414443; AU077268; Hs.76144; plateleWerived growth factor receptor,; kj.pklnase;TM=Y;SS=N; 191 

434392; AW983709; Hs.250824; Homo sapiens cDNA: FU23435 fis, clone H; pkinase.none; 191 

429615; AF258627; Hs.211562; ATP-binding cassette, subfamily A (ABC1; ABCJran;TM=Y;SS=M; 3.91 

414774; X02419; Hs.77274; plasminogen activator, urokinase; kringte.trypsin.plantlhionins;; 3.91 

442831; AI798959; Hs.131686; ESTs; ABC_tran,PRK^BCJran; 3.91 

441657; BE314696; Hs.7936; BAl1-associated protein 2; SH3;TM=M;SS=N; 3.91 

438698; AW297855; Hs.361171; ESTs, Weakly similar to I38022 hypotheti; llpoxygenase,PLAT,none; 3.90 

447560; AF065214; Hs.18858; phosphoGpase A2. group 1VC (cytosolic, ; PIA2_B;TM=M;SS=N; 3.90 

437897; AA770561; Hs.146170; hypothetical protein FU22969; zf-DHHC.none; 3.89 

429379; NMJM4840; Hs.200598; WAA0537gene product pkinase,R!01;TM=M;SS=N; 3.89 

410179; W27723; Hs.59498; ceQ division cycle 2-like 5 (choGneste; pldnase:; 189 
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428713; AA432067; Hs.268551; ESTs. Moderately similar to CYA4 RAT ADE; pkinase;; 3.89 

456629; AW891965; Hs.367942; histone deacetylase 3; HSP90,HATPase_c,zf-C2H2.PHD,none; 3.89 

4251 90; AW028302; Hs.1 55079; protein phosphatase 2, regulatory subuni; B56;TM=M;SS=N; 3.89 

426752; X69490; Hs.172(HM; titin; fn3,ig,pkinase,SGXXSG;TM=M;SS=N; 3.89 

417767; BE242241; Hs.82542; acytaxyacyt hydrolase (neutrophil); Upase_GDSUTM=M;SS=M; 3.88 

414029; BE297731 ; Hs.75709; rnannose^phosphate receptor (cation dep; Man-6-Pjecep;TM=M;SS=M; 3.88 

416140; AI918035; Hs.301 198; roundabout (axon guidance receptor, Dros; none,none; 3.88 

434224; AA380731; Hs.84; interleukin 2 receptor, gamma (severe co; fn3;TM=Y;SS=M; 3.88 

410011; AB020641; Hs.57856; PFTAIRE protein kinase 1; pkinase;TM=M;SS=N; 3.87 

406908; Z25437; ; gfcRsapiens protein-tyrosine kinase gen; none,none; 3.67 

425289; AW139342; Hs.155530; interferon, gamrna-inducibte protein 16; PAAD.DAPIN.HIN;; 3.87 

441859; AW194364; Hs.9877; interleukin-4 induced gene-1 protein (Fl; Aminoj>xidase,FADJ)inding_3 ( TBC;TM=M;SS=N; 3.87 

439975; AW328081 ; Hs.681 7; inosine triphosphatase (nucleoside trfph; Ham1 pJke;TM=M;SS=N; 3.87 

415392; Z44067; Hs.10957; ESTs; PlP5K,none; 3.86 

416033; NM_012201; Hs.7B979; Golgi apparatus protein 1; cys_rich - _FGFR;TM=Y;SS=M; 3.88 
414649; A1672727; Hs.76753; endoglin (CD105 antigen) (ENG); none;TM=Y;SS=M; 3.85 
425729; L22647; Hs.159360; prostaglandin E receptor 1 (subtype EP1); 7tmJ;TM=Y;SS=M; 3.85 
414496; W73853; Hs.355424; ESTs; pkinase,F5_F8_type_C l adh_short,none; 3.84 
412204; AI125507; Hs.24937; ESTs; ig.rrm,none; 3.84 

434375; BE277910; Hs.3833; 3 , -phosphoadenosine 5 , -phosphosu!fate sy; APS_kinase^TP-sulfurylase 1 PRK 1 Thymidylate_kin;; 3.84 

444981; AW855398; Hs.12210; hypothetical protein FU13732 similar to; SH2;TM=M;SS=N; 3.84 

412309; M23892; Hs.73809; arachidonate 15-Rpoxygenase; lipoxygenase,PLAT;; 3.84 

405545; ; ; Target Exon; ABCjran,SRP54,ABCjTKmbrane;TM=Y;SS=M; 3.84 

407143; C14076; Hs.332329; EST; none;TM=Y;SS=M; 3.84 

420593; AA280356; Hs.187634; ESTs; B56,none; 3.84 

413420; AW410235; Hs.75348; proteasome (prosome, macropain) activate; PA28_alpha,PA28_beta,biopterin_H;; 3.83 
448253; H25899; Hs.201591; ESTs; 7tm_2.HRM,none; 3.83 

444042; NM 004915; Hs.10237; ATP-binding cassette, sub-family G (WHIT; ABC_tran 1 PRK,GBP;TM=Y;SS=N; 3.83 

430397; AI924533; Hs.105607; bicarbonate transporter related protein ; HC03_cotransp;TM=Y;SS=N; 3.83 

423067; AA321355; Hs.285401; colony stimulating factor 2 receptor, be; fn3;TM=Y;SS=M; 3.83 

458188; AW297226; Hs.137840; ESTs. Moderately similar to SIX4JWMAN H; pkinase,WD40; 3.82 

4264B6; BE178285; Hs.170056; Homo sapiens mRNA; cDNA DKFZp586B0220 (f; pkinase,none; 3.82 

428791; AA435661; Hs.264750; ESTs; zf-C3HC4,none; 3.82 

438068; AI927209; Hs.306210; Homosapiens cDNA: FU23133 fis, done L; NusG;; 3.82 

453370; AI470523; Hs.139336; ATP-binding cassette, sub-family C (CFTR; ABCJran,ABC._membrane;TM=Y;SS=N; 3.82 

419250; AW7701B5; Hs.356066; U5 snRNP-specilic protein, 116 kD; 7tm_1.BAH^f-CXXC,DNAjnelhylase; 3.82 

410017; AW952426; Hs.109438; Homo sapiens done 24775 mRNA sequence; none,none; 3.82 

420679; X57162; Hs.165843; Marin; CKJI beta,RbriUarin,WD40;TM=M;SS=N; 3.82 

417916; NMJ06416; Hs.82921 ; sotute carrier family 35 (CMP-siafic aci; OUF6;TM=Y;SS=M; 3.81 

425923; NM.005026; Hs.162808; phosphtinosilide-3-kinase. catalytic, de; none.none; 181 

417365; D50683; Hs.82028; transforming growth factor, beta recepto; pWnascWWOjTM^YiSS^N; 3.64 

414521; D28124; Hs.76307; neuroblastoma, suppression of tumorigeni; DAN;TM=M;SS=M; 3.52 

42239B; AI476149; Hs.334489; hypothetical protein FU21992; SH2,SH3;;3.51 

416432, M14156; Hs.85112; insulin-like growth factor 1 (somatomedi; Insulin;; 3.50 

459705; BE082764; Hs.270252; ESTs, Weakly similar to androgen recepto; none,C2,WW,HECT; 3.48 

425009; X58288; Hs.154151; protein tyrosine phosphatase, receptor t; fn3jg 1 Yjjhosphalase,MAM;TM=Y;SS=M; 3.38 

415817; U88967; Hs.78B67; protein tyrosine phosphatase, receptor-t fn3,Yj)hosphatase 4 carbjanhydrase;TM=Y;SS=M; 3.37 

433336; AF017986; Hs.31386; secreted frizzted-relaled protein 2 (str, Fz,NTR;; 3.24 

426125; X87241; Hs.166994; FAT tumor suppressor (Drosophlla) homoto; EGF,cadherin,lamlnin_G;TM=Y;SS=M; 3.1 1 

419721; NMJJQ1650; Hs.315369; aquaporin 4; MlP^one; Z99 

433147; AF091434; Hs.43080; platelet derived growth factor C; POGF.CUB;; 2.91 

417976; BE565892; Hs.83077; Interleukin 18 (interferon-gamma-indudn; none;TM=M;SS=N; 2.89 

439180: AI393742; Hs.199067; v-erb-b2 avian erythroblastic leukemia v; Furit>^ke,pWnase,f^ep_Ldomain 1 Furin-Wce l pWnase,Rea 2.59 
426158; NMJJ01982; Hs. 1 99067; v-erb-b2 avian erythroblastic teukerniav; Furin^ike,pkinase,Recep_Ldonnain,Furin^ke,pW Z23 
41 1089; AA456454; Hs.355702; cell (Dvlslon cycle 2-like 1 (PITSLRE pr; none.none; 2.07 
428800; M57627; Hs.193717; interleukin 10; 1L1(fc 1.10 



TABLE 40B 



Pkey: Unique Eos probeset identifier number 
CAT number. Gene duster number 
Accession: Gen bank accession numbers 



Pkey 

456034 
459702 
432222 
414991 
409745 



414936 
451876 
432639 



CAT Number Accession 



6B5586J 
539529 1 
539529.1 
17B5136J 
MH1944.5 



1782849 1 
2328579 1 
1237887J 



AA136653 AA1 36656 AW450979 AA984358 AAB09054 AW23803B AA492073 BE1 68945 
BG207209 BE1 66299 AI204995 BG1 99355 AW969908 AA528756 AW440776 BI044354 
BG207209 BE1 66299 AI204995 BG 199355 AW969908 AA528756 AW440776 BI044354 
D78831 C17898 D78863 

BIO30997 AA921874 AW188822 B1027862 AI347618 A1361453 AI088754 AW207491 AA077391 BG01 2775 BG997382 AA286B33 AA150722 BI007625 
BI027864 BI009100 BI006275 BI006270 BI031000 BI029864 BI006277 BI007627 BI006266 BI006991 B1006990 B1007763 B1007762 BG997377 
AA150780 BI033518 BI027818 BG0157B9 BI033807 AA341445 
C14774C17911 079033 

T63141 AI821021 BF370092BF370127BF370060 T62998 
AW973785 H60163 AA557608 



TABLE 40C 



Pkey: Unique number corres ponding to an Eos probeset 

Ret: Sequence source. The 7 digit numbers "m this column are Genbank Identifier (Gl) numbers, Dunham I. et at" refers to the publication entitled The DNA 

sequence of human chromosome 22." Dunham I. et at. Nature (1999) 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 
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Pkey 



Ref 



Strand 



5 402474 7547175 Minus 

404240 5002624 Minus 

405102 6076881 Minus 

405121 8102330 Minus 

401083 3242744 Phis 

10 406403 9256305 Minus 

402550 7652009 Minus 

405545 1054740 Plus 



NLposition 

53526-53628.55755-55920,57530-57757 

116132-116407,116653-116922 

120922-121296 

35816-36004,36587-36684 

33192-33360 

151426-151680 

80413-80673 

118677-118807,119091-119296,121626-12182 



15 



TABLE 41 A: 556 GENES UP-REGULATED IN PANCREATIC TUMORS OR PANCREATITIS RELATIVE TO NORMAL TISSUES 

Table 41A fists about 556 genes up-regulated in pancreatic tumors or pancreatitis relative to normal tissues. These genes were selected from 59680 probesets on the Eos/Affymetrix 



20 Hu03 Genechip array. 



25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



Pkey: , Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene Otle 

R1 : 90th percentae of pancreatic cancer/median of norma! pancreas 



Pkey ExAccn UnigenelD Unigene litle 



412228 
431462 
444995 
453863 
441031 
421344 
416018 
438091 



AW503785 

AW583672 

AJ272265 

X02544 

AI110684 

AW631030 

AW1 38239 



Hs.73792 

Hs.256311 

Hs.12230 

Hs.572 

Hs.7645 

Hs.103665 

Hs.78977 



AW373062 Hs.83623 
AU076801 HS.B9436 



443162 

423096 

413719 

448243 

421044 

407788 

422867 

432467 

457059 

451945 

453354 

443247 

410132 

416984 

413835 

433790 

414774 

410639 

410541 

427722 

429512 

407604 

431193 

442080 

427670 

446921 

419551 

441633 

407792 

419216 

416913 

418384 

452355 

419481 

407230 

418526 

427585 

411498 

445517 

446619 

428385 

448663 

406867 

417426 



W33191 • 

T49951 

AA732684 

BE439580 

AW369771 

AF061871 

BE514982 

L32137 

T03667 

BE561665 

BE504055 

W55946 

BE614387 



Hs.28907 

Hs.9029 

HS.27B42B 

Hs.75498 

Hs.52620 

Hs.311736 

Hs.38991 

Hs.1584 

Hs.239388 

Hs.177677 

Hs.211420 

Hs.234863 

Hs.333893 



NM 003480 Hs.300946 
H38765 Hs.80706 



AI272727 

BE298215 

X02419 

BE269047 

AA065003 

AK000123 

AF062649 

AW191952 

AW749505 

AW444761 

BE6128B8 

AB012113 



Hs.249163 

Hs.288968 

Hs.77274 

Hs.65234 

Hs.64179 

Hs.180479 

Hs.252587 

Hs.249239 

Hs.296770 

Hs.44565 

Hs.180224 

Hs.16530 



AW582256 Hs.91011 
AW958544 Hs.112242 



Hs.39384 
Hs.164021 



AI077715 
AU076718 
AW934714 

AW149266 Hs.25130 



N54926 

AIB79195 

AA157857 

BE019020 

D31152 



Hs.29202 



Hs.182265 
Hs.85838 
Hs.179729 



NM.014210 Hs.70499 
AF208855 Hs.12830 



AU076643 
AF112213 
BE614599 
AA157857 



Hs.313 
Hs.184062 
Hs.106823 
Hs.182265 



NMJM2291 Hs.82124 



complement component (3d/Epstein Barr vi 
granin-like neuroendocrine peptide precu 
secreted phosphoprotein 2, 24kD 
orosomucoid 1 

fibrinogen, B beta polypeptide 
viffin-like 

praprotein convertase subHisin/kexin t 
nudear receptor subfamily 1, group I, m 
cadherin 17, U cadherin (fiver-intestin 
hypothetical protein FU20258 
DKFZP434G032 protein 
progestin induced protein 
small inducible cytokine subfamily A (Cy 
mtegrin.beta8 

Human DNA sequence from clone RP1-238D15 
S100 calcium-binding protein A2 
cartilage ofigomeric matrix protein (COM 
Human DNA sequence from clone RP1-304B14 
exosome component Rrp40 
ESTs 

Homo sapiens cDNA FU12082 fis, done HE 

c-Myc target JP01 

Microfibril-associated gtycoprotein-2 

diaphorase (NADH/NADPH) (cytochrome b-5 

fatty acid hydroxylase 

RAB22A, member RAS oncogene family 

plasminogen activator, urokinase 

hypothetical protein FU20596 

syntentn-2 protein 

hypothetical protein FU20116 

pituitary tunw-traraforrning 1 

collagen, typeVlll, alpha 2 

WAA1719 protein 

ESTs 
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G proteiri-coupled receptor 34 
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Hs.289057 


arginase, fiver 


97.90 


417296 


L36196 


Hs.81884 


sulfotransferase family, cytosoOc, 2A, 


236.70 


400836 


#(NOCAT) 




Target Exon 


£47 


452983 


L32140 


Hs.531 


afamin 


117.10 


419768 


T72104 


Hs.93194 


apoIipoproteinA-l 


4.87 


413841 


M34Z76 


Hs.75576 


plasminogen 


374.00 


400560 


#(NOCAT) 




NM_030878 , :Homo sapiens cytochrome P450, 


144.50 


419502 


AU076704 


Hs.90765 
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AA296922 
BE256452 
AA359252 
AV655701 
Y16577 
K02402 
H48299 
AF097021 
L00190 
AB035301 
Y15221 
M62839 
M13149 
AF007216 
X00442 
NMJJ05940 
F33868 
T64297 
AF154830 
W32133 
#(NOCAT) 
#{NOCAT) 
M93119 
AI868872 
NfA.001639 
AA025386 
M10014 
AI694722 
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Hs.288741 

Hs.59889 
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coagulation factor IX (plasma thrombopla 
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small inducible cytokine subramily B (Cy 
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histidine-rich glycoprotein 
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transferrin 
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Target Exon 
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hypothetical protein FU22704 

amyloid P component, serum 
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Target Exon 

ESTs, Weakly similar to A561 54 AN subst 

collagen, type IX, alpha 3 

ATP synthase. H transporting, mitochondr 

solute carrier family 7, (cationic amino 

IGF-II rnRNA-bindbg protein 3 

Homo sapiens cONA RJ1 1980 fis, clone HE 

collagen, type XI, alpha 1 

hypothetical protein FU14303 

Homo sapiens mRNA; cDNA DKFZp564B2062 (f 

cyclin-dependent kinase Inhibitor 2A (me 

complement component 6 

Homo sapiens mRNA; cONA DKFZp434J1027 (f 

ephrin-A1 

chromogranin B (secretogranin 1) 
anniin (Drosophila Scraps homolog), act 
ESTs 

Homo sapiens cDNA FU 12280 fis. done MA 
prostaglandin E synthase 
ESTs, Moderately similar to PC4259 ferri 
ESTs 

ESTs. Weakly similar to S69890 mitogen i 
neurotrimin 
daudin 2 
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0.94 
1.13 
1.33 
2.95 
1.34 
1.57 
1.48 
1.28 
1.31 
114 
195 
1.96 
149 
3.29 
2.42 
83.40 
152 
3.16 
6.24 
14.67 
4.30 
92.10 
203.30 
1.37 
3.38 
7.04 
5.84 
2.65 
9.28 
34.26 
1.92 
8.32 
1.74 
' 6.51 
35.08 
170.30 
134 
103.10 
31.20 
6.28 
189 
3.80 
1.82 
13.15 
5.22 
8.60 
71.30 
1.70 
4.65 
3.01 
164.60 
1.88 
6.98 
112 
13120 
6.23 
51.50 
1.75 
5190 
68.30 
10143 
206.30 
5.76 
200.10 
97.70 
3.96 
30.00 
4.66 
193.80 
3.05 
159.00 
39.10 
139 
327.90 
90.50 
49.20 
3.12 
1.93 
39.90 
57.20 
151 
1.91 
3.47 
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410418 
415989 
414987 
400024 
418067 
424587 
405909 
44B811 
430044 



D31382 Hs.63325 
AI257700 Hs.317584 
AA524394 Hs.294022 



418245 
423733 
450154 
422487 
424902 
422330 
436749 
423634 
430691 
401682 
422440 
431441 
442560 
414B12 
425211 
421430 
419693 
409420 
448437 
406671 
411558 
424586 
428227 
438746 
456032 
431808 
423472 
439759 
442295 
428928 
437157 
404285 
424036 
422026 
428664 
437935 
423575 
422956 
406722 
413278 
439750 
434377 
425428 
421298 
422424 
421582 
401480 
409269 
409757 
449722 
452240 
415165 
423673 
428450 
409041 
453331 
400288 
453160 
444015 
421308 
448045 
422426 
450737 
429504 
456553 
413281 
417866 
431630 
400298 
431753 
428651 
424905 
433132 



A1127958 
J05070 
NA 

AI590371 
AA464510 
M29540 
AA088767 
AA330281 
R15891 
AJ010901 
NM 003866 
D30783 
AA584890 
AW959908 
C14187 
NA 

NM_004812 
U81961 
AA365042 
X72755 
M18667 
AW207555 
AA133749 
Z15008 
AW470125 
AA1 29547 
AA102670 
NNL00340.1 
AA321649 
AI885B15 
AW957446 
M30703 
AF041260 
AL359055 
AI827248 
BE409838 
BEO46860 
NA 

AA770688 
U80736 
AK001666 
AW939591 
C18863 
BE545072 
H27498 
BE563085 
AL359053 
AW137148 
AL110261 
AW172431 
A1186431 
AI910275 
NA 

AA576953 
NMJ)01898 
BE280074 
A1591147 
AW887604 
BE003054 
NMJ>14791 
AB033025 
AI240665 
X06256 
A1263307 
AI472855 
AA687322 
AJ297436 
W79117 
AW007152 



Hs.83393 
Hs.151738 



Hs.174759 
Hs.152812 
Hs.220529 
Hs.B 



AA721325 
AA861271 
AW067903 
NM.002204 
AA032279 
X76029 
AF196478 
NMJJ02497 
AB026264 



Hs.281587 
Hs.198267 
Hs.153687 
Hs.115263 
Hs.5302 
Hs.1690 
Hs.103538 

Hs.1 16724 
Hs.2794 
Hs.228598 
Hs.77367 
Hs.1867 
Hs.97093 
Hs.301350 
Hs.54451 

Hs.285754 
Hs70725 
Hs.150930 
Hs.2248 
Hs.184727 
Hs.301711 
Hs.270833 
Hs.129057 
Hs.67709 
Hs.224398 
Hs.194657 
Hs.120655 

Hs.28777 
Hs.1 10826 
Hs.189095 
Hs.5940 
Hs.163443 
Hs.122579 
Hs.293441 
Hs.833 
Hs.57664 
Hs.306593 
Hs.157211 
Hs.13012 
Hs.296638 
Hs.1406 

Hs.22972 
Hs.123114 
Hs.23960 
Hs.61232 
Hs.78065 
Hs.1695 
Hs.184339 
Hs.50081 
Hs.8895 
Hs.149609 
Hs.239884 
Hs.135534 
Hs.192843 
Hs.20166 
Hs.58559 
Hs.203330 
Hs.204238 
Hs.18905B 
Hs.222024 
Hs.82772 
Hs.265829 
Hs.61635 
Hs.2841 
Hs.188401 
Hs.153704 
Hs.284245 



transmembrane protease, serine 4 
ESTs 

hypothetical protein FU 14950 
AFFX control - HUMRGE/M10098_5 
cystatin E/M 

matrix metalloprotemase 9 (gelatinase B 

Target Exon 

ESTs 

ESTs 

carctnoembryonic antigen-related cell ad 
transmembrane, prostate androgen induced 
gb:EST33985 Embryo, 12 week 11 Homo sapi 
Human (clone CTG-A4) mRNA sequence 
mucin 4. tracheobronchial 
. inositol polyphosphate-phosphatase, ty 



leciin, gatactoside-bindlng, soluble, 4 
heparin-binding growth factor binding pr 
ESTs 

Target Exon 

aWo-keto reductase family 1, member B10 
sodium channel nonvoitage-gated 1 alpha 
ESTs. Weakly similar to 2004399A chromes 
monokine induced by gamma interferon 
progastricsin (pepsinogen C) 
Homo sapiens cDNA: FU23004 fis, clone L 
FXYD domain-containing ion transport reg 
laminin. gamma 2 (nicein (100kD), kaftni 
gb:xw60c04j(1 NC1_CGAP_Pan1 Homo sapiens 
met proto-oncogene (hepatocyte growth fa 
gamma-aminobutyric acid (GABA) A recepto 
X-ray repair complementing defective rep 
small inducible cytokine subfamily B (CX 
ESTs 
ESTs 

amphiregutin (schwannoma-derived growth 
breast carcinoma amplified sequence 1 
Homo sapiens mRNA fufl length insert cDN 
Homo sapiens cDNA FU11469 lis, clone HE 
cadherin 1, type 1, E-cadherin (epithen 
ESTs 

C6001 909:gi|704441ldbilBAA18909.H (D298 
H2A histone family, member L 
trinucleotide repeat containing 9 
similar to SAUL1 {sal (DrosophilaHike 
mucin 13, eptthetial transmembrane 
Homo sapiens cDNA FU11576 fis, done HE 
hypothetical protein FU 10461 
Homo sapiens SNC73 protein (SNC73) mRNA, 
interferon-stimulatBd protein, 15 kDa 
Homo sapiens mRNA full length insert cDN 
Homo sapiens cDNA FU11382 fis, clone HE 
DKFZP586B0621 protein 
ESTs 

prostate differentiation factor 
trefoil factor 1 (pS2) 
Target Exon 

hypothetical protein FU13352 

cystatin SN 

cyclinBI 

ESTs 

complement component 7 

matrix metalloproteinase 12 {macrophage 

K1AA0175 gene product 

K1AA1 199 protein 

ESTs 

integrin, alpha 5 (fibronectin receptor, 
H2B histone family, member L 
ESTs 

leucine zipper protein FKSG14 



ESTs 
ESTs 

npocaTin 2 (oncogene 24p3) 

ESTs, Highly similar to Similar to a C.e 

transcription factor BMAL2 

collagen, type XI, alpha 1 

integrin, alpha 3 (antigen CD49C. alpha 

six transmembrane epithelial antigen of 

neuromedin U 

annexin A10 

MIMA (never in mitosis gene a)-related k 
hypothetical protein IMPACT 



3.82 

182.50 

Z84 

4.82 

4.19 

2.92 

71.80 

6.74 

14.91 

757.80 

1.65 

104.70 

143.00 

311.80 

63.00 

141.70 

£59 

181.90 

95.80 

6.17 

318.60 

Z51 

3.90 

434.60 

6.58 

35.10 

2.45 

8.56 

79.80 

147.30 

30.07 

55.10 

405,20 

3.57 

136.80 

36.10 

9.93 

146.40 

20.60 

1.58 

91.80 

123.80 

5.26 

130.40 

48.80 

3.15 

253.20 

80.00 

3.05 

1.66 

23.02 

78.10 

1.74 

133.10 

Z65 

5.17 

73.70 

137.70 

9.36 

162.70 

151.90 

Z85 

290.30 

6.89 

334.10 

12.85 

12.42 

156.40 

14.60 

87.20 

526.20 

5B.30 

281.00 

31.25 

78.00 

21Z10 

3.40 

3.48 

281.50 

60.50 

508.30 

85.80 

55.30 
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435039 
447033 
433578 
422511 
411274 
452705 
428479 
425397 
422562 
428579 
428242 
440868 
421493 
410199 
426320 
419290 
459309 
415138 
422553 
432375 
400534 
428970 
423739 
450375 
423554 
407001 
419261 
419948 
428471 
427051 
425234 
419B42 
418007 
444207 
442432 
413753 
4413B4 
418327 
452401 
438199 
422420 
431183 
417389 
421937 
427961 
422043 
426711 
450983 
410268 
433001 
424086 
432731 
416209 
414085 
417308 
438146 
424800 
416143 
408380 
412140 
422963 
409956 
407756 



421110 
4117B9 
421485 
409632 
406837 
426440 
421470 
407242 
432101 
406687 
429170 
408308 
435202 
407216 
409231 
407881 
407811 
420899 
441020 



AW043921 
A1357412 
BE336886 
AU076442 
NM_002776 
H49805 
Y00272 
J04088 
A1952050 
NMJJ05756 
H55709 
R79707 
8E300341 
AW377424 
W47595 
AI128114 
AA040620 
C18355 
AI697720 
BE536069 
#(N0CAT) 
BE276891 
AA398155 
AA009647 
M90516 
U12471 
X07876 
AB041035 
X57348 
BE178110 
AW152225 
AA765489 
M13509 
AI565004 
BE0935B9 
U17760 
AA447849 
U70370 
NM_007115 
AW016531 
U0339B 
NM.006855 
BE260964 
A1878857 
AW293165 
AL133649 
AA383471 
AA305384 
AA316181 
AF217513 
A1351010 
R31178 
AA236776 
AA114016 
H60720 
Z36842 
AL03558B 
A1955650 
AF123050 
AA219691 
M79141 
AW103364 
AA116021 
D63216 
AJ250717 
AF245505 
AA243499 
W74001 
R70292 
BE3B2756 
R27496 
M18728 
AI918950 
M31126 
NMJJ01394 
AL033377 
AI971313 
N91773 
AA446644 
AW072003 
AW190902 
NMJJ01629 
W79283 



Hs.130526 
Hs.157601 
Hs.3416 
Hs.1 17938 
Hs.69423 
Hs.246005 
Hs.184572 
Hs.156346 
Hs.118397 
Hs.184942 
Hs.2250 
Hs.263339 
Hs.104925 
Hs.205126 
Hs.169300 
Hs.1 12885 
Hs.5672 
Hs.295944 
Hs.171455 
Hs.2962 

Hs.194691 
Hs.97600 
Hs.8850 
Hs.1674 
Hs.247954 
Hs.B9791 
Hs.93847 
Hs.184510 
Hs.173374 
Hs.165909 
Hs.104350 
Hs.83169 
Hs.79572 
Hs.38178 
Hs.75517 
Hs.288660 
Hs.84136 
Hs.29352 
Hs.122147 
Hs.1524 
Hs.250696 
Hs.82045 
Hs.109706 
Hs.143134 
Hs.1 10953 
Hs.180669 
Hs.25740 
Hs.61635 
Hs.279905 
Hs.102267 
Hs.287820 
Hs.79078 
Hs.75746 
Hs.81892 
Hs.57548 
Hs.153203 
Hs.79033 
Hs.44532 
Hs.73625 
Hs.13234 
HsJ27 
Ks.38260 
Hs.153684 
Hs.1355 
Hs.72157 
Hs.104800 
Hs.55279 
Hs.156110 
Hs.169902 
Hs.1378 



Hs.123642 

Hs.272620 

Hs.2359 

Hs.44197 

Hs.170204 

Hs.102267 

Hs.692 

Hs.40968 

Hs.40096 

Hs.100194 

Ks.35962 



ESTs 
ESTs 

adipose differentiation -related protein 
collagen, type XVII, alpha 1 
kafOkrein 10 (KLK10) (PRSSL1) (nes1) 
ESTs 

cell division cycle 2, GUo S and G2 to 
topoisomerase (DNA) II alpha (170kD) 
AE-bindtng protein 1 
G protein-coupled receptor 64 
leukemia inhibitory factor (cholinergic 
ESTs, Moderately similar to 138022 hypot 
ectodermal-neural cortex (with BTB-fike 
Homo sapiens cDNA: FU 22667 fc t clone H 
transforming growth factor, beta 2 
spinal cord-derived growth factor-B 
hypothetical protein AF140225 
tissue factor pathway Inhibitor 2 
ESTs, Weakly similar to T31613 hypotheB 
S100 caldum-binding protein P 
C22000015:gi|1274l327|renXP_OD8833.2| z 
retinoic acid induced 3 
ESTs 

a disintegrin and metalloproteinase doma 
glutamlne-fructose-6-phosphate transamin 
Human thrombospondin-1 gene, partial cds 
wingless-type MMTV integration site fami 
NMJ)16931:Homo sapiens NADPH oxidase 4 ( 
stratifin 

Homo sapiens cDNA FU10500 fis, clone NT 
ESTs, Weakly similar to 138022 hypotheti 
ESTs 

matrix metalloproteinase 1 (MMP1; inters 
cathepsin D (lysosomal aspartyl protease 
hypothetical protein FU23468 
laminin, beta 3 (nicein (125kD), kalinin 
Homo sapiens cDNA: FU22182 fis, clone H 
paired-like homeodomain transcription fa 
tumor necrosis factor, alpha-induced pro 
ESTs 

tumor necrosis factor (figand) superfarrri 
KOEL (Lys-Asp-Glu-Leu) endoplasmic retic 
midkine (neurite growth-promoting factor 
hematological and neurological expressed 
ESTs 

retinoic acid Induced 1 

conserved gene amplified in osteosarcoma 

ER01(S.cerevislae)-tike 

six transmembrane epithelial anligen of 

clone HQ0310PRO031Op1 

iysyl oxidase 

fibronectinl 

MAD2 (mitotic arrest deficient, yeast, h 
aldehyde dehydrogenase 1 family, member 
WAA0101 gene product 
ESTs 

MyoD family inhibitor 
ghitaminyl-pepfide cyclotransferase {gtu 
dtubiquifin 

RAB6 interacting, kinestn-Bke (rabkines 
ESTs 

hihlbln, beta A (activin A, actlvin AB a 
ubiquitin specific protease 18 
trizzled-related protein 
cathepsin E 

DKFZP564I1922 protein 
hypothelical protein FU10134 
serine (or cysteine) proteinase inhlbito 
inimurtoojobulin kappa constant 
solute carrier family 2 (facilitated glu 
annexin A3 

gb:Human nonspecific cross reacting antig 
EphA3 

matrix metalloproteinase 1 1 (MMP1 1; stro 
dual specificity phosphatase 4 
hypothetical protein DKFZp564D0462 
K1AA0551 protein 
Iysyl oxidase 

GA733-2 anfigen: epithelial glycoprotein 
heparan sulfate (glucosamine) 3-O-suifot 
cysteine knot superfamily 1, BMP antagon 
arachidonate 5-lipoxygenase-activating p 
ESTs 



64.00 

123.20 

9.22 

525.70 

44.36 

120.10 

92.30 

29.37 

3.84 

27.80 

4.09 

76.30 

Z37 

3.44 

138.10 

3.45 

127.80 

361.20 

136.60 

6.87 

89.00 

4.78 

135.60 

148.50 

87.70 

76.80 

110.60 

234.60 

3.72 

437.90 

219.20 

3.80 

606.80 

2.62 

258.70 

304.80 

a78 

10.95 

199.70 

67.70 

107.20 

3.59 

3.45 

3.17 

109.30 

2.98 

276.50 

5.28 

27.85 

34Z30 

213.50 

185.10 

106.10 

2.27 

405.30 

8.38 

172.10 

45.70 

11.18 

149.10 

33.60 

6.73 

B.96 

312.40 

790.80 

3.17 

8.52 

558.00 

4.36 

2.83 

242.90 

36.91 

221.60 

5.34 

292.00 

184.90 

64.80 

73.70 

120 

288.70 

502.60 

6.13 

17&90 
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406747 
455800 
431211 
431B90 
431958 
444665 
437763 
418870 
424560 



AI925153 

R22479 

M86849 

X17033 

X63629 

BE613126 

AA469369 

AF147204 

AA158727 



436396 AI683487 
407137 T97307 



410668 
427660 
408826 
442577 
41 6498 
447343 
451277 



BE379794 

AI741320 

AF216077 

AA292998 

U33632 

AA256641 

AK001123 



445133 AW157646 
414799 AI752416 



431806 
437330 
410687 
417409 
426471 



448625 

450506 

433336 

408491 

437802 

408296 

421155 

451310 

439867 

417771 

410763 

431385 

457180 

424408 

452679 

425139 

432978 

406850 

421991 

421614 

409703 

452281 

413048 

404210 

452862 

447072 

426935 

427390 

417259 

451295 

448569 

417148 

432359 

422278 

422545 

442379 

417412 

422110 

'431512 

417433 



Hs.35861 

Hs.194687 

Hs.75360 

Hs.33829 

Hs.217493 

Hs.1 67073 

Hs.323733 

Hs.271986 

Hs.2877 

Hs.47783 

Hs.5831 

Hs.89414 

Hs.150555 

Hs.152213 

Hs.65403 
Hs.1 14121 
Hs.48376 
Hs.163900 
Hs.79351 
Hs.236894 
Hs.26176 
Hs.153506 
Hs.77326 
Hs.270737 
Hs.50115 
Hs.65436 
Hs.82109 
Hs.170009 
Hs.20985 
Hs.178470 



AF1B6114 
AL353944 
U24389 
BE272506 
M22440 
AW972512 
AW970786 
NMJXM460 . Hs.418 
AF017985 Hs.31386 



AI088063 

AI475995 

AL117452 

HB7879 

AW250651 

AA847510 

AA804698 

AF279145 

BE17B536 

R26022 

AI754813 

Z42387 

AW630488 

AF126743 

A1624300 



HsJ882 

Hs.122910 

Hs.44155 

Hs.102267 

Hs.26213 

Hs.161292 

Hs.82547 

Hs.8966 

Hs.1 1090 

Hs.194662 

Hs.146428 

Hs.83883 

Hs.325820 

Hs.279884 

Hs.172928 



NM 014918 Hs.110488 

L12350 Hs.108623 

NM_006187 Hs.56009 

T93500 Hs.28792 



M93221 
3(NOCAT) 
AW378065 
D51594 
NM 000088 Hs.172928 
A1432163 Hs.268231 



Hs.75182 

Hs.8687 
Hs.17279 



AW903838 

AI557212 

BE382657 

AA359896 

AA076049 

AF072873 

X02761 



Hs.81800 

Hs.17132 

Hs.21486 

Hs.293885 

Hs.274415 

Hs.114218 

Hs.287820 



NM_004613 Hs.8265 
X16896 Hs.82112 



437470 
417944 
428797 
434423 
426125 
422573 
421552 
424730 
400133 
444381 
422048 
446019 



AI376736 

BE270734 

BE270266 

AF134157 

AL390147 

AU077196 

AA496205 



Hs.111779 

Hs.2795 

Hs.82128 

Hs.169487 

Hs.134742 

Hs.82985 

Hs.193700 



NM 006769 Hs.3844 

X87241 Hs.1 66994 

AW297985 Hs.295726 

AF026692 Hs.105700 

NMJJ03358 Hs.23703 
NA 

BE387335 Hs.283713 

NM.012445 Hs.288126 

A1362520 Hs.279789 



DKFZP586E1621 protein 
cholesterol 25-hydroxylase 
carboxypeplidase E 
bHLH protein DEC2 
annexin A2 

Homo sapiens cDNA FU13047 fis, clone NT 
gap junction protein, beta 2, 26kO (conn 
inlegrin, alpha 2 (C049B, alpha 2 subunl 
cadherin 3. type 1 , P-cadherin (placenta 
B aggressive lymphoma gene 
tissue inhibitor of metalloproteinase 1 
chemoWne (C-X-C motif), receptor 4 (fus 
protein predicted by clone 23733 
wingless-type MMTV integration site fami 
gb:ye53h05.s 1 Soares fetal liver spleen 
hypothetical protein 

Homo sapiens cDNA: FU23228 lis, done C 
Homo sapiens done HB-2 mRNA sequence 
ESTs 

potassium channel, subfamily K, member 1 
ESTs, Highly similar to S02392 atpha-2-m 
hypothetical protein FU10261 
ESTs 

insulin-like growth factor binding prole 
tumor necrosis factor (ligand) superfami 
Homo sapiens mRNA; cDNA OKF2p761J11 12 (f 
lysyi oxidase-like 1 
syndecan 1 

transforming growth fador, alpha 
sin3-associated polypeptide, 30kD 
hypothetical protein FU22662 
fibroblast activation protein, alpha 
secreled frizzled-related protein 2 
ESTs 
ESTs 

DKFZP586G1 517 protein 
tysyl oxidase 

Human DNA sequence from done RP3-447F3 
ESTs 

retinae acid receptor responder (tazaro 
hypothetical protein FU21776 
membrane-spanning 4-domains, subfamily A 
calponin 3. acidic 
collagen, type V, atonal 
transmembrane, prostate androgen induced 
protease, serine, 23 
DNAJ domain-containing 
collagen, type I, alpha 1 
WAA0990 protein 
thrombospondin 2 

Z-ff-ofigoadenylale synthetase 3 (1 00 k 
Homo sapiens cDNA FU11041 fis, done PL 
mannose receptor, C type 1 
NM_005936:Homo sapiens myeloid/lymphrid 
ESTs 

tyrosylprotein sulfotransferase 1 

collagen, type I, alpha 1 

Homo sapiens cONA: FU231 11 fis, clone L 

chondral sulfate proteoglycan 2 (vers 

ESTs, Moderately similar to 154374 gene 

signal transducer and activator of trans 

hypothetical protein FU 14902 

Homo sapiens cDNA RJ10229 fis, clone HE 

frizzled (Drosophila) homotog 6 

ftironecCn 1 

transglutaminase 2 (C polypeptide, prole 

intedeukin 1 receptor, type I 

secreted protein, addic, cysteine-rich 

lactate dehydrogenase A 

5T4 oncofetal trophoWast glycoprotein 

Kretster (mouse) maf-related leucine zip 

hypothetical protein DKFZp547D065 

collagen, type V, alpha 2 

Homo sapiens mRNA; cDNA DKFZp586l0324 (f 

UM domain only 4 

FAT tumor suppressor (Drosophila} homolo 
inlegrin, alpha V (vitronectin receptor 
secreted frizzled-related protein 4 
ESTs. Moderately similar to C£GT_HUMAN C 
Eos Control 

ESTs. Weakly similar to S64054 hypotheti 
spondin 2, extracellular matrix protein 
histonedeacetytase3 
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504.30 
24Z10 
7.30 
247.20 
110.00 
112.10 
583.90 
6.56 
460.90 
204.40 
7.75 
14.61 
99.60 
242.20 
17.88 
4.18 
116.40 
60.30 
4.18 
334.20 
8.16 
375.30 
292.40 
4.38 
89.00 
322.10 . 
9.10 
4.05 
138.60 
250.50 
4.89 
11.76 
4.79 
8.25 
4.54 
175.10 
170.10 
2.91 
261.60 
723.00 
251.70 
155.50 
68.00 
17.19 
5.32 
371.90 
7.27 
19.30 
190.50 
' 15.02 
28.57 
519.20 
240.60 
404.60 
364.20 
226.20 
4.31 
10.41 
22.46 
23.74 
5.68 
190.80 
230.50 
361.90 
&81 
7.30 
267.20 
5.07 
270.10 
504.60 
10.62 
2.80 
14.01 
9.15 
297.30 
486.20 
9.73 
762.90 
7.81* 
357.00 
1150.30 
4.50 
11.26 
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426490 NMJJ01621 Hs.170087 

4226B7 AW068823 Hs.1 19206 

432401 NM_013330 Hs.274479 

437223 C15105 Hs.330716 

Table 41B 



aryi hydrocarbon receptor 
insulin-like growth factor binding prote 
NME7 

Homo sapiens cDNA FU143B8 fis. clone HE 



459.50 
2.68 
4.99 
7.65 



pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
10 Accession: Genbank accession numbers 



15 

20 

25 

30 

35 

40 

45 

50 

55 



Ftey CAT Number Accessions 

416913 163001 1 AW934714 BE161007 BE1625Q0 AW749902 AW749864 BE162498 BE161005 AA190449 AW513465 BE161006 BE162499 

419570 186Q604J W68738 W68831 

423733 231476J AA330281 0AA330232 AW962521 

4^37 Sj KliK 



Table 41C 



5? 

human chromosome 22/ Dunham I. et al, Nature (1999) 402489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 

NLposttion 

278637-279292 

94182-94323,97055-97243,101095-101236,102824-103005 
677-1188 

138534-138629,139234-139294,140121-140335.142033.142479 
166120-166347,166451-166557,169651-169832 
50018-50158 
13022-13473 

19346-19525,19625-19708,19897-19973,20067-20130,20215-20414 
89914-90033,90729-90855,91131-91198 
5542-6176 

1414-1513,1624-1756 
80316-80459 
169926-170121 
32282-32416 
51086-51301 
53134-53281 
40977-41150 

3420*343^ 
17705-18287 
86S85-87233 
12925-13213 
17646-17953 
62320-82561 
63448-63554 



Pkey 


"feel 


Strand 


400534 


6981826 


Minus 


400560 


9843598 


Plus 


400836 


8954179 


Plus 


401201 


9743387 


Minus 


401480 


7321503 


Plus 


401541 


8072607 


Minus 


401682 


4755167 


Plus 


401732 


1200312 


Plus 


403207 


7630829 


Plus 


403574 


8101156 


Plus 


403776 


7770611 


Minus 


404142 


9856692 


Minus 


404210 


5006246 


Plus 


404285 


2326514 


Plus 


404286 


2326514 


Plus 


404287 


2326514 


Plus 


404682 


9797231 


Minus 


404866 


9366919 


Minus 


405281 


6139075 


Minus 


405849 


7651617 


Minus 


405909 


7705180 


Minus 


406173 


7230224 


Plus 


406293 


56B6274 


Minus 


406319 


9211730 


Minus 


406399 


9256288 


Minus 



60 



TABLE 42A: S74 genes upregulaled in pancreatic cancer relative to normal body fesues 



-V— i 1 ' 7"-^=5 35^ 

65 7tm, phosphatase, or ion ..transporter). Certain predicted protein domains are noted. 

Pkey Unique Eos probeset identifier number 

ExAocn: Exemplar accession number, GenBank accession number 

70 PrtSmte SSproteto domains. Abbre^ 

IV prea.proiuoma.ns. ^^Ii^^n aJSreviaSons are ftom PFAM CNudefc Adds Research. 20Q2. 3tfc276-280). 

75 from both the numerator and derwrntnator 

Pkey; ExAccrr, UnigenelD; Unigene Title; Pred.ProtOomains; R1; R2 

426230; AA367019; Hs.241395; protease, serine, 1 (trypsin 1); trypsin.toxin 4;SS=M; 107.29; 107 
80 415934; NMJX30928; Hs.992; phospholipase A2, group IB (pancreas); phoslip;SS=M; 83.67; 1.06 
421996; AW583807; Hs.1460; glucagon; toxrnone2;SS=M; 59.35; 161 
406399; ; ; NMJ)03122':Homo sapiens serine P™^^* SS*M H ' 4 T 9 ^ B CC ... „ «. fi1 
444381; BE387335; Hs.283713; hypothetical protein BC014245; Cotlagen;TM=M;S$*M; 53.65, 43.61 
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406685; M18728; ; gb.Human nonspecific crossreacting anllg; ig;TM=M;SS=M; 52.73; 22.83 

428698; AA852773; Hs.334838; KIAA1866 protein; none;NA;NA; 32.44; 1 3.1 1 

437145; AF00721 6; Hs.5462; solute carrier family 4, sodium bicarbon; HC03_cotransp;TM-Y;; 29.80; ; 1 .46 

428874; W32133; Hs.194356; translhyretin (prealbumin, amyloidosis I; Transthyretin;SS=M; 29.42; 1.94 

444754; T8391 1 ; Hs.374341 ; transmembrane 4 superfarruly member 4; none;TM=Y;SS=M; 28.78; 3.13 

418068; AW971 1 55; Hs.293902; ESTs. Weakly similar to ISHUSS protein d; none;TM=M;SS=M; 28.61 ; 098 

43809V AW373052; Hs.351546; nuclear receptor subfamily 1, group I, m; hormone._rec,zf-C4,none; 25.38; 3.63 

413719; BE439580; Hs.75498; small inducfole cytokine subfamily A (Cy; IL8;SS=M; 24.64; 7.21 

417771; AA804698; Hs.82547; retinoic acid receptor responder (tazaro; none.none; 2377; 6.74 

414998; NMJ02543; Hs.77729; oxidised tow density lipoprotein (lectin; lectin.c;TM=Y;SS=M; 22.96; ; 4 .57 

418318; U47732; Hs.84072; transmembrane 4 superfamily member 3; transmembrane4;TM=Y;SS=M; 2231; 5.42 

425573; AB006423; Hs.158308; serine (or cysteine) proteinase tnhfoito; serpin,GCV_H;TM=M;SS-M; 21.91; 1.03 

4331 10; D56494; Hs.3191; rat regenerating islet-derived-Uke, hum; lecun _c;TM=M;SS=M; 21 .90; 0.60 

426490; NM 001621; Hs.170087; ary) hydrocarbon receptor, PAC,PAS;TM=M;; 21.41; 19.89 

453863; X02544;Hs.572;ofosoiTU]coid1;Upc^n^^ unfle ,.. 4 

421126; M74587; Hs.102122; insulin-like growth factor binding prote; wyrogtobu1in_1,IGFBP;SS=Y; 20.60; 8.48 

451035; AU076785; Hs.430; plasfin 1 (I isoform); emand,CH 1 Adaptin_N;SS=M; 19.25; 3.53 

413859; AW992356; Hs.8364; Homosapiens pyruvate dehydrogenase Wna; SAM.PNT.none; 18.38; 2.53 

420332; NM 001756; Hs.1305; serine (or cysteine) proteinase inhibilo; serpin;TM=M;SS=M; 18.19; 2.29 

438089; W05391; Hs.351546; nuclear receptor subfamily 1, group I, m; hormone_rec,zf-C4,none; 17.67; 4.80 

417426; NNL002291; Hs.82124; lamtnin. beta 1; larniriin_EGF ) laminin_Nterm l inlegrfn_B;SS=M; 17.08; 6.37 

427509;M62505;Hs.2161;c()rr^ementcomponent5receptor1 (C5al; 7tmJ;T(^Y;S^ 16.8^ 7.15 

44103V AI1 106B4; Hs.7645; fibrinogen, B beta polypeptide; fibrinogen_C,G^tpha.arf;ThA=M;SS=M; 16.59; 7.74 

445033;AV652402;Hs.72901;cydirvdependemWnaseinhibitor 2B(p1; ante 16.28; 9.22 4Tt4 _ lieo w ... 

4311B3; NMJJ06B55; Hs.250696; KDEL (Lys-Asf^Glu-Leu) endoplasmic refcc; ERJumen L.recept;TM=M;SS=M, «*Z* 

444784- D12485; Hs.11951; ectonucleotide pyrophosphatase/phosphodi; SomatDmedm_B,Endonudease.Phosphod!esaM-Y.SS--M, 15.65, 1.33 

408243; Y00787; Hs.624; interleukin 8; HLH,PAS,IL8;TM=M^ 1 5.53; 4.34 

419355; AA428520; Hs.90061; progesterone binding protein; hemeJ;TM=Y;SS=M; 15.45; 10.50 

426006; R49031; Hs.22627; ESTs; pkmaseJBC; 15.17; 0.58 « Airc , ncc ., URA . qfU 

433376; A1249361; Hs.74122; caspase 4, apoptosis-related cysteine pr; CARD,ICE_p10,1CEj>20;SS=M, 14.84, 3.04 

422260; AA315993; Hs.105484; regenerating gene type IV; tectin_c;SS=M; 14.71; 2.89 

430280; AA351258; Hs.237868; interleukin 7 receptor; fn3,none; 14.28; 11.47 . „ Qft . . 1fl 

408983- NM 000492; Hs.663; cystic fibrosis transmembrane conductanc; ABC_tr3n 1 ABC_membrane,PRK.Bac^exporL3.TM-Y, 1 1 3.98, 1 .1 8 

414812! X72755;Hs.77367; monokine induced by gamma interferon; IL8;TM=M;SS=Y; 13.81;7.69 WW , M 

429170; NM 001394; Hs.2359; dual speciftcily phosphatase 4; r^damese.DSPc,Y_phosphatase 1 Ribosomal_S3_N,lM-M l , u.ttf, 

425988; BE045897; Hs.53985; ESTs, Weakly similar to 138022 hypotheti; none.none; 13.54; 0.95 

409512; AW979187; Hs.293591; melanoma differentiation associated prot; DEAD,heIfcase_C,CARD;TM=M;; 13.48; 3.59 

429556; AW139399; Hs.98988; ESTs; none;TM=Mr, 13.20; 1.16 

417079; U65590; Hs.811 34; interleukin 1 receptor antagonist; IL1;SS=M; 12.83; 7.72 

427286; AW732802 Hs.2132; epidermal growth factor receptor pathway; SH3,TonB_boxC;TM=M;; 12.72; 9.01 

431912; AI660552; Hs.356183; ESTs, Weakly similar to A56154 AW subst none^VCoA^dh^l-CoA_dh^M^l^oA_dh_N. 12,72; 6.72 

412116; AW402166;Hs.784; Epstein-Barr virus Induced gene 2 (lymph; 7tm_1;TM=Y;SS=M; 12.71; 1256 

425397; J04088; Hs.156346; topoisomerase (DMA) II alpha (170kD); DNA_gjras^,Dr^^ 

409142; AL136877; Hs.50758; SMC4 (structural maintenance of chromoso; ABC_tran,M,SMC_N,SMC_C,DUF164.none, \L$s t f.tn 
428157; AI738719; Hs.198427; hexokinase 2; hexokinase.hexoldnase2.none; 12.34; 11.53 
424273; W40460; Hs.144442; phospholipase A2, group X; phoslip;TM=M;SS=Y; 12.32; 3.02 
414821; M63835; Hs.77424; Fc fragment of IgG, high affinity la, re; ig;TM=Y;SS=M; 12.29; 221 

415323; BE269352; Hs.949; neutrophil cylosofic factor 2 (65kD. chn SH3.TPR;TM=M;; 1216; 4.14 . . timi.cc v.hq7 «;qi 

427283; AL1 19796; Hs.1741 85; ectonudeotide pyrophosphatase/phosphodi; Sulfalase,Somatomea1n3.Phosphodiest,Endonuclease;TM=M;SS=Y; 1 1.97, 5.93 
434779; AF153815; Hs.50151; potassium inwardly-rectifying channel, s; 1RK;TM=Y;; 11.76; 1.5B 
426227; U67058; Hs.1 54299; Human proteinase activated receptor-2 mR; 7tm_1;TM=Y;SS=M; 1 1.75; 3.56 
41 2228; AW503785; Hs.73792; complement component (3d/Epstein Barr vi; sushi;TM=Y;SS=M; 1 1 .67; 3.77 

450737; AW007152; Hs.63325; transmembrane protease, serine 4; trypsin,ldLrecepLa,none; 1 1.65; 4J2 .. cce . c 

43975ft AL3590537HS.57664; Homo sapiens mRNA full length insert cDN; IMPDH_C.IMPDrLN.C»S l integrm.B,Ricm_B.tect m ; 1 1.56; 5.46 

43151* BE270734; Hs.2795; lactate dehydrogenase A; Wh jdh.C,SH3,pk1nase,UBA;Tl^^; 11 f S&TJ u „. ffi 

429638; AI916662; Hs.211577; kinedin 1 (kinesh receptor); bZIP.Troporrtyosln.spectrin.LBf 5 BPl L^.B5W^.SS-U J « iiwifeM-- 1 1 41- 12 62 

44513* AW157646; Hs.198689; ESTs; efhand.sped^^ 11 * 41 ' 12X2 

41 1352; NM_002890; Hs.758; RAS p21 protein activator (GTPase activa; SH2,SH3,C2,PH.RasGAP;TM=M;SS=M; 11.24; 9.95 

447343- AA256641- Hs.236894; ESTs, Highly similar to S02392 alpha-2-m; none,none; 11.19; 4.16 

422616! BE300330;Hs.118725;seIenophosphate synthetase 2^AIRS.AlRSJ}TM=M;; 11.17; 5.98 

422241; Y0Q052; Hs.170121; protein tyrosine phosphatase, receptor t; Wnesin,rn3,Yj>rM>spnatase;T^M;; 11 .14; 9.U9 

440594;AW445167;Hs.126036;ESTs;none^one;11.05;16.45 

425289- AW1 39342; Hs.1 55530; interferon. garrarcHnducfole protein 16; PAAD_DARN,H1N;SS=M; 11.05; 10.38 
427700 : AA262294; Hs.180383; dual specificity phxphatase 6; Rhodanese,OSPc;TM=M;; 1 1.05; 4.70 
448811- AI590371; Hs.199460; ESTs; none;TM=Y- 10.85; 9.69 

42432V W74048; Hs.1765; rvmphocyte-specHic protein tyrosine kin; SH2 1 SH3 1 pkinase;TM=M;; 10.72; 8.65 
42908* Y09397; Hs.227817; BCU-retated protein A1; Bd-2;TM=M;; 10^1; 1297 

424247- X14008; Hs.234734; rysozyme (renal amyloidosis); lys,ig f FAD_Synt)Udh,ldh_C,pkinase;SS=M; 10.37, 6.35 
436856; AI469355; Hs.1 27310; ESTs; pkinase,rrm;TM=M;; 10.36; 2.74 
427337; Z46223;rte.176663;Fcfragrr™to^ 

417018; M16038; Hs.80887; v-yes-1 Yamaguchi sarcoma viral related ; SH2,SH3.pkinase;TM=M;; 10.34; 4.47 
418299; AA279530; Hs.83968; mtegrin. beta 2 (antigen CD18 (p95), ty; mtegrin_B.EGF,PSI;TM=Y;SS=M; 10.21; 4.58 
451B20; AW058357; Hs.199248; ESTs; 7mv1;TM=Y;SS=M; 10.18; 2.67 

413048; M93221; Hs.75182; mannose receptor, Ctype 1;m2lectm_c,Rkan_BJectin,Xfink;TM=Y;SS=M; 10.17; 8.35 
429752, H52348; Hs.36635; ESTs; pkmase.pxinase; 1 0.1 3; 1235 

452721; AJ269529; Hs.301B71; solute carrier family 37 (glycercW-pho; MORKsugar_tr,TM=Y; SS=M; 10.08; 8.74 

421462; AF016495; Hs.104624; aquaporin 9; MIP;TM=Y;SS=M; 10.05; 6.06 

452698; NMJM1295; Hs.301921; chemokine (C-C motif) receptor 1; 7tmJ;TM=Y;SS=M; 9.98; 3.16 

416389;M180072;Hs.149846;totegMbeta5;m^ „ „ WBA1 - J 1JOP „ OTO coc 

421044; AF061871; Hs.101302; Human DNA sequence from clone RP 1 -238D1 5; fn3,vwa.Collagen,TSPN;TM=M;SS=M; 9.78, 5.96 

446620; AA128808; Hs. 179902; transporteMike protein; none;TM=Y;SS=M; 9.75; 264 

405102; ; ; C15001220':gi|4469558lgblAAD21311.1| (AF; DAG„PE-blnd,PH,RhoGEF,DC1;SS=M; 9.74; 1.88 

418693; AI750878; Hs.87409; thrombospondin 1; EGF.tsp_1.vwc.TSPN,tsp_3;SS=M; 9.72; 6.94 

529 



WO 03/042661 



PC77US02/36810 



426535; AU077012; Hs.2B8582; ESTs. Weakly similar to ubiquitous TPR m; Kunitz_BPUKunitz_BPTI,7tm_2,HRM; 9.68; 10.5B 

448105; AW591433; Hs.298241; Transmembrane protease, serine 3; ldl_recepLa,trypsin;TM=Y;SS=M; 9.67; 4.06 

455266; 129073; Hs.198726; cold shock domain protein A; 7tm_2,HRM.CSD;TM=Y;SS=M; 9.62; Z36 

410240; AL157424; Hs.61289; synaptojanin 2; Exo.emtojjhos.SyjaAm^ 9.62; 3.77 

457001; J03258; Hs.2062; vitamin D (1,25- dihydroxyvitamin D3) re; hc™nejec,zf-C4.Metallothio_5;TM=M;; 9.60; 8.05 

456373; BE247706; Hs.89751; membrane-spanning 4-domains, suWamily A; none;TM=Y;; 9.57; 3.77 

41 6847; L43821; Hs.80261; enhancer of filamentaSon 1 (cas-like do; SH3;TM=M;; 9.56; 10.50 

437158; AW090198; Hs.348709; KIAA1150 protein; none;NA;NA; 9.55; B.87 

426108; AA622037; Hs.166468; programmed eel! death 5; DUF122;TM=M;; 9.47; 5.67 

403344; ; ; NM_000341:Homo sapiens solute carrier fa; atpha-amy!ase;TM=Y;; 9.47; 1 .42 

449543; AF070632; Hs.23729; Homo sapiens clone 24405 mRNA sequence; KJetra.lonJrans.none; 9«46; 3.12 

433233; AB040927; Hs.301804; KIAA1494 protein; SH3,zf-C3HC4;TM=M;; 9.42; 4.01 

444838; AV651680; Hs.208558; ESTs; integrin_A,FG-GAP,none; 9.42; 1.87 

439803; AA001021; Hs.6685; thyroid hormone receptor interactcr B; none,none; 9.41; 5.55 

428505; AL035461; Hs.2281; chromogranln B (secretogranhi 1); Granin;SS=M; 9.40; 146 

411213; AA676939; Hs.69285; neuropilin 1; M^,F5J8.type_C,CUB,CUB,MAM.F5_F8_type_C; 9.38; 6.32 

432810; AA863400; Hs.3744B9; ESTs; none.Skpl .AAA; 9.38; 4.36 

427581; NM.014788; Hs.179703; KIAA0129 gene product SPRY,zf-BJ>ox;TM=M;; 9.34; 8.26 

41 3109; AW369845; Hs.1 1 0855; ESTs, similar to leukemia virus receptor PH04,none; 9.34; 4.67 

428450; NM 014791; Hs.1 84339; KIAA0175 gene product; KA1,pkinase;TM=M;; 9.31; 4.24 

408113; T82427; Hs.194101; Homo sapiens cDNA: FU20869fe, clone A; 7tm_3,none; 9.24; 7.12 

448030; N30714; Hs.325960; membrane-spanning 4-domains, subfamily A; none;TM=Y;SS=M; 9.23; 6.03 

437672; AW748265; Hs.5741; flavohemoprolein b5?; heme.l.NAD.bindmg.lipoxygenase.FAO.bindingJjTM^M;; 9.22; 10.72 

416498; U33632; Hs.79351 ; potassium channel, subfamily K. member 1; ion_trans;TM=Y;SS=M; 9.20; 4.46 

409956; AW1Q3364; Hs.727; rnhibin, beta A (activin A, activin AB a; TGF-beta,TGFbj)ropeptide,Tub;SS=M; 9.19; 16.46 

413095; AA494359; Hs.30715; potassium voltage-gated channel, Isk-rel; none.START; 9.15; 2.18 

418838; AW385224; Hs.35198; ectonucteotkie pyrophosphatase/phosphodi; Phosphodiest;TM=Y;SS=M; 9.14; 3.03 

452960; AK001335; Hs.31 137; protein tyrosine phosphatase, receptor t; Yj>hosphatase,none; 9.14; 11.75 

417821; BE245149; Ks.82643; protein tyrosine kinase 9; cofi[inJVDF;SS=M; 9.11; 4.29 

427157; U51166; Hs.173824; thymine-DNA glycosylase; UDG;TM=M;; 9.06; 9.68 

431341; AA307211; Hs.251531; proleasome (prosome, macropain) subunil,; proleasome;TM=M;; 9.05; 5.61 

41 3367; NM_006517; Hs.75317; solute carrier family 16 (monocarboxyltc; sugar Jr,TM=Y;; 9.04; 5.79 

437296; AA350994; Hs.20281; KIAA1700; Rhodanese,DSPc;TM=M;; 9.02; 5.75 

418888; AU076B01; Hs.89436; cadherin 17, U cadherin (liver-inteslm; cadherin;TM=Y;SS=M; 8.94; 5.01 

446406; A1553681 ; Hs.348490; Arg/Abl-interacting protein ArgBP2; Sorb.none; 8.91; 1 .77 

428820; AA436187; Hs.172631; integrin, alpha M (complement component ; vwa,integrin_A,FG-GAP;TM=Y;SS=M; 8.85; 4.74 
43439B; AA121098; Hs.3838; serunwnducible kinase (SNK); pkinase,POLO_box;TM=M;; 8.78; 4.54 
453902; BE502341; Hs.3402; ESTs; none,none; 8.72; 3.71 

433334; A1927208; Hs.23195B; matrix metalloprotelnase 28; PepfidaseJ/l10,none; 8.71; 4.28 

446488; AB037782; Hs.15119; KIAA1361 protein; pkinase;SS=M; 8.70; 3.71 

450247; AF123303; Hs.24713; hypothetical protein; efhand 1 mito_carnTM=Y;SS=M; 8.68; 3.40 

432101; A1918950; Hs.123642; EphA3; fn3,pkinase,SAM,EPHJbd;TM=Y;SS=M; 8.62; 5.62 

410763; AF279145; Hs.8966; hypothetical protein FU21776; none^one; 8.61; 13.53 

422278; AF072873; Hs.1 14218; frizzled (Drosophila) hemotog 6; Fz,Frizzled,7trrL2;TM=Y;SS=M; 8.55; 4.82 

425465; L18964; Hs.1904; protein kinase C, iota; pkinase.DAG^PE-bind.pkinase^COPRiTiyNM;; 8.50; 3.18 

4191 1 1; AA234172; Hs.137418; ESTs; noneJRK; 8.47; 7.51 

430024; AI808780; Hs.227730; Integrin, alpha 6; mtegrin_A,FG-GAP;TM=Y;SS=M; 8.45; 3.46 

447574; AF1 62666; Hs.1 8895; tousled-like kinase 1; pWnase;TM=M;; 8.45; 5.30 

447217; BE465754; Hs.17778; neuropilin 2; CUB,MAM,F5_F8_type_C;TM=M;SS=M; 8.44; 6.30 

419034; NM_002110; Hs.89555; hemopoietic cell kinase; SH2.SH3,pkinase;TM=M;; 8.43; 4.87 

405555; ; ; homeodomairMnteracting protein kinase 3; trypsin;TM=ta 8.39; 0.68 

417412; X16896; Hs.821 1 2; interieukin 1 receptor, type I; tg,TlR;TM=M;SS=M; 8.35; 4.74 

405556; ; ; homeodomain-interacting protein kinase 3; trypsin;TM=Mr, 8.31; 0.87 , 

407687; AK002011; Hs.37558; hypothetical protein FU11149; lys 1 ig 1 FAD_Synth,ldh l ldh_C 1 pktnase;SS=M; 6\28; 3.12 

408051; A1623351; Hs.172148; ESTs; PH,RhoGAP.none; 8.27; 5.65 

449523; NM.000579; Hs.54443; chemokine (C-C motif) receptor 5; 7tmJ;TM=Y;SS=M; 8^6; 5.49 

429732; U20158; Hs.2488; lymphocyte cytosolic protein 2 (SH2 doma; SH2;SS=M; 8.24; 8.91 

405204; ; ; NM 002086*:Homo sapiens growth factor re; SH2,SH3;TM=M;; 8.23; 6.43 

426806; T19228; Hs.172572; hypothetical protein FU20093; ank,pkmase,UPF0073;SS=M; 8.20; 6.11 

428428; AU)37544;Hs.184298;cydrwleper^ . Q4 - „ 00 , 

450375; AA009647; Hs.352537; a dismtegrin and metalloproteinase doma; Reprolysin,Pep„M12Bj)ropep.*sintegnn,fteprotysm,Pep_M12Bj)ropep,distnlegnn, 8.17, 12.24 

443301 U67319' Hs.9216; caspase 7, apoptoas-related cysteine pn pWnase,ICE_p10,ICE._p20;TM=M;SS=M; 8.15; 4.61 

413132; NM.006823; Hs.75209; protein kinase (cAMP-dependent catalyti; PKI;SS=M; 8.15; 11.12 * 

428513; BE220806; Hs.1 84697; Homo sapiens clone 23785 mRNA sequence; PSI^one; 8.13; 13.28 

429345; R11141; Hs.199695; hypothetical protein; Kjetra,SAM; 8.13; 1.15 

425B38; NM 014071; Hs.1 5961 3; nuclear receptor coacUvator RAP250; per; rtone;TM=Mn 8.12; 4.54 

425836; AW955696; Hs.90960; ESTs; C^N.Cbl - N2,C»LN3,UBA^C3HC4,none; 8.11: 7.47 

406366;;; secreted frizzled-related protein 4; trypsin;SS=M; B.05; 0.69 

429663; M68874; Hs.211587; phosphoRpase A2, group IVA (cytosolic ; C2,PLA2_B;TM=M;; 8.04; 5.20 

458946; AA009716; Hs.4231 1; ESTs; none.DSPc.Yj^sphatase; 8.02; 1.93 

425280; U31519; Hs.1872; priwplwenolpynrvatecarboxykinase 1 (sol; PEPCK;TM=M;; 7.97; 19.33 

445800; AA1 26419; Hs.32944; inositol polyphosphate-4-phosphatase, ty, none.none; 7.90; 1 1.44 

449444; AW818436; Hs.351306; solute carrier family 16 (monocarboxyTic; none;TM=Y;SS=M; 7.89; 7.00 

426167; AF039023; Hs.167496; RAN binding protein 6; Armadtlto_seg,HEAT_PBS;; 7.83; 11.16 

400408; S75765; ; Homo sapiens delta CCK-B gene, partial c; 7tm_1 .none; 7.81; a78 

448362; AA641767; Hs.21015; hypothetical protein DKFZp564L0864 slrri* sugar Jr,TM=Y;SS=M; 7.78; 7.02 

457670; AF1 19666; Hs.23449; insulin receptor tyrosine kinase subslra; SH3;TM=M;; 7.75; 2.63 

409799; D11928; Hs.76845; phosphoserine phosphatase*; Hydrdase;TM=M;; 7.72; 2.68 

447B87; AA114050; Hs.19949; caspase 8. apoptosis-related cysteine pn lC^_p10.ICEj)20 l DED;TM=M;; 7.68; 2.40 

421684- BE281591; Hs.106768; hypothetical protein FU1051 1; Armadilto^seg;SS=M; 7.49; 6.57 

434699; AA643687; Hs. 149425; Homo sapiens cDNA FLM 1980 fis, done HE; Nucleoside_tra2,none; 7.47; 2.53 

417880; BE241595; Hs.82848; setectin L (lymphocyte adhesion molecule; EGF4ectin_c,sushi;TM=M;SS=M; 7.38; 5.60 

436729; BE621807; Hs.351316; transmembrane 4 superfamily member 1; none;TM=Y;SS=M; 7.29; 5.78 
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428970; BE276891; Hs.194691; relinoicacid induced 3; 7tmJ;TM=Y;SS=M; 7,26; 11.00 

426761; AI015709; Hs.172089; PORIMIN Pnxmcosis receptor inducing me; none;TM=Y;SS=M; 7.25; 7.22 

413880; AI660842; Hs.110915; interleukin 22 receptor; TissueJac;TM=Y;SS=M; 7.24; 0.98 

418945; BE246762; Hs.89499; arachidonate 5-tipoxygenase; lipoxygenase,PLAT;TM=M;; 7.22; 6.45 

413441; AI929374;Hs.75367;Src-nke-adaplenSH2,SH3;TM=M;; 7.20; 5.72 m 

426158; NM 001982; Hs.199067; v-erb-b2 avian erythroblastic teukemia v; FurWOa,pWnase f Recep_l^^ 7 -13; 3.97 

428474; AB023182; Hs.184523; KIAA0965 protein; pkinase;TM=M;;7.13; 5.43 

421582; AI910275; Hs.350470; trefoil factor 1 (breast cancer, estroge; trefoil,Gastrin;SS=M; 7.08; 21.61 

449843; R85337; Hs.24030; solute carrier family 31 (copper transpo; none;TM=Y;SS=M; 7.07; 6.1 8 

4521 10; T47667; Hs.28005; Homo sapiens cDNA FU11309 fe. clone PL; pkinase,Activinjecp,none; 6.94; 4.82 

451295- A1557212; Hs.17132; ESTs, Moderately similaT to 154374 gene ; pkirjase,DAG_PE-bind ( pkinase_C,OPR l none; 6.92; 15.34 

430680; AW13B724; Hs.168974; ESTs, Highly similar to ALU7_HUMAN ALU S; Y_phosphatase^dapfin_N t Yj)hosphatase; 6.88; 1.94 

441600; AA939347; Hs. 127223; Homo sapiens cysteine knot protein (ZSIG; 7tm_1 ,WLrecepLa.LRR;SS=M; 6.86; 0.97 

410687; U24389; Hs.65436; lysyl oxidase-like 1; Lysyl_oxidase;SS=M; 6.B3; 7.24 

425009; X5B288; Hs.154151; protein tyrosine phosphatase, receptor t; fr^ ( ig,Yj)rwsphatase,MAM;TM=Y;SS=M; 6.83; 11.43 
400539; ; ; Target Exon; none;TM=M;; 6.70; 1.19 

431113; AK000673; Hs.274337; hypothetica! protein FU20666; pkinase;TM=M;; 6.65; Z21 

445280; AW055063; Hs.343220; v-crk avian sarcoma virus CT10 oncogene ; SH2.SH3.none; 6.61; 10.66 

425834; NM_001639; Hs.1957; amyloid P component, serum; pentaxin;TM=M;SS=M; 6.57; 2.20 

435706; W31254; Hs.7045; GL004 protein; PDEase.GAF.none; 6.55; 1 1.44 

415906; AI751357; Hs.288741; Homo sapiens cDNA: FU22256 fis, clone H; Ephrin,none; 6.45; 5.25 

408308; AL033377; Hs.44197; hypothetical protein DKFZp564D0462; none.none; 6.42; 9.14 

432336; NM 002759; Hs.274382; protein kinase, interferon-inducible dou; dsrm,pkinase;TM=M;; 6.42; 4.12 

417874; BE616160; Hs.82829; protein tyrosine phosphatase, non-recept; Y_phosphatase;TM=Y;; 6.42; 2.26 

446872; X97058; Hs.16362; pyrimidmergic receptor P2Y, G-protein c; 7tm_1;TM=Y;SS=M; 6.41; 4.54 

444006; BE395085; Hs.10086; type I transmembrane protein Fn14; ldl„recept_a t PKD,MHCJ;TM=M;SS=Y; 6.38; 3.55 

412970; AB026436; Hs.177534; dual specificity phosphatase 10; Rhodanese,DSPc;SS=M; 6.35; 4.95 

4225B3; AA410506; Hs.27973; KIAA0874 protein; arik.G-a!pha;TM=M;; 6.35; 3.56 

452355; N54926; Hs.29202; G protein-coupled receptor 34; 7trn_1,OATP_C;TM=Y;; 6.32; 11.02 

422282; AF019225; Hs.1 14309; apoRpoprotein L; MotA_ExbB;TM=Y;SS=M; 6.32; 5.15 

407235; D20569; Hs.169407; SAC2 (suppressor of actin mutations 2, y; none,Rftx)somaLS13 i Galactosyl_T l Zip,adh_short,zf-C3HC4; 6.30; 8.35 
428486': AW583497; Hs.1 84604; pancreatic polypeptide; hormone3;TM=M;SS=Y; 6.29; 3.51 . 
408847; AW290997; Hs.30348; ESTs; pkinase.ig.none; 6.28; 3.63 

428179; AI127772, Hs.279696; serum/glucocorticoid regulated kinase-fi; pkinase I PX.pkinase_C;SS=M; 6.28; 3.50 

443614; AV655386; Hs.7645; fibrinogen, B beta polypeptide; none.none; 6.26; 7.48 

425354; U62027; Hs.155935; comptement component 3a receptor 1; 7tmJ;TM=Y;SS=M; 6.25; a98 

448888; AW195663; Hs.200242; caspase recruitment domain protein 6; CARD;TM=M;; 6.21; 4.10 

428180; AI129767; Hs.182B74; guanine nucleotide binding protein (G pr, G-aipha,arf;TM=M;; 6.18; 4.62 

409245; AA361037; Hs.356436; tRNA Isopentenylpyrophosphate transferas; ArmadiIto_seg;TM=M;; 6.17; 11.15 

417952; AI192838; Hs 372643; dual-specificity ty^e-(Y}^hosphoTyt; pkinase,none; 6.17; 3.05 

445701; AF055581; Hs.13131; lymphocyte adaptor protein; SH2,PH;TM=M;; 6.16; 11.90 

425910; AA830797; Hs.184760; CCAAT-box-binding transcription factor, none;TM=M;; 6.10; 2.96 

426797; AW936258; Hs.342849; ADP-ribosylafe>n fector-like 5; arf,Ca_channeLB,SH3; 6.03; 3.17 

408331; NM 007240; Hs.44229; dual specificity phosphatase 12, OSPc;TM=M;; 5.99; 255 

441384; AA447849; Hs.288660; Homo sapiens cDNA: FU22182 fis, clone H; 7tirL3,none; 5.97; 13.12 

414217; AI309298; Hs.279898; Homo sapiens cONA: FU23165fis, clone L; none;NA;NA; 5.92; 6.47 

418506; AA084248; Hs.85339; Unknown protein for MGC:29643; none.none; 5.91; 1.94 

436345; AA873008; Hs.121572; ESTs; CARD,BlR,z^C3HC4,CARD,BIR,zf^3HC4; 5.90; 1.40 

414087; W19712; ; gtezb36d03.r1 Soares j)arathyroid_tumor_N; pkinase,none; 5.85; 0.90 

430396; D49742; Hs.241363; hyaluronan-binding protein 2; ank,death,2U5,EGF 1 kring!e l bypsln,Nebulin ( UM;SS=M; 5.77; 1.24 

431385; BE178536; Hs.11090; membrane-spanning 4-domains, subfamily A; none.none; 5.71; 4.00 

427557; NM_002659; Hs.179657; plasminogen activator, urokinase recepto; UPAR_LY6 1 ET l PLA2Jnh;SS=M; 5.71; 3.83 

414171- AA360328; Hs.855; RAP1A, member of RAS oncogene family; pkJnase.DAG_PE-bind l RBD.ras l DC1 l GFP;TM=M;; 5.69; 3.07 

418870; AF147204; Hs.89414; chemokine (OX-C mofJf}, receptor 4 (fus; 7trru1,7tm _2;TM=Y;SS=M; 5.68; 1192 

425317; AW205118; Hs.210546; interteutdn 21 receptor; none;TM=Y;SS=M; 5.60; 5.45 

417863; AB000450; Hs.82771; vaccinia related kinase 2; pkinase;TM==M;; 5.59; 4.19 

400151; ; ; Eos Control; AT hook.DNA_mis_repair ( HATPase_c 1 UQ_con;TM=Mr, 5.53; 8.13 

450139; AK001838; Hs.355608; sewm/glucocortjcoid regulated kinase; none,none; 5.52; 8.61 

418203; X54942; Hs.83758; COC28 protein kinase 2; CKSn 5.52; 10.04 

433556; W56321; Hs.1 1 1460; <^mtea!modurin-dependenl protein kin; pkinase,none; 551; 6.75 

424701; NM_0Q5923; Hs.151988; mitogen-activated protein kinase Idnase ; pkinase;TM=M.~ 5.47; 4.58 

415875; AA894876; Hs.5687; protein phosphatase 1B (formerly 2C), ma; PP2QTM=M;; 5.43; 5.30 

408761; AA057264; Hs.238935; ESTs, Weakly similar to (deffine not ava; 7tm_1,none; 5.42; 159 

415444' BE247295; Hs.78452; solute carrier farrfly 20 (phosphate tran; PH04.UM;TM=M;; 5.37; 8.69 

444184* T87841; Hs282990; Human DNA sequence from clone RP1-28H20 ; pkinase.RIOI APH.KOW;TM=M;; 5.36; 3.32 

410434| AF051 152; Hs.63668; tofWike receptor 2; LRR.LRRCT,T1R;TM=M;SS=M; 5.36; 3.94 

429023; NMJJ00312; Hs.2351; protein C (inactivatorof coagulation fa; EGF,bypsin,gla;SS=M; 5.31; 4.30 

421559; NM.014720; Hs.105751; Ste20-related serine/threonine kinase; pkinase,UVR;TM=M;; 5.31; 3.26 

429922; Z97630; Hs.226117; H1 histone family, member 0; linker_histone;TM=M-; 5.27; 3.12 

440682; AW362152;Hs.27181; nuclear receptor b^ 

41 1558; AA102670; Hs.70725; gamma-aminobutyric acid (GABA) A recepto; Neur^chan_LBD,Neur^charunerru);TM=Y;SS=M; 5.25; 11-26 
428234; U93553; Hs.183123; nuclear receptor subfamily 5, group A, m; homTone_fec,zf-C4;SS=M; 5.20; 1.11 
408683; R58665; Hs.46847; TRAF and TNF receptor-associated protein; Exo_endo_phos;TM=M;; 5.19; 6.25 
408657; AA782601; Hs.1 73328; ESTs; B56,none; 5.18; 5.47 

438746' AI8B5815; Hs.184727; Human melanorna-associated antigen p97 (m; transferrin,Guanylate_kin 1 PD2,SH3; 5.17; 4.02 

438698; AW297855; Hs.361 171 ; ESTs, Weakly similar to I38022 hypotheB; ripoxygenase,PLAT.none; 5.16; 2.91 

442200; AW590572: Hs.235768; ESTs; none.none; 5.1 1; 4.22 

418738; AW388633; Hs.6682; solute carrier family 7, {cafJonic amino; none,none; 5.08; 271 

419088; A1538323; Hs.367688; mlegrin, beta 8; tnlegrin_B.none; 5.07; 3.53 

414555; N98569; Hs.76422; phosphoflpase A2. group ilA (platelets, ; phoslip;TM=M;SS=Y; 5.05; 3.42 

408414; AI1 14688; Hs.193400; ESTs, Weakly similar to 2109260A B cell ; fn3.ig;TM=Y;SS=M; 5.05; 3.41 

430407; H23551; Hs.30974; ESTs; pklnase.PBD.none; 5.03; 1.63 

427127; AW802282; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C.none; 5.00; 5.14 
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452134- AI694413; Hs.373599; Ubiquitin-like protein FAT10?7?-diubiq; none.none; 4.98; 2.65 
410073 : AW408163; Hs.58488; catenin (cadherin-associated protein), a; Statrunin.Vincufov.SS^M; 4.97; 10.60 
409430; R21945; Hs.346735; splicing factor, arajnine/serine-rich 5; DSPc,Rhodanese,none; 4.96; 2.87 
432841; M93425; Hs.62; protein tyrosine phosphatase, non-recept Y_phosphatase;SS=M; 4.88; 21.69 

43347ft AW960564;Hs.351316;transrnembrane 4 superb . _ . 

£?529iAWoS 
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421425; AkX01564; Hs.104222; hypotheecal protein FU10702; efhand.kazal.arf.ras.7tmJ;TM=M;; 4.75; 5.41 
414135; NM.004419; Hs.2128; dual specificity phosphatase 5; Rhodanese,DSPc f Yj)hosphatase;TM=M;; 4.74; 9.76 
417640; D30857; Hs.82353; protein C receptor, endothelial (EPCR); none;TM=M;SS=M; 4.73; 4.6B 
430630/] AW269920; Hs.2621; cyslatin A (slefin A); cystafjn;TM=M;; 4.66; 5.61 
452239; AW379378; Hs.356289; protein tyrosine phosphatase, receptor t; none,none; 4.63; 6.62 
427333; AF067797;Hs.176658;aquaponn 8; « M 

431890- X17033' Hs.271986; integral, alpha 2 (C049B. alpha 2 subuni; vwa,mtegnn_A,FG-GAP;TM=Y;SS=M; 4.58; 1 1.3B 
428065; AI634046; Hs.157313; ESTs; ICEj,20.DED,ICE_p10,ICEj)20,DED; 4.55; 4.51 
428582; BE336699; Hs.1 85055; BENE protein; none;TM=Y;SS=M; 4.54; 8.76 
416224- NM 002902; Hs.79088; reticulocalbin 2, EF-hand calcium bindin; efhand;SS=M; 4.54; 19.57 

450056; BE047394; Hs.8208; ESTs. Weakly similar to S71 51 2 hypotheti; ABCJran>TO jwnlb™^ 10.47 
414987; AA524394; Hs.294022; hypothetical protein FU14950; SH2;TM=M;; 4.41; 7.27 
447232; AW499834; Hs.327; interleukin 10 receptor, alpha; none;TM=M;SS=M; 4.41; 10.25 
433208; AW002834; Hs.24095; ESTs; arf,Ca_channeLB,SH3; 4.39; 1114 
403208; ; ; Target Exon; lectin c.none; 4.37; 0.76 

440486; BE243513; Hs.721 2; hypothetical protein PP1044; LRR,PAAD_DAPIN^AA,CAF©, NB-ARO.NAjNA; 4.36; 10.34 
414278; AA3301 16; Hs.355B77; Human glucose transporter pseudogene; none.none; 4.35; 7.95 
424833; NMJJ03894; Hs.153405; period (DrosophiJa) homolog 2; PAS;SS=M; 4.34; 6.23 
422573; AW297985; Hs.295726; integrin, alpha V (vitronectin receptor. FG-GAP.integrinJV.none; 4.32; ; 5.85 
418721; NM.002731; Hs.87773; protein kinase, cAMP-dependent, catatyli; pkinase,pkinase_C;SS=M; 4.31; 3.09 
412330; NM 005100; Hs.7B8; A kinase (PRKA) anchor protein (gravin) ; none;TM=M;; 4.25; 12.74 
421939; BE169531; Hs.109727; TAK1-b5nding protein 2; KIAA0733 protein; zf-RanBP,CUE;TM=M;; 4.25; 12.54 
) 41 4774; X02419; Hs.77274; plasminogen activator, urokinase; kringle,trypsin 1 planLlhionins;SS=M; 4.24; 6.91 
418526; BE019020; Hs.85838; solute carrier family 16 (monocarboxylic; none;TM=Y;SS=M; 4.22; 5.27 
• 415801;R24219;Hs.278443;FcfragmentoflgG>^ . 
417866; AW067903; Hs.82772; collagen, type XI. alpha 1; Collagen l COLFI,TSPN 1 laminin_G,CorA;SS=M; 4.16; 9,27 
445496; AB007860; Hs.12802; development and differentiation enhancin; SH3,ank,PH,ArfGap;TM=M;; 4.1 5; 23.43 
35 436075; BE090176; Hs.179902; transporter-tike protein; none;TM=Y;SS=M; 4.14; 3.76 
414462; BE622743; Hs.301064; arfaptin 1; none.none; 4.08; 13.43 

435730; AB020635; Hs.4984; KIAA0828 protein; AdoHcyase,TrkArN.2-Hacid_OH_C;TrW=M;; 4.06; 9.12 
431681; AK000378; Hs.267566; hypothetical protein FU20371; sugar_tr,TM=Y;; 4.04; 10.05 
429379; MM_014840; Hs.200598; K1AA0537 gene product; pkinase,Rl01;TM=Mn 4.00; 6.35 
40 429061; Y14039; Hs.195175; CASPB and FADD-Cke apoptosis regulator, ICEj>20,DED;TM=M;; 3.98; 5.66 
405203; ; ; NM 002086\Homo sapiens growth factor re; SH2,SH3;TM=M;; 3.95; 1 7.71 

409335- NKL001 502; Hs.53985; glycoprotein 2 (zymogen granule membrane; zona _pellucida;TM=M;SS=M; 3.94; 0.58 
446006. NM 004403; Hs. 13530; deafness, autosomal (kmmantS; none;TM=M;SS=M;3.89;7^9 
413899; AF083892; Hs.75608; tight junction protein 2 (zona occludens; SH3,PDZ,Guanylate_kin;TM=M;; 3.84; 8.89 
45 438000; A1825880; Hs.5985; non-kinase Cdc42 effector protein SPEC2; none;TM=M;; 3.83; 4.22 

418054; NM_002318; Hs.83354; lysyl oxidase-like 2; SRCR,LysyLoxidase;TM=M;SS=M; 3.81; 6.45 

450285; AW383256; Hs.24752; spectrin SH3 domain binding protein 1; SH3;TM=M;; 3.78; 8.49 

417141; U22662; Hs,347353; nuclear receptor subfamily 1, group H, m; horrnonejec,zf-C4;SS=M; 3.77; 4.22 

456376; AA663904; Hs.89862; TNFRSFIA-associated via death domain; deaih;TM=M;; 3.68; 4.92 
50 438113; A1467908; Hs.8882; ESTs; 7tm_1,none; 3.59; 1Z12 

414883; AA926960; Hs.348669; COC28 protein kinase 1; CKS;; 3.58; 10.93 AnuniM u . * C7C m 

429952; AF080158; Hs.226573; inhibitor of kappa light polypeptide gen; pkinase,ubiqurfin,Enterotoxin_A,PH04,pkinase.ubiquitjn; 3.57; 5.10 

415088; AI077288; Hs.374374; senjm/ojucocorticoid regulated kinase; none,none; 3.56; 4.60 

418478; U38945;Hs.1 174; cvcfirKierxmdent Wri^ 
5 5 44B569; BE382657; Hs.21486; signal transducer and activator of trans; SH2,STAT,STAT_bind.STATj>rot;TM-M;; 3.54; 8.19 

434608; AA805443; Hs.179909; hypothetical protein FU22995; none;TM=M;; 3.52; 9,70 

400288; X06256; Hs.149609; mtegrin. alpha 5 (fibroneclin receptor,; integrin_A,F&GAP;TM=Y;; 3.45; 6.44 

445350; AF052112; Hs.12540; lysophospholipase 1; abhydrolase_2;TM=M;; 3.41; 6.03 

418255;AW135405;Hs.37251;ESTs;pkinase.none;3.41;13.97 mMLmtn 

60 408822; AW500715; Hs.57079; Homo sapiens cDNA FU13267 fe. clone OV; PIP5K.none; 3.40; 8.97 

426432; AF001601; Hs.169857; paraoxonase % Arytesterase;TM=M;; 3.39; 11.24 

431629; AU077025; Hs.265B27; 'interferon, alpha-inducible protein (do; none;TM=M;SS=Y; 3.39; 5.10 

414291; AI289619; Hs.13040; G protein-coupled receptor 86; 7tm_1;TM=Y;SS=M; 3.38; 10.25 

457329; AI634860; Hs.247043; type 1 tumor necrosis factor receptor sh; Peptidase_M1 ;SS=M; 3.38; 13.78 
65 41 1125; AA151647; Hs.68877; cytochrome b-245. alpha polypeptide; none;TM=Y;SS=M; 3.36; 4.17 

443710; AI928136; Hs.9691; Homo sapiens cDNA: FU23249 fis, clone C; G-alpha,none; 3.32; 20.33 

454294; AB000734; Hs.50640; JAK binding protein; SH2;TM=M;; 3.31; 6.94 

408912; AB01 1 084; Hs.48924; WAA0512 gene product ALEX2; Amu^lo_seg;TM=M;SS=M; 129; 3.07 

426728; NM_0Q7118; Hs.367689; triple functional domain (PTPRF interact; SH3,ig 1 p1toe,PH,spectnn,RhoGEF;TM=M;; 3.27; 14.90 
70 427202; BE272922; Hs.173936; interieukin 1 0 receptor, beta; Tissue Jac;TM=Y;SS=M; 3.24; 4.49 

413076; U10564; Hs.75188; weel (S. pombe) homolog; pkinase;TM=M;; 3.24; 12.27 

425976; C75094; Hs.334514; NG22 protein; voltage_CLC;TM=Y;SS=M; 3.23; 13.40 

417534- NM_004998; Hs.82251; myosin IE; SH3/nyosin_head,lQ;TM=M;; 3.21; 15.21 

458097; AW341 135; Hs.58104; ESTs; none.SH3.PID; 121; 7.34 c ^ D ^c • , ce h.,,^^ 

75 437928- NM_005476; Hs.5920; UDP-N^etylQlucosamine-2*pimerase/r^ hexoktnase,FGGY.ROK,Epimerase_2;SS=M, 3.20; 8.38 
425177; AF127577; Hs.155017; nuclear receptor interacting protein 1; none;SS=M; 3.19; 5.09 

416094; AW995512; Hs.225977; nuclear receptor coactivator 3; none.npna. 3.18; 4.17 „ M Cl - 7 ftfl 

453489; AA300067; Hs.102000; hypothetical protein DKFZp434N185; F5j8_type_C,pkinase.Ets,F5.F8_type_C.pkinase.Ets; 3.17; 7.88 
414914- U49844- Hs 77613; ataxia telangiectasia and Rad3 related; FAT,FATC,PI3_PI4_kinase;TM=M;; 3.16; 4.71 
80 IS So8; Hs 286241; prolinase. cAMPHtependent. regulato; SH3,7tm_2.cadherir^^ 3 ' 16 ' 
719 

415662; AW972481; Hs.170610; ESTs, Highly similar to G01887 MEK kinas; pkinase.none; 3.16; 7.21 
407786; AA687538; Hs.38972; tetraspan 1; r^sir^rnbrane4;TW=Y;SS=M; 115; 22.66 

532 



WO 03/042661 



PCT/US02/36810 



437175- AW96B07B; Hs.87773; protein kinase. cAMP-dependenl, calalyft pkinase.pkinase.C.rtone; 3.14; 11.72 

409270; BE090051; Hs.23120; PIST; fn3.pkinase,PDZ,DUF139;TM=Y;SS=M; 3.09; 7.81 

419591; AF090900; Hs.91393; Homo sapiens cONA: FU21887 fis, done H; PDZ.L27;TM*M;; 3.06; 5.46 

447225; R62676; Hs. 17820; Rho-associated, coiled-coB containing p; PH,pWnase,HR1,none; 3.04; 13.05 

412692; AF044288; Hs.74515; aryl hydrocarbon receptor nuclear trans!; HLH,PAS,PAC;TM=M;; 2.95; 1 2.28 

409274; NM 003930; Hs.52644; SKAP55 homotogue; SH3,PH;SS=M; 2.90; 14.62 

417707; AL035766; Hs.82425; adin related protein 2/3 complex, subun; none;TM=M;; 2.90; 11.00 

427045; H86504; Hs.173328; protein phosphatase 2, regulatory subunr. B56;TM=M;; 2.89; 6.12 

431 177; NMJJ03304; Hs.250687; transient receptor potential channel 1; lonJrarts,ank;TM=Y;; 2.89; 6.53 

443426; AF0981 58; Hs.9329; chromosome 20 open reading frame 1; none;TM=M;; 287; 9,18 

418546 AA224827* ; gb:nc32g04.s1 NCI CGAP_Pr2 Homo sapiens ; vwa,integrinJV,FG-GAP,none; 2.86; 9.94 

446668 : W58353; Hs.285123; Homosapiens mRNAfufl length insert cDN; NDK,PH,OxysteroLBP;SS=M; 2.85; 14.25 

454080; AI19971 1; Hs.576; fucosidase, alpha-L- 1. tissue; AIpha_Lfucos;TM=M;SS=M; 2.81 ; 2a84 

432874- W94322 Hs.279651; melanoma inhibitory activity; SH3;TM=M;SS=Y; 280; 10.53 

433000; U26710; Hs.3144; Cas-Br-M (murine) ectropic retrovira! tr; zW3HC4,UBA i aLN,Cbt_N2,Cbl_N3;; 277; 10.93 

44448B; AW1 92879; Hs.355660; ancient conserved domain protein 4; none,none; 2.77; 1258 

417904; A1750762 Hs.82911; protein tyrosine phosphatase type IVA, m; Yjjhosphalase f DSPc;TM=M;; 276; 1278 

425204; NWL002436; Hs.1861; membrane protein, paSmitoytaled 1 (55kD); SH3,PDZ.Guanylate_kin;SS=M; 2.74; 5.71 

419262; AA834664; Hs.29131; nuclear receptor coactivator 2; PAS.zf-C2H2.SET; 273; 1250 

41 0793; AW581 906; Hs.66392; intersectin 1 (SH3 domain protein); SH3 t e!hand,C2,PH,RhoGEF,M;SS=M; 273; 9.84 

446081; AA972412; Hs.13755; f-box and WO40 domain protein 2; WD40,F-box,Ribosomal_L14;TM=M;; 2.71; 1229 

414443; AU077268; Hs.76144; platelet-derived growth factor receptor,; ig,pkmase;TM=Y;; 2.71; 10.53 

452583- AI089575; Hs.374574; progesterone membrane binding protein; homeobox,none; 269; 1253 

423533lNM„014339;Hs.129751;interleuWn 17 receptor, none;TM=Y;S^ 267; 8.59 

422627; BE336857; Hs.118787; bansfwming growth factor, beta-induced; Fasaclin^BC_tranABC_membrane,GTP_EFTU.TM=M,SS-M, 267, 1222 

45391 5; AA588721 ; Hs.12284; ribosomafl prolein L44; none.T-box; 265; 6.38 

416810; AF035606; Hs.80019; programmed cell death 6; efhand;TM=M;; 261; 13.89 

439658; AA332057; Hs.6639; hypothetical protein MGC15440; none;TM=M;SS=M; 258; 10.19 

449924; W30681; Hs.146233; Homo sapiens cDNA: FU22130 fis, clone H; SH3,none; 2.56; 19.04 

41 2926; AI879076; Hs.75061 ; macrophage myristoylated alanine-rich C ; MARCKS;SS=M; 2.55; 14.99 

439237; AW408158; Hs.318893; ESTs, Weakly similar to A475B2 B-cell gr; Furin-like 1 pkinase,RecepJ w domain,YLP,none; 2.52; 14.71 

409098; AA132672;Hs.7984; pleckstrin homology, Sec7 and coiled/coi; PH,Sec7;TM=M;; 2.51; 14.51 

413040; AA1 93338; Hs.12321; sodium calcium exchanger; Na_Ca_Ex;TM=Y;SS=M; 2.49; 9.28 

422070; AF1 49785; Hs.111126; pituitary tumor-transforming 1 interacti; TCTP;TM=M;SS=Y; 2.45; 1249 

452289; BES68205; Hs.28827; mitogen-activated protein kinase kinase ; pkinase;TM=M- 244; 6.68 

427657- AV652249; Hs.180107; polymerase (ONA directed), beta; none;TM=M;; 2.43; 7.97 

446287; BE247683; Hs.1461 1; dual specificity phosphatase 1 1 (RNA/RNP; DSPc;SS=M; 2.41; 9.51 

410017; AW952426; Hs.109438; Homo sapiens done 24775 mRNA sequence; none.none; 241; 14.01 

424756; AW504657; Hs.152931; lamin B receptor; ERG4_ERG24,FKBP;TM=Y;; 240; 5.98 

4475B0; AI953360; Hs.8B201; ESTs; none.none; 236; 1 1 .63 

426276* AW881411; Hs.169078; hypothetical protein FU23018; bcrmonejec,zf C4;TM=M;; 234; 13.34 
424441; X14850; Hs.147097; H2A histone family, member X; histone,CBFD_NFYB_HMF;; 233; 1217 
429623- NM 005308; Hs.21 1 569; G protein-coupled receptor kinase 5; pkinase,RGS;TM=M;; 232; 1 5.80 
439866; AA280717; Hs.6727; Ras-GTPase activating protein SH3 domain; rrm.NTF2;TM=M;; 2.32; 1248 
453648; W21493; Hs;2B329; hypothetical protein FU14005; none.none; 231; 13.19 
443951; F1 3272; Hs.356835; ferritin, light polypeptide; PMP22_Claudin.none; 231 ; 8.51 
453327; AW500180; Hs.356109; tryptophanyMRNA synthetase; rrrn.vwa.FG-GAP; 2.30; 13.02 
439256; AA322302; Hs.183302; PCTAIRE protein kinase 2; none^one; 226; 10.36 

424467; AI929392; Hs.350026; DnaJ (Hsp40) homolog, subfamily B. membe; DnaJ,pkmase,UBA t pkinase_C;SS=M; 2.26; 11.82 

426440; BE382756; Hs.169902; solute carrier family 2 (facilitated glu; sugar_tr;TM=Y;SS=M; 2.26; 1254 

456607; AI660190; Hs.106070; cycfin-dependent kinase Inhibitor 1C (p5; CDt;TM=M;; 225; 13.11 

423960; AA164516; Hs.136309; SH3«>nl3ining protein SH3GLB1; SH3,none; 2.20; 20.05 

424058; AL121516; Hs.138617; thyroid hormone receptor interactor 12; HECT,WWE;TM=M;; 2.20; 13.38 

446644; NM 003272; Hs.15791; transrnembrane 7 superfamily member 1 (up; none;TM=Y;SS=M; 2.18; 15.68 

411218; H4^0iHs.1B0628;<tynamln14ike;dy^ „ t tl n4i t40%A 

414721; X90392; Hs.77091; ribosomal protein 110; Exojemtoj>!ws,Rfoosorna!^ 214; 11.24 

421759; AA02796B; Hs.107979; small membrane protein 1; none;TM=Y;SS=M; 214; 14.03 

416240; NMJJ01981; Hs.79095; epidermal growth factor receptor pathway; efhand,DUF164;TM=M;; 213; 1286 

435521:W23814;Hs.6361;nTitogen-actrvate^ , tl _ 4 „ a nimT .. 

409340! ffilT^Sl W UaieBcal protein MGC2771; aajKrmeases.pyridox^^ 
2-12; 14.05 

453064; R40334; Hs.89463; potassium targe conductance caWum-acti; none,none; 212 8.95 

409223; AA312572; Hs.362852; rtosphotoositide-S-kinase, regulatory su; SH2SH3.RhoGAP.none; 208; 11.60 

414482; S57498; Hs.76252 endolhefin receptor type A; 7tm_1;TM=Y;SS=M; 206; 14.23 

414496; VV73853; Hs.355424; ESTs; pkmase f F5J : 8_type^C,adh_shoitnone; 2.05; 13.45 

450455; AL117424; Hs.25035; chloride intracellular channel 4; noneJNF; 205; 19.04 

449906; NMJJ05638; Hs.24167; synaptobrevin-like 1; synaptobrevin.NTF2;TM=Y;; 204; 13.34 

422112; BE540240; Hs.111783; Lsm1 protein; Sm,BAG;SS=M; 203; 1260 

434935; BE551824; Hs.273369; uncharacterized hematorwteticstern/proge; none;TM=M;; 202; 10.52 

433427; AI816449; Hs.171889; cholinephosphotransferase 1; SH2C0P-OH_P_transf;TM=M;; 202 16.87 

410850; AW362867; Hs.302738; Homo sapiens cDNA: FU21425 fis, done C; SuUateJransp.STAS.HMG.box; 202; 9.37 

440481; AA182907; Hs.7200; Homo sapiens, clone MGC:16714, rrum corn; pkinase.RCC1;TM=M;; 202. 1231 

434645- AF255303; Hs.112227; membrane-associated nudeic acid binding; 2tCCCH l gpdh^deno.E1B_55K,zf-C3HC4;TM=M;; 200; 9.15 

4101 13; AW996564; Hs.250824; Homo sapiens cDNA: FU23435 fis, done H; pWnase,none; 1.99; 10.64 

414636; AL120259; Hs.76691; stanniru none;TM=M;SS=Y; 1.95; 7.72 

408176; AK001 553; Hs.43436; adenylate kinase 3 alpha like; adenylateklnase.none; 1 .95; 14.95 

422690; AU077275; Hs.119222; suppression of tumorigenldty 13 (colon ; TPRTM=M;; 1.94; 10.91 

427881; BE538296; Hs.323834; cytochrome c oxidase subunit Va; none.GKAP; 1.93; 20.57 

433387; L76528; Hs.3260; presenilin 1 (Alzheimer disease 3); Presenilin.7tm_3.oxidored_q5_N;TM=Y;; 1.92 1258 

453938; AF082569; Hs.36794; CMype cydin-interacting protein 1; B56;TM=M;; 1.90; 1274 

433592 NM.004642 Hs.3436; deleted in oral cancer (mouse, homolog) ; none;TM=M^ 1 .89; 23.27 

447791; BE241859; Hs.19575; CGI-11 protein; V-ATPase^.Amiadnio_seg;TM=M;; 1.88; 1282 

426359; AA376409; Hs.10862 Homo sapiens cDNA: FU23313 fis, done H; adenytatekinascnone; 1.88; 14.95 
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432650; D00850; Hs.56; phosphoribosyt pyrophosphate synthetase ; mm 1 .88; 12.70 

424250; AF073310; Hs.143648; insulin receptor substrate 2 ; PH.IRS;TM=M;; .86; 19.50 

424482; BE268621; Hs.149155; voltage<iependent anion channel 1; E^_ponn:SS= M; ,1-85 ".29 

425335; BE394327; Hs.296267; foffistatin^ke 1; efliand,kazal 1 arf,ras,7trru1;TM=M;; 1.85; KM 

426122; NMJJ06925; Hs.166975; splicing factor, arginine/serine-n^ 5; rrrn;SS=M; 1 83; 

451579: AW607731; Hs.26670; Human PAC clone ^^^^^^^f^^^ 

428901; AI929558; Hs.146668; KIAA1253 protein; 7tm_2,UPF0073,TMS JDE;TM=Y;SS-M, 1.83, 19.00 

453983; AA040311; Hs.28959; ESTs; pldnaseActiviiuecp,N>ne; 1.82; 15.25 

417414; AA434589; Hs.367676; dUTP pyrophosphatase; dJTPase.KRAB;; 1 .8 ; 14 20 

414521; 028124; Hs.76307; neuroblastoma, suppression of tumorigeni; pAN;TM=M;SS=M; ™J*Vf* 

425356- BE244879; Hs. 155939; inositol poiyphosphate-5-phosphatase, 14; Exo_endo_phos,SH^lM=M„ l.w; ib.ju 

417733; AL048678; Hs.82503; Ksapiens mRNA for 3"UTR of unknown prot; none;NA;NA; 1.80; 628 

424805; AF230904; Hs.153260; c-CbUnteracting protein; SH3;TM=M;; 1.80; 1 1.99 

420747; BE294407; Hs.99910; phosphofmctokinase, platelet PFK;TM=Mr, 1.79; 2525 

41 681 9; U77735; Hs.80205; pim-2 oncogene; pkinase;SS=M; 1 .78; 1 5.25 

437708; AB033020; Hs.5801; WAA1 194 protein; LRR,Exo_endoj)hos;TM=M;; 1.77; 11.11 

439877; H39685; Hs.258730; tryptase beta 1; pkinase;SS=M; 1.77; 21.91 

440256; U23841; Hs.18851; hypothetical protein FU10875; none.UBA.UBX; 1.76; 1195 

425367; BE271 188; Hs.155975; protein tyrosine phosphatase, receptor t; ™*™=MSS=Y; 1 ^1.01 

414703- BE243877; Hs.374366; ATPase, Na? transporting, beta 3 polypep; Na_K-ATPase;TM=Y,SS-M, 1 ,7o. amm 

443693; A1344782; Hs.349261; DnaJ {Hsp40) homolog, subfarni* C. membe; TPf^TM=^ 75; ".29 

437412- BE069288; Hs.34744; Homo sapiens mRNA; cDNA DKFZp547C136 (fr, ABCJran,GTP_ERUABCjnembrane,none; 1.75, 8.75 

413795; AW408094; Hs.75545; taterieuWn 4 receptor, m3,granulin;TM=M;SS=M; 1 .74; 14.73 

438438- AA257992' Hs.50651; Janus kinase 1 (a protein tyrosine kinas; pkmase,SH2,adenytelektnase.none; 1.73; 24.10 

444252; R21135; Hs.54985; ESTs; none,none; 1.71; 10.40 

442819; BE622721; Hs.284275; Homo sapiens PAK2 mRNA, complete cds; none.pkinase.PBD; 1.69, 14.02 

447918' AM 29320- Hs.1 15175; ESTs, Highly similar to JC5818 gamma-act; pktnase.SAM.none; 1.69; 17.14 

429279; AB018271; Hs.198589; KIAA0728 protein; Myosin Jail ) efhand,spectrin.GAS2,MyosinJaa; 1.68; 14.21 

450440- AB024334; Hs.25001; tyrosine 3-monooxygenase/tryplophan 5-mo; 14-3-3;TM=M;; 1 .67; 24.67 

413423; AU076684; Hs.753S0; vincufin; V5r»cuCn,none; 1.65; 29.28 ■ 

420972- AW814616; Hs.31431; hypothetical protein FU12171; Fructosamin_km;SS=M; 1.65; 10.75 

4168841 M60484; Hs.80350; protein phosphatase 2 (formerly 2A), cat; ^lallophos;SS=M; 1.63; 24^55 

436719- Y11192- Hs.5299; aldehyde dehydrogenase 5 family, member ; fipocann,aMedh,ubiquitm,lRK;SS=M, 1.61, 11.20 

4192231 X601ll!Hs.1244;CD9aitfigen<p24fc 

414176' BE140638; Hs.75794; EDG-2 (endotheBal differentiation, tys; 7tm_1,CRC8;TM=Y;; 1.61; 8.03 
431476; BE612705; Hs.256697; histidine triad nucleotide^inding prole; HITlS^M; 1.60; 24.37 
412347; AW970026; Hs.73818; ubiquinol-cytochrome c reductase hinge p; ^^ge^phaMT^; 1-g 18.09 
\ 423804; AW403448; Hs.1706; interferon-sfimulated transcription fact; IRF^f^3HC4,IBR,zf-RanBP;TM=M;; 1.59; ifira*tm=M" 1 58- 

S BE297660; Hs.170328; moes^BandJim 

428216; M18468; Hs.1B3037; protein kinase, cAMP-dependent, regulate; cNMPJ>inding,Rila;SS=M; 1.56; 10.58 
421251; Z28913; Hs.102948; enigma (UM domain protein); UM,PD£SS=M; 1.56; 13.51 
448581; NM_002709;Hs.21537; protein phosphatase 1. catalytic subunit none,nrjne^ 1.55; 12.33 
) . 417098; AB017365; Hs.173859; frizzled (Orosophila) homolog 7; Frizz]ed,Fz,7tm_2.tox^ 13.77 
437076; AA961260; Hs.5443; BCL2-sssoclated alhanogene 5; BAG,Hanta_nudeocap;TM=M^; Qfl 
426653; AA530892; Hs.171695; dual specificity phosphatase 1; ^anese DS^Y^hospha^^ 
421143; AB02453S; Hs.102171; Immunoglobulin superfamily containing la; ig.L^LRRrTT.U^CT.TM^SS-H 1.53, 23.05 
414457; AW514320; Hs.76159; ATPase, H transporting, lysosomal (vacuo; pkirase ATP-synLC.none; 1 .53; 3Z59 
3 414382; AW3B0339; Hs.8068; hematopoietic PBX-interacting protein; M;TM=Mn 1.52; 8.66 
450998; BE387614; Hs.25797; splicing factor 3b, submit 4, 49kO; rrm;TM=M;; 1.52; 1 1.74 
402705; ; ; activator of S phase kinase; AhpC-TSA;TM=M;SS=M; 1.51; 26.85 
426268; AF083420; Hs.1 68913; serine/threonine kinase 24 (Ste20, yeast pkinase;SS=M; 1.50; 24.04 
414604; AU076549; Hs.76556; growth arrest and DNA^amage-Muribie 3; none;TM=M;; 1.50; 14.35 
5 445584; AF217518; Hs.8360; PTD012 protein; none;SS=M; 1.49; 1ZO0 

407232; X04526; ; gb:Human liver mRNA for beta-subunit sig; WD40;TM=M;; 1.49; 19.32 JJ i M .tij^i.cc = m. 1 a* n 91 

424206; NMJJ03734; Hs.198241; amine oxidase, copper contaming 3 (vase; 13 21 

458761 AF090922-, Hs.152738; mitochondrial ribosomai protein L11; - 1M0 
426340; Z97989; Hs.169370; FYN oncogene related to SRC, FGR, YES; BNR.SH2,SH3.ptanase;T^Y;SS=M; 1.48, 1775 
414166^688941; Hs.75789; N-niy^ownstreani regulated; DEAD,hencasej;,rmi,Nd^ 

beta,DUF139,TPR,DSPc,tspJ.Ril)c«on^_S21 l rvp;TM^;; 1.46; 20.47 
452516- AA058630; Hs.29759; RNA POLYMERASE I AND TRANSCRIPT RELEASE ; none;SS4ft 1.46; 12.72 
414240; ALM6742; Hs.75842; duakspec^ pkinase;SS=M; 1.45; 143 

420532; AA248016; Hs.194110; hypothetical protein PRO2730; pkinase,WD40;SS=M; 1.43; 13.92 
5 402575; ; ; Rho GTPase activating protein 1; PAP2;TM-Y;SS=M; 1.43; 13 71 

414765; X07854; Hs.77269; guanine nucleotide binding protein (G pr, G-alpha,arr;TM=M;; 1.41, am 
448423; BE390905; Hs.21198; transtocase of outer mitochondrial membr, TPR;TM=M;SS=M; 1.41; 10.70 
422587; AI879352; Hs.1 18625; hexoWnase 1; hexoMnase^exok!nase2;TM=M^ 1.41; 19.31 
415995; NM 004573; Hs.355888; phosphoTrpase C, beta % C2,PI4n.C>Y.PW='LC.X;TM=M;; 1 40; 11.21 
70 446108; AL036596; Hs.42322; A Wnase(PRKA) anchor protein 2; r^alemmln;TM=M;; 1.40; 13.98 

427721; A1582843; Hs.180455; RAD23 (S. cerevisiae) homolog A; ubtquitin.UBA,integnn_B;SS=M; 1.39; 15.01 
417891; W79410; Hs.82887; protein phosphatase 1, regulatory (inhib; none;TM=M;; 1.39; 15.97 
427373- AB007972; Hs.130760; myosin phosphatase, target summit 2; ank;TM=M;; 1.39; 14.49 
446334! U52427; Hs.14839; polymerase (RNA) II (DNA directed) polyp; 
75 roX8,SHMT.MIF,(ST_C,EF^^ 1 3? . „ 3? 

447042; AB035863; Hs.182217; succinate-CoA Bgase, ADP*rming, beta ; Dgas*CoMTP-s |rasp^.CPSa^_L^D2,GARS_BJM-Y.SS-M, 1.37. 11.37 
427705; AI870421; Hs.180394; signal recognition particle 14kD (homolo; SRP14.TNn^c6;SS-M; 1.37; 22.05 
425969; AW576265; Hs.301763; K1AA0554 protein; SH3.FCH.HR1;TM=H; 1 .37; 1368 
433572; AL046859; Hs.3407; protein kinase (cAMP-dependenl, catalytr. PW;SS=M; 1.35; xiAi 
80 X t W1«>1 bThs 279518;^d beta (A4) precursor^ protein; ^^^5?^^^m 2254 
418424; Y13622; Hs.85087; latent transforming growth factor beta b; EGF,TC.spio^un ,granu&i^F^tor,SS=M; 134. 12.09 
442603; AL035719; Hs.303091; pteckstrfn homology. Sec7 and cotled/coi; PH .^ 7 iJW;^; \-f ; 1 ™ 
418043; AW377752; Hs.83341; AXL receptor tyrosine kinase; tn3,ig.pkinase;TM=Y;S5=M; i.4i; iu./» 
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439278; AF077045; Hs.651B; ganglioside expression factor % MAP1_LC3.aminolranJ;TM=M;; 1 31; 15.89 

425875- AU077333- Hs 160483" erythrocyte membrane protein band 7.2 (s; PBP,Band_7;TM=M;; 1 .31; 1 7.33 

407744 : AB020629 ; Hs.38095; ATP-binding cassette, sub-family A (ABC1; ABC_tran,PRK;TM=Y;SS=M; 1.29; 10.95 

420679; X57152; Hs.99853; fibrillar*; CKJt J*tafibrillarin.WD40;TM=M;; 1.29; 18.69 

427397; AI929685; Hs.177656; calmodulin 1 (phosphorylase kinase, delt; efhand,RmaAD;SS=M; 1.29; 15.68 

424561; M29551; Hs.151 531; protein phosphatase 3 (formerly 2B), cat Mela!tophos;TM=M;; 1.28; 13.39 

428950; BE311879; Hs.194673; phosphoprotein enriched in astrocytes 15; DED;TM=M;; 1.27; 11.15 

440820; AL031846; Hs.356416; piakophiBn 4; none.none; 1.26; 10.65 ' 

448153- Y10805' Hs 20521; HMT1 (hnRNP methyttransferase, S. cerevi; NusG;SS=M; 1.25; 1107 

447386; NM 006289; Hs.375001; KIAA1027 protein; BandJ1.l_LWEQ^polipoprotein,iRS;SS=M; 1.22; 10.65 

433053; BE301909; Hs.279952; glutathione S-transferase subunil 13 horn; HCCAJsomerase;TM=M;; 1.20; 15.78 

44070B;AF038962;Hs7381;voltage^ependent anion channel 3; Eukj^ -_dao ^tu-v-ccu. 

417069; AA442192; Hs.374980; cytochrome c oxidase subunit VIII; COX8,SHOT.MIF,GST_C,EF1GJom^^ 
1.18; 16.91 ' 

402559; ; ; Rho GTPase activating protein 1; PAP2;TM=Y;SS=M; 1.16; 15.49 1 
426636; BE242634; Hs.2055; ubiquitin-activating enzyme El (A1S9T an; ThiF.UBACT;TM=M;; 1.14; 10.99 
. 428773; BE256238; Hs.193163; bridging integrator 1; BAR,SH3;SS=M; 1.14; 11.38 
406906; Z25424; ; gb:Rsapiens protein-serine/threonine H; none.none; 1.13; 12.97 
443932; AW888222; Hs.9973; tensin; SH2,WW,PIO,none; 1.07; 15.41 

421996; AW583807; Hs.1460; glucagon; hormone2;SS=M; 59.35; 1.61 „ e , „ 

414998; NMJJ02543; Hs.77729; oxidised low density lipoprotein (lectin; tectin J .c;TM=Y;SS=M; 22.96; 4.57 

442573; H93366; Hs.7567; branched chain aminotransferase l.cytos; aminotran_4,none; 21.41; 1.15 

451035- AU076785; Hs.430; plastin 1 (I isoform); emand,CH,Adaptin_N;SS=M; 19.25; 3.53 

408243; Y00787; Hs.624; mterteukin 8; HLH,PAS,tL8;TM=M;; 15.53; 4.34 

421340; F07783; Hs.1369; decay accelerating factor for complement; sushi;SS=M; 14.84; 19.59 

422260; AA315993; Hs.105484; regenerating gene type IV; lectin_c;SS=M; 14.71; 2.89 

430280; AA361258; Hs.237868; interieukin 7 receptor, fn3,none; 14.28; 11.47 

412116; AW402166; Hs.784; Epstein-Barr virus induced gene 2 (lymph; 7tm_1;TM=Y;SS=M; 1171; 12.56 

451820; AW058357; Hs.199248; ESTs; 7tm_1;TM=Y;SS=M; 10.18; 2.67 

418693; A1750878; Hs.87409; thrombospondin 1; EGF,tspJ,vwc,TSPN,tsp_3;SS=M; 9.72; 6.94 

448105- AW591433; Hs.298241; Transmembrane protease, serine 3; ldLrecept_a,lrypsin;TM=Y;SS=M; 9,67; 4.06 

456266; L29073; Hs.198726; cold shock domain protein A; 7tm_2,HRM,CSD;TM=Y;SS=M; 9.62; 136 

413095- AA494359- Hs.3071 5; potassium voltage-gated channel, Isk-rel; none.START; 9.15; 2.18 

417933; X02308; Hs.82962; thymidylate synthetase; thymidylaLsynt.MFLMLE,MR - MLE_N;SS=M; 8.97; 5.01 

433334; AI927208; Hs.231958; matrix metaBoproleinase 28; Peptidase.M10.none; 8.71; 4.28 

418030; BE207573; Hs.83321; neuromedin B; Bombesin;TM=M;SS=Y; 8.38; 1.55 

433437; U20536; Hs.3280; caspase 6, apoptosis-related cysteine pn ICE_p10,1CE_p20;SS=M; 8.31; 4.23 

449523- NM 000579; Hs.54443; chemokine (OC motif) receptor 5; 7tmJ;TM=Y;SS=M; 8-26; 5.49 

428513; BE220806; Hs.184697; Homo sapiens done 23785 mRMA sequence; PSIjone; 8.13; 13.28 

449444; AW818436; Hs.351 306; solute carrier family 16 (monocarboxylic; none;TM=Y;SS=M; 7.B9; 7.00 

453459; BE047032; Hs^57789; ESTs; none,none; 7.40; 0.60 

436729; BE621807; Hs.351316; transmembrane 4 superlamily member 1; none;TM=Y;SS=M; 7.29; 5.7B 

426761; A1015709; Hs.172089; PORIMIN Pro*ru»sis reaptor indu^^ uc . „. _ Dt _ , H o m »„ PonHH^ MM- 7 n T97 

426158; NM 001982; Hs.199067; v-«W>2 avian erythroblastic leukemia v; FunVvIike l pldnase,Recep_^doinam.Funn-like,r^ 7.13, 3.97 

419968*; X04430; Hs.93913; interleukin 6 (interferon, beta 2); IL6;SS=Y; 6.93; 3.43 
457133; M54968; Hs.351221; v-W-ras2 Kirsten rat sarcoma 2 viral on; ras,tdh;SS=M; 6.90; 2.85 
420344; BE463721; Hs.97101; putative G protein-coupled receptor Methyltransf_5;TM=Y;SS=M; 6.88; 3.10 
417874; BE616160; Hs.82829; protein tyrosine phosphatase. noiMecept; Y_phosphatase;TM=Y;; 6.42; 2.26 
427969; NM_001 963; Hs.2230; epidermal growth factor (beta-urogastron; EGF,ldl_recepLb.EB;TM=M;SS-M; 6.37; 1 .07 
. 430396- D49742; Hs.241363; hyaluronan-bintfing protein 2; anx,deatr»ZU5,EGF,laingte 1 tiypsin,NebuIin 1 UM;SS=M; 5.77; 1.24 
427557; NM.002659; Hs.179657; plasminogen activator, urokinase recepto; UPAR_LY6,ET,PLA2_irvh;SS=M; 5.71; 3.83 
418283; S79895; Hs.83942; cathepsln K (pycnodysostosts); Peptidase_C1 ;SS=M; 5.59; 38.68 
458471; AV648609; Hs.194240; ESTs; none.none; 5.23; 1.05 

433470; AW960564; Hs.351316; transmembrane 4 superfamity membeT 1; none;TM=Y;SS=M; 4.88; 4.60 

433293- AF007B35; Hs.32417; hypothetical protein MGC4309; none;TM=M;; 4.56; 4.96 

41 0867; X63556; Hs.750; fibrillin 1 (Marfan syndrome); EGF,TB,wnt,EB,Tll;S$=M; 4.32; 26.87 

417512; X76534;Hs.82226; glycoprotein (tjammembran . ...... 1R 

414825; X06370; Hs.77432; epidermal growth factor receptor (avian ; Funn-like,pkinase 1 Rec€p_Ldori^n;TM=M;SS=M; 3 94, 1.16 Dan ,^ a MOvl . * 7R . o 91 

4391 8o! A1393742; Hs.199067Tv^rW)2 avian erythroblastic leukemia v, Furm-rike,pldnase,Re^^^ 3.76, 121 

419508 : AW997938; Hs.90786; ATP-binding cassette, sub-family C (CFTR; ABCJran,ABCjnembrane;TM=Y;SS=M; 3.47; 124 
419749; X73608; Hs.93029; spardosteonecfin, cwcv and kazal-like d; kazat,thyroglobulinJ;SS=M; 3.37; 7.10 
436576; AI458213; Hs.77542; ESTs; 7tmJ,DnaJ; 3.15; 3.27 
428093; AW5945D6; Hs,10483O; ESTs; none^one; 2.81; 3.40 

459683; A1674906; Hs.199460; gb:wc73f0lx1 NCI_CGAP_Pan1 Homo sapiens; none;TM=Y;; 177; 1.36 
414443; AU077268; Hs.76144; plateleWerived growth factor receptor,; ig,pkinase;TM=Y;; 171; 10.53 
430451; AA836472; Hs.297939; cathepsm B; Peptidase_C1,pro_lsonierase;SS=M; 128; 14.59 

428953- AA306610; Hs.3481B3; tumor necrosis factor receptor superfaml; 6()s_n^osomal.Ribosomal_L10 l TNFR_c6,DEAD;; 2.21; 6.33 

435496 : , AVVM)171;Hs.265398;PAR-€be^none,none;l17;l00 M tu-v.cc_u.< oi.«nft 

418641; BE243136; Hs.86947; a dlstntegrin and metalloprotelnase doma; dlslntegnn l f^prolysm,Pep_M12B_TOep,EGF;TM=Y,SS=M; 1.91. 13.06 

414521; D28124; Hs.76307; neuroblastoma, suppression of tumorigeni; DAN;TM=M;SS=M; 1.81; 22.29 

41 9452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; rg.pk]nase;TM=Y;SS=M; 1.52; a40 

452795; AW392555; Hs.18878; hypothetical protein FU21620; 20G-Fe!LOxy;TM=M;; 1.49; 3.29 

432199; AI693815; Hs.127179; crypticgene; none;TM=M;SS=M; 1.23; 1.60 

453966; BE148734; Hs.63325; transmembrane protease, serine 4; trypsin,ldLrecepLfl.none; 1.00; 3.92 

445418; AW139377; Hs.127179; cryptic gene; none.none; 1.00; 145 

451106- BE382701; Hs.25960; N-MYC oncogene; HLH,Myc_Njterm;TM=M;; 1.00; 1.87 

447993; AW139525; Hs.170362; ESTs; none.none; 1.00; 1.30 



TABLE 42B 

Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 
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Pkey CAT Number Accession 
406685 0_0 M1B728 

400151 9575 8 21 J BCW6BM SESb NM 000249 U07343 AL574783 81090482 BG6844B1 AA385302 BG196167 BI091720 BG195132 AI680106 AI457552 AA402478 

BG249688 AA3471 19 BG755996 BG822578 
418546 242836J T59708 AA224827 T59843 BE156903 

TABLE 42C 

Re7" Se^* 1 ^^ are Genbank Identifier (Gl) numbers. Dunham L el aL* refers to the publication entitled The DNA 

sequence of human chromosome 22/ Dunham I. et aL, Nature (1999) 402:489-495. 
Strand: indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



> 



Pkey 


Ref 


Strand 


NLposition 


408399 


9256288 


Minus 


63448-63554 


405102 


8076881 


Minus 


120922-121296 


403344 


8569726 


Plus 


70823-70990 


405555 


1552511 


Plus 


153405-153564,154623-154876.155272-15540 


405556 


1552511 


Plus 


163497-163623,164715-164968,165369-16550 


405204 . 


7230116 


Plus 


126569-126754 


406366 


9256126 


Minus 


1 0639-1 0800,1 0890-1 1 023, 1 1 1 1 3-1 1 293 


400539 


7574902 


Plus 


8559-8721 


403208 


7630829 


Minus 


147706-147903.148667-148804 


405203 


7230116 


Plus 


125295-125463 


402705 


8782736 


Plus 


89961-901 14,90773-90895,91 131-91261 


402575 


9884830 


Minus 


109742-109883 


402559 


9864273 


Plus 


33539-33715 
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TABLE 43A: 43 genes unregulated in pancreatic cancer relative to normal body tissues 



Table 43A lists about 43 genes unregulated in pancreatic cancer relaBve to normal body tissues that are likely to encode proteins particularly useful for diagnostic or prognostic 
40 aopTications These genes were selected from 596B0 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis 

was expressed as average intensity (Al j, a normalized value reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more domains 
indicative of have oncogenic function or of transducing intracellular signals, or of being modulatable by small molecules, peptides, or antibodies (e.g. pkmase, death-domain, 71m, 
phosphatase, or ionjransporter). Certain predicted protein domains are noted. 

45 Pkey: Unique Eos probeset Identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

Pr^rolDomai^ cS predict protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very likely to contain; =M, likely to contain; other 
protein domain abbreviations are from PFAM (Nucleic Acids Research, 2002, 30:276-280). 
50 UniGeneTrtle: UniGene gene title 

R1 goth percentile of pancreatic cancer Als divided by the 50th percentile of normal tissue Als „ t ■ 

R2 90th percentile of pancreatic cancer Als divided by the 90th percentile of normal pancreas Als, where the 15th percentile of all normal tissue Als was subtracted 

from both the numerator and denominator 

5 5 Pkey; ExAccn; UnigenelD; Unigene Title; PredProLDomains; R1 ; R2 

446619; AU076643; Hs.313; secreted phosphoprotein 1 (osteopontin, ; Osteoponlin;SS=M; 44.95; 2.17 
421552; AF026692; Hs.105700; secreted fcizzled-related protein 4; Fz,NTR;SS=M; 35.40; 29.13 
411274; NM 002776; Hs.69423; kaffikrein 10; trypsin;TM=M;; 30.10; 13.59 
60 446921; AB0121 13; Hs.16530; small inducible cytokine subfamily A (Cy; IL8;SS=Y; 29.33; 16.08 
413719; BE439580; Hs J5498; smafl inducfole cytota ^ 

452281; T93500; Hs.28792; Homo sapiens cDNA RJ11041 fis, clone PL; TGFbjJropeptide.TGF-beta.none; 23.81; 10.74 

407811; AW1 90902; Hs.40098; cysteine knotsurjerfamity 1, BMP antagon;TGF-beta,DAN;SS=Y; 22.33; 10.20 

404682; ; ; C9001188*:gi|12738842|reflNP_073725.1| p; none;TM=M;; 17.72; 1.40 
65 41 3554; AA31 9146; Hs.75426; secretograntn II (chromogranln C); Granin;TM=M;SS=Y; 17.36; Z01 

428392; H10233; Hs.2265; secretory granule, neuroendocrine proter, none;TM=M;SS=M; 16.82; 1.70 

408243; Y00787; Hs.624; interteukln 8; HLH,PAS,IL8;TM=M;; 15.53; 4.34 

419216; AU076718; Hs.164021; small inducible cytokine subfamily B (Cy; IL£;SS=M; 15.40; 3.70 

428242; H55709; Hs.2250; leukemia Inhibitory factor (cholinergic ; UF_OSM;SS=M; 14.85; 6.58 
70 421340; F07783; Hs.1369; decay accelerating factor for complement; sushi;SS=M; 14.84; 19.59 

409757; NWL001B9B; Hs.123114;cystafin SN; cystatin;SS=M; 14.61; 12.75 

425071; NM-013989; Hs.154424; dekxfinase, iodolhyronine. type II; T4_deiodinase;TM=M;SS=Y; 14.35; 17.22 

414812; X72755; Hs.77367; monokine induced by gamma Interferon; 1L8;TM=M;SS=Y; 13.81; 7.69 

409420; Z15008; Hs.54451; laminin, gamma 2 (nteein (100xD), kalini; laminin_B.laminin_EGF;SS=M; 13.05; 7.72 
75 432596; AJ224741; Hs.278461; matrifin 3; EGF,vwa;SS=M; 12.80; 9.91 

422109; S73265; Hs.1473; gastrin-releasing peptide; Bombesin.Defensinj)ropep;TM=M;SS=M; 1Z79; 4.69 

421379; Y15221; Hs.103982; small inducible cytokine subfamily B (Cy; ILB;TM=M;SS=Y; 11.36; 2.22 

429547; AW009166; Hs.99376; FGENESH predicted novel secreted protein; none.none; 10.25; 5.62 

422424; All 86431; Hs.296638; prostate differentiation factor, TGF-beta;SS=M; 9.96; 1.88 
80 428505- AL035461 ; Hs.2281 ; chromogranin B (secretogranin 1); Granin;SS=M; 9.40; a46 

409956 : AW1 03384; Hs.727; inhibin, beta A (actjvin A, activin AB a; TGF-beta,TGFbjpropeptide ( Tub;SS=M; 9.19; 16.46 

418030; BE207573; Hs.83321; neuromedin B; Bombesin;TM=M;SS=Y; 8.38; 1.55 

452401; NMJXJ71 15; Hs.29352; tumor necrosis factor. alpha-induced pro; Xfink,CUB;SS=M; 7.46; 4.96 
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421582; AI910275; Hs.350470; trefoil factor 1 (breast cancer, estroge; trefoil,Gastrin;SS=M; 7.08; 21.61 

423534; AW959908; Hs. 1690; heparin-binding growth factor binding pn none;TM=M;SS=M; 6.78; 12.19 

428486; AW583497; Hs. 184604; pancreatic polypeptide; hormone3;TM=M;SS=Y; 6.29; 3.51 

443646; AI085 198; Hs.164226; ESTs;EGF,tspJ.wc,TSPN.tsp_3,none;6,17; 4.25 

457489; AI693815; Hs.1 27179; cryptic gene; none;TM=M;SS=M; 5.19; £79 

450983; AA3053B4; Hs.2574Q; ER01 (S. cerevisiaej-nke; none;SS=M; 5.01; 7.43 

422867; 132137; Hs.1584; cartilage oligomeric matrix protein (pse; tspJ,EGF;SS=M; 4.B7; 9.40 

426322; J05068; Hs.2012; transcobalamtn I (vitamin B1 2 binding pn Cobalamin_bind;SS=M; 4.71; 11.74 

414774; X02419; Hs.77274; plasminogen activator, urokinase; kringle,uypsin.planLthionins;SS=M; 4.24; 6.91 

428758; AA4339B8; Hs.98502; CA125 antigen; mucin 16; SEA;TM=Y;; 3.52; 8.43 

422048; NM 012445; Hs.288126; spondin 2, extracellular matrix protein; tsp_1;TM=M;SS=M; 3.45; 7.69 

424687; J05070; Hs.151738; matrix metaltoproteinase 9 (gelatinase B; fn2,hemopexin,Peptidase_M10;SS=M; 3.43; 10.37 

417931; W95642; Hs.82961; trefoil factor 3 (intestinal); trefo3;SS=M; 2.98; 9.65 

445417; AK001058; Hs.12680; Homo sapiens cDNA FU10196 fis, done HE; tspJ,Repro^in 1 Pep_M12Bjjropep,none; 2.97; 5.74 . 
432874; W94322; Hs.279651; melanoma inhibitory activity; SH3;TM=M;SS=Y; 2.80; 10.53 
431462; AW5B3672; Hs.25631 1; granln-fike neuroendocrine peptide precu; none,none; 2.70; 1.99 



TABLE 43C 

Pkey: 
Ref: 

Strand: 
NLposition: 

Pkey 

404682 



Unique number corresponding to an Eos probeset 

Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. Dunham I. el a). B refers to the publication entitled "The DNA 
sequence of human chromosome 22/ Dunham I. et a!., Nature (1999) 402:489495. 
Indicates DNA strand from which exons were predicted. 
Indicates nucleotide positions of predicted exons. 



Ref Strand 
9797231 Minus 



NLposition 
4097741150 



TABLE 44A: 754 GENES UP-REGULATED IN RHEUMATOID ARTHRITIS COMPARED TO NORMAL BODY 

Table 44A lists about 754 genes up-regulated in rheumatoid arthritis. These were selected from 35403 probesets on the Affymelrix/Eos Hu01 GeneChip. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene TUIe:Unigene gene title 



Pkey 


ExAccn 


UnigenelD 


Unigene Title 


100042 


M10098 


AFFX control - HUMRGE7M1C098_3 


101577 


M34353 


Hs.1041 


v-ros avian UR2 sarcoma virus oncogene h 


103353 


X89399 


Hs.119274 


RAS p21 protein activator (GTPase activa 


104743 


AA021157 


Hs.33519 


Homo sapiens cDNA FU 20096 fis, clone CO 


104996 


AA112307 


Hs.105894 


hypothetical protein FU21919 


105437 


AA252191 


Hs35199 


hypothetical protein 


10825B 


AA063269 




gbzm02a09.s1 Stratagene corneal stroma 


109086 


AA166695 


Hs.270737 


tumor necrosis factor (Bgand) superfami 


109279 


AA196625 


Hs.86080 


ESTs 


109779 


F10527 


Hs.3353 


beta-1,^glucuronyttransferase 1 (glucur 


111794 


R32647 


Hs.23545 


ESTs 


112531 


R69798 


Hs.29036 


ESTs 


1127B4 


R96306 


Hs.191290 


ESTs 


113293 


T67026 


Hs.187403 


ESTs 


115416 


AA2B3893 


Hs.337079 


ESTs 


116548 


D20433 




gb:HUMGS01407 Human promyelocyte Homo sa 


116565 


D45533 


Hs.129691 


hypothetical protein FU21603 


118104 


N55332 


Hs.39785 


ESTs 


119243 


T12603 




gb:CHR90123 Chromosome 9 exon II Homo sa 


119336 


T55340 


Hs.208238 


ESTs 


120101 


W95414 


Hs.55497 


EST 


120715 


AA292700 




gbzs59a06.s1 NCI_CGAP_GC81 Homo sapiens 


120872 


AA357993 


Hs.96996 


ESTs 


121010 


AA398355 


Hs.97330 


ESTs 


121509 


AA412092 


Hs.97888 


ESTs 


121722 


AA419482 


Hs.98874 


similar to profine-rich protein 48 


122265 


AA436838 


Hs.98906 


EST 


123206 


AA489681 


Hs.1 02248 


Homo sapiens cDNA: FU221 05 fis, done H 


123490 


AA599723 




gb:ag1 1c07.s1 Gessler Wilms tumor Homo s 


124198 


H 53099 


Hs.198271 


NADH dehydrogenase (ubiquinone) 1 alpha 


124294 


H90573 


Hs.102298 


EST 


125067 


T86429 


Hs.11 1725 


ESTs 


125153 


W38294 




ESTs 


125330 


AA401804 


Hs.1 14574 


125335 


T86620 


Hs.16230 


hypothetical protein FU20619 


125361 


T90348 


HS.1B3404 


ESTs 


125439 


AA826305 




gb:PMO^T00174)31299401-c07 LT0017 Homo 


125535 


R17430 


Hs.22215 


secretogranin III 


125583 


R22272 


Hs.86022 


ESTs 


125590 


R23858 


Hs.143375 


Homo sapiens, done IMAGE:3B40937, mRNA, 


125742 


H81181 


Hs.261023 


hypothetical protein FU20958 
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10 

15 

20 

25 

30 

35 

40 

45 
50 
55 
60 
65 
70 
75 
80 



125795 

12585B 

125865 

126039 

126143 

126177 

126219 

126221 

126262 

126277 

126292 

126293 

126353 

126556 

126559 

126609 

126616 

126628 

126636 

126861 

126990 

127017 

127049 

127209 

127331 

127357 

127368 

127374 

127429 

127490 

127502 

127647 

127650 

127676 

127746 

127812 

127824 

127933 

128006 

128011 

128038 

128058 

128199 

128308 

128389 

128410 

129199 

130998 

134409 

134578 

134644 

100262 

100676 

100704 

100787 

100873 

100943 

100996 

101046 

101371 

101461 

101697 

101909 

102199 

102275 

102295 

102319 

102383 

102470 

102544 

102649 

102798 

102804 

102851 

102852 

102860 

103262 

103484 

103559 

103658 

103719 

103676 

103897 



T98190 

H11549 

H12876 

AA160575 

N29315 

H93164 

N36368 

AI248169 

C75147 

N39132 

AA491328 

Z18870 

AI243114 

AA491325 

R15866 

WB7435 

AA348581 

A1357886 

AA001527 

AA742428 

AA215510 

AA740146 

AA235966 

AA305023 

F20186 

AA452788 

AA434362 

AA44872B 

AA961490 

W52891 

AA614422 

A1087279 

AA873776 

D31237 

AI239495 

AA749094 

AI208365 

AA811102 

AA058693 

AJ347067 

AA868782 

AI126617 

AI073548 

A1079496 



Hs.7756 

Hs.31066 

Hs.283078 

Hs.181102 

Hs.266331 

Hs.129750 

Hs.293483 

Hs.172965 

Hs.143764 

Hs.15441 

Hs.248121 

Hs.94031 

Hs.112227 

Hs.170263 

Hs.186802 

Hs.134605 

Hs.170994 

Hs.144432 
Hs.191650 
Hs.251946 
Hs.291811 
Hs.81964 



Hs.193326 

Hs.312110 

Hs.293751 

Hs.7278 

Hs.183502 

Hs.148410 

Hs.261957 

Hs.279938 

Hs.120189 

Hs.291434 

Hs.127811 

Hs.303581 

Hs.129908 

Hs.124636 

Hs.137024 

Hs.132449 

Hs.164597 

Hs.134169 



AI142639 


Hs.146662 


AA452788 




H90914 


Hs.200332 


C00810 


Hs.293981 


AA281600 


Hs.164915 


AA194724 


Hs.224137 


S83308 


Hs.87224 


D38500 


Hs.278468 


HG3044-HT3742 


Hs.287820 


HG3242-KT3419 


Hs.166110 


HG3872-HT4142 


Hs.302063 


HG4333-HT4603 


Hs.17364 


HG880-HT880 




J03909 


Hs.14623 


K01160 




M13232 


Hs.36989 


M22430 


Hs.76422 


M64358 




S69265 
U21128 


Hs.79914 


U30998 


Hs.17752 


U32581 


Hs.168052 


U34587 


Hs.66578 


U40622 


Hs.150930 


U49835 


Hs.154138 


U57721 


Hs.169139 


U68133 




U88898 
UB9942 


Hs.83354 


V00532 


Hs.93907 


V00571 


Hs.75294 


X00368 




X78565 


Hs.289114 


Y08374 


Hs.75184 


Z195B5 


Hs.75774 


Z74615 


Hs.172928 


AA054109 


Hs.4273 


AA226865 


Hs.8203 


AA248870 


Hs.55058 



proleasome (prosome, macropain) 26S subu 

ESTs 

hOAT4 

p30 DBC protein 
hypothetical protein MGC4595 
hypothetical protein FU 10546 
ESTs, Weakly similar to similar to C. e! 
ESTs 

ESTs, Weakly similar to unknown [H.sapi 

Crm (Cramped DrosophilaJ-Gke 

gb:aa65d09.M NCLCGAP.GCB1 Homo sapiens 

G protein-coupted receptor 22 

ESTs 

membrane-associated nucleic acid binding 
tumor protein p53-birtding protein, 1 
ESTs 
ESTs 

hypothetical protein MGC10946 
gbaf56g09.r1 Soares retina N2b4HR Homo 
ESTs 
ESTs 

po)y{A)-bindmg protein, cytoplasmic 1-1 
ESTs 

SEC24 (S. cerevisiae) related gene famil 

gb:HSPD05873 HM3 Homo sapiens cDNA done 

gbzv80d10.M SoaresJotal_fetus_Nb2HF8_ 

fibroblast growth factor receptor-like 1 

ESTs, Weakty similar to 138022 hypothet 

ESTs, Moderately similar to TPTE.HUMAN P 

cryplochrome 2 (photolyase-like) 

ESTs 

ESTs 

ESTs 

HSPC067 protein 

ESTs 

ESTs 

ESTs 

ESTs, Moderately similar to ALU 1_HUMAN A 

KIAA0591 protein 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

gbzv80d10.r1 Soares_total_fetus_Nb2HF8_ 
hypothetical protein FU20651 
guanine nucleotide binding protein (G pr 
small nuclear RNA activating complex, p 
hypothetical protein 
SKY (sex determining region Y>box 5 
postmeiotic segregation increased 2-like . 
fibronectin 1 

calcium channel, voltage-dependent, alph 
immunoglobulin heavy constant mu 
zinc finger protein 79 (pT7) 
gb:PMO-SN0019-2B030(W)01-D11 SN0019Homo 
interferon, gamma-inducible protein 30 

coagulation factor VII (serum prothrombi 
phosphoGpase A2, group IIA (platelets, 
gb: Human rtiom-3 gene, exon. 

hirrican 

phosphatidylserine-specific phosphoiipas 
WAA0421 protein 

corticotropin releasing hormone receptor 
X-ray repair complementing defective rep 
chitinase 3-Iike 2 

kynurerunase (L-kynurenine hydrolase) 
gb:U68133 Human cell line PCMD6A Homo s 
gb:Human endogenous retrovirus H proteas 
lysyt oxidase-Bke 2 
interferon, alpha 14 
corticotropin releasing hormone 
gb:Human prolactin gene 5* region, 
hexabrachion (tenascin C, cytotactin) 
chitinase 3-like 1 (cartilage gtycoprote 
thrombospondin 4 
collagen, type I alpha 1 
hypothetical protein FU 13159 
endomembcane protein emp70 precursor iso 
EH-domain containing 4 
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103906 AA249437 

103985 AA313880 

104056 AA397529 

104209 AB000221 

5 104386 H41895 

104398 H53555 

' 104422 H86858 

104561 R60100 

104593 R81267 

10 104643 AA004701 

104673 AA007633 

104681 AA009832 

104711 AA017254 

104812 AA034111 
15 104877 AA047437 
104886 AA053348 
104924 AA058532 
105071 M136532 
105105 AA151872 
20 105203 AA195660 





105317 






105617 


A A00nC07 

AA<doUbti/ 




105707 


AA291012 


25 


105754 


AA302657 


105770 


AA347964 




105882 


AAA rtMftO 




105883 


AA4UU49U 




105890 


A A A MY?C£ 


30 


106080 


a a aa on A c 

AA41B04b 


106090 


AA418909 




106096 


AA41sbuy 




106124 


A A iOWOl 

AA423987 




106308 


A A AVCAQC 

AA430IOD 


35 


106438 


a a a Am <\a 


106660 


AA450935 




106731 


AA465657 




106880 


AA4oooo9 




107055 


AA600152 


40 


107151 


A A OH CO 


107183 


C20974 




107231 






107490 


W74158 




107572 




45 


107620 


a Anncn^Q 


107801 


AAUliMoJ 




107817 


AAOAJ/ol 




107823 


A A AO 4 ACT 

AAOziub/ 




107857 


MU/400/ 


50 


4f\7QB9 
lU/OOY 




108005 


AA037769 




108092 


AA045961 




108115 


AA047291 




108214 


AA058661 


55 


108382 


AA074885 


108409 


AA075578 




108436 


AA078801 




108625 


AA101983 




108631 


AA102553 


60 


108763 


AA127539 


108852 


AA133131 




108931 


AA147186 




108976 


AA151480 




109026 


AA157811 


65 


109170 


AA180352 


109303 


AA206126 




109326 


AA210719 




109345 


AA213774 




109404 


AA224594 


70 


109473 


AA233151 


109725 


F10003 




109794 


F10684 




109835 


H00615 




109895 


H04794 


75 


109918 


H05641 


109950 


H08200 




110078 


H15054 




110182 


H20402 




110213 


H23216 


80 


110310 


H38209 


110354 


H41280 




110413 


H48124 




110422 


H48467 




110433 


H49425 



Hs.317403 hypothetical protein MGC2744 

Hs.99872 fetal Alzheimer antigen 

Hs.58297 aU8 protein 

Hs.16530 small inducible cytokine subfamily A (Cy 

Hs.144164 ESTs, Moderately similar to AIU8_HUMAN A 

Hs.36790 ESTs, Weakly similar to putative p1 50 [H 

Hs.132909 ESTs 

Hs.323817 DKFZP547E1010 protein 

Hs.98640 hypothetical protein FU21 069 

Hs.1 8978 Homo sapiens cDNA: FU22822 fis, ctone K 

Hs.20010 ESTs 

Hs.34500 ESTs 

Hs.32794 ESTs 

Hs.124187 ESTs 

Hs.22968 Homo sapiens ctone IMAGE:451939, mRNA se 

Hs 339699 growth differenBafion factor 1 1 

Hs.28774 ESTs, WeaWy similar to 138022 hypotheU 

Hs.29475 ESTs 

Hs.8701 6 hypothetical protein FU22938 

Hs.7882 ESTs 

Hs.52620 integrin.belaB 

Hs.4069 glucocorticoid modulatory element bindin 

Hs.37617 ESTs, Weakly similar to A53933 myosin I 

Hs!l 92028 ESTs 

Hs.269873 Homo sapiens done 1MAGE:297403. mRNA se 

Hs 81988 disabled (Drosophila) homolog 2 (mitogen 

Hs.334907 Homo sapiens, clone MGC:17333, mRNA, com 

Hs.3051 2 Homo sapiens mRNA for K1AA0556 protein, 

Hs.35124 ESTs 

Hs.169333 hypothetical protein DKFZp761E2110 

Hs 1 701 21 protein tyrosine phosphatase, receptor I 

Hs.7567 Homo sapiens cDNA: FU21962 fis. clone H 

Hs.30662 ESTs 

Hs.21342 ESTs 

Hs.27056 WAA1284 protein 

Hs.29205 alpha integrin binding protein 63 

Hs.32425 ESTs 

Hs.29419 ESTs 

Hs.8687 ESTs 

Hs.12114 vanml 

Hs.34727 ESTs, Moderately similar to I38759 zinc 

Hs.1 031 89 lipopolysaccharide specific response-68 

Hs.59962 ESTs 

Hs.60171 ESTs 

Hs.285803 Homo sapiens cDNAFU 10674 fis, done NT 

Hs.60847 ESTs 

Hs.60836 ESTs 

Hs.61208 ESTs 

Hs 231967 ALL1 fused gene from 5q31 

Hs.194293 ESTs, Weakly similar to I54374 gene NF2 

Hs.184029 hypothetical protein DKFZp761A052 

Hs.165216 ESTs 

Hs.60764 ESTs 

Hs 67726 macrophage receptor with collagenous str 
gb:zm88hQ3.r1 Stratagem* ovarian cancer 
gb:zm94a09.s1 Stratagene colon HT29 (937 

Hs.283022 triggering receptor expressed on myeloid 

Hs.334337 ESTs 

Hs.281397 hypothetical protein ADO 34 

gb:zm25d03.s1 Stratagene pancreas (93720 
gbzo38dOU1 Stratagene endothelial eel 

Hs.91202 ESTs 

gb:zo35d07.s1 Stratagene coton (937204) 

Hs.1 91472 ESTs, Weakly simnar to ALU1.HUMAN ALU 

Hs.269291 ESTs 

gb2r88e04.s1 NO_CGAP_GCB1 Homo sapiens 

Hs.203396 ESTs 

Hs.86941 ESTs 

Hs.81795 ESTs 

Hs .79658 casein Wnase 1 , epsilon 

Hs.23687 ESTs 

Hs.170044 ESTs 

Hs.30469 ESTs 

Hs 216701 Homo sapiens mRNA; cDNA OKFZp564l0816 (f 

Hs.266770 ESTs, Weakly similar to 2004399A chromos 

Hs 31 8773 WAA1836 protein 

Hs 31746 hypothetical protein DKF2p547F072 

Hs.86905 ATPase, H+ transporting, lysosomal (vacu 

Hs.32728 EST 

Hs.22586 ESTs 

Hs.279454 ESTs 

Hs 36094 EST 

Hs.301062 UDP-N-acetyWa!pha-D^al3dosanime:polyp 
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110434 
110553 
110750 
110827 
110829 
110917 
111100 
111112 
111179 
111185 
111223 
111275 
111443 
111573 
11159D 
111671 
111732 
111809 
111829 
111944 
112015 
112023 
112055 
112334 
112340 
112353 
112467 
112478 
112533 
112588 
112595, 
112676 
112744 
112777 
112817 
112902 
113009 
113151 
113297 
113398 
113484 
113769 
113794 
113971 
114066 
114178 
114206 
114371 
114428 
114466 
114625 
114862 
114908 
114973 
115009 
115055 
115098 
115321 
115385 
115^66 
115479 
115663 
115669 
115748 
115810 
115827 
115881 
116148 
116257 
116365 
116941 
116982 
116995 
116997 
117016 
117097 
117101 
117238 
117303 
117399 
117503 
117544 
117594 



H49446 • 
H58934 
N20522 
N30077 
N30198 
N46363 
N62522 
N63281 
N67239 
N67551 
N66921 
N70970 
R01901 
R10305 
R11157 
R19368 
R25153 
R33616 
R36070 
R40606 
R42836 
R43020 
R43621 
R56239 
R56502 
R58986 
R65706 , 
R66067 



R77302 
R77783 
R86976 
R93206 



R98491 

T09262 

T23699 

T51620 

T67161 

T82280 

T87795 

U559B6 

W37382 

WB6760 

Z38152 

Z39063 

239294 

Z41835 

AA017130 

AA026970 

AA084362 

AA235174 

AA236545 

AA250845 

AA251561 

AA253005 

AA256161 

AA280805 

AA282540 

AA287008 

AA287596 

AA405838 

AM10645 

M418835 

AA426026 

AA427890 

AA435577 

AA460708 

AA481493 

AA521080 

H77395 

H81933 

H83928 

HB4214 

H87171 

H93508 

H94043 

N20815 

N22776 

N26480 

N31963 

N33222 

N34929 



Hs.26299 

Hs.124990 

Hs.30981 

Hs.14855 

Hs.28625 

Hs.5170 

Hs.20450 

Hs.35452 

Hs.10760 

Hs.12844 

Hs.334838 

Hs.35006 

Hs.1856B3 

Hs.75425 

Hs.229084 

Hs.163813 

Hs.24688 

Hs.21263 

Hs.23198 

Hs.236223 

Hs.26139 

Hs.206469 

Hs.8904 

Hs.26613 

Hs.28664 



Hs.22404 
Hs.34060 
Hs.293762 
Hs.35467 
Hs.14584 
Hs.1 29190 
Hs.7246 
Hs.9326 
Hs.13059 
• Hs.87016 

Hs,187543 

Hs.22985 

Hs.11090 

Hs.269172 

Hs.26920 

Hs.17930 

Hs.27339 

Hs.27810 

Hs.84790 

Hs.135150 

Hs.106432 

Hs.54973 

Hs.87762 

Hs.48689 

Hs.61753 

Hs.161729 

Hs.191540 

Hs.109694 

Hs.285655 

Hs.278188 

Hs.40507 

Hs.199014 

Hs.90286 

Hs.187615 

Hs.83583 

Hs.184942 

Hs.62905 

Hs.88537 

Hs.46765 

Hs.39749 

Hs.312582 

Hs.40594 

Hs.52170 

Hs.41919 

Hs.24341 

Hs.173337 

Hs.264079 

Hs.43805 

Hs.44286 

Hs.44451 

Hs.171984 



ESTs 
ESTs 
ESTs 
ESTs 
ESTs 
ESTs 

BCM-Oke membrane protein precursor 
ESTs 

asporin {LRR class 1) 
EC? -tike-domain, mullipie 6 
KIAA1B66 protein 
ESTs 

gb:Homo sapiens endogenous retrovirus W 
ESTs 

ublqifl'tln associated protein 

Homo sapiens cDNA FU11666fis, clone H 

ESTs 

EST 

gb:Homo sapiens fuB length insert cDNA 

suppressor of potassium transport defect 

ESTs 

EST 

ESTs 

ESTs, Wealdy similar to ALU6_HUMAN ALU S 
to superfamfty protein 

Homo sapiens mRNA; cDNA DKFZp586F1323 {( 
g b:yi16g12.s1 Soares placenta Nb2HP Homo 
ESTs 

gb^i47f03.s1 Soares placenta Nb2HP Homo 
gb:yi75h08.s1 Soares placenta Nb2HP Homo 
protease, serine, 12 (neurotrypsin, moto 
ESTs 

ESTs, Weakly similar to I38022 hypotheti 

EST 

ESTs 

Human ONA sequence from clone RP5-1Q46G1 

ESTs 

EST 

ESTs 

hypothetical protein FU22938 
ESTs 

alpha2,&-siaryitransf erase 
membrane-spanning 4-domains, subfamily A 
ESTs 
ESTs 

chromosome 6 open reading frame 1 1 

EST 

ESTs 

WAA0225 protein 

king type-t cell membrane-associated gly 

gbzn05b10.r1 Stratagene hNT neuron (937 

Homo sapiens cDNA FU1 3410 6s, done PL 

cadherin-Uke protein VR20 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

KIAA1451 protein 
ESTs 

ESTs, Moderately similar to 154374 gene 
ESTs 

ESTs, Moderately similar to ALU7JWMAN A 

ESTs 

ESTs 

actin related protein 2/3 complex, subun 

G protein-coupled receptor 64 

hypothetical protein FU14834 

ESTs 

ESTs 

ESTs 

ESTs 

gb:ys64b03.s 1 Soares retina NZb4HR Homo 

ESTs 

ESTs 

EST 

transcriptional co-acGvalor with POZ-bi 

ESTs 

ESTs 

lipoma HMGIC fusion partner-like 3 

ESTs 

ESTs 

ESTs 

540 . 
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117627 

117653 

117695 

117697 

117766 

117B07 

117816 

117882 

117987 

118074 

118114 

118151 

118270 

118291 

118358 

11B383 

118412 

118433 

118600 

118641 

118643 

118695 

118915 

119041 

119069 

119105 

119154 

119241 



119310 

119345 

119353 

119390 

119423 

119428 

119529 

119795 

119817 

119831 

119930 

120039 

120256 

120284 

120350 

120379 

120383 

120420 

120437 

120461 

120594 

120611 

120626 

120696 

120747 

120749 

120752 

120851 

120866 

120949 

120996 

121038 

121065 

121067 

121071 

121082 

121172 

121191 

121354 

121393 

121399 

121479 

121498 

121704 

121736 

122198 

122220 

122250 

122279 

122286 

122330 

122338 

122355 

122590 



N36113 
N38970 
N40953 
N40976 
N47807 
N48701 
N48872 
N50101 
N51935 
N54188 
N56875 
N58276 
N62868 
N63076 
N64017 
N64529 
N648S6 
N66248 
N69222 
N70298 
N70324 
N71781 
N91481 
R02591 
R27619 
R42357 
R61293 
T12559 
T16367 
T40427 
T63474 
T66867 
T89122 
T99544 
W02129 
W38053 
W73370 
W74257 
W78050 
W86471 
W92548 
AA169801 
AA1B2626 
AA211300 
AA227849 
AA228030 
AA236031 
AA243427 
AA251301 
AA282054 
AA284178 
AA285064 
AA291503 
AA302976 
AA303235 
AA311972 
AA349662 
AA350718 
AA397B30 
AA398281 
AA398536 
AA39865B 
AA39B662 
AA398678 
AA398722 
AA400013 
AA400205 
AA405384 
AA405981 
M406059 
M411911 
AA412033 
AA418743 
AM21131 
AA435892 
M436011 
AA436692 
M437209 
AA437259 
M442870 
AA443311 
M443789 
AA453264 



Hs.44789 
Hs.194214 
Hs.45093 

Hs.46767 
Hs.46523 

Hs.301406 

Hs.47374 

Hs.130323 

Hs.143212 

Hs^29119 

Hs.48653 

Hs.138746 

Hs.144633 

Hs.49001 

Hs.97437 

Hs.141609 

Hs.238936 

Hs.49829 

Hs.49840 

Hs.50081 

Hs.54713 

Hs.284294 

Hs.231046 

Hs.91453 



Hs.65327 

Hs.90696 
Hs.1 87402 
Hs.249712 
Hs.173734 
Hs.55242 

Hs.339722 

Hs.159690 

Hs.58419 

Hs.151624 

Hs.94985 

Hs.98710 

Hs.108614 

Hs.123122 

Hs.112885 

Hs.104311 

Hs.293369 

Hs.5094 

Hs.1 10637 

Hs.104485 

Hs.97249 

Hs.96672 

Hs.22895 

Hs.174248 

Hs.291272 

Hs.98347 

Hs.308114 

Hs.97365 

Hs.97300 

Hs.97302 

Hs.139355 

Hs.97750 

Hs.104447 

Hs.193737 

Hs.262643 

Hs.332700 

Hs.98110 

Hs.178045 

Hs.98308 

Hs.148515 

Hs.97541 

Hs.98187 



Hs.234016 
Hs.104944 
HS.9862B 
Hs.9899B 
Hs.19978 
Hs.99310 



ESTs, Weakly similar to B34087 hypothet 

ESTs 

EST 

gb:yy80b06.s1 Soares_multipJe_sderosis_ 

EST 

EST 

gb:yy77a05.s1 Soares_mu!lrple_sderosG_ 

hypolhelical protein PP3501 

Homo sapiens cDNA FU13561 fis. done PL 

Homo sapiens, clone IMAGE3960432, mRNA 

cystatinF(leukocystatin) 

EST 

ESTs 

EST 

hypolhelical protein DKFZp434F2322 
EST 

centrosomal protein 1 
EST 

ESTs, Weakly similar to (defline not av 

ESTs 

ESTs 

KIAA1 199 protein 
ESTs 

Breakpoint duslef region protein, uteri 

EST 

ESTs 

gb:yh07a05.s1 Soares infant brain 1NIB H 
gb:CHR90079 Chromosome 9 exon II Homo sa 
EST 

gb:ya01a06.s2 Stratagene lung (937210) H 

EST 

ESTs 

ESTs, Weakly similar to ALU1_HUMAN ALU 
ESTs, Weakly similar to ALU1_HUMAN ALU 
EST 

ESTs, Highly similar to S03917 fibronec 
ESTs 

DKFZP586L2024 protein 
hypocrefin (orexin) receptor 2 
ESTs 

hypothetical protein 

gbzp54e1 U1 Stratagene NT2 neuronal pr 
KIAA0627 protein; Orosophila multiple as 
gb:DKFZp434B1822_r1 434 {synonym: htes3) 
FSH primary response (LRPR1, rat) homoto 
spinal cord-derived growth factor-B 
novel protein with MAM domain 
ESTs 

ring finger protein 10 

homeoboxAlO 

EST 

ESTs 

ESTs 

gb:EST14544 Testis tumor Homo sapiens cD 

hypothetical protein FU23548 

ESTs 

ESTs 

ESTs, Weakly similar to JC5308 testis-sp 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

gb2l75h07^1 SoaresJeslis.NHT Homo sap 

EST, Weakly similar to MPL3 RAT M1CROTUB 

ESTs 

ESTs 

ESTs 

EST 

ESTs 

ESTs 

KIAA1862 protein 

Human done 23564 mRNA sequence 

ESTs 

ESTs 

EST 

ESTs 

ESTs 

Homo sapiens, done IMAGE:4214491, mRNA. 
ESTs 

CGK30 protein 
ESTs 
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122746 AA458791 

122805 AA450702 Hs.82772 

122841 AA461536 Hs.288908 

122899 AA469960 Hs.178420 

5 122933 AA476728 Hs.107537 

123005 AA479726 Hs.52620 



123142 AA487504 Hs.105718 

123153 AA488349 Hs.334808 

123168 AA488881 Hs.105218 

10 123188 AA489092 Hs.177726 

123276 AA491270 Hs.187946 

123305 AM96133 

123328 AA496968 

123450 AA598913 Hs.111207 

15 123464 AA599014 Hs.153321 

123650 AA609332 Hs.180696 

123700 AA509606 Hs.191956 

123858 AA620821 Hs.112911 

123863 AA620873 Hs.112916 

20 124046 F10243 

124059 F13673 Hs.283713 

124196 H52617 Hs.144167 

124197 H52921 

124229 H62793 Hs.268945 

25 124230 H63111 Hs.6655 

124241 H65947 Hs.165355 

124251 H68286 Hs.107924 

124400 N30597 Hs.179152 

124416 N34042 Hs.271674 

30 124570 N67117 Hs.10280B 

124575 N68168 

124588 N69197 Hs.191361 

124598 N70294 Hs.269137 

124655 N93176 Hs.102914 

35 124706 R07499 Hs.193612 

124848 R60135 Hs.203498 

124882 R74041 Hs.101539 

124898 R82846 Hs.273789 

125086 T91161 Hs.173880 

40 125145 W38001 

125216 W73409 Hs.103185 

125342 AI055916 Hs.133552 

125351 T96520 Hs.324746 

125419 AI076822 Hs.134544 

45 125424 T99667 Hs.18564 

125526 R14487 Hs.17110 

125539 R17870 Hs.248120 

125633 AA908225 Hs.15463 

125689 R48940 Hs,108043 

50 125707 C14616 Hs.284122 

125790 AAB68325 Hs.99952 

125876 AA324967 ' Hs.7298 

125969 R94247 Hs.B8414 

125970 AI400964 Hs.177516 
55 125975 AA495891 Hs.152290 

125985 H54857 Hs^5981 

126018 H54866 Hs. 167583 

126032 H59735 Hs.269065 

126059 . H66582 Hs.308486 

60 126107 H79155 Hs.93361 

126154 AI004105 Hs.190488 

126199 A1000492 Hs.1 25829 

126207 W77936 Hs.83583 

126227 N27236 Hs.269034 

65 126269 AA830432 Hs.44701 

126373 F11606 Hs.6079 

126378 AA347842 

126383 AA8B5594 Hs.6298 

126403 N73388 Hs.125976 

70 126525 AA884833 Ks.166432 

126527 AA548559 Hs.103853 

126566 W67245 Hs.103142 

126583 W92895 Hs.279746 

126610 AA460338 Hs.191391 

75 126622 AA699443 Hs.193213 

126633 AA206993 Hs.315367 

126727 AA037230 Hs.135084 

126762 AA064671 

126775 S86382 Hs.957 

80 126783 AA126047 

126882 AA761143 Hs.2505B1 

126945 R51877 Hs25845 

126968 AI311457 Hs.99472 



gb:aa88c02.s1 Stratagene fetal retina 93 

collagen, type XI. alpha 1 

WAS protein family, member 2 

ESTs, Highly similar to WASP interacting 

chromosome 7 open reading frame 2 

integral, beta 8 

EST 

hypothetical protein M6C4189 

EST 

ESTs 

ESTs 

gb:zv51e12*1 SoaresJesOsJIHT Homo sap 
gbaa42g03.s1 Soares_NhHMPu_S1 Homosapi 
ESTs 

Homo sapiens cDNA FU10577 fis, clone NT 

ESTs 

ESTs 

EST 

ESTs 

gb:HSC3CC122 normalized infant brain cON 
ESTs, Weakly similar to S64054 hypotheti 
ESTs 

gb:yq76c09.s1 Soares fetal liver spleen 
ESTs 

Homo sapiens EST from clone 208499. full 
ESTs. Moderately similar to ZN91_HUMAN 2 
ESTs 

toll-like receptor 7 

ESTs 

ESTs 

gb:za11c01.s1 Soares fetal liver spleen 
ESTs. Weakly similar to 138022 hypotheti 
ESTs. Weakly similar to A56194 Ihromboxa 
ESTs 

ESTs. Weakly similar to ALU8JWMAN ALU 

EST 

ESTs 

ESTs 

mterieukin 1 receptor accessory protein 

ESTs 
ESTs 

aipha-2-HS-giycoprotein 

ESTs 

ESTs 

Homo sapiens mRNA; cDNA DKFZp434C2016 (f 

G protein-coupled receptor 21 

Homo sapiens, clone IMAGE:2959994, mRNA 

Friend leukemia virus integration 1 

Wnt inhibitory factor-1 

proteoglycan 2, bone marrow (natural kil 

biphenyl hydrolase-like (serine hydrolas 

BTB and CNC homology 1, basic leucine zi 

high density lipoprotein binding protein 

ESTs, Highly similar to JC2463 vasoactiv 

ESTs 

ESTs 

ESTs, Highly similar to KIAA0349 (H.sapl 

ESTs 

ESTs 

Homo sapiens, Similar to nuclear localiz 
ESTs 

actin related protein 2/3 complex, subun 

ESTs 

ESTs 

B cell RAG associated protein 
gb7y62a1U1 Soares_mu!Ople_sclerosts_ 
WAA1151 protein 

ESTs, Weakly simflar to S71949 metallopr 
ESTs 

hypothetical protein RJ20043 
ESTs 

varalioid receptor-tike protein 1 

ESTs 

ESTs 

Homo sapiens, Similar to hypothetical pr 
cystatin C (amyloid angiopathy and cereb 
gbzml 3b0As1 Stratagene pancreas (93720 
putative opioid receptor, neuromedin K ( 
gb2n09d1(Xs1 Stratagene hNT neuron (937 
SWl/SNF related, matrix associated, ac6 
ESTs 
ESTs 
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127070 AA641812 Hs.190037 

127087 AA380418 Hs.88012 

127187 AA297138 Hs.207422 

127215 AI246377 Hs.127675 

5 127229 AA316181 Hs.61635 

127278 AA342715 

127299 AA360710 Hs.158480 

127325 AA393073 Hs.126099 

127347 AA428350 Hs.58389 

10 127401 AA921944 Hs.127639 

127420 AA599582 Hs.82171 

127438 A1224421 Hs.77100 

127441 AA835684 Hs.287601 

127449 A1421865 Hs.75722 

15 127493 AA808081 Hs.291701 

127505 AA594244 Hs.292245 

127620 AI025699 Hs.116200 

127623 AA773234 Hs.271877 

127633 A1339609 Hs.268538 

20 127701 AA935466 

127713 AA688322 Hs.150683 

127722 M700444 Hs.189186 

127733 AA704680 Hs.189005 

127816 AA743646 Hs.120604 

25 127966 AM93406 Hs.292514 

127973 AI336794 Hs.129117 

127989 AA909267 Hs.132413 

127997 AI281549 Hs.311054 

128016 N92597 Hs.826B9 

30 128037 AA868394 Hs.181129 

128053 T65605 Hs.65377 

128066 AA884838 Hs.189171 

128071 AA889398 Hs.189241 

128091 AA904559 Hs.129329 

35 12B113 AI341423 Hs.288433 

128145 A1498467 Hs.166669 

128167 AA932961 Hs.85752 

128195 AI143866 Hs.127778 

128265 T95851 Hs.17691 

40 128283 AI076570 Hs.134053 

128309 AI457235 Hs.166479 

128313 AI051250 Hs.157775 

128346 A108B907 Hs.160189 

128359 AI096526 Hs.270244 

45 128369 F12681 Hs.30445 

128371 H12876 Hs.283078 

128421 T77B76 Hs.268589 

128453 X02761 Hs.287820 

128496 T83496 Hs.32944 

50 ' 128514 H84261 Hs.301693 

128551 H09058 Hs.278398 

12B683 AA316862 Hs.9605 

128731 AF005271 Hs.104555 

128843 AA234141 HsJ275675 

55 128988 AA411040 Hs.294140 

129016 W84524 Hs.184194 

129021 AA426406 Hs.173081 

129095 112350 Hs.1D8623 

129171 AA234048 Hs.7753 

60 129188 M30257 Hs.109225 

129410 U25987 . Hs.272620 

129467 AA410311 Hs.44208 

129518 AA369807 Hs.112238 

129534 R73640 Hs.11260 

65 129632 L27213 Hs.1176 

129691 X06700 Hs.1 19571 

129881 AA458952 Hs.181406 

129990 N30316 

130049 V01515 Hs.1460 

70 130171 AA454177 Hs.245257 

130411 AA505009 Hs.169910 

130479 R44163 Hs.12457 

130511 L32137 Hs.1584 

130521 U92971 Hs.194351 

75 130645 AA020942 Hs.17200 

130555 N92934 Hs.174Q9 

130656 Z20481 Hs.330988 

130889 D57622 Hs.20985 

131064 AA598441 Hs.22583 

80 131070 F13694 Hs.22607 

131189 L16782 Hs.240 

131318 X51699 Hs.2558 

131506 W47579 Hs.5801 



ESTs 

SHP2 interacting transmembrane adaptor 
ESTs, WeaWy similar to S71949 metatlopr 
ceroicMiprfusctnosis, neuronal 6 (epile 
six transmembrane epithelial antigen of 
gb:EST48309 Fetal spleen Homo sapiens cD 
ESTs 
ESTs 

hypothetical protein MGC4090 
ESTs 

Homo sapiens done 191B7 placenta expres 
general transcription factor HE. polype 
Homo sapiens cDNA FU13830 fis, done TH 
ribophorin II 
ESTs 

ESTs, Weakly simitar to ALU1.HUMAN ALU S 
ESTs 

anglopoietin-tike 2 

potassium voltage-gated channel, Isk-rel 
gb:zf84c06.s1 Soares_pineal_gland_N3HPG 
ESTs 

ESTs, Weakly similar to ALUD_HUMAN !!!! 
ESTs 

ESTs, Weakly similar to YA02_HUMAN HYPOT 

ESTs 

ESTs 

ESTs 

Homo sapiens mRNA full length insert cON 

tumor rejection antigen (gp96) 1 

ESTs, Weakly similar to S18968 cyritesti 

ESTs. Moderately simitar to KIAA1399 pro 

ESTs 

ESTs 

ESTs 

neurotrimin 

solute carrier famfly 4, sodium bicarbon 

uncharacterized hematopoietic stem/proge 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs 

ESTs, Weakly similar to 138022 hypotheti 
Homo sapiens cDNA FU14687 fis, clone NT 
hOAT4 
ESTs 

fibronecGn 1 

inositol pd!yphosphate-4-phosphatase, ty 
Homo sapiens, done IMAGE:3638994, mRNA, 
KIAA1 117 protein 

deavage and polyadenylatlon specific fa 
neuropeptide FF-amide peptide precursor 
katanin p80 (WD40<»ntaining) subunit B 
ESTs 

transmembrane 4 superfamily member 5 ' 
WAA0530 protein 
thrombospondin 2 
catumenin 

vascular cell adhesion molecule 1 
pregnancy specific beta-1-grycoprotem 9 
hypothetical protein FU23153 
ESTs 

hypothetical protein FU11264 

solute carrier family 4, anion exchanger 

collagen, type (II, alpha 1 (Ehlers-Danl , 

hypothetical protein FU22301 

gb:yw75b05.s1 Soares_placenta_8to9weeks_ 

glucagon 

ESTs, Weakly similar to A46010 X-finked 
K1AA0173 gene product 
hypothetical protein FU10814 
cartilage ongomeric matrix protein (pse 
coagulation factor II (thrombin) recepto 
STAM-tike protein containing SH3 and ITA 
cysteme-rich protein 1 finlesUnal) 
Homo sapiens, Similar to Bicaudal D (Dro 
sin3-assodated polypeptide, 30kD 
DKFZP434K2235 protein 
ESTs 

W-phase phosphopratein 1 

bona gamma-carboxyglutamate (gla) orotei 

KIAA1194 protein 
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131551 AA127B67 Hs.28608 

131563 C20547 Hs.302810 

131830 U33054 Hs.32959 

131879 AA017161 Hs.33792 

5 132017 W67251 Hs.267659 

132025 U58516 Hs.3745 

132096 AA131410 Hs.3964 

132159 D76435 Hs.41154 

132164 U84573 Hs.41270 

10 132180 AA405569 Hs.418 

132223 R77451 Hs.4245 

132238 AA453446 Hs.42673 

132408 F09979 Hs.4774 

132945 N40559 Hs.6129 

15 133185 AA481404 Hs.6686 

133193 C14015 Hs.303075 

133370 AA156897 Hs.72157 

133406 U22172 Hs.179697 

133409 U65918 Hs.73078 

20 133591 T82292 Hs.75111 

133899 X00588 " - Hs.77432 

134137 F10045 Hs.79347 

134339 AA478971 Hs.81988 

134421 AA122386 Hs.829B5 

25 134462 U11037 Hs.181300 

134515 C20737 Hs.84469 

134527 T40835 Hs.322978 

134711 X04011 Hs.88974 

134824 S78723 Hs.298623 

30 134854 J03464 Hs.179573 

134921 W60186 Hs.1 25511 

135003 H42527 Hs.26102 

135210 W90522 Hs.93589 

135348 AA442054 Hs.268177 

35 100547 HG2149-HT2219 

100572 HG2271-HT2367 Hs.73995 

100687 HG3115-HT3291 

100695 HG315-HT315 Hs.272620 

101447 M21305 

40 102329 U35407 Hs.158084 

102892 X05232 Hs.83326 

103036 X54925 Hs.83169 

103206 X72755 Hs.77367 

103260 X78416 Hs.3155 

45 103751 AA082824 

104113 AA427510 Hs.181202 

104316 D61B71 Hs.330821 

104453 M19169 Hs.123114 

104668 AA007312 

50 104916 AA056588 Hs.155489 

106151 AA424958 Hs.294132 

106899 AA490107 Hs.21753 

107379 U93868 Hs.333861 

107412 W26105 Hs.287797 

55 107652 AA010195 Hs.52642 

107754 AA017462 Hs.269244 

107897 AA026240 

108238 AA059473 Hs.66783 

108497 AA083070 

60 108710 AA121960 

109012 AA156576 Hs.5947 

109043 AA159605 Hs.72580 

109560 F01778 Hs.131740 

110572 H60523 Hs.37844 

65 110687 H93005 Hs.177311 

111418 R01084 Hs.19081 

111507 R07728 Hs.268568 

111644 R16539 Hs.223649 

111919 R39926 Hs.21031 

70 112102 R44840 Hs.326475 

112229 R50938 Hs.24949 

112309 R55021 

112368 R59371 Hs.26653 

112397 R60822 Hs.26805 

75 112532 R69824 Hs.28313 

112858 T02963 Hs.4454 

113170 T54342 Hs.270373 

113321 T70580 Hs.13759 

113404 T82323 Hs.70337 

80 113420 T83964 Hs.15400 

113613 T93337 Hs.17167 

113663 T95909 

113790 W33178 Hs.26912 



Homo sapiens cDNA: FU221 15 lis, clone H 
Novel human gene mapping to chomosome 20 
G protein-coupled receptor kinase 2 (Dro 
ESTs 

vav 3 oncogene . 

milk lat globute-EGF factor 8 protein 

Homo sapiens clone 24877 mRNA sequence 

Zic family member 1 (odd-paired Drosophi 

procollagen-lysine, 2-oxoglutarate 5-dia 

fibroblast activation protein, alpha 

chromosome 1 1 hypothetical protein ORF3 

ESTs 

Homo sapiens mRNA; cONA DKFZp761 C171 2 (f 
ATP-binding cassette, sub-family B (MDR/ 
hypothetical protein DKFZp56401664 
EST 

DKFZP56411922 protein 

Human DNA damage repair and recombinafio 

deleted in azoospermia-Kke 

protease, serine, 11 (IGF binding) 

epidermal growth factor receptor (avian 

KIAA0211 gene product 

disabled (Drosophila) homolog 2 (mitogen 

collagen, type V, alpha 2 

sel-1 (suppressor of lin-1 2, C.etegans)- 

ESTs 

EST 

cytochrome b-245. beta polypeptide (chro 
5-hydroxytryplamine (serotonin) receptor 
collagen, type I. alpha 2 

Homo sapiens mRNA; cDNA DKFZp434P1530 (f 
trichorhinophalangeal syndrome I 
hypothetical protein DKFZp564B1162 
phospholtpase C, gamma 1 (formerly subty 
gb:Homo sapiens mucin (mucin) mRNA, part 
filaggrin 

gb:Human GoIIi-mbp gene, exon 2, 
pregnancy specific bet a- 1 -glycoprotein 9 
gb:Human alpha satellite and satellite 3 
peroxisome receptor 1 
matrix metaltoproteinase 3 (stromelysin 
matrix metalloproteinase 1 (interstitial 
monokine induced by gamma interferon 
casein, alpha 

gb:zo08b08.s1 Stratagene neuroepithelium 

hypothefical protein FU 10038 

EST 

cystatin SN 

gb:EST376458 MAGE resequences, MAGH Homo 

NS1-associated protein 1 

ESTs 

JM5 protein 

polymerase (RNA) 111 (DNA directed) (32k 
Megrin, beta 1 (fibronectin receptor, 
ESTs, Weakly similar to ALUFJWMAN !Ul 
ESTs 

gb:no77a05.s1 Nd_CGAP_AA1 Homo sapiens 
EST 

gb:zm85a05.r1 Stratagene ovarian cancer 
gb3m24g09.r1 Stratagene pancreas (93720 
met transforming oncogene (derived from 
ESTs 

Homo sapiens cDNA: FU22562 fis, clone H 

EST 

ESTs 

ESTs 

ESTs 

EST, Moderately simitar to Cd-7 Metalto 
ESTs, Weakly similar to 178885 serine/th 
ESTs 
ESTs 

gb:y)76d05.s1 Scares breast 2NbHBst Homo 
ESTs 

ESTs, WeaWy similar to putative p1 50 [ 

ESTs 

ESTs 

ESTs, Weakly similar to S65657 arpha-1C 
RAB3A interacDng protein (rabin3H'te 
immunogloburrn superfamily, member 4 
ESTs, Weakly similar to S65824 reverse 
ESTs. Highly similar toLRRFLM intera 
gb:ye47g07^1 Soares fetal fiver spleen 
ESTs 
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113889 
114016 
114251 
115187 
115722 
115775 
116380 
116551 
117009 
117329 
117523 
118387 
118456 
118741 
118771 
119075 
119217 
119306 
119347 
120006 
120441 
120651 
120811 
121186 
121599 
122146 
122261 
122352 
122433 
122489 
122554 
122857 
122889 
123399 
123662 
123762 
123792 
123900 
123981 
124126 
124404 
124557 
124703 
124867 
125092 
125111 
125331 
125349 
125426 
125436 
125465 
125515 
125626 
125656 
125743 
125757 
125760 
125804 
125967 
126068 
126081 
126150 
126171 
126198 
126224 
126289 
126343 
126406 
126419 
126479 
126500 
126520 
126701 
126718 
126739 
126745 
126846 
126872 
126952 
127036 
127039 
127067 
127083 



W72720 
W90671 
Z39898 
AA261805 
AA417297 
AA424030 
AA598455 
D20458 
H85422 
N23680 
N32626 
N64579 
N66560 
N74042 
N74690 
R36451 
R95778 
T26914 
T64349 
W90108 
AA243588 
AA287286 
AA346854 
AA400156 
AM16770 
AA435584 
AM36830 
AA443725 
AA447417 
AA448342 
AA451886 
M463879 
AA465704 
AA521274 
AA609385 
AA610013 
AA620333 
AA621223 
C20797 
H1B517 
N31998 
N66025 
R07294 
R68971 
T92544 
T96240 
AM22996 
T87826 
R43963 
R54472 
AI375276 
R13353 
AJ038854 
AA040118 
H17151 
AI274906 
W03020 
R79519 
AI341206 
AI190171 
AI346024 
AA018427 
AA704771 
A1469355 
A1097280 
AA194603 
AA628890 
AA034O96 
AA451775 
T78141 
AA885306 
AA29298B 
AA515212 
AA322718 
AI160709 
AA057506 
M663527 
M136653 
AA195575 



AA233366 

F06732 

Z44079 



Hs.11087 

Hs.21948 

Hs.44021 

Hs.59609 

Hs.46627 

Hs.66817 

Hs.229071 

Hs.108555 

Hs.93570 

Hs.145532 



Hs.50421 

Hs.50547 

Hs.287820 

Hs.237309 

Hs,132785 

Hs.10B48 

Hs.190035 

Hs.99657 

Hs.52788 

Hs.339808 

Hs.98255 

Hs.250173 

Hs.98902 

Hs.159677 

Hs.285491 

Hs.178551 

Hs.154654 

Hs.99606 

Hs.287687 

Hs.105516 

Hs.1 12703 

Hs.112857 

Hs.1 12953 

Hs.95481 

Hs.164568 

Hs.164256 

Hs.141604 

Hs.300076 

Hs.168500 

Hs.137548 

Hs.178658 

Hs.161378 

Hs.164480 

Hs.184029 

Hs.16131 

Hs.158732 

Hs.180789 
Hs.78687 

Hs.166835 
Hs.40300 
"Hs.16899 
Hs.173770 
Hs.144413 
Hs.227835 
Hs.64616 
Hs.191942 
Hs.127310 
Hs.44493 
Hs.73451 
Hs.158701 

Hs.129064 

Hs.12285 

Hs.184376 

Hs.72071 

Hs.339670 

Hs.309435 

Hs.289047 

Hs.116910 

Hs.85962 

Hs.276916 

Hs.168103 

Hs.91608 



gb:zd61c03.s1 Soares Jeta!JiearLNbHH19W 

ESTs 

ESTs 

Homo sapiens mRNA for RJ00065 prolein, 

ESTs 

ESTs 

ESTs 

EST 

ESTs 

Homo sapiens cDNA: FU22664 fis, done H 
ESTs, WeaWy similar to FV1 MOUSE FRIEND 
gb:yz51d11.s1 Morton Fetal Cochlea Homo 
gb:yy69f01.s1 Soares_muIliple_sclerosis_ 
K1AAQ203 gene product 
ESTs 

fibronectrn 1 
EST 

EAP30 subunit of ELL complex 

gb:yc10d08.s1 Stratagene hing (937210) H 

K1AA01B7 gene product 

ESTs 

ESTs 

fragile X mental retardation, autosomal 
hypothetical protein FU10120 
EST 

hypothetical protein FU13158 

ESTs 

ESTs 

ESTs 

ribosomal protein LB 

cytochrome P450, subfamily 1 (dioxtn-ind 

EST, Weakly similar to STK2_HUMAN SERIN 

Homo sapiens cDNA: FU21960 fis, clone H 

EST 

ESTs, Moderately similar to AF171 102 1 r 

gb:af1Bd04.s1 SoaresJestisJIHT Homo sap 

ESTs 

EST 

ESTs 

fibroblast growth factor 7 (keralinocyte 

hypothetical protein FU20657 

ESTs, Moderatety similar to ALU 1 .HUMAN A 

sotule carrier family 22 (organic cation 

ESTs 

C084 antigen (leukocyte antigen) 
RA023 (S. cerevisiae) homotog 8 
ESTs 

ESTs, Weakly similar to T50609 hypotheti 
hypothetical protein DKFZp761A052 
hypothetica) protein FU12876 
ESTs 

gb:yf76c04.r1 Scares infant brain 1NIB H 
S164 protein 

neutral sphingomyelinase (N-SMase) acliv 

gb:ym37a05.M Soares Infant brain 1NIB H 

ESTs, Highly similar to 1B14460A p53-ass 

calpain3,(p94) 

ESTs 

ESTs 

ESTs 

WAA1049 protein 

chromosome 12 open reading frame 3 

ESTs 

ESTs 

Human ONA sequence from clone 462023 on 
ESTs, Weakly similar to S55024 nebuBn, 
ESTs 

gtoyv41h02.r1 Soares fetal liver spleen 
Homo sapiens chromosome 19, cosirtd F2216 
ESTs. Weakly similar to 155214 salivary 
synaptosomal-assctiated protein, 23kD 
hypothetical protein FU20038 
ESTs. Weakly similar to AF147790 1 trans 
ESTs, WeaWy simaar to KIAA0927 prolein 
Homo sapiens cONA FU14059 fis, done HE 
gb:zf49g04.r1 Soares refina N2b4HR Homo 
ESTs 

gb:UI-H-BI3-ala-a-12-0-Ul.s1 NC1_CGAP_Sij 

hyaluronan synthase 3 

nuclear receptor subfamily 1, group D. m 

prp28. US snRNP 100 kd protein 

gb:HSC1 JA051 normalized infant brain cDN 

otoferDn 
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127116 

1272B2 

127349 

127352 

127482 

127543 

127553 

127555 

127859 

127993 

128277 

128285 

128317 

128334 

128428 

128582 

128592 

128751 

129105 

129161 

129246 

129361 

129577 

129600 

129989 

130024 

130292 

130589 

130736 

131238 

131378 

131601 

131605 

131676 

131861 

131873 

132023 

132273 

132770 

132859 

133052 

133373 

133446 

134693 

134733 

134965 

135327 

135377 

135398 



AA27M92 Hs.288304 Homo sapiens cDNA FU1 1 529 fis, done HE 

AA347547 Hs.185780 ESTs 

AA4 121 08 Hs.269350 ESTs 

AA416577 Hs.189105 ESTs. Weakly similar to NBR1 3 lH.saptens 

AI337294 Hs 105352 GalNAc alpha-2, 6-sialyltransferase I, I 

A1364357 Hs.157392 Homo sapiens cDNA FU20780 fis, done CO 

AA282433 gb:aa63g02/1 NCLCGAPJ5CB1 Homo sapiens 

AA679B31 Hs.190228 ESTs 

AA806837 Hs.291559 ESTs 

AA847856 Hs.1 24565 ESTs 

AI018275 Hs.269791 ESTs 

AA634569 Hs.13351 LanC (bacterial (antibiotic synthetase c 

AI051960 Hs.303754 ESTs 

AI080130 Hs.134207 ESTs 

AI185718 Hs.143900 ESTs 

U22963 Hs.101840 major histocompatibility complex, dass 

AA470056 Hs.1 13994 Homo sapiens cDNA RJ20796 fis, done CO 

AA442274 Hs.183176 ESTs 

AA224351 Hs.108681 Homo sapiens brain tumor associated prot 

N27334 Hs.181780 hypolheticai protein FU20241 

N99174 Hs.206063 ESTs 

X64229 Hs.1 10713 OEK oncogene (DNA binding) 

AA424952 Hs.82906 COC20 (cell division cyde 20, S. cerevi 

N78980 Hs.271599 hypothetical protein MGC1 0500 

AF005887 Hs.247433 - activating transcription factor 6 

UI5197 Hs.1 13271 ABO Wood group (transferase A, alpha 1- 

rj70136 Hs.218791 proteoglycan 4, (megakaryocyte stimulati 

AA234308 Hs.16441 OKFZP434H204 protein 

Tg g385 gb:ow89g07.s1 Soares.felal.liver.spteen. 

R82327 Hs.24625 ESTs 

AA463886 Hs.203910 small glulamine-ricti tetratricopeptide r 

M31 1 65 Hs.29352 tumor neaosis factor, alpha-induced pro 

AA256220 Hs.29383 Homo sapiens mRNA; cDNA DKF2p434E2321 (f 

C20785 Hs.30514 ESTs 

D1 19 25 Hs.184245 KIAA0929 protein Msx2 interacting nudea 

H39997 Hs.166852 K1AA1 683 protein 

P01927 Hs.3743 matrix metafloproteinase 24 (membrane-m 

AA489716 Hs.43658 DKFZP586L151 protein 

AA425647 Hs.56406 Homo sapiens cDNA FU 13549 fis, done PL 

D20925 Hs.69235 trans portin-SR 

R40166 Hs.106826 WAA1 696 protein 

§72487 Hs.73946 endothelial cell growth factor 1 (platel 

M25322 Hs.73800 setectin P (granule membrane protein 140 

N70361 Hs.8354 Human transcription unit PVT gene, exons 

U03644 Hs^9421 CBF1 interacting corepressor 

J05480 Hs.272458 protein phosphatase 3 (formerly 28), cat 

AA477989 HsJ8800 ESTs 

C 2i382 Hs.99766 Homo sapiens mRNA; cDNA DKFZp564J0323 (f 

AA194075 Hs.287270 ret proto-oncogene (mulflple endocrine 
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TABLE 44B 

Pkey: Unique Eos probeset identifier number 
CAT number Gene duster number 
Accession: Genbank accession numbers 



Pkey 
108497 



107897 
130736 
108710 
100943 
124575 
125439 
117697 
125515 
118387 
126292 
102798 
126378 
125743 
126406 



CAT number 
110079.2 



91776J 

611414.1 

133560.1 

45976.1 

1666649J 

465590.1 

499877J 

181.2 

65081.-5 

327512.1 

34624 4 

244444.1 

5025.5 

95703 1 



Accessions 

AA074897 AA1 13914 M064671 AA079329 AA071309 AA084710 AA129030 AA075042 AA074794 AA071453 AA078803 AA148628 
AA07^ AA083070M102076M115163M0741^ 

AAQ71430 AA076056 AA075684 AA070053 AA126283 AA126078 AA075B95 AA079208 AA074583 M071086 AA079623 M070627 

AA078802AA076622 M065051M079143M071110AA079434M148748M 

A^3166AAra5118AA079450 M085044M120938AA0^ 

AA070940 AA075968 AA074563 AA084027 AA1 15929 

AA604872AA026240 

AI168326 T99385 

AA121959AA121960 

AW864944 L07517AW869606 

N68168 N69188 N90450 

AW835829 AA826305 R01759 

N40976AA902795 

R13353R13890H11359 

N64579 

AM91328N42312 t 

U88896 U88898 AA916056 T03285 AI341594 AI359534 AI634031 U88897 

N58924AA347842 

H17151 H11956 

N76683AA034096AA034082 
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127067 1534978.1 
119243 1774795.1 
111443 31528J8 



127278 
103751 
126636 
127331 
127357 
.126745 
126762 
126783 
112309 
126872 

120284 
111829 
104668 
127553 
120379 



240540 1 

11B557J 

80804.1 

379388.1 

288073.1 

104479 1 

110350.1 

113388.1 

1576900.1 

142695.1 

158963.1 

46636.1 

82752.1 

202308.2 

34624.3 



127701 


acmra 1 




cOOul 0. 1 


MARIS 


111686 1 


\\Jy\Jcu 


150431 1 


108409 


"H^RfiQ 1 
1 iOODJ_ 1 


100687 


Ugr HT3291 


109326 


genbank.AA210719 


123762 


genbanU\A610013 


116548 


genbank.020433 


125145 


entrez_W38001 


125153 


entrez_W38294 


116995 


genbanl^H83928 


102649 


genbanUJ68133 


118456 


genbank.N66580 


102860 


entrez X00368 


120715 


genban^AA292700 


120749 


genbanR - AA303235 


113663 


genbankj"95909 


1138B9 


genbank_W72720 


108258 


genbankJ\A063269 


101046 


entrez KO1 160 


129990 


genbank_N30316 


122745 


genbanKJ\A458791 


124046 


genbanleF10243 


108436 


genbank_M078801 


124197 


genbanK_H52921 


101447 


entrez_M21305 


108852 


genbanleAA133131 


101697 


entrezJA64358 


108931 


genban!eAA147186 


101909 


enlrez_S69265 


117816 


genbank.N48872 


119154 


genbanK_R61293 


119241 


genbanK_T12559 


119310 


genbankJ40427 


119347 


genbanKJ64349 


119529 


entrez_W38053 


112467 


genbanK_R65706 


112533 


genbank_R69886 


11258B 


genbanK.R77302 


121082 


genbanleAA398722 


123305 


genbankJW496133 


123328 


genbank^AA496968 


100547 


Bgr.HT2219 


123490 


genbankuAA599723 



F06732Z43705 
T1 2603 T1 2604 

AF072503 AF208161 AA613238 H12439 N76991 D78692 BE019603 AA776439 R37932 T93615 AF072508 R00744 R01948 R68685 

AI128496 AA865193 A1797629 H13302 AF072506 NM.014590 AF072505 R00743 T93661 T39519 R68740 H13097 N58614 N77302 

H01372 N41878 H04136 AA426511 AW971553 AW900030 R76136 T52094 AI598135 AA781423 R76086 R77278 AI393478 AA837267 

AI570707 R01901 R27412 N53177 A1379210 A1128526 AA250958 R79323 R27389 H01325 N55091 T69704 AA868777 T47345 R27591 

AA860368 AA729556 H04137 T87297 C17420 AA293243 AA419144 

AA342715AA367634 

AA131367AA082824 

AA057531 AA001527 

F20185AA622352 

AA424107AA452788 . 

AA047854 AA057506 AA053841 

AA064613AA064671 

AA083531 AA126047AA074915 AA148649 
R55021 H26613 

AW450979 AA136653 AA136656 AW419381 AA984358 AA492073 BE168945 AA809054 AW238038 BE01 121 2 BE01 1359 BE011367 
BE011368 BE011362 BE011215 BE011365 BE011363 
AA179656AA182626AA1B2603 
AF074991 R36070 

AW964385AA007312AI081711AA318253AW891655T99192 
AA505046 AW969109 AA505047 

AL042725BE063316AW975610AA457591 BE062092 AI655202 AA7 14296 Al 267264 AI075321 AA223286AA071122 AA227B49 

AA216700 AI698002 AA101887 AA099426 AA135B97 AUM1698 TQ2B15 T51824 AA207189 T50230 T51868 AA663341 BE165757 

AW818104 AW392886 AA584918 AA099408 AW856396 AWB61859 AA053045 

AA679064AA935466 

AA424107M452788 

AA081507 AA070071 AA070840 AA084362 

AA157811AA836869 

AA075631 M075578 

L18862 

M210719 

AA610013 

D20433 

W38001 

W38294 

H83928 

U68133 



X00368 

AA292700 

AA303235 

T95909 

W72720 

AA063269 

K01160 

N30316 

AA458791 

F10243 

AA078801 

H52921 

M21305 

AA133131 

M64358 

AA147186 

S69265 

N48872 

R61293 

T12559 

T40427 

T64349 

W38053 

R65706 

R69886 

R77302 

AA398722 

M496133 

AA496968 

M57417 

AA599723 



TABLE 45A: 90 GENES DOWN-REGULATED IN RHEUMATOID ARTHRITIS COMPARED TO NORMAL BODY 

Table 45A lists about 90 genes down-regulated in rheumatoid arthritis. These were selected from 35403 probesets on the Affymelrix/Eos Hu01 GeneChip. 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 
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Pkey 

100137 
100240 
100289 
100658 
100763 
100779 
101091 
101155 
102223 
102282 
102378 
102386 
102389 
102480 
102566 
102605 
102693 
102710 
102920 
102929 
103166 
103283 
103463 
103835 
104796 
105714 
105927 
105945 
106001 
106027 
106227 
106295 
106417 
107391 
109107 
109S85 
110021 
110738 
112746 
113059 
113822 
113859 
113909 
114693 
115399 
116606 
116633 
119254 
119493 
120108 
120886 
120953 
121303 
121547 
123495 
123608 
123749 
124763 
125366 
125657 
125670 
125882 
126541 
126715 
126817 
127112 
127273 
127615 
127635 
128528 
129398 
129621 
131037 
131328 
131631 
132079 
132455 
132582 
132610 
132755 
133192 



ExAccn UnigenelD Unigene Title 

013527 Hs.15071 chaperonin containing TCP1, subunit 8 (t 

D31767 HsJ5416 OAZ associated protein 2 

D45248 Hs. 179774 proteasome (prosome, macropain) activate 

HG2B55-HT2995 . Hs.75452 heat shock 70kD protein 2 

HG3597-HT38O0 gb:Human major histocompatibility comple 

HG3731-HT4001 Hs.302063 immunoglobulin heavy constant mu 

UJ6132 Hs.149155 voltage-dependent anion channel 1 

L13972 Hs.301698 sialyllransferase 4A (beta-galactosidase 

y 24685 gb:Homo sapiens immunoglobulin heavy cha 

U31383 Hs.79126 guanine nucleotide binding protein 10 

U40359 HsJ28491 spermidine/spermine N1-acetyltransferase 

U40998 Hs.81728 unci 19 (Cetegans) homolog 

U41371 Hs.75916 spDdng factor 3b, subunit 2, 145kD 

U50327 Hs.1 432 protein kinase C substrate 80K-H 

U59752 Hs.303091 pleckstrin homology, Sec7 and coiled/coi 

U64444 Hs.181369 ubiquilin fusion degradation 1-Kke 

U73824 Hs.1 83684 eukaryotic translation initiation factor 

U77827 Hs.1 13207 G protein-coupled receptor 30 

X12451 Hs.78056 cathepsin L 

X13238 Hs.74649 cytochrome c oxidase subunit Vic 

X67951 Hs.1 80909 peroxiredoxin 1 

X80199 Hs.83422 MLN51 protein 

Y00281 Hs.2280 ribophorin I 

AA172215 Hs.93748 Homo sapiens cDMA FU 14676 lis, clone NT 

M029368 Hs.33026 hypothetical protein PP2447 

AA291429 Hs.1 2211 GDP-fucose transporter 1 

AA402968 Hs.332040 hypothetical protein MGC13010 

AA404512 Hs.14453 interferon consensus sequence binding pr 

AA410986 Hs.8963 Homo sapiens mRNA full length insert cDN 

M412119 Hs.234799 ' breakpoint cluster region 

M429262 Hs.19613 ESTs 

M435664 Hs.8583 similar to AP0BEC1 

AA448008 Hs.261828 G protein-coupled receptor kinase 7 

W02877 Hs.284294 Breakpoint duster region protein, uteri 

AA1691BD Hs.269280 ESTs 

F09325 Hs.28102 ESTs 

H11252 Hs.31037 ESTs 

H99370 Hs.1 39648 kines'm family member 1 C 

R93237 Hs.74170 metatlothionein 1E (functional) 

T26925 Hs.172684 vesicle-associated membrane protein 8 {e 

W47350 Hs.17466 retmoic add receptor responder {tazaro 

W67225 Hs.13273 WAA0592 protein 

W78127 Hs.9956 hypolhefical protein FU20259 

AA122158 Hs.300683 Homo sapsenscDNAFU 12825 fis. clone NT 

AA283182 Hs.92023 core histone macroH2A12 

D80217 Hs.259842 protein kinase, AMP-activated, gamma 2 n 

F02702 Hs.268726 ESTs, Highly similar to ZN91 .HUMAN ZINC 

T15837 Hs.279009 matrix Gla protein 

W35384 Hs.50477 RAB27A, member RAS oncogene family 

W95695 Hs.1 6803 LUC7 {S, cerevisiae)-tike 

AA365566 Hs.301342 hypothetical protein MGC4342 

AA39791 1 Hs.97499 ESTs, Weakly similar to unknown [risaple 

AA402441 Hs.303197 B-cell CLL/lymphoma 7C 

AA412448 Hs.1 04777 ESTs 

AA599850 Hs.1 06747 serine carboxypeptidase 1 precursor prot 

AA609144 Hs.112651 ESTs 

AA609949 Hs.1 12790 EST 

R39610 Hs.76288 calpain 2, (nvlt) large subunit 

H60192 Hs.76853 Homo sapiens mRNA; cDNA OKFZp434N1728 (f 

AA481719 Hs.1 50540 Homo sapiens, clone 1MAGE3954961, mRNA, 

M432621 Hs.B2685 CD47 antigen (Rh-rdated antigen, integr 

H45538 Hs.101448 metastasis associated 1 

AA204913 Hs.7854 zinc/iron regulated transporter-like 

R70160 Hs^41552 WAA0268 protein 

AA478642 Hs.291623 ESTs, Weakly simitar to unnamed protein 

A1143906 Hs.125103 ESTs 

AA335263 Hs.144950 ESTs 

AA718919 gb:zv88a04.s1 Soares_NhHMPu_S1 Homosapi 

AA766903 Hs.116346 ESTs. Highly similar to A46297 beta-1,6- 

R39234 Hs.251699 ESTs, Weakly similar to 1DN4-GGTR14 [H.s 

AA437374 Hs.234573 Homo sapiens mRNA for TL1 32 

AA489459 Hs.301005 purtne-rich element binding protein B 

AA256171 Hs.22391 chromosome 20open reading frame 3 

V01 512 Hs.25647 v-fos FBJ murine osteosarcoma viral onco 

AA486868 Hs.29802 sfit (Drosophila) homolog 2 

H67964 HsJ8694 ESTs 

T1 5774 Hs.4892 Homo sapiens clone 24841 mRNA sequence 

AA318547 Hs.27871 2 eukaryotic translation initiation factor 

AA443114 Hs.5326 - amino acid system N transporter 2; porcu 

AA609201 Hs.182635 ESTs 

AA393804 Hs.67052 vacuolar protein sorting 26 (yeast homol 
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10 



133437 


R57419 


Hs.7370 


133449 


AA094989 


Hs.7381 


133649 


AA479139 


Hs.75393 


133814 


M338B2 


Hs.76391 


134378 


AF006088 


Hs.82425 


134419 


L08044 


Hs.82961 


134548 


U41515 


Hs.333495 


134776 


JD55B2 


Hs.89603 


135032 


AA243497 


Hs.173685 



plwsphotiayfinosilol transfer protein, b 
voltage-dependent anion channel 3 
acid phosphatase!, soluble 
myxovirus (influenza) resistance 1, homo 
actin relaled protein 2/3 complex, subun 
trefoil factor 3 (intestinal) 
Deleted In spln-hand/sptit-fool 1 regio 
mucin 1, transmembrane 
hypothetical protein FU12619 



TABLE 45B 
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Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 



Pkey CAT number Accessions 

127615 380951.1 AA626215 AA718919 

102223 IV™ 00 ^0t361 Y 6°^0O945 X65907 AF062254 AF062250 Z47228 Z75389 275374 AF062152 AF062146 Z75398 X64153 AF0621O1 AF062218 SK161 

102223 221.265 ^1™™™^ 

^BW^ySmtSS^ L291 15 M84508 Z75384 AJ244983 AJ245240 AJ245030 AJ245042 M26998 L03635 S64473 AJ244997 AJ245013 
W^IroO^S AF174085 AF174D86 U97246/U245011 AJ245017 W245028 AJ245041 AI245051 AJ245065 AJ245BC I IK2391 
Z49143 Z74655 AF0B7428 S66098 Z70650 AJ244929 AF00652B AF022004 AF021983 U00556 AJ245035 Z70817 Z70605 AJ245052 AJ245046 
AF087424 AF174054 S67110 U21257 U21267 U21268 Z35492 U71103 AF021991 L23518Z70644 AJ24503BZ49141 AF089001 Z74695Z46304 
AF021957 AF021990 AF022005 AF052527 AF021947 Z70604 Z70610 AF052104 Z49135 X64235 Z46341 Z46305 Z46307 Z49136 AJ244996 
Z46342 AJ244931 AJ244935 AJ244937 AJ244938 L1 2192 AJ244939 AJ244940 AJ244941 Z46308 AJ244962 AF062234 AJ244973 AJ244984 
AJ244985 AF174088 AJ279519 AJ279521 AJ279526 AJ245009 AJ279531 AJ245008 AJ244994 AJ244991 AJ244990 AJ244988 AJ244987 X87440 
AJ24523B Z70625 Z70626 Z70641 Z70640 Z70643 AJ244975 Z70616 Z70637 AJ244982 AJ244967 AJ239377 AJ245057 AF021 948 AF 107239 
AJ245040 L34163 AF062231 Z70627 AF0621 1 3 AF006527 AF174041 AJ279537 Z70642 U00497 Z70639 AJ245054 AJ244960 AJ279524 AJ244943 
AJ249631 AF035041 AJ245039 AJ245050 AF107233 AJ239362 AJ244959 Z46278 Z46290 Z46274 Z46281 AJ239351 L25293 AJ244944 AJ244951 
Z46280 Z46270 AJ245043 Z46276 AF107241 Z46271 Z46277 AJ245034 Z46273 AJ244992 Z46282 Z7063B Z46275 AJ244972 Z46272 Z46279 
Z46269 AF087422 M74469 X64159 AF103243 X64156 AJ244942 Z46316 AJ222547 Z46322 Z46324 Z46326 Z45327 AJ222556 Z46329 Z46330 
Z45302 AJ222561 AJ222549 AJ222568AJ222570AJ222571 Z49139 AJ222578AJ222562AJ 222577 Z4B323AJ 222576 AJ222566 Z46315 
AJ222557 AJ222564 AJ222559 AJ222573 AJ222575 Z4631 8 AJ222548 Z46319 AJ222552 AJ222550 AJ222567 AJ222558 AJ222563 Z46317 
X87438AJ222555AJ240581 AF103161 AJ24O580 AJ240594Y17929AJ240553AJ240573/U240558 AJ240555 Y1 7927 Y1 7949 W240561Y 17948 
Y17S33Y17947Y17944Y17928Y17931Y17934AJ2^ 

AW364256 AF103299 AF103122 X75022 AF004937 Z30557 Z30677 Z30573 Z30576 Z30561 Z30674 Z30562 Z30675 AW403129 A1203192 
AW404253 AW237246 AI654630 H61354 
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Table 46A fists about 714 genes upregulated in esophageal cancer relative to normal body tissues. These genes were selected from 59680 protests ,w\ |^^^^ , J 03 
Genechip array. Gene expression data for each probeset obtained from this analysis was expressed as average Intensity (AI). a normalized value reflecting the relative level of 
mRNA expression. 

Table 47A lists about 1 13 genes upregulated in esophageal tumors relative to normal esophagus. These genes were selected from 59680 pwbesete on the Eos/Affymetnx Hu03 
mRNA expression. 

Table 48AEsts about 162 genes deregulated tn esophageal tumors relative to normal esophagus. These genes were selected from f^J^^^SSSlS, ^ 
toechip array. Gene expression data for each probeset obtained from this analysis was expressed as average intensity (AO, a normalized value reflecting the relative level of 
mRNA expression. 

TABLE 46A: '. ■ — — ■ 

Pkey: Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelO: Untgene number 
Unigene Title: Unigene gene fffle 

R1: 90lh percentile of esophageal tumor Als divided by the 70th percentile of normal tissue Als, where the 1 5th 

the numerator and denominator. 



percentile of the normal tissue Als was subtracted from both 



Pkey ExAccn UnigenelO Unigene Title 

413808 J00287 Homo sapiens mRNA for caWesmon, 3* UTR 

411243 AB039886 Hs.69319 CA11 

422168 AA586894 Hs.1 12408 S100 calcium-binding protein A7 (psorias 

401781 Target Exon 

424098 AF077374 Hs.1 39322 small proline-rich protein 3 

425211 M18667 Hs.1 867 progastricsin (pepsinogen C) 

417366 BE185289 Hs.1076 small proline-rich protein 1B (comifin) 

401780 NWL005557*:Homo sapiens keratin 16 {foca 

421948 L42583 Hs.334309 keratin 6A 

400289 X07820 Hs.2258 tnatrix metalloprotdnase 10(strometysin 

429538 BE182592 Hs.11261 small proline-rich protein 2A 

400666 NhL002425:Homo sapiens matrix metallopro 

418007 M13509 Hs.83169 matrix metalloproteinase 1 (interstitial 



~Rl 

31.57 
26.06 
25.65 
23.23 
21.35 
20.37 
20.33 
18.94 
18.13 
18.01 
17.31 
17.28 
16.96 
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430520 NM 016190 Hs.242057 chromosome 1 open reading frame 10 16.35 

408522 AJ541214 Hs.46320 Small prime-rich protein SPRK [human, 16.22 

413278 BE563085 Hs.833 interferorv-stirnulated protein, 15 kDa 15.64 

421582 AI910275 trefoil factor 1 {breast cancer, eslroge 14.86 

5 425679 X05997 Hs.159177 lipase, gastric 14.53 

421773 W69233 Hs.112457 ESTs 14.26 

433091 Y12642 Hs.3185 lymphocyte antigen 6 complex, locus O 14.26 

422158 L10343 Hs.1 12341 protease inhibitor 3, skin-derived (SKAL 1353 

444325 AW152618 Hs.16757 ESTs 13.24 

10 431723 AW05B350 Hs.16762 Homo sapiens mRNA; cDNA DKFZp564B2062 (f 13.19 

420783 AI659838 Hs.99923 lectin, galactoside-binding, soluble, 7 11.98 

423673 BE003054 Hs.1 695 niatrix metatloproteinase 12 (macrophage 10.99 

426350 NNL003245 Hs.2022 transglutaminase 3 (E polypeptide, prote 10.77 

432239 X81334 Hs.2936 matrix metelJoproteinase 13 (collagenase 10.31 

15 446292 AF081497 Hs.279682 Rh type Oncoprotein 9.69 

421978 AJ243662 Hs.1 10196 NICE-1 protein 9.6B 

448811 A1590371 Hs.199460 ESTs 938 

453331 AI240665 ESTs 9.37 

423834 AW959908 Hs.1 690 heparin-brnding growth factor binding pr 9.28 

20 413719 BE439580 Hs.75498 small inducible cytokine subfamily A (Cy 9.18 

406687 M31126 matrix metalloproteinase 11 (stromelysin 9.13 

454034 NM 000691 Hs.575 aldehyde dehydrogenase 3 family, member 9.04 

450701 H39960 Hs.288467 hypothetical protein XP.098 151 8.77 

418686 Z36830 Hs.87268 annexinA8 8.76 

25 421110 AJ250717 Hs.1355 cathepsinE 8.42 

407788 BE514982 Hs.38991 S100 calcium-binding protein A2 8.42 

424012 AW36B377 Hs.137569 tumor protein 63 kDa with strong homolog 8.38 

423217 NM 000094 Hs.1640 collagen, type VII, alpha 1 (epidermotys 8.18 

427666 A1791495 Hs.180142 calmoduJin-like skin protein (CISP) 8.11 

30 450375 AA009647 a disinlegrin and metalloproteinase doma 8.03 

401785 NM_002275*:Homo sapiens keratin 15 (KRT1 7.97 

445891 AW391342 Hs.199460 DPCR1 protein 7.95 

437053 AU077018 Hs.3235 keratin 4 7.93 

423271 W47225 Hs.126256 interteukin 1, beta 7.80 

35 409757 NMJJ01898 Hs.123114 cystatinSN 7.74 

444342 NM_014398 Hs.1 0887 similar to lysosome-associated membrane 7.64 

452838 U65011 Hs.30743 preferentially expressed antigen in mela 7.58 

429211 AF052693 Hs.1 98249 gap junction protein, beta 5 (connexin 3 7.55 

428330 L22524 Hs.2256 matrix metalloproteinase 7 (matrilysin, 7.26 

40 448045 AJ297436 Hs.20166 prostate stem cell antigen 7.14 

408243 Y00787 Hs.624 Inteneukin 8 7.13 

429359 W00482 Hs^399 matrix metalloproteinase 14 (membrane-tn 7.08 

437191 NM 006846 Hs.331555 serine protease inhibitor, Kazal type, 5 7.04 

407366 AFG26942 Hs.17518 gb:Homo sapiens ckj33 mRNA, partial sequ 7.04 

45 424687 J05070 Hs.151738 matrix metalloproteinase 9 (gelaSnase B 6.98 

421379 Y15221 Hs.1 03982 small inducible cytokine subfamBy B (Cy 6.89 

414774 X02419 Hs.77274 plasminogen acBvator, urokinase 6.85 

439926 AW014875 Hs.137007 ESTs 6.84 

446921 AB012113 Hs.1 6530 small inducible cytokine subfamily A (Cy 6.82 

50 429259 AA420450 Hs.292911 Plakophilin 6.77 

419741 NM 007019 Hs.930O2 ubiquHin carrier protein E2-C 671 

424834 AK001432, Hs.1 53408 Homo sapiens cDNA FU 10570 fis, clone NT 6.67 

429228 AI553633 Hs.326447 ESTs 6.61 

426312 AF026939 Hs.181874 mterferornbduced protein with tetratri 6.60 

55 431211 MB6849 Hs.323733 gap junction protein, beta 2, 26kD (conn 6.58 

441362 BE614410 Hs.23044 RAD51 (S. cerevisiae) homolog (E coli Re 6.55 

414987 AA524394 Hs.294022 hypothetical protein FU14950 6.54 

446989 AK001898 Hs.1 6740 hypothetical protein FU 11 036 6.53 

409632 W74001 Hs.55279 serine (or cysteine) proteinase inhibito 6.51 

60 422166 W72424 Hs.1 12405 S1 00 calcium-binding protein A9(calgran 6.49 

417515 L24203 Hs.82237 ataxia-telangiectasia group Dissociated 6.48 

428471 X57348 Hs.1 84510 strafJfin 6.46 

422511 AU076442 Hs.117938 coBagen, type XVII, alpha 1 6.45 

444381 BE387335 Hs.283713 ESTs,Weak»ysimflartoS64054hypothetl 6.44 

65 401747 Homo sapiens keratin 17 (KRT17) 6.42 

421508 NMJKM833 Hs.105115 absent in melanoma 2 6.42 

416768 AA363733 Hs.1032 regenerating isteklerived 1 alpha (pane 6.42 

417079 U6S590 Hs.81134 mterieukin 1 receptor antagonist 6.41 

432374 W68815 Hs301885 Homo sapiens cDNAFU 11 346 ns, clone PL &38 

70 422596 AF063611 Hs.1 18633 2-5 , -ollgoadenylatesynlhetase-Jike 6.38 

409601 AF237621 Hs.80828 keratin 1 (epidermolytic hyperkeratosis) 6.36 

444781 NMJ)14400 Hs.1 1950 GPI-anchored metastasis-associated prate 6.35 

407811 AW1 90902 Hs.40098 cysterne knd superfamily 1, BMPantagon 6.33 

425415 M13903 Hs.157091 invotucrin 6.32 

75 431958 X63629 Hs.2877 cadherin 3, type 1, P-cadherin (placenta 6.30 

415989 • AI267700 ESTs 6.23 

406673 M34996 Hs.1 98253 rrajor histocompatibility complex, class 6.21 

449228 AJ403107 Hs.148590 protein related with psoriasis 6.21 

436749 AA584890 Hs.5302 lectin, galactoside-binding, soluble, 4 6.18 

80 444527 NMJJ05408 Hs.1 1383 small inducible cytokine subfamily A (Cy 6.06 

418663 AK001100 Hs.41690 desmocoIfin3 6.04 

428368 BE440042 Hs.83326 matrix metalloproteinase 3 (stromelysin 5.98 

414915 NM.002462 Hs.76391 niyxovirus (mllueriza) resistence 1. homo 5.96 
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452401 
452304 
418004 
424620 
425650 
400665 
427747 
425247 
414004 
422765 
439606 
445417 
433447 
428227 
408000 
413219 
428450 
424408 
416250 
447164 
412326 
439223 
431629 
402994 
447333 
426991 
454241 
408716 
449722 
428434 
426283 
418941 
417720 
424008 
419216 
431620 
430280 
422627 
402075 
413753 
445537 
446619 
418558 
422440 
428188 
406663 
409178 
443426 
410700 
418054 
452281 
412471 
411274 
407756 
409893 
433800 
412755 
416530 
429058 
442117 
426711 
405770 
444783 
420859 
426866 
423017 
455601 
409956 
427786 
409420 
444371 
431009 
434826 
406590 
409402 
408202 
401994 
425292 
421574 
429299 
422109 
439453 
407944 



Hs.29352 tumor necrosis factor, alpha-induced pro 5.93 

Hs.61311 ESTs, Weakly similar to S10590 cysteine 5.92 

Hs.87539 aldehyde dehydrogenase 3 family, member 5.92 

Hs.1 51254 kallikrein 7 (chymotryptic. stratum com 5.84 

Hs.1925 desmogtein 3 (pemphigus vulgaris antigen 5.76 

NM_002425:Homo sapiens matrix metallopro 5.75 

Hs.180655 serineAhreonine kinase 12 5.72 

Hs.155324 matrix metalloproieinase 1 1 (stromelysin 5.72 

Hs.7155 ESTs, Moderately similar to 21 1 5357A TYK 5.71 

Hs.1 578 baculovira! IAP repeat-containing 5 (sur 5.70 

Hs.58561 Gprotem-coupted receptor 87 5.70 

Hs.12680 Homo sapiens cDNA FU 10196 fis, done HE 5.68 

Hs.3281 neuronal pentraxin II 5.67 

Hs.2248 small inducible cytokine subfamily B(Cy 5.64 

Hs.198689 bullous pemphigoid antigen 1 (230/240kD) 5.62 

Hs.118727 Homo sapiens cDNA FU 13692 fis, done PL 5.60 

Hs.184339 KIAA0175 gene product 5.53 

Hs.146428 collagen, type V. alpha 1 5.50 

Hs.73452 hypolhefical protein MGC10791 5.48 

Hs.1 751 8 Homo sapiens cig5 mRNA, partial sequence 5.47 

Hs.73817 small inducible cytokine A3 (homologous 5.44 

Hs.250618 UL16 binding protein 2 5.44 

Hs.265B27 interferon, alpha-mdudble protein (do 5.42 

NM_002453*:Homo sapiens myxovirus (infill 5.40 

hypothetical protein dJ61 688.3 5.40 

Homo sapiens cDNA FU 10674 fis, clone NT 5.36 

gb:CM2-HT0176-041099417-c02 HT0176 Homo 5.33 

Homo sapiens mRNA for K1AA1 769 protein, 5.32 

cyclin B1 5.31 

Homo sapiens, Similar to DNA segment, Ch 5.30 

kynureninase (L-kynurenine hydrolase) 5.29 

E1B-55kDa-associated protein 5 5.29 

ESTs 5.29 

putative chemokine receptor; GTP-binding 5.28 

small inducible cytokine subfamily B(Cy 5.27 

Z-5'-otigoadenylate synthetase 2 (69-71 5.26 

interteukin 7 receptor 5.25 

transforming growth factor, beta-Induced 5.24 

ENSP00000251056*:Ptesma membrane calcium 5.24 

laminin, beta 3 (nicein (125kD), kafinm 5.24 

EGF-like-domain, multiple 6 5.22 

secreted phosphoprotein 1 (osteopontin, 5.22 

Fas (TNFRSF6}-associated via death dbmai 5.21 

aWo-keto reductase family 1, member B10 5.20 

transglutaminase 1 (K polypeptide epkJer 5.20 

irnmunoglobulin heavy constant mu 5.19 

kallikrein 5 5.15 

chromosome 20 open reading frame 1 5.14 

hypothetical protein FU20073 5.10 

lysyl oxkiase-fike 2 5.09 

Homo sapiens cDNA FU11041 fis, done PL 5.09 

endothelial cell growth factor 1 (platel 5.08 

kallikrein 10 5.07 

ubiquifin spedfic protease 18 5.03 

rninichromosome maintenance deficient (S. 5.03 

lung type-l ceO membrane-associated gty 5.02 

ESTs, Weakly similar to P4HA_HUMAN PROIY 5.02 

kallikrein 6 (neurosin. zyme) 5.02 

hypothetical protein FLB6421 5.00 

ESTs; hypothetical protein for IMAG&447 5.00 

conserved gen8 amplified in osteosarcoma 4.97 

NM_002352:Homo sapiens metanoma antigen, 4.96 

anilHn (Orosophila Scraps homolog), act 4.94 

S100 catchjnvblnding protein A8 (calgran 4.94 

neureguRn 1 4.93 

serine (or cysteine) proteinase inhibito 4.92 

SRY (sex determining region Y)-box 2 4.91 

mhtbm, beta A (activin A, activin AB a 4.90 

ESTs 4.87 

laminin, gamma 2 (nicein (100xO), kalW 4.86 

forkheadboxMI 4.86 

gap junction protein, beta 6 (connexin 3 4.85 

pyruvate dehydrogenase phosphatase 4.84 

can^embr^nicantigerKelatedcellad 4.83 

cystatin B (stefin B) 4.81 

DKFZP586L151 protein 4.79 

Target Exon 4.77 

NIUL005824 Hs.155545 37 kDa leudne-rich repeat (LRR) protein 4.74 

AJ000152 Hs.105924 defensin, beta 2 4.69 

AI620463 Hs^47408 hypothetical protein MGC1 31 02 4.69 

S73265 Hs.1473 gastrin-releaslng peptide 4.68 

BE264974 Hs.6566 thyroid hormone receptor mteractor 13 4.68 

R34008 Hs.239727 desmocolfin 2 4.67 
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NM_007115 
AA025386 
U37519 
AA101043 
NM.001944 

AW411425 
NM_005940 
AA737033 
AW409701 
W79123 
AK001058 
U29195 
AA321649 
L11690 
AA878200 
NMJJ14791 
AI754813 
AA581386 
AF026941 
R07566 
AW238299 
AU077025 

BE090580 
AK001536 
BE144666 
AI567839 
BE280074 
AW363590 
NMJXJ3937 
AA452970 . 
AA205625 
R02740 
AU076718 
AA126109 
AA361258 
BE336857 

U17760 
AJ245671 
AU076643 
AW082266 
NM 004812 
M98447 
U24683 
BE393948 
AF098158 
AA352335 
NM_002318 
T93500 
M63193 
NMJJ02776 
AA116021 
AW247090 
AI034361 
BE144306 
U62801 
AF138853 
AW664964 
AA383471 

AK00146B 
AW468397 
U02330 
AW178761 
AI368680 
AW103364 
BE407863 
Z15008 
BE540274 
BE149762 
AF155661 
M29540 
AF208234 
AA227710 



Hs.70704 



Hs.151714 

Hs.23960 

Hs.65551 

Hs.169139 

Hs.239527 

Hs.208067 

Hs.137555 

Hs.164021 

Hs.264981 

Hs.237868 

Hs.118787 

Hs.75517 

Hs.12844 

Hs.313 

Hs.86131 

Hs.1 16724 

Hs.22 

Hs.293441 

Hs.50915 

Hs.9329 

Hs.65641 

Hs.83354 

Hjl28792 

Hs.73946 

Hs.69423 

Hs.38260 

Hs.57101 

Hs.135150 

Hs.179891 

Hs.79361 

Hs.35254 

Hs.128899 

Hs.343800 

Hs.62180 

Hs.100000 

Hs.172816 

Hs.227948 

Hs.816 

Hs.727 

Hs.256671 

Hs.54451 

Hs.239 

Hs.48956 

Hs.22265 

Hs.220529 

Hs.695 

Hs.43658 
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411296 


BE207307 


433364 


AI075407 


425234 


AW152225 


421335 


X99977 


422515 


AW500470 


453779 


N35187 


423575 


C18863 


417308 


H60720 


428651 


AF196478 


424354 
404996 


NMJH4314 


404240 




453095 


AW295660 


410407 


X66839 


418678 


NMJJ01327 


450685 


L15533 


425483 


AF231022 


425397 


J04088 


408380 


AF123050 


443859 


NM 013409 


411773 


NM 006799 


412140 


AA219691 


421777 


BE562088 


408908 


BE296227 


408122 


AI432652 


422487 


AJ010901 


400419 


AF084545 


452571 


W31518 


430044 


AA464510 


414732 


AW410976 


448111 


AA053486 


443347 


AI052543 


4538B4 


AA355925 


436481 


AA379597 


417900 


BE250127 


424046 


AF027866 


427983 


M17706 


44B357 


N20169 


409041 


AB033025 


439999 


AA115811 


410361 


BE391804 


409703 


NM_006187 


402447 




426514 


BE616633 


432731 


R31178 


422397 


AJ223366 


413670 


AB000115 


425580 


L11144 


421506 


BE302796 


409433 


AA074382 


430630 


AW269920 


447343 


AA256541 


407047 


X65965 



432375 
434449 
417866 
436291 
418140 



410286 AI739159 
448844 AI581519 



432680 
417599 
402992 



80 



Hs.101 14 growth suppressor 1 
Hs.296083 ESTs. Moderately similar to I54374 gene 
Hs.1 65909 ESTs, Weakly similar to 138022 hypotheti 
Hs. 1 03505 ARS component B 
Hs.1 17950 multifunctional polypeptide simBar to S 
Hs.43388 28kD interferon responsive protein 
Hs.163443 periosfjn (OSF-2os) 
Hs.8 1 892 KIAA0 1 01 gene product 
Hs.188401 annexinA10 
Hs.145612 RNAheficase 
Target Exon 

NM_01B950:Homo sapiens major histocompat 
Hs.252756 ESTs 
Hs.63287 carbonic anhydrase IX 
Hs.87225 cancer/testis antigen (NY-ESO-1) 
Hs.423 pancreatitis-associated protein 
Hs.158159 FAT tumor suppressor {Drosophila) homdo 
Hs.1 56346 topotsomerase (DNA) It alpha (170kO) 
Hs.44532 diubiquitin 
Hs.9914 fotlislatin 
Hs.72026 protease, serine, 21 (testisin) 
Hs.73625 RAB6 interacting, kmesin-like (rabkines 
Hs.1 08196 HSPC037 protein 
Hs.250822 serine/threonine kinase 15 
Hs.42824 hypothetical protein FU 1071 8 
Hs.1 98267 mucin 4, tracheobronchial 

Target 
Hs.34665 ESTs 
Hs.152812 ESTs 

Hs.77 1 52 mintchromosome maintenance deficient {S. 
Hs.2031 5 interferon-induced protein with tetratri 
Hs.1 33244 melanoma-derived leucine zipper, extra-n 
Hs.36232 KIAA0186 gene product 
Hs.5199 HSPC1 50 protein similar to ubiquitin-con 
Hs.82906 COC20 (cell division cycle 20, S. cerevi 
Hs.138202 serine (or cysteine) proteinase inhfoito 
Hs.2233 colony sfimulating factor 3 (granulocyte 
Hs.1 08923 RAB38, member RAS oncogene family 
Hs.50081 Hypothetical protein, XPJK1860 (KIAA119 
Hs.6838 ras homoiog gene family, member E 
Hs.62661 guanylate binding protein 1 , interferon- 
Hs.56009 2^-ofigc>adenytate synthetase 3 (100 k 

" C1000201:9i|204416igblAAA02627.1| (L0519 
Hs.1701 95 bone morphogenefic protein 7 (osteogenic 
Hs.2B7820 fibronedin 1 

Hs.116051 Homo sapiens cDNA: FU22495 fis, clone H 
Hs.75470 hypothetical protein, expressed In osteo 
Hs.1907 galanin 
Hs.105097 thymidine kinase 1, soluble 
Hs.135255 ESTs 
Hs.2621 cystatinA(stefinA) 
Hs.236894 ESTs, Highly similar to S02392 alpha-2-m 

gb:H.sapiens SOD-2 gene for manganese su 
Hs.2962 S100 calcium-binding protein P 
AW953484 Hs.3849 hypotheBcal protein FU22041 similar to 
AW067903 Hs.82772 collagen, type XI, alpha 1 

Hs.344037 protein regulator of cytokinesis 1 
Hs.83551 miciofibrillar-associaled protein 2 
Hs.61898 " DKFZP586N2124 protein 
Hs.177164 ESTs 

Hs.278613 interferon, atpha-inducibte protein 27 
Hs.62954 ESTs 

Target Exon 

Hs .2891 14 hexabrachion (tenascin C cytotactin) 
Hs.11 1554 ADP-ribosylation factor-like 7 
Hs^93591 melanoma differentiation associated prot 
Hs.156827 ESTs, Weakly simnar to ALU1JIUMAN ALU S 
gb:ye53h05.s1 Scares fetal Over spleen 
Wnesln-fike 6 (mitotic centromere-assx 
hypothetical protein FU10430 
lung type-l cell membrane-associated gly 
Fc fragment of IgG, tow affinity tllb, r 
thymtdyiate synthetase 
hypothetical protein FU11029 
Hs.82395 Z^-oBgoadenylate synthetase 1 (4(W6 
Hs.26557 plakophilin3 
Hs.93764 caiboxypeptidase A4 
Hs.83484 SRY (sex o^terrnining region Y>box 4 
Hs.123664 ESTs 

Hs^201 1 complernent-clq tumor necrosis factor-re! 
Hs.236204 nuclear pore complex protein 
Hs.251 377 taxol resistance associated gene 3 



BE56B452 
BE613836 



T47364 
AA204688 



429500 


X78565 


Hs.289114 


422100 


AI096988 


Hs.11 1554 


409512 


AW979187 


Hs^93591 


446985 


AL038704 


Hs.156827 


407137 


T97307 




411263 


BE297802 


Hs.69360 


439979 


AW600291 


Hs.6823 


423905 


AW579950 


Hs.135150 


427337 


Z46223 


Hs.176663 


417933 


X02308 


Hs.82962 


418589 


A1360883 


Hs.274448 


417678 


X06560 


Hs.82395 


451541 


BE279383 


Hs.26557 


433848 


AF095719 


Hs.93764 


418113 


AI272141 


Hs.83484 


429599 


AA806106 


Hs.123664 


450823 


T81223 


H5L22011 


423787 


AJ295745 


Hs^36204 


431250 


BE264649 


Hs.251377 


416091 


AF295370 


Hs.283082 
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427557 
427099 
402408 
424927 
414907 
452888 
456525 
450983 
419693 
420596 
422094 
414945 
404286 
423961 
426075 
447377 
435066 



421904 

441553 

428093 

441020 

447078 

437044 

417621 

424905 

426059 

419833 

451807 

422530 

452203 

414020 

414809 

442599 

405387 

449539 

419079 

410434 



NMJJ02659 
AB032953 

AW973666 
X90725 
AW955454 
AW468397 
AA305384 
AA133749 
NMJJ02692 
AF129535 
BE076358 

D13666 
AW513691 
X77343 
BE261750 
N99013 
BE143533 
AA281219 
AW594506 
W79283 
AW885727 
AL035864 
AV654694 
NM 002497 
BE292842 
AA251131 
W52854 
AW972300 
X57522 
NM 002984 
' AW34699 
AF078037 



Hs.179657 
Hs.173550 

Hs.153850 
Hs.77597 
Hs.30942 
Hs.100000 
Hs.25740 
Hs.301350 
Hs.99185 
Hs.272027 
Hs.77667 

Hs.136348- 
Hs.270149 
Hs.334334 
Hs.4747 
Hs.16762 
Hs.109309 
Hs.121296 
Ks.104830 
Hs.35962 
Hs.9914 
Hs.69517 
Hs.B2316 
Hs.153704 
Hs-166120 
Hs.220697 
Hs.27099 
Hs.118110 

Hs.75703 
HsJ7356 
Hs.324051 



409142 

435099 

444006 

426761 

444665 

427528 

414561 

411789 

428311 

449378 

449961 

443378 

407242 

414416 

422283 

422675 

422699 

441954 

410290 

422648 

428953 

443883 

428728 

400245 

442432 

428484 

424840 

440659 

414821 

413063 

425081 

409432 

428291 

414883 

428398 

428479 

40B482 

404287 

431941 

414110 

427857 

419968 

430413 

416209 



W80363 
AW014B36 
AF051152 • 
AA525775 
AL136877 
AC004770 
BE395085 
AJ015709 
BE613126 
AU077143 
AI064813 
AF245505 
NWL005651 
AW664026 
AW265634 
AW392550 
M18728 
AW409985 
AW411307 
BE018517 
BE410590 
AI744935 
AA402307 
086983 
AA306610 
AA114212 
N^016625 

BE093589 
AF104032 
079987 
AF134160 
M63835 
AL035737 
X74794 
D49372 
AA534009 
AA926950 
A1249368 
Y00272 
NMJJ00676 

AK000106 
BE251752 
AL133017 
X04430 
AW842182 
AA236776 



plasminogen activator, urokinase recepto 
odd Oz/ten-m homolog 2 (Drosophila, mous 
NM_030920 4 :Homo sapiens hypothetical pro 
hypothetical protein C321D2.4 
polo {DrosophiaHike kinase 
ephrin-82 

S100 calcium-binding protein A8 (calgran 
EROI (S. cerevisiaej-like 
FXYD domain-containing ion transport reg 
polymerase {DNA directed), epsilon 2 
F-box only protein 5 
lymphocyte antigen 6 complex, tacus E 
C6001909:gi|704441|dbilBAA18909.1| (D298 
periostin (OSF-2os) 

ESTs. Weakly similar to 2109260A B ceil 
transcription factor AP-2 alpha 
dyskeratosis congenita 1, dyskerin 
Homo sapiens mRNA; cONA DKFZp564B2062 (f 
hypothetical protein FU20035 
ESTs 
ESTs 
ESTs 
ESTs 

differentially expressed in FanconTs an 
interferon-induced, hepatitis Oassociat 
NIMA (never in mitosis gene a)-related k 
interferon regulatory factor 7 
ESTs 

hypothetical protein FIJ23293 similar to 
bone marrow stromal celt antigen 2 
transporter 1 , ATP-binding cassette, sub 
small inducible cytokine A4 (homologous 
transfemn receptor (p90, CD71) 
RelA-associated inhibitor 
NM_022170*:Homo sapiens Williams-Beuren 
ESTs 
ESTs 

toll-like receptor 2 

ESTs, Moderately similar to PC4259 ferri 
SMC4 (structural maintenance of chromoso 
flap structure-specific eodonudease 1 
type I transmembrane protein Fn14 
Homo sapiens mRNA; cONA DKF2p586l2022 (f 
B aggressive lymphoma gene 
minichromosome maintenance deficient (S. 
Homo sapiens amino acid transport system 
Adlican 

tryptophan 2,3-dioxygenase 
ESTs 
ESTs 

protBasome (prosome, macropain)subunit, 
gb:Human nonspecific crossreactlng antig 
hypothetical protein MGC2721 
CDC45 (cell division cycle 45, S.cerevis 
eukaryotic translation initiation factor 
ems1 sequence (mammary tumor and squamou 
Fanconi anemia, complementation group G 
hypothetical protein OKF2p564A176 
Melanoma associated gene 
tumor necrosis factor receptor superfami 
serine (or cysteine) proteinase inhibfto 
hypothetical protein 
Eos Control 

hypothetical protein FU23468 
solute canter family 7 (cationlc amino 
extra spboTe poles, S. cerevisiae. homo 
daudinl 

Fc fragment of IgG, high affinity la, re 
chifinase 3-like 1 (cartilage grycoprote 
minichromosome maintenance deficient (S. 
small inducible cytokine subfamily A (Cy 
interferon stimulated gene (20xD) 
CDC28 protein kinase 1 
ESTs 

cell division cycle 2, G1 to S and G2 to 
adenosine A2b receptor 
C6001909:giI704441|dbflBAA18909.1[ (0298 
Homo sapiens cDNA FU20099 fis, clone CO 
gb:601 1 1 2444F1 NIH_MGC_16 Homo sapiens c 
Hs.2210 hypothetical protein FU22865 
Hs.9391 3 interieukin 6 (interferon, beta 2) 
Hs.241392 small inducible cytokine A5 (RANTES) 
Hs79078 MAD2 (mitotic arrest deficient yeast, h 



Hs.58446 
HS.18B44 
Hs.63668 

Hs.50758 
Hs.4756 
Hs.10086 
Hs.172089 
Hs.47783 
Hs.179565 
Hs.195155 
Hs.72157 
Hs.1B3671 
Hs.59892 
Hs.133100 
Hs.9280 

Hs76084 
Hs.1 14311 
Hs.1 19140 
Hs.119257 
Hs.8047 
Hs.322844 
Hs.118893 
Hs.348183 
Hs.9930 
Hs.191381 

Hs.38178 
Hs.184601 
Hs.153479 
Hs.7327 
Hs.77424 
HsJ5184 
Hs.154443 
Hs.54460 
Hs.183487 

Hs.98558 
Hs.334562 
Hs.45743 

Hs.272227 
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433001 AF217513 Hs.279905 clone HQ0310 PRO031 Op 1 

430994 AA490346 Hs.40530 Homo sapiens, clone MGC: 17624, mRNA, com 

456534 X91195 Hs.1 00623 phospholipase C. beta 3, neighbor pseudo 

437340 AL3S3935 Hs.135917 hypothetical protein DKF2p761D1 823 

5 435793 AB037734 Hs.4993 KIAA1313 protein 

437016 AU076916 Hs.5398 guanine monphosphate synthetase 

420247 AA256930 Hs.44680 " hypothetical protein FU20979 

424308 AW975531 Hs.1 54443 minichromosome maintenance deficient (S. 

422282 AF019225 Hs.1 14309 apofipoprotein L 

10 424635 AA420687 Hs.1 15455 Homo sapiens cDNAFU 14259 fis, clone PL 

421044 AF061871 Hs.101302 Human DNA sequence from done RP1-236D1 5 

408015 AW136771 Hs.244349 epidermal differenliafion complex protei 

422956 BE545072 Hs.1 22579 ECT2 protein (Epithelial cell transtormi 

449039 AI962602 Hs.74284 hypothetical protein MGC271 4 

15 446269 AW263155 Hs.1 4559 hypothetical protein FU 10540 

400297 All 27076 Hs.306201 hypothetical protein DKFZp56401 278 

428977 AK001404 Hs.194698 cydinB2 

402995 NMJK)2463*:Homo sapiens myxovirus finfhi 

416065 BE267931 Hs.78996 proliferating cell nuclear antigen 

20 432917 NM-014125 Hs.241517 PRO0327 protein 

439750 AL359053 Hs.57664 Homo sapiens mRNA full length insert cDN 

445411 AL137255 Hs.12646 hypothetical protein FU22693 

438113 AM67908 Hs.8882 ESTs 

414420 AA043424 Hs.76095 immediate early response 3 

25 419682 HI 3139 Hs.92282 pairetWke homeodomaln transcripfion fa 

447208 BE315291 Hs.237971 hypothetical protein MGC5627 

432543 AA552690 Hs.1 52423 Homo sapiens cDNA FU21 274 fis, clone C 

442295 A1827248 Hs.224398 Homo sapiens cDNA FU11469 fis, clone HE 

426440 BE382756 Hs.1 69902 solute carrier family 2 (facilitated glu . 

30 429249 X81479 Hs.2375 egHike module containing, mucin-like, . 

413900 AW409747 HsJ5512 stress-induced-phosphoprotein 1 (Hsp70/H 

424242 AA337476 Hs,347408 hypothetical protein MGC1 3 102 

414761 AU077228 Hs.77256 enhancer of zeste (Drosophila) homolog 2 

446480 NM_014578 Hs.15114 ras homolog gene family, member 
35 414825 X06370 ' Hs.77432 epidermal growth factor receptor (avian 

428865 BE544095 Hs.164950 BarH-Bke homeobox 1 

449003 X76342 Hs.389 atcohd dehydrogenase 7 (class IV), mu o 

450506 NM 004460 fibroblast activation protein, alpha 

421307 BE539976 Hs. 103305 Homo sapiens mRNA; cDNA DKFZp434B0425 (f 

40 422938 NM.001809 Hs.1594 centromere protein A (17kD) 

405545 Target Exon 

418322 AA284166 Hs.B4113 cydin-dependent kinase inhibitor 3 (COK 

441703 AW390054 Hs.192843 leucine zipper protein FKSG1 4 

417944 AU077196 Hs.82985 collagen, type V, alpha 2 

45 417924 AU077231 Hs.82932 cydln D1 (PRAD1: parathyroid adenomatos 

431228 AB006746 Hs.1 98282 phospholipid scramblase 1 

422363 T55979 Hs.1 15474 repMon factor C (activator 1)3 (38 

440502 AI824113 Hs.78281 regulator of G-protein signaling 12 

448741 BE614567 Hs.1 9574 hypothetical proleoi MGC5469 

50 453922 AF053306 Hs.36708 budding uninhibited by benzimidazoles 1 

406646 M33600 Hs.308026 major histocompatibility complex, dass 

413281 AA861271 Hs.222024 transcription factor BMAL2 

449101 AA205847 Hs.23016 G protein-coupled receptor 

430890 X54232 Hs.2699 glyplcan! 

55 422809 AK001379 Hs.121028 hypothetical protein FU 10549 

412429 AV650262 Hs.75765 GR02oncogene 

443211 AI128388 Hs.143655 ESTs 

422209 AF005210 Hs.113222 chemokine (OC motif) receptor 8 

428303 AW974476 Hs.183601 regulator of G-prote»n signalling 16 

60 421817 AF146074 Hs.108660 ATP-brnding cassette, sub-family C (CFTR 

428664 AK001666 HS.1B9095 similar to SALL1 (sal (Drosophila)-fike 

422101 AW404176 Hs.1 11611 ribosomal protein L27 

457670 AF119666 Hs.23449 insulin receptor tyrosine kinase substra 

437033 AW248364 Hs.5409 RNA polymerase I subunit 

65 425322 U63630 Hs.155637 protein kinase, DNA-activated. catalytic 

417059 AL037672 Hs.81071 extracellular matrix protein 1 

400298 AA032279 Hs.61635 six transmembrane epithelial antigen of 

414812 X72755 Hs.77367 nronoWne induced by gamma Interferon 

436748 BE159107 Hs.159263 collagen, type VI, alpha 2 

70 401797 Target Exon 

428309 M97815 Hs.1 83650 cellular relinoic Bounding protein 2 
421563 NM_0Q6433 Hs.105806 granutysin 

402294 Target Exon 
414024 AA134712 Hs.22410 gbzm79g08.r1 Stratagene neuroepithefium 

75 401961 NM_021626:Homo sapiens serine carboxypep 

418462 BE001596 Hs.B5266 bdegrin, beta 4 

418867 D31771 Hs.89404 msh (Drosophila) homeo box homolog 2 

424800 AL035588 Hs.1 53203 MyoO family inhibitor 

412420 AL035668 Hs.73853 bone morphogenetic protein 2 

80 404440 NM_021048:Hcmo sapiens melanoma anfigen, 

432398 AA307808 Hs.2979 trefofl factor 2 (spasmolytic protein 1) 

421677 H64092 Hs.38282 ESTs 

407792 AI077715 Hs.39384 putative secreted tigand homologous to f 
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449048 
417197 
429669 
409635 
429415 
405386 
410274 
448275 
418245 
452291 
431830 
422575 
404171 
418464 
425566 
410226 
432281 
443247 
449717 
428336 
416111 
420759 
432336 
405778 
419488 
421150 
406400 
455813 
426064 
458814 
458791 
419551 
429002 
450000 
407777 
419485 
426437 
415701 
412817 
447519 
412561 
446528 
423198 
415091 
441085 
443071 
408901 
425849 
410275 
415817 
409197 
412641 
413436 
408636 
412115 
413142 
411573 
428242 
409361 
435014 
401176 
434551 
410310 
427584 
423725 
452012 
407289 
409461 
433020 
437915 



Z45051 
AW994561 
BE185499 
AA305729 
NM_002593 

AA381607 
BE514434 
AA088767 
AF015592 
Y16645 
AK000546 

R87580 
AW162943 
AI831958 
AK001239 
BE614387 
AB040935 
AA503115 
AA033813 
T11832 
NMJ)02759 

AA316241 
AI913562 



Hs.22920 

Hs.151777 

Hs.2471 

Hs.18272 

Hs.202097 

Hs.61762 

Hs.20830 

Hs.83883 

Hs.28853 

Hs.271387 

Hs.118552 

Hs.144531 

Hs.250618 

Hs.61053 

Hs.274263 

Hs.333893 

Hs.23954 

Hs.183752 

Hs.79018 

Hs.127797 

Hs.274382 

Hs.90691 
Hs. 189902 



420005 
426935 
412270 
421975 
427585 
448140 
431722 
427239 
413385 
439780 
422885 
418090 



BE141577 

BE387014 

AI498957 

BE615453 

AW582256 

AW248439 

AI952797 

AA161071 

AA489023 

BE076537 

NMJXJ3878 

AL037159 

U46258 
NM.002286 
AU076640 
M81933 
AL044872 
AW136551 
AL080021 
AK001330 
AJ000512 
U85658 
U88967 
N54705 
M16660 
AF238083 
BE294925 
AK001763 
M81740 
AB029000 
H55709 
NWL005982 
BE560898 

BE387162 
J02931 
BE410293 
AJ403108 
AA307703 
AA135159 
AA382169 
AI375726 
AI637993 
BE620738 
AW271106 
NM-000088 
AC005262 
AW961017 
D31152 
AF146761 
AF161528 
BE270447 
M34455 
AL109688 
BE244068 
U57059 



Hs.166146 
Hs.170861 
Hs.346509 
Hs.91011 
Hs.2340 
Hs.10888 
Hs.71465 
Hs.99807 
Hs.169895 
Hs.78619 
Hs.74619 
Hs.339665 
Hs.74011 
Hs.15243 
Hs.1634 
Hs.77910 
Hs.1 81245 
Hs.8986 
Hs.48855 
Hs.296323 
Hs.61796 
Hs.78867 
Hs.303025 
Hs.74335 
Hs.68061 
Hs.46680 
Hs.73239 
Hs.75212 
Hs.70823 
Hs.2250 
Hs.54416 
Hs.10026 

HsJ280858 
Hs.62192 
Hs.179718 
Hs.132127 
Hs.279766 
Hs.203349 
Hs.54483 
Hs.279918 
Hs.202312 
Hs.173125 
Hs.133294 
Hs.172928 
Hs.73797 
Hs.6459 
Hs.179729 
Hs.20450 
Hs.266049 
Hs.174070 
H5.B40 

Hs.121544 
Hs.83429 



similar to S68401 (cattle) glucose indue 3.32 

eukaryotic translation initiation factor 3.32 

KIAA0020 gene product 3.32 

amino acid transporter system A1 3.32 

procollagen Oendopeptidase enhancer 3.32 

Target Exon 3.32 

hypoxia-inducible protein 2 3.31 

Wnesin-like 2 3.31 

transmembrane, prostate androgen induced 3.31 

CDC7 (cell division cycle 7, S. cerevisi 3.31 

small inducible cytokine subfamily A (Cy 3.31 

hypothetical protein FU20539 3.31 

NM 000636*:Homo sapiens superoxide dismu 3.31 

gb:ym89h07.r1 Soares adult brain N2b4HB5 3.31 

UL16 binding protein 2 3.31 

hypothetical protein 3.30 

hypothetical protein FU10377 3.30 

c-Myc target JP01 3.30 

cerebral cell adhesion molecule 3.30 

microseminoprotein, beta- 3.29 

chromatin assembly factor 1 , subunil A ( 3.29 

HomosaptenscDNAFU11381 fis.cloneHE 3.28 

protein kinase, interferon-inducible dou 3.28 

NMJTO5361 :Homo sapiens melanoma antigen, ' 3.28 

nucteophosmin/nucleoplasmin 3 3.27 

ESTs 3.27 

kaHikrein 8 (neuropsin/ovasin) (KLK8) 3.27 

gb:QV2-HT0083-071299-018-a11 HT0083 Homo 3.27 

Homer, neuronal immediate early gene, 3 3.27 

ESTs, Weakly similar to Z1 95_HUMAN ZINC 3.27 

dedicator of cyto-kinesis 1 3.27 

anterior gradient 2 (Xenepus laevis) horn 3.26 

junction plakoglobin 3.26 

hypothetical protein FU21709 3.25 

squalene epoxidase 3.25 

ESTs, Weakly similar to unnamed protein 3.25 

uMqujtirwonjugating enzyme E2L 6 3.24 

gamma-glutamyl hydrolase (conjugase, to) 3.24 

proteasome {prosome. macropain) 26S subu 3.24 

ESTs 3^4 

rymprwcyte»activationgene3 3.24 

nucleolar protein 1 (120kD) 3.24 

cell division cycle 25A 3.23 

3^ydroxy-3-rnetriykjlutaryl-Coenzyme A sy 3.23 

Homo sapiens cDNA FU 12532 fis, clone NT 3.22 

complement component 1 , q subcomponent, 3.22 

hypothetical protein FU1046B 3.22 

serum/glucocortJcold regulated kinase 3.22 

transcriplion factor AP-2 gamma (activat 3.22 

protein tyrosine phosphatase, receptor-t 3.21 

chromosome 1 1 open reading frame 24 3.21 

heat shock 90kD protein 1, beta 3.21 

sphingosine kinase 1 3.21 

CGM2 protein 3.21 

hypothetical protein FU 1 0901 3.21 

ornithine decarboxylase 1 3.21 

KIAA1077protehi 3.20 

leukemia inhibitory factor (cholinergic 3.19 

sine ocuBs homeobox (Drosophila) homoto 3.19 

mitochondriai ribosomal protein L17 3.18 

Target Exon 3.18 

ESTs, Highly similar to A35661 DNA excis 3.17 

coagulation factor III (thromboplastin, 3.16 

v-myb avian myeloblastosis viral oncogen 3.16 

hypothetical protein LOC57822 3.16 

Wnesin family member 4A 3.16 

Homo sapiens cDNA FU 12149 fis, clone MA - 3.15 

N-myc (and STAT) interactor 3.15 

hypothetical protein 3.14 

Homo sapiens clone N 1 1 NTera2D1 teratoca 3.14 

peptidylprotyl isomerase F (cycfophllm 3.14 

ESTs 3.14 

collagen, type t, alpha 1 3.13 

guanine nucleotide binding protein (G pr 3.13 

hypothetical protein FU11856 3.13 

collagen, type X, alpha 1 (Schmid metaph 3.12 

BCM-fike membrane protein precursor 3.1 1 

hypothetical protein 3.11 

ubiquitin earner protein 3.11 

mdoleamlne-pyrrole 2,3 dioxygenase 3.10 

gb:Homo sapiens mRNA full length insert 3.10 

interleukin 1 2 receptor, beta 1 3.10 

tumor necrosis factor (hgand) superfami 3.10 
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439755 


AW748482 


Hs.77873 


404170 






417370 


T28651 


Hs.82030 


410006 


AW7323D8 


Hs.57783 


446291 


BE397753 


Hs.14623 


421155 


HB7879 


Hs.102267 


441224 


AU076964 


Hs.7753 


424325 


NM 014479 


Hs.145296 


429413 


NM 014058 


Hs.201877 


436251 


BE515065 


Hs.296585 


446510 


H58306 


Hs.15165 


442620 


C00138 


Hs.8535 


409637 


AA323948 


Hs.55407 


426682 


AV660033 


Hs.2056 


448853 


NM 012204 


Hs.22302 


453775 


NMJ)02916 


Hs.35120 


408915 


NMJM6651 


Hs.46950 


435505 


AF200492 


Hs.211238 


412577 


Z22968 


Hs.74076 


410575 


BE207480 


Ks.6994 


416084 


L16991 


Hs.79006 


430393 


BE1 85030 


Hs.241305 


447342 


AI19926B 


Hs.19322 


451578 


NMJJ16323 


Hs.26663 


444726 


NM 006147 


Hs.84981 


447733 


. AF1 57482 


Hs.19400 


437741 


BE561610 


Hs.5809 


442643 


U82756 


Hs.3991 


429358 


AB037825 


Hs.200317 


410068 


A1633888 


Hs.58435 


426746 


J03626 


Hs.2057 


409154 


U72882 


Hs.50842 


442173 


N76101 


Hs-8127 


447400 


AK000322 


Hs.18457 


450962 


BE535647 


Hs.25723 


407634 


AW016569 


Hs.136414 


411387 


AW842339 


Hs.130815 


438662 


AA223599 


Hs.6351 


459107 


AA811881 


Hs.28505 


430287 


AW182459 


Hs.125759 


416110 


Z42262 


Hs.322844 


435523 


T62849 


Hs.11090 


448569 


BE3B2657 


Hs.21486 


410268 


AA316181 


Hs.61635 



400200 

403330 

413833 

403416 

403438 

447942 

427722 

414806 

440086 

429547 

419121 

431890 

417259 

418203 

441633 

423425 

412851 

400664 

454140 

435602 

421116 

432343 

423767 

413476 

441801 

441565 

416539 



422947 
417849 
450434 
430466 
431448 
424874 
453633 
447854 
427581 
412636 
420576 



Z15005 
AI744626 

F12628 

AK000123 

014694 

NMJJ054Q2 

AW009166 . 

AA374372 

X17033 

AW903838 

X54942 

AW958544 

AA375756 

A1826502 

AB040888 

AF217515 

T19132 

NMJJ02960 

H18283 

U25849 

AW242799 

AW953575 

Y07909 

AF100779 

AA306782 

AW291587 

AA166950 

AF052573 

AL137517 

AA347951 

AA357001 

AW138454 

NM_014788 

NWL004415 

AA297634 



B7 homolog 3 

NM_000636*:Homo sapiens superoxide dismu 
tryptophanyMRNA synthetase 
eukaryotic translation initiation factor 
interferon, gamrna-inducible protein 30 
lysyl oxidase 
calumenin 
(fisintegrin protease 
DESC1 protein 

nucleolar protein (KKE/D repeat) 
retincic acid induced 14 
Homo sapiens mRNA for KIAA166B protein. 
Homo sapiens mRNA; cDNA DKFZp434K0521 (f 
UDP glycosyl transferase 1 family, polype 
genera! transcription factor IIIC, polyp 
replication factor C (activator 1) 4 (37 
heplaceikilar carcinoma novel gene-3 pro 
interieukm-1 homolog 1 
CD 163 antigen 

Homo sapiens cDNA FU22044 fis, done H 
deoxylhymidylate idnase (thymidylate kin 
estrogen-responsive B box protein 
Homo sapiens, Simitar to RIKEN cDNA 2010 
cycfin-E binding protein 1 
interferon regulatory factor 6 
MAD2 (mitotic arrest deficient, yeast, h 
putative transmembrane protein; homolog 
PRP4/STK/WD splicing factor 
KIAA1 404 protein 

FYN-binding protein (FYB-120/130) 
uridine monophosphate synthetase (orotat 
interferon-induced protein 35 
KIAA0144 gene product 
hypothetical protein FU20315 
Sjogren's syndrome/scleroderma autoantig 
UDP-GtcNAcbetaGal bela-1,3-N-acetylgruc 
hypothetical protein FU21870 
cleavage and polyadenylation specific fa 
ubiquifin-conjugating enzyme E2H (homok) 
ESTs. Weakly similar to LEU5_HUMAN LEUKE 
hypothetical protein 0KFZp564A176 
membrane-spanning 4-domains, subfamily A 
signal transducer and activator of trans 
six transmembrane epithelial antigen of 
NrM_002788':Homo sapiens proteasome (pros 
Target Exon 

centromere protein E (312kD) 
WAA0564 protein 

NM 031419*:Homo sapiens molecule possess 
hypothetical protein MGC16040 
hypothetical protein FU20116 
phosphatidylserine synthase 1 
v-ral simian leukemia viral oncogene horn 
ESTs 

parathyroid hormone-like hormone 
inlegrin. alpha 2 (C049B, alpha 2 subuni 
chondroitin sulfate proteoglycan 2 (vers 
COC28 protein kinase 2 
norma! mucosa of esophagus specific 1 
K1AA1609 protein 
ESTs 

NM_002425:Homo sapiens matrix metaHopro 
hypothetical protein FU10474 
^characterized bone marrow protein BM03 
reBnoWanding protein 1, cellular 
SlOOralcwnvbinding protein A3 
F-box only protein 2 
acid phosphatase 1, soluble 
ESTs 

p534nduced protein PIGPC1 
epithelial membrane prote'm 1 
WNT1 inducible signaling pathway protein 
G-2 and S-phase expressed 1 
nidogen2 

hypothetical protein FLM4991 
polymerase (DNA directed), theta 
hypothetical protein DKFZp56401278 
Homo sapiens cDNA FU2081 2 fis, done AD 
hypothetical protein FU20764 
ESTs 

KIAA0129gene produd 
desmoplakln(DPI.DPll) 
Hs.54925 K1AA1B58 protein 



Hs.75573 



Hs.155470 
Hs.180479 
Hs.77329 
Hs.288757 
Hs.99376 
Hs.89626 
Hs.271986 
Hs.81800 
Hs.83758 
Hs.1 12242 
Hs.14449 
Hs.105149 

Hs.41793 
Hs.283532 
Hs.101850 
Hs.2961 
Hs.132753 
Hs.75393 
Hs.86366 
Hs.303125 
Hs.79368 
Hs.194680 
Hs.122552 
Hs.82733 
Hs.1 95870 
Hs.241517 
Hs.306201 
Hs.326413 
Hs.34045 
Hs.11594 
. Hs.179703 



3.10 

3.09 

3.09 

3.09 

3.08 

3.08 

3.08 

3.08 

3.08 

3.08 

3.08 

3.07 

3.07 

3.07 

3.07 

3.07 

3.06 

3.06 

3.06 

3.06 

3.05 

3.05 

3.04 

3.04 

3.04 

3.04 

3.04 

3.04 

3.03 

3.03 

3.03 

3.02 

3.02 

3.01 

3.01 

3.01 

3.01 

3.01 

3.00 

3.00 

3.00 

3.00 

3.00 

3.00 

3.00 

2.99 

2.99 

2.97 

2.96 

2.96 

2.95 

2.94 

Z94 

Z93 

2.90 

2.89 

Z89 

2.86 

Z86 

2.86 

186 

2.86 

ZB5 

Z85 

Z84 

2.83 

ZB2 

2.82 

2.80 

Z80 

2.79 

2.79 

2.75 

2.74 

Z73 

Z72 

Z71 

Z71 

Z71 

Z71 

Z70 

Z69 

2.68 



556 



f 



WO 03/042661 



PCT/US02/36810 



5 

10 
15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 



442932 
425071 
410491 
42B698 
451277 
447347 
429505 
406137 
419594 
443054 
452620 
420552 
420931 
434517 
448454 
425776 
436238 
440676 
425811 
429113 
407804 
452679 
411908 
449230 
430024 
458079 
425345 
423881 
407853 
457819 
408296 
413048 
403851 
433745 
423903 
427700 
419373 
426827 
440282 
406974 
401924 
444190 
420923 
436608 
427509 
434398 
419490 
418030 
404927 
438549 
409038 
411388 
445757 
405069 
414035 
443168 
444301 
433345 
426471 
445019 
402021 
431666 
454219 
409571 
450831 
40B353 
445960 
448356 
429732 
426850 
427335 
450649 
418460 
449523 
416975 
433226 
413129 
432606 
446620 
449008 
433160 
420802 
423482 



M457211 
NM.013989 
AA465131 
AA852773 
AK001123 
AA570056 
AW820035 

AA013051 
AI745185 
AA436504 
AK000492 
AF044197 
AA635690 
NMJJ05B79 
U25128 
AK002163 
NMJJ049B7 
AL039104 
D28235 
AF228603 
Z42387 
L27943 
BE613348 
AI808780 
AI796870 
AU077297 
AK001720 
AA33S797 
AA057484 
AL117452 
M93221 

AF075320 
M57765 
AA262294 
NMJXJ3244 
AW067805 
BE262386 
M57293 



Hs.91417 
Hs.8939 



Hs.35406 
Hs.44155 
Hs.75182 

Hs.28980 
Hs.1721 



AI878918 
AF097021 
AA628980 
M62505 
AA121098 
NM_006144 
BE207573 

BE386801 
T97490 
X72925 
AW449C65 

Y00630 
AI038653 
AK000136 
A1681545 
M22440 
A1205540 

NM_012098, 
X75042 
AA504249 
R37974 
BE439838 
AI268399 
AL120837 
U20158 
BE247670 
AA448542 
NM-001429 
M26315 
NWL000579 
NM_0O4131 
AW503733 
AF292100 
NM.002104 
M128808 
AW578003 
AW207002 
U22376 
BE280172 



Hs.885B bfomodomain adjacenl to zinc finger doma 
Hs.1 54424 detodinase, iodothyronine, type II 
Hs.64001 Homo sapiens done 2521 8 mRNA sequence 
Hs.334838 K1AA1866 protein 
Hs.26176 hypothetical protein FU 10261 
Hs.122730 ESTs. Moderately similar to KIAA1 215 pro 
Hs.278679 a disintegrin and metalloprote'mase doma 
NM_000179*:Homo sapiens mutS (E. coS) h 
topoisomerase (DNA) II binding protein 
yes-associated protein 65 kDa 
Hs.119286 ESTs 
Hs.988Q6 hypothetical protein 
Hs.100431 small inducible cytokine B subfamily (Cy 
Hs.337251 hypothetical protein MGC2487 
Hs.21254 TRAP interacting protein 
Hs.1 59499 parathyroid hormone receptor 2 
Hs.301724 hypothetical protein FU1 1 301 
Hs.1 1 2378 UM and senescent cell antigen-Tike doma 
Hs.159557 karyopherin alpha 2 (RAG cohort 1 , impor 
Hs.1 96384 prostaglandin-endoperoxide synthase 2 (p 
Hs.39957 pleckstrin 2 (mouse) homotog 
Hs.83883 transmembrane, prostate androgen induced 
Hs.72924 cytidine deaminase 
Hs.21 1 579 melanoma cell adhesion molecule 
Hs.227730 integrin, alpha 6 

Hs.54277 DNA segment on chromosome X (unique) 992 . 
Hs. 1 55894 protein tyrosine phosphatase, non-recept 
Hs.1 34403 hypothetical protein FU10858 
Hs.40499 dickkopf (Xenopus laevis) homolog 1 

ESTs, Highly similar to unnamed protein 
DKFZP586G1517 protein 
mannose receptor, C type 1 
C5002154*:gi|7299015Igb|AAF54217.1| (AE0 
hypothetical protein FU 14540 
intedeukin 11 
Hs.1 80383 dual specificity phosphatase 6 
Hs.90077 TG4nteracting factor (TALE family homeo 
Hs.172665 me'Jiylenetetrahydrcfotate dehydrogenase 
Hs.71 37 clones 23667 and 23775 zinc finger prote 
gbiHuman parathyroid hormone-related pep 
ENSTO0000246632*:CDNA FU20261 fe, don 
Hs.1 0526 cysteine and g!yctne-nch protein 2 
Hs.273321 ditferenliafty expressed in hematopoieQ 
down syndrome critical region protein OS 
complement component 5 receptor 1 (C5a i 
senjirwnducible kinase 
granzyme A (granzyme 1 , cytotoxic T-rymp 
neuromedin B 
Target Exon 

trinucleotide repeat containing 3 
small inducible cytokine subfamily A (Cy 
desmocoHin 1 
K1AA0856 protetn 

KM-00621 2*:Homo sapiens 6-phosphofructo- 
serine (or cysteine) proteinase InhibHo 
ESTs 

asporin (LRR class 1) 
Hs.152982 hypothetical protein FU131 17 
Hs.170009 transfbrming growth factor, alpha 
Hs.281295 ESTs 

NM_031891:Homo sapiens cadherin 20, type 
Hs.8025 angiopoleCn-Iike 2 
Hs.4431 3 v-rel avian reticuloendothetiosts viral 
Hs.187585 ESTs 
Hs.25255 ESTs 

Hs.44298 mitochondrial ribosomal protein S17 
Hs.140489 ESTs, Weakly similar to UN1.HUMAN LINE- 
Hs.20993 hjgh-glucose-regulated protein 8 
Hs.2488 lymphocyte cytosolic protein 2 (SH2 doma 
Hs.172766 hMP/mfcrotubute shinty-regulating kma 
Hs.251677 Gen0gen7B 

E1A binding protein p3O0 
CD8 anligen, alpha polypeptide (p32) 
chemokine (C-C molil) receptor 5 
granzyme B (granzyme 2, cytotoxic T-tymp 
K1M1488 protein 
Hs.104613 RP42 homolog 
Hs.3066 granzyme K (serine protease, granzyme 3; 
Hs.179902 transporter-like protein 
Hs.22826 tropomodulin 3 (ubiquitous) 
Hs.134342 TASP for teste-spedhc adriamycin sens 
Hs.1 334 v-myb avian myeloblastosis viral oncogen 
Hs.129228 galactokinase2 



Hs.2161 
Hs.3838 
Hs.90708 
Hs.83321 

Hs.21858 
Hs.50002 
Hs.69752 
Hs.13264 

Hs.75716 
Hs.50500 
Hs.10760 



Hs.25272 

Hs.85258 

Hs.54443 

Hs.1051 

Hs.9414 



2.68 

2.68 

2.66 

2.64 

2.64 

2.64 

163 

163 

162 

2.59 

159 

159 

2.56 

156 

2.55 

155 

154 

2.54 

2.54 

153 

153 

151 

149 

148 

147 

146 

2.45 

145 

145 

144 

2.42 

140 

139 

137 

137 

136 

132 

Z31 

131 

131 

130 

129 

129 

128 

127 

127 

126 

125 

125 

124 

123 

121 

118 

117 

116 

115 

113 

111 

110 

108 

107 

105 

2.04 

103 

1.99 

1.99 

1.98 

1.97 

1.91 

1.90 

1.90 

1.88 

1.88 

1.88 

1.86 

1.86 

1.85 

1.85 

1.81 

1.79 

1.78 

1.77 

1.77 
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434370 

419125 

425545 

405102 

433201 

420798 

437860 

414961 

428405 

422170 

431846 

404466 

405779 

441129 

427244 

411411 

417777 

418367 

440340 

437162 

424750 

429469 

406374 

430606 

404405 

401258 

433323 

427441 

444707 

409103 

451106 

434804 

430686 

429325 

406703 

41B827 

404104 



AF130988 
AA642452 
N98529 

AB040896 

W93774 

AA333063 

U27266 

Y00762 

AI791949 

BE019924 



AA074904 

AA402400 

AA345241 

AI823763 

AA326035 

AW895503 

AW005505 

D29956 

M64590 



Hs.58346 
Hs.130881 
HS.15B295 

Hs.21104 

Hs.99936 

H^279898 

Hs.927 

Hs.2266 

Hs.1 12432 

Hs.271580 



Hs.296420 

Hs.178045 

Hs.55950 

Hs.7055 

Hs.59236 

Hs.1 25276 

Hs.5464 

Hs.152818 

Hs.27 



BE266026 Hs.31476 



AA805132 

AA412605 

AH88613 

AF251237 

BE382701 

AA649530 

NMJJ01942 

AW088739 

X13100 

BE327311 



Hs.159142 

Hs.343879 

Hs.41690 

Hs.112208 

Hs.25960 

Hs.348148 

Hs.2633 

Hs.243770 

Hs.173084 

Hs.47166 



ectodysplasin 1 , anhidrotic receptor 
B-cell CLUlymphoma 11A (zinc finger pro 
Homo sapiens, clone MGG12401. mRNA, com 
C15001220 # :giJ4469558tgb|AAD21311.1| (AF 
KIAA1463 prolein 

keralin 10 (epidermolytic hyperkeratosis 
Homo sapiens cDNA: FU23165 fe, clone L 
myosin-binding protein H 
cholinergic receptor, nicofinic, alpha p 
anti-Mullerian hormone 
uroplakin 1B 

C300Q442*:gi|1 1 120695|reflNPJ)68518.1| c 
NMJX)5367:Homo sapiens melanoma antigen, 
ESTs, Weakly similar to T18651 hypolheti 
ESTs 

ESTs, Weakly similar to KIAA1330 protein 
ESTs, WaaWy similar to I78885 serineAh 
hypothetical protein DKFZp434L0718 
ESTs 

thyroid hormone receptor coactivating pr 

ubiquitin specific protease 8 

glycine dehydrogenase (decarboxytating; 

C16001364:gi|11067373|ret|NP_0676B9.1lC 

Homo sapiens cDNA FU 13872 fis, clone TH 

Target Exon 

NMJ)30932*:Homo sapiens diaphanous (Dros 
ESTs 

SPANX family, member C 
desmocollin 3 
XAGE-1 protein 
N-MYC oncogene 

g b:ns44f05.s1 NCI_CGAP_Alv1 Homo sapiens 

desmoglein 1 

ESTs 

myosin, heavy polypeptide 3, skeletal mu 
HT021 

C6001378*:gi|1 17174B|sp|P46530|NOTC_BRAR 



1.76 

1.75 

1.74 

1.74 

1.73 

1.65 

1.62 

1.61 

1.61 

1.61 

1.58 

1.57 

1.55 

1.55 

1.52 

1.52 

1J51 

1.51 

1.48 

1.47 

1.46 . 

1.44 

1.43 

1.40 

1.39 

1.38 

1.36 

1.33 

1.31 

1.27 

1.27 

1.23 

1.21 

1.19 

1.03 

1.01 

1.00 



Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Genbank accession numbers 



S fflOS 1 ACT99AI888812AW867550A1921557AW4M096AI925581AI679986AW473623BE841640B 
413808 2905J 

AWB68847 BE841651 AA335145 BE841670 BF374260 BF374088 BE841661 BE841728 BI335729 BE841739 BE841663 AW8S3 HM AA335201 
AA^Br^f^AW867493 BE841505 BF374250 BE841766 BF373837 AW863191 BE841705 AW863154 AW868673 AW867311 AA335896 
m\m SS BF374252 BF374247 BF374255 BE841785 AW029590 AW1 31278 AI801021 AW058240 AW05840 I AW029230 



421582 13358.1 



453331 16559.1 



406687 
450375 

415989 

426991 

454241 



0_0 

16559.3 
10194.1 
29771.1 



.1 



AW3m4AI58l069AI225028At446689Ai923321AI439430A!8015r^ 

===Sss=ss?.=====r™ 

AUffl6R692 BE841742 AW868711 AW867546 BE841699 AA335198 AA335146 AW868150 BE841660 T99129 BE841740 BE641714 AA335154 
= |2t2„ BEMIK* ? BEB417bS M440394 AA335215 AA335202 AA335162 AA3351 60 A1B01656 AI678499 BF374019 AW130236 

AA335227 AW869307 / 



BFW6»eK6AMmOT W925552 AAS76674 AA582084 AW009769 AAS14776 AAS88034 B6271S05 AA858276 BM142OT3 AWK0700 

T4WMTOS7M WW974 TS3681 AA147933 M50695 R68588 R25671 R31935 R25110 R36105 AK055628 BE1S7467 £»663674 MW0W3 
JSBF5iraM^2rai5AA746952AI161014AA099554BG572534AJ803329^ 

A«Sr^^19AIK0463AW069127AA411621 AA742532H12451 BE208298 H03612H12839 N5B781 R7S957 BF99S484 AI24066S 
BF989591 B1056086 BG001590BF10703S 

BG570706 BGS72749 AW606284 H04021 AA151166 AW954405AA131254 B&056461 W4S291 H01532H04384H03231 AA8S2876 H04410 
mSoMKUmit. MUMS AAI91424 AK6770O AI469633 AW958465 AW9S3397 AA172056 BE94029B BF909208 BF909980 BF0951S3 
ISaSbS^^^ 

AU128438 BE3S4458 Mffil < BI857117 BF686525 B146S223 BM460132 AU129877 BI222283 BG171592 BI043544 BG498295 BG750710 
BI256542 BG108520 AU150719 AW510354 A1554256 AL353968 AA191092 BF13263S 
BE184942 BE184946 AW238414 BE144666 
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452203 2630 1 BC014081 NM 000593 X57522 L21 208 121 207 L21206 121205 L21204 AL561404AL54^23 AL550492 AL556882AL541576AL550654BI823519 

45Z203 Z630J 0^0023 AL554969 BI489906 AI304693 AW295947 BM146642 X57521 BG820143 BE898390 F06770 F12630 BM423610 AL561518 BM009470 

BG742981 M279685 AA847441 AA313737 BF172639 BF897216 BF914190 BF903647 S70277 A1559694 AW073296 AI361433 AA564644 
AA487429 BEB58232 AA838810 A15391 14 AI719375 AI829129 BG057675 AI423422 AU158850 BE300655 AW170777 AA586956 AL571889 
AL556850 AL575404 AL582800 B125S544 BF342301 BG875994 AA054458 AA353161 A1940434 BE816522 ^^/^^^^ 
AU154395 AW951271 AI032220 AI819778 AI346733 AW771150 AW512525 AI249904 AA279809 A1352549 AW512517 BGO56280 AA521222 
BE271141 AL581932 AL541575 B1819184 AV660190 AL556475 AI620020 AW089888 AW079179 Z21518 AA687601 F04651 AI783961 T57198 
AI433367 T78652 AL554968 AA365648 AL582619 BE874601 BF804669 AL574458 BM145502 AI26651 4 AI538823 AI475626 AA948210 AAB84054 
AA487537 AA031844 AA535221 AW794256 AW361447 BE788505 AI6B2892 AA830989 AA862356 AA653084 BM009154 AA135727 H05927 
H23433 R42244 N79997 AW366665 AW366601 AA678742 AL556474 AA135770 BE774050 BF914200 HB8457 AA627746 BI560216 BI753586 

400245 1218BJ ^^^7^8WNM^111 U18121 AL567297 BG773801 BJ^4AV6871()4AA527579AA843525BE7()6355AI074589A1523475 
BE890249AW^^^ 

S I bS59AW75385 M788739 BG984978 240874 T1 7054 F09569 AW844043 U10439 BJ71 1 870 AW245957 AU 158567 AA679305 

BE328452 AA644678 M551209 BE351065 AA970761 N68609 AW002028 AA 160826 A1422774 AW8731 14 AW073597 AW6644B3 A1218710 
AW020550AW190607AI984545AI871921AI3^^ 

AJ923954 AA576649 AW168294 AA813181 AA912168 AI049738 AW514073 AA548255 AI569630 BE710031 AA2441 82 AI341697 AA563904 
S0AW517908AW172943Z39498AI750^ 

AL038957 BF910979 AA352297 BG988U2 AW372175 BF229106 AW866705 BE093482 BG990396 AI499917 AA054452 H0S484 1 A ,1828502 - 
6^67331 AU140570AL135417BF947M2AW391926BE813418BF998473 T92021BI021M 

BE939021 BE707147 BE160974 BE305207 N49011 AA947119 AA678801 BE536876 AW897428 BG329548 BGB18540 BE542344 BI919250 

BI253018AW130996BE074249BE895428B1034862BE083277BF952166 , M . n ^ 

414RM 8371 2 AF274943 BG494894 AI719075 AA908783 AI935150 AI422691 AA910644 AA583187 BM272167 AI82899S AA527373 AW972459 AI831360 

414883 837L2 

AV075239AI339996 M701623AI139549A133S8B0M633648AI9893W 

AA459292 AI494230 BF507531 AI492600 AA962596 AW613002 AA293140 AA235549 BF108854 AA954344 N49682 AI457100 AW589407 
AW3Q0758 BE220715 BE220698 BE569091 BM009647 BF900351 AI537692 AI203723 AI857576 AA584410 AW371667 BM172363 

S IS?" 1 So™ 

BG208151 A1446661 BG215551 BM449645 AW630055 BG6201 25 AL550932 AW471 133 AU 136648 BE925603 BF828688 

BE141577 BE1 41585 BE141 587 

BO)S BGlS AW006027 BM352054 AW026316 AI635822 AI880584 A1693769 AI092211 BI492387 AI40D449 AW16B297 BF939910 
AA232282 AW021432 A1333893 AA494308 AA854899 AW36795 AW069256 AA682373 A1092748 AA993184 AI126077 AI081758 AI240686 
AI261863 AI378423 AA465237 A1376096 AA035579 AI087306 AA4481 62 AA1 29977 AI090903 AI080685 A1288939 N330O4 AW21546 
AI370773 AI086064AA669528AI250053AI870113 AA853181 AA858014 BG055562 BG939559AW080765AA032283AW467587 H40506 D00762 

AW854219B^^AW854212 BG952443 AW854221 AW854208 BE156348 BE843Q56 AW858991 BE937569 BG878291 BG876450 AW819099 
AI908570AA449871 AU135228 BM478404BF1 26296 AA375499 AA248473 „,.«„,« 
^177830 NM_004415 AF139065 BG681115 BG740377 BI712964 BG000656 AA1 28470 BI438324 H27408 BE931630 BE167165 AVW70827 
SB13 jSl BG698865 BG740734 BG680616 BG739778 BI765807 BM353403 BM353248 AW177784 AW205789 AW951576 AW848592 
BE182164 BF149266 BE940187 BI060445 BI060444 BF3509B3 BE720095 BE720069 BE715154 BE082584 BE082576 BE004047 ' ^857316 
BI03977VBE713818BE713548AW170253BE16O433B^^ 

AU1 27260 AW3S4859 BF993352 BG223489 BE819009 BF381184 BE715956 R58704 AA852212 AW366566 BI090358 BF087707 BE819046 
BE819005 AA377127 BE073467 BE819069 BE819048 BI036306 BG990973 BI040954 BF919911 AU140155 A1951766 AI434518 AW804674 
BF752969 BE837009 BE925826 BF149265 AW995615 BE814264 BI039782 AU 140407 BE144243 BE709863 BF985642 BE001923 BF933510 
AW65328 B<^631S T B E1 82166 AW3651 75 AW847688 BE818280 AW177933 BF873679 AW178000 BE082526 BF476866 BF086994 BF592276 

BE184920 BF839562 BE184933 BF842254 BE698470 BE931048 BF999889 BF368816 BE184924 BE159B46 BE714632 BE184948 BG986845 
AA131128 AA099891 W39488 C04715 BF096124 BE865341 AW799304 AL6031 16 BE149760 BE705967 8E705966 BE705968 AW848723 
AW376699AW376817AW376€97B(^05097BF751115BE6960WAW84B371AW376782A^^ 

AW997139 BE865474 BE18S187 BE156621 BE715089 BE713297 BE713298 BE179915 AW799309 BF872345 BF088676 BE705939 Q AW52599 
BG005 97 BF3W086 BE715196 BE715155 BF752396 BF093817 BF831190 BF752409 BE006561 BG959922 BF094833 BF094748 BF094583 
AW377699 AW607238 BE082519 AW377700 BF349467 AI190590 A1554403AI392926AU158477 BI467252AU159919 A1760816BF()82516 
AJ439101 AA451923 A1340326 AI590975 BI791553 AI700963 AI142882 M039975 AA946936 AA644381 BM314884 M702424 A1417612 
AW19055^^ 

aiSbfSi™^^^^^ 

AV74553Q B1762796 BG287391 AW798780 BE706045 BE926470 AW7991 18 BF087996 BE002273 AW879451 AI571075 BE067786 AW21320 
A1022^2 JC9754 C03378 N84767 AA131077 H30146 BE714290 AI685869 AI568892 AJ915596 AW105614 A1887258 A1538577 BE926474 
kSbG3^^4Tb5AW9B^ 

BG740832 BG681087 BG698430 AA455100T87267 BE696209 BE696210 BI089483 BE006273 BEB72225 AW391912 BE925515 , BG6770 2 
BG741970 AA026480 BE705999 BG677157 BE00909O BG681378 BE712291 BG96149B BG678984 BI040941 AA33727C ^^84371 AWB47442 
BI058659 BE81366S W95048 W25458 AW177786 AA025851 BE931733 BF154837 BG949393 BE714441 AVV99K45 BE711B01 At2M(^) 
BE0643^ BCT19390 BE940148 B©391212 BF375714 BF349522 BG996267 T48793 BI013292 BE001925 AW365156 AW365154 AW608653 
BF763109 BE931637 BE167181 BE713879 BF354008 BF678726 H90899 AW365145 W383B2 AI498487 
438608 32229.2 BC015981 AJ301615 AA628980AI126603BF184719 



455813 1515590.1 
439780 49082.1 
400200 3806.1 



412636 1438J 



TABLE 46C 

2T SKSS^ ^elal-.ferstothepUbr^-ed-ThaDNA ^uenceof 

human chromosome 2? Dunham, et aL (1999) Nature 402:489-495. 
Strand: Indicates DMA strand from which exons were predicted. 
NU»silion: Indicates nucleotide positions of predicted exons. 



Pkey Ref Strand NLposition 

401781 7249190 Minus 8321 5-83435,83531 -83656,83740-8390 1,8423 

559 



WO 03/042661 



PCT/US02/36810 



401780 


7249190 


Minus 




400666 


8118496 


Rus 


1 / 9B2- lol to,zU/b/-^aWou 


401785 


7249190 


Minus 


IQD/ /t>-lOD330,10Ul 03-1000 !*J, 


401747 


9789672 


Minus 


•naeGCLI 1Qft1fi 1101 1Q_11 <¥)AA 11QROQ-11Q7fi 
llODyo-l 10010,1 lal 13-1 lat^.J I30V3-H3IU 


400665 


8118495 


Rus 


<CQ7fi 4 7AOO 

1 0879-17023 


402994 


2996643 


Minus 


4727-4303 


402075 


8117407 


Phis 




405770 


2735037 


Plus 


pjftri eof\7C 

0iu57-o2U75 


401994 


415385B 


Minus 


42904-43 1 24,432 1 1-4 333o,44oU / -44 / 00,43 1 3 


404998 


6007890 


Phis 


mfiflfi oolite 1DCCO 1QQQQ ^07T7 //V5^ 

37999-381 45,0(^2-30330,33/ 1 i -030 f Z/moo 


404240 


5002624 


Minus 


1 1 61 32-1 1 6407, 1 1 6553-1 1 6922 


402447 


9796640 


Plus 


47605-47729,51 695-51 821 ,52070-0223 / ,W3U 


402992 


7767907 


Minus 


42137-42515 


402408 


9796239 


Minus 


110326-110491 


404286 


2326514 


Plus 


51086-51301 


405387 


65B7915 


Minus 


17CO 1BT» R7n(LRRQ^ 

o/bb-oooj.o/uo-ooao 


404287 


2326514 


Plus 


53134-53281 


402995 


2996643 


Minus 


5962-6216 


405545 


1054740 


Plus 


118677-118807,119091-119296,121626-12182 


401797 


6730720 


Plus 


6973-7118 


402294 


2282012 


Minus 


2575-3000 


401961 


4581193 


Minus 


124054-124209 


404440 


7528051 


Plus 


80430-81581 


405386 


6579238 


Minus 


4095W1297 


404171 


9930793 


Plus 


173667-173783,176876-177055 


405778 


7280331 


Plus 


18748-19757 


406400 


9256298 


Rus 


1553-1712,1878-2140,4252-4385,5922-6077 


401176 


9438469 


Minus 


20475-20734 


404170 


9930793 


Phis 


168836-169248 



TABLE 47A: 



Pkey: Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number. Genbank accession number 
UnigenelD: Unigene number 
Unigene TiBeUnigene gene title 

R1: Maximum of esophageal tumor Als divided by the 98th percentile of the normal esophagus Als 



Pkey 


ExAccn 


UnigenelD 


400289 


X07820 


Hs.2258 


411243 


AB039886 


Hs.69319 


418007 


M13509 


Hs.83169 


444325 


AW152618 


Hs.16757 


444381 


BE387335 


Hs.283713 


421379 


Y15221 


Hs.103982 


400666 






425211 


M18667 


Hs.1867 


425679 


X05997 


Hs.159177 


432239 


X81334 


Hs.2936 


431723 


AW058350 


Hs.16762 


446619 


AU076643 


Hs.313 


453331 


A1240665 




431620 


AA126109 


Hs.264981 


408380 


AF123050 


Hs.44532 


423673 


BE003054 


Hs.1695 


412326 


R07566 


Hs.73817 


419216 


AU076718 


Hs.164021 


408243 


Y00787 


Hs.624 


414359 


M62194 


Hs.75929 


450375 


AA009647 




407366 


AF026942 


Hs.17518 


433447 


U29195 


Hs.3281 


421508 


NMJJ04833 


Hs.105115 


452862 


AW378065 


Hs.8687 


432828 


AB042326 


Hs.287402 


452281 


T93500 


Hs.28792 


409757 


NM.001898 


Hs.123114 


452838 


U65011 


Hs.30743 


413670 


AB000115 


HS75470 


452410 


AL133619 




437330 


AL353944 


Hs.50115 


406687 


M31126 




430280 


AA361258 


Hs.237868 


439343 


AF086161 


Hs.114811 


429228 


AI553633 


Hs.326447 


421110 


AJ250717 


Hs.1355 


414004 


AA737033 


Hs.7155 


424321 


W74048 


Hs.1765 


406673 


M34996 


Hs.198253 


421582 


AI910275 





Unigene Title R1 

matrix metalloproteinase 10 (stromeiysin 31 70 

CA11 30.12 

matrix metalloproteinase 1 (interstitial 1 8.46 

ESTs 18-22 

ESTs, Weakly similar to S64054 hypolheti 17.52 

small inducible cytokine subfamily B (Cy 16-28 

NM_002425:Homo sapiens matrix melaBopro 15.59 

progastricsin (pepsinogen q 15.22 

fipase, gastric U-60 

matrix metattoproteinase 13 (collagenase 13.14 

Homo sapiens mRNA; cDNA DKFZp564B2062 (f 12.60 

secreted phosphoprotein 1 (osteoponGn, 12.00 

ESTs 1120 

Z-S'-ofigoadenylate synthetase 2 (69-71 10.77 

diubiqultin 10-32 

matrix metafloproteinase 12 (macrophage 10.32 

small inducible cytokine A3 (homologous 10.22 

small inducible cytokine subfamily B (Cy 10.18 

interleukinB 980 

cadherin 1 1, type 2, OB-cadherin (osteob 9.75 

a disintegrin and metalloproteinase doma 9.12 

gb:Homo sapiens cig33 mRNA. partial sequ &88 
neuronal pentraxin II 8.64 
absent in melanoma 2 8.46 
ESTs 8.34 
chondroiu'n 4-suifotransferase 7.92 
Homo sapiens cDNA FU11041 fe, clone PL 7.86 
cystatinSN 7.62 
preferentially expressed antigen in met a 7.60 
hypothetical protein, expressed In osteo 7.58 
Homo sapiens mRNA; cDNA DKFZp434E2321 (f 7.46 
Homo sapiens mRNA: cDNA DKFZp761 J11 12 (f 7.44 
matrix rnetailoproteinase 11 (strometysin 7.24 
mterteukin 7 receptor 7.18 
hypothefjcal protein FU11B0B 7.13 
ESTs 7.04 
calhepsin E 8.98 
ESTs, Moderateiysimilarto2115357ATYK 6.88 
lymphocyte-specific protein tyrosine kin 6.88 
rnapr histocompatibility complex, class 672 
trefoil factor 1 (breast cancer, estroge 6.52 



WO 03/042661 



PCT/US02/36810 



447164 
409403 
439926 
418460 
411296 
426312 
413441 
427337 
417715 
413808 
400565 
424408 
418299 
444527 



416768 
430413 
427509 
422530 
413278 
436856 
426711 
421362 
452401 
404240 
435523 
437763 
425139 
415989 
408202 
450701 
423271 
414774 
443907 
424687 
444006 
414915 
408122 
408049 
431629 
435370 
443378 
443071 
409154 
445417 
413142 
406646 
402992 
452304 
418245 
413945 
423225 
443883 
415149 
425247 
410422 
413936 
409202 
422562 
443639 
444652 
412471 
449717 
417389 
42B981 
445109 
406778 
408716 
412773 
414024 
426530 
414945 



AF026941 

AA668224 

AW014875 

M26315 

BE207307 

AF026939 

AI929374 

245223 

AW969587 

J002B7 

A1754813 
AA279530 
NM_005408 
BE440042 
AA363733 
AW842182 
M62505 
AW972300 



Hs.17518 

Hs.6634 

Hs.137007 

Hs.85258 

Hs.10114 

Hs.181874 

Hs.75367 

Hs.176663 

Hs.86366 



Homo sapiens cig5 mRNA, partial sequence 
Homo sapiens cDMA: RJ 22547 fis, clone H 
ESTs 

C08 antigen, alpha polypeptide (p32) 
growth suppressor 1 
interferon-induced protein with tetratri 



AI469355 
AA383471 
AK000050 
NM.007115 

T62849 
AA469369 
AW630488 
AI267700 
AA227710 
H39960 
W47225 
X02419 
AU0764B4 
J05070 
BE395085 
NWL002462 
AI432652 
AW076098 
AU077025 
A1964074 
AW392550 
AL080021 
U72882 
AK001058 
M81740 
M33600 

AA025386 
AA088767 
NMJJ00591 
AA852604 
AA114212 
X12451 
NM.005940 
AL042014 
AF113676 
AA236881 
AI962060 
BE269042 
BE513613 
M63193 
AB040935 
BE260964 
BE313077 
AF039916 
H06273 
A1567839 
H157B5 
AA134712 
U24578 
BE076358 



Hs.146428 

Hs.83968 

Hs.11383 

Hs.83326 

Hs.1032 

Hs.241392 

Hs.2161 

Hs.118110 

Hs.833 

Hs.127310 

Hs.343800 

Hs.103853 

Hs.29352 

Hs.11090 

Hs.5831 

Hs.25338 

Hs.43658 

Hs.288467 

Hs.126256 

Hs.77274 

Hs.9963 

Hs.151738 

Hs.10086 

Hs.76391 . 

Hs.42824 

Hs.345588 

Hs.265827 

Hs.225838 

Hs.9280 

Hs.8986 

Hs.50842 

Hs.12680 

Hs.75212 

Hs.308026 

Hs.61311 

Hs.83883 

Hs.75627 

Hs.1 25359 

Hs.9930 

Hs.78056 

Hs.155324 

Hs.63348 

Hs.297681 

Hs.51043 

Hs.118397 

Hs.9661 

Hs.11538 

Hs.73946 

Hs.23954 

Hs.82045 

Hs.93135 

Hs.12330 

Hs.101651 

Hs.151714 

Hs.74573 

Hs.22410 

Hs.278625 

Hs.77667 



Fc fragment of IgG, low affinity lllb. r 
ESTs 

Homo sapiens mRNA for caldesmon, 3' UTR 
NMJH)2425:Homo sapiens matrix metaltopro 
collagen, type V, alpha 1 
Integrin, beta 2 (anfigen C018 (p95). ry 
small inducible cytokine subfamily A (Cy 
matrix metanoprotetnase 3 (strometysin 
regenerating islet-derived 1 alpha (pane 
small inducible cytokine AS (RANTES) 
complement component 5 receptor 1 (C5a I 
bone marrow stromal cell anfigen 2 
interferon-stimulated protein, 15 kDa 
ESTs 

conserved gene amplified in osteosarcoma 
hypothetical protein FU20043 
tumor necrosis factor, alpha-induced pro 
NMJ)18950/.Homo sapiens major histocompat 
membrane-spanning 4-domains, subfamily A 
tissue inhibitor of metatloproleinase 1 
protease, serine, 23 
ESTs 

DKFZP586L151 protein 
hypothetical protein XPJJ98151 
interleukin 1, beta 
plasminogen activator, urokinase 
TYRO protein tyrosine kinase binding pro 
matrix melatloproteinase 9{gelatinase B 
type I transmembrane protein Fn14 
myxovirus (influenza) resistance 1, homo 
hypothetical protein FU10718 
desmopiakin(DPt, DPtl) 
interferon, atpha-indudble protein (do 
ESTs 

proteasome (prosome, macropaln) subunit, 

complement component 1 . q subcomponent, 

interferon-induced protein 35 

Homo sapiens cDNA FU10196 fis, clone HE 

ornithine decarboxylase 1 

major Mstocompafibffity complex, class 

Target Exon 

ESTs, Weakly similar to S10590 cysteine 

transmembrane, prostate androgen induced 

CD14 antigen 

Thy-1 cell surface antigen 

serine (or cysteine) proteinase inhibilo 

calhepsin L 

matrix rnetatloprotemase 11 {strometysin 
Homo sapiens, done MGG15203, mRNA, com 
serine (or cysteine) proteinase inhtbito 
hexosaminidase B (beta polypeptide) 
AE-binding protein 1 

proteasome (prosome, macropain) subunit, 
actin related protein 2/3 complex, subun 
endothelial ceil growth factor 1 (platel 
cerebral cell adhesion molecule 
mtdldne (neurite growtrHpromoOng factor 
ESTs, Weakly similar to ALU2JWMAN ALU S 
ectonudeoslde triphosphate diphosphohyd 
Homo sapiens mRNA; cDNA DKFZp434C107 (fr 
Homo sapiens mRNA for K1AA1769 protein, 
similar to vaccinia virus Hindlll K4L OR 
gbzm79g08.r1 Stratagene neuroepithelium 
cornptement component 4A 
lymphocyte antigen 6 complex, locus E 



6.40 
6.32 
6.32 
6.12 
6.03 
5.86 
5.86 
5.81 
5.76 
5.63 
5.60 
5.53 
5.44 
5.42 
5.40 
5.38 
5.08 
5.08 
5.04 
4.92 
4.80 
4.60 
4.53 
4.48 
4.36 
4.34 
4.29 
4.24 
4.20 
4.11 
4.06 
4.02 
3.96 
3.90 
3.86 
3.86 
3.76 
3.49 
3.44 
3.37 
3.29 
3.19 
3.18 
3.13 
3.12 
3.00 
2.76 
2.57 
Z54 
Z52 
2.51 
£50 
2.48 
. 2.47 
146 
2.45 
Z45 
Z39 
2.35 
2.28 
Z19 
2.19 
Z03 
Z03 
1.83 
1.79 
1.70 
1.69 
1.66 
1.65 
1.58 
1.52 



TABLE 47B 



Pkey: Unique Eos probeset identifier number 
CAT number Gene cluster number 
Accession: Gen bank accession numbers 



Pkey CAT Number Accession 

453331 16559 1 BG571303M410586M035018BC^2117B«20022M147247BGOrj5785BG0144^^ H02668H12498 R36203 BF992089 R73999 

X49904 R75732 B1057974 T53681 AA147933 N50695 R685B8 R25671 R31935 R251 10 R36105 AK055628 BE157467 AW663674 AA190993 

561 



WO 03/042661 



PCT/US02/36810 



450375 
452410 



406687 
421582 



16559JJ 
596611 



0J> 

13358 1 



413808 2905.1 



415989 10194J 



H01642 BF510304 AA62691 5 AA746952 AI161014 AA099554 BG572534 AI803329 AI809932 A1808765 AA41 1449 A1378760 AA976929 AI378620 
AA909684 R75632 AI360919 AI350463 AW069127 AA41 1621 AA742532 H12451 BE208298 H03612 H12839 N58781 R75957 BF996484 AI240665 
BF989591 B10560B6 BG001590 BF107035 

BG570706B6572749 AW606284 H04021 M151166 AW954405 AA131254 BG056461 W46291 H01532 H04384 K03231 AA852876 H04410 
H59605BE157601 AA113758 

AL133619 AI435410 AA622747 AW272464 AI215594 AI673758 AI476447 AI804128 AI581345 A1026826 Al 300820 AW5 13621 AA256162 AI559724 
AI493388 AA614641 A1125754 A1214351 AI567080 AI200813 A1476629 AI685732 AA602400 AA730140 AI565082 AI259603 A1807095 AA905453 
AA505909A1204595AI582930AI686077AA757863 M730154AA654048BI831663AI734138AI734130^^^ AI732741 
BF1 1 1446 BE677727 AA437369 AA426284 AA433997 AA425820 
M31126 

XD0474 NVL003225 X52003 M12075 B1765761 AW950155 AI571948 BI760569 AA308400 AA568312 B1761955 AA507595 AA614579 AA614409 
BF747698 BM142326 AA307578 AI925552 AA578674 AA582084 AW009769 AA514776 AA588034 BG271505 AA85B276 BM142503 AW050700 
AI307407 A1202532 AA524242 AI909772 AI970839 BG23651 6 AW75021 6 AA587613 A1909749 AI909751 AI910083 AA614539 R55292 AA50741 8 
AI570199 AI888812 AW867550 A1921557 AW469096 AI925581 AI679986 AW473623 BE841640 BF061 525 AI445703 A1925072 AW8631 88 
AW863076 BE841731 AW863167 BE841390 BE841365 BF374078 BEB41760 BEB41 694 BE841769 AA335110 BE841692 BF374073 AA335204 
BF374079 BEB41713 AA335167 BE841584 AW868103 BEB41645 BE841765 A1076336 AW867433 BF373831 BE841758 AW868911 AW863155 
AW868847 BE841651 AA335145 BE841670 BF374260 BF374088 BE841661 BE841728 BI335729 BE841739 BE841663 AW863104 AA335201 
AA335143 BF906965 AW867493 BE841505 BF374250 BE841766 BF373837 AW863191 BE841705 AW863154 AW868673 AW86731 1 AA335898 
BE841753 AW863407 BE9371 02 BF374252 BF374247 BF374255 BE841785 AW029590 AW131278 AI801021 AW058240 AW058400 AW029230 
AW029432 AW1305O9 AW0291 28 AW130469 AI570155 AI620272 AW029259 AI801 389 AI888662 AI926902 A18Q1799 A161 0344 AI452852 
AW131 174 AI581069 AI225028 AI446689 AI923321 AI439430 AI801502 AI679707 AW028944 A1933684 AI801724 AI537779 A1354652 A1470250 
A1536872 AI891 151 AW86801 9 AW006034 AI702599 AA335192 AA3351 65 AA3351 89 AI933725 AW044393 A1888797 BE841677 BE841 681 
AA3351 41 AW008176 AA335223 AJ888837 AW868622 A1803901 AW005718 A1538062 A1282258 AI580678 AI445803 AI445394 AI868168 
AA335144 AI926349 AA335210 AA334919 AA335163 AA335216 A187B342 BF374135 A1932922 AA335214 AA335109 AI570325 AI452619 AI926109 
AI453488 AI678606 AW869289 AW869211 BE841580 A1679368 AI888882 A1926170 BF508305 AW869315 AA334926 BE841712 AW026584 
AA335200 BE841764 AV730339 AW474979 AI286344 AI446430 AI537612 AA335166 AW868051 AI679133 AI949520 BE841652 AI949532 
BE9371 13 BE841789 BE841643 AW130556 BE841761 AW868716 AW86B698 BE841 669 BE937108 AA335158 AA335153 AA335159AW867404 
AW868692 BE841742 AW868711 AW867546 BE841699 AA335198 AA335146 AW868150 BE841660 T99129 BE841740 BE841714 AA335154 
AW868815 BF373812 BE841657 BE841780 AI440394 AA335215 AA335202 AA335162 AA335160 AI801656 AI678499 BF374019 AW130238 
AI826057 AI572459 AI932773 AA335197 AI611752 AA335224 A1452592 AA335147 AA335149 AA334928 AA335114 AA3351 11 AI567048 
AW029395 A1570326 BF373838 BE841691 BE841776 AW863485 BF374093 AW130376 BE841732 AI446393 AI446781 AW867547 AW029012 
AA335227 AW869307 AW869350 AW868709 AW869407 AW005017 AI679252 AJ925523 AW151 553 AW863109 AI44591 7 A1799620 AI921607 
AW008153 A1520957 AI610620 A1679828 AI868151 AI537839 AI679547 T28354 A1282567 AA335207 R83655 BF905963 AW131 160 AI925625 
AW029396 AW028445 AW00841 0 AW152586 AW008476 AI801040 AI453669 AI621 200 AA334925 BF374069 BF374075 N53208 BF374246 
AW868723 BE937150 AA955002 AW863338 BE841767 

BC013389 BC017398 AI023543 AA191424 AI267700 AI469633 AW958465 AW953397 AA172056 BE940298 BF909208 BF909980 BF095153 
BG285837AI720344BF541715AA355086AA172236 



TABl£47C 



Pkey: Unique number corresponding to an Eos probeset 
Ret. Sequence source. The 7 digit numbers In this column are Genbank Identifier (GI) 

human chromosome 22" Dunham, et al. (1999) Nature 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposiBon: Indicates nucleotide positions of predicted exons. 



numbers. "Dunham, et aL" refers to the publication entitled The DNA sequence of 



Pkey 
400666 
400665 
404240 



"ReT 
8118496 
8118496 
5002624 
7767907 



"Si 
Plus 
Plus 
Minus 



17982-18115,20297-20456 
16879-17023 

116132-116407.116653.116922 
42137-42515 



TABLE 48A: , 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number. Genbank accession number 

UnigeneiD: Unigene number 

Unigene TitJe: Unigene gene UOe 

R1: 90th percentile of normal esophagus Als dwided by the 90th percentile of esophageal tumor Als 



Pkey ExAccn UnigeneiD Unigene Trtle R1 

407245 X90568 Hs.172004 tifin 37.43 

426752 X69490 Hs.172004 tHm 30.23 

425545 N98529 Hs.1 58295 Homo sapiens, clone MGC:12401, mRNA, com 23.69 

407013 U35637 gb:Human nebuBn mRNA, partial cds 17.09 

400440 X83957 Hs.83870 nebufin 15-56 

406704 M21665 Hs.929 myosin, heavy polypeptide 7, cardiac rmis 14.21 

428087 AA100573 Hs.182421 troponin C2, fast 13.03 

417070 Z19077 Hs.172004 titin 13.02 

406707 S73B40 Hs.931 myosin, heavy polypeptide 2. skeletal mu 12.61 

405001 U58196 interleukin enhancer binding factor 1 12.53 

418391 NM_003281 Hs.84673 troponin I. skeletal, stow 12.46 

418205 121715 Hs.83760 troponin I, skeletal, fast 12.40 

422533 X56832 Hs.1 18804 enolase 3, (beta, muscle) 12.21 

400499 C10001858:gii6679124lreflNP_032759.1| ne 11.99 

418390 AF133820 Hs.84665 titin Immunogtobutin domain protein (myo 10.53 

412519 AA196241 Hs.73980 troponin T1, skeletal, slow 10.21 

417435 NMJJ05181 Hs.82129 carbonic anhydrase til, musde specific 10.14 

413778 AA090235 Hs.75535 myosin, light polypeptide 2, regulatory, 10.13 

408493 BE206854 Hs.46039 phosphoglycerate mutase 2 (muscle) 10.00 

416373 AA195845 Hs.73680 ESTs.Wealdy similar to S1 2658 cysteine- 9.65 

415672 N53097 Hs.193579 ESTs 957 

409096 AA194412 Hs.50550 sarcomeric muscle protein 9.48 
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426429 X73114 

422059 AJ010063 

409028 AB014513 

437206 AW975934 
421296 

412129 M21984 

434352 AF1 29505 



418026 
408591 
435124 
430581 



BE379727 
AF015224 
AA725362 
AW969675 



431360 NMJJ00427 Hs.251680 loricrin 

416982 J05401 Hs.80691 creatine kinase, mitochondrial 2 (sarcom 
Hs.169849 myosin-binding protein C, slow-type 
Hs.343603 tilin-cap (telethonin) 
Hs.49998 Z-band alternatively spliced POZ-motif 
Hs.283382 ESTs, Weakly similar to 138344 tiim, ca 
NM.002666 Hs.103253 periTrpin 

Hs .73454 troponin T3, skeletal fast 
Ks.86492 small muscle protein, X-linked 
Hs.6321 3 fatty acid binding protein 4, adipocyte 
Hs.46452 mammaglobin 1 
Hs.120456 ESTs 
Hs^91232 ESTs 

Hs.278469 tacrimal proline rich protein 
Hs.96844 ESTs 

Hs. 183075 ATPase. Ca transporting, cardiac muscle, 
Hs.250760 cytochrome c oxidase subunlt Via polypep 
Hs.18459 ESTs 

Hs.47438 SH3 domain binding glutamic acid-nch pr 
NM _006823 Hs.75209 protein kinase (cAMP-dependent calalyti 
Hs.272556 peptidylarginine deiminase type I 
Target Exon 

NM JJ06789 Hs.227457 apolipoprotein B mRNA editing enzyme, ca 
F00797 Hs.85844 neurotrophic tyrosine kinase, receptor, 
C02621 Hs.159282 ESTs 

Hs.1 18845 troponin C, slow 

Hs.146070 ESTs, Weakry similar to ALU1 JHUMAN ALU S 
Hs.1 73084 myosin, heavy polypeptide 3, skeletal mu 
Hs.26770 tatty acid binding protein 7, brain 
Hs.279709 muscle specific ring finger protein 1 
Hs.23925 triadin 

Hs.1 07515 ESTs, Weakly similar to T00329 hypolheti 
454059 NM 003154 Hs.37048 statherin 

451957 A1796320 Hs.10299 Homo sapiens cDNA FU13545 fis, clone PL 
AW015415 Hs.127780 ESTs 

Hs.99949 prolactin-induced protein 
Hs.154103 UM protein (simitar to rat protein kina 
Hs.1815 myosin, Tight polypeptide 3, alkali; ven 
NM.003063 Hs.334629 sarcoHpin 
Target Exon 
Hs.244569 esophagus cancer-related gene-2 

phosphorylase, glycogen; muscle (McArcfle 
Hs.76780 protein phosphatase 1, regulatory (inhib 
Hs.172004 Win 
Hs.99004 ESTs 
Hs.238756 myozenin 
Hs.17109 integral membrane protein 2A 
Hs.105362 Homo sapiens, clone MGC:18257, mRNA. com 



454229 AW957744 

424734 A1217685 

428221 U96781 

431204 F28841 

443727 Z253B9 

408753 AI337192 
413132 

424485 AI685069 
403805 
429997 
41B532 
419711 

422640 M37984 

433839 F35430 

406703 X13100 

451621 A1879148 



446962 
411102 



A1351421 
AA401295 



411852 AA528140 



434360 
420813 
417376 



X51501 
AA253314 



424688 AA216287 
446523 
402270 
437846 



AA773866 

424982 U94777 

414657 AA424074 

410621 AA194329 

429134 AA446953 

436519 AJ278124 

447023 AA356764 

427639 AW444530 



426451 


AI908165 


Hs.169946 


GATA-binding protein 3(T-ceii receptor 


433635 


A1074502 


Hs.134292 


hypothetical protein MGC12921 


429892 


NNL003B03 


Hs.2504 


myomesin 1 (skelemin) (185kO) 


411021 


F00055 


Hs.172004 


Clin 


416349 


X69089 


Hs.79227 


myomesin (M-protein) 2 (165kD) 


424897 


D63216 


Hs.153684 


trizzled-related protein 


406741 


AA058357 


Hs.74466 


carcinoembryonic antigen-related cell ad 


428824 


W23624 


Hs.173059 


ESTs 



418692 AK000268 Hs.87383 hypotheBcal protein 

448405 AW772298 Hs.21103 Homo sapiens mRNA; cDNA DKFZp564B076 (fr 

Hs.303090 protein phosphatase 1, regulatory (inhib 

Hs.138380 KIAA0624 protein 

Hs.293236 ESTs 

Hs.58049 ESTs 

Hs.78454 myocilin, trabecular meshwork inducible 
ESTs 

Hs.129982 Homo sapiens cDNA FU12228fis, clone MA 

Hs 61297 ESTs 

Hs!b6507 Human DNA sequence from clone RP3-353C17 

429413 NM-.014058 Hs.201877 DESC1 protein 

423725 AJ403108 Hs.132127 hypothetical protein LOC57822 

438704 AI435060 Hs.32825 ESTs 

A) 223328 Hs.75335 glycine amidinotransferase (L-arginine:g 

AW969847 Hs.292718 ESTs, WeaWy similar to RET2JWMAN RETIN 

NM_000036 Hs.89570 adenosine monophosphate deaminase 1 (iso 

Hs.1 15166 sctellin 

Hs.332030 Homo sapiens ORF1 

NMJX)1 982 Hs.199067 v-enVb2 avian erythroblastic teukemla v 

AI743156 Hs.131064 ESTs 

ESTs, Weakly similar to A46O10 X4inked 

Hs.59761 ESTs, WeaWy similar to DAP1_HUMAN DEATH 

Hs 99569 ESTs 

Hs.99476 ESTs, Weakly similar to 1313184B alphal 

Hs.202949 K1AA1 102 protein 

Hs.201619 ESTs, Weakly similar to S38383 SEB4B pro 



432306 Y1B207 

424049 AB014524 

439609 AW971945 

433122 AB019391 

415447 Z97171 

415655 W05433 

442376 W95588 

452308 AI167560 

418072 F35210 



413391 
430699 
419050 
422313 AF045941 
417045 F01180 



426158 
435101 
432408 



N39127 



439706 AW872527 
429930 A1580809 



429624 
429454 



AA458648 
AL039940 



411000 N40449 
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429852 AB010445 Hs.225948 small inducible cytokine subfamily A (Cy 

428550 AI243209 Hs.98669 ESTs, Weakly similar to B4741 1 ADPribosy 

438328 A1492261 Hs.32450 ESTs 

451917 AW391351 Hs.50820 Homo sapiens unknown mRNA 

453876 AW021748 Hs.1 10406 ESTs, Weakly similar to I38022 hypotheti 

414807 A1738616 Hs.77348 hydroxyproslaglandin dehydrogenase 15-{N 

430171 AF086289 Hs^34766 skin-specirlc protein 

422287 F16365 Hs.1 14346 cytochrome c oxidase subunil Vila polype 

445082 AI274139 Hs.156452 ESTs 

449003 X76342 Hs.389 alcohol dehydrogenase 7 {class IV). mu o 

431205 AA194560 Hs.250763 tropomodulin 4 (muscle) 

443265 AI916207 Hs.9167 SH3 domarn binding glutamic acid-rich pr 

424747 AA346241 Hs.231887 EST 

410223 S73775 Hs.60708 calsequestrin 1 (fast-twitch, skeletal m 

423024 AA593731 Hs.325823 ESTs, Moderately similar to ALU5_HUMAN A 

453817 AW755253 Hs.61920 ESTs 

416431 AW384459 Hs.172004 Win 

425971 AF135024 Hs.165296 kalUkretn 13 

412452 AA215731 Hs.79265 suppression of tumorigenicily 5 

421512 AB007923 Hs.265848 myomegalin 

413922 AI535B95 Hs.221024 ESTs 

419648 T73661 Hs.91877 thyroid hormone responsive SPOT14 (rat) 

418067 AI127958 Hs.83393 cystatinE/M 

428688 AL080190 Hs.1 89242 Homo sapiens mRNA; cDNA DKFZp434A202 (fr 

451681 Z28564 Hs.255950 ESTs, Weakly similar to AA64.HUMAN 64 KD 

420197 AW139647 Hs.88134 ESTs. Weakly similar to A57291 cytokine 

425869 AA524547 Hs.1 60318 FXYD domain-containing ton transport reg 

404270 NM_006061 :Homo sapiens specific granule 

409169 F00991 Hs.50889 (done PWHLC2-24) myosin light chain 2 

426350 NM.003245 Hs.2022 transglutaminase 3 {E polypeptide, prole 

452023 AB032999 Hs.27566 KIAA1 173 protein 

417713 D42047 Hs.82432 KIAA0089 protein 

435538 AB011540 Hs.4930 low density lipoprotein receptor-related 

450300 AL041440 Hs.58210 ESTs. Highly similar to ITH4.HU MAN INTER 

451814 AA847992 Hs.137003 ESTs 

452360 AI742082 Hs98S39 ESTs 

431938 AA938471 Hs.54431 specific granule protein (28 kDa); cyste 

408104 AW972927 Hs.293968 ESTs 

444329 W73753 Hs.209637 hypothetical protein FU12921 

439652 W67826 Hs.55412 ESTs, Weakly similar to K1CJ_HUMAN KERAT 

432191 AA043193 Hs.273186 hypothetical protein, clone Telethon{lta 

425855 AF135025 Hs.159679 kaHikrwn 12 

430560 Z28942 Hs.243960 N-myc downstream-regulated gene 2 

410677 NM 003278 Hs.65424 tetranectin (rdasmlnogen-binding protein 

411388 X72~925 Hs.69752 desmocofflnl 

425721 AC002115 Hs.159309 uroplakin 1A 

430520 NMJM6190 Hs.242057 chromosome 1 open reading frame 10 

429441 AJ224172 Hs.204096 fipophilin B (uteroglobin family member) 

417405 W28657 Hs.5307 ESTs 

434560 R13052 Hs.3964 Homo sapiens clone 24877 mRNA sequence 

417074 Z49B78 Hs.81131 guanidinoacetateN-melhyltransferase 

430513 AJ012008 Hs.241586 G6C protein 

454478 AW805749 Hs.318885 superoxide dismutase 2, mitochondrial 

416559 A1039195 Hs.128060 ESTs 

447205 BE617015 Hs.11006 ESTs, Moderately similar to T1 7372 plasm 

415780 U75B98 Hs.78846 heat shock 27kD protein 2 

409702 AI752244 eukaryoCc translatton elongalion factor 
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TABLE 48B 

Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 



Pkey 

407013 
424982 



415655 
432408 

409702 



CAT Number Accession 



2073J 
25362J 



15499J 
2061J8 



U35637 AA192323 AA194508 BG011583 F25712 AL596820 BE185376 

AK057547 BG181248 AA883756 F25670 AA778128 F27657 F18914 F25171 AA178B44 F21S56 F25872 F2M57F27617 F36059 F34817 F26967 
fS^31278 F34666 F01176 F36333 F01226 F27406 F27130 F28742 F24126 F29891 AA1 95955 AA086351 W69291 F25880 F32791 F3131 1 
ra5oFH2lK^^ F30404 F35470 F33989 F33141 F36382F34118Fini4M176345 F247O0AA5509« 

F16783 AA180319 F28443 F17763 F17448 F00542 AA197179 AA193012 

I m*>An\ W70563 F37502 F29200 F27903 F18577 F19683 F20867 228857 F30994 F31752 F17375 F15601 F17543 F1741 1 

aSs1 AK026458 BI439120 BM021106 F30243 BM055214 BM054962 BM069667 F37401 AA563621 ^^^S^^S^S^iSM 
^17F35258^7772H39537 AW445222 F19408 H28557 F3060B F31797 F30960 BF837737 BF837688 AL551046 BI758668BI765M8M BIW7440 
BR92B8H 31438B01 AO^U ACT52244 AI784111 BG490221 BF338840 BF338974 BG896472 AL576843 AW966769 F25388 F37436 H2B558 
SSSS^ F18924AA626B86F30774 F27704F31411 ^"^7 F33381 F36153 

Rl793 F311^F31%6 T33901 AA298244 BI757347 AI810201 A1692843 F29441 H51409 F21804 AW973249 F18440 F17572 F32499 M327152 
MsSiS /M^B8F18893F23362 AA010888 F18143 Z28500 H27651 A1720790 F22425 H13178 H28677 F21098 F37777 «1466 F16598 
S A^4723 ^5610FM^F17845 F18560 F25902 R79117 F35534 F15713 A1612800 F16563 F15645 F33609 F2999J > BG939623 F17385 
F17384 F18660 F179Sf15523AI093253 F18359 F31452 F00232 A1583430 BM021353 AA284108 H27650 H29935 BE708208 AA010737 H51451 

564 



WO 03/042661 



PCT/US02/36810 



Z19399 AI678418 AI952535 F17265 F17B26 F37939 F35639 F17367 W7S962 R70189 228755 R72108 AA335915 R75700 R79116 W72887 
AI581552 R71403 F23388 C03913 BI756149 BI116109 BF790727 AL553994 R82966 W474B7 AA456066 AW984608 BE708220 BG490537 W47419 



TABLE 48C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gl) numbers. "Dunham, et al.* refers to the publication entitled "The DNA sequence of 

human chromosome 22" Dunham, el al. (1999) Nature 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


Nt_position 


405001 


6015406 


Minus 


104646-104819 


400499 


9796071 


Minus 


148495-148806 


403805 


8140491 


Minus 


51483-51742,53429-53511 


402270 


3108020 


PUIS 


117656-117822 


404270 


9828129 


Minus 


3649-3750,4161-4306,5962-6049,6849*965 



Table 49A. 1562 genes upregutated in lung cancer relative to normal body tissues 

Table 49A shows 1562 genes upregutated in lung cancer relative to normal body tissues that are likely to encode proteins amenable to modulation by small molecules, peptides, or 
antibodies. These genes were selected from 59680 probesets on the Eos/Affymetrix Hu03 Genechip array. Gene expression data for each probeset obtained from this analysis was 
expressed as average intensity (Al). a normalized value reflecting the relative level of mRNA expression. The protein products of these genes often contain one or more domains 
indicative of have oncogenic function or of transducing intracellular signals, or of being modulatable by small molecules, peptides, or antibodies (e.g. pkinase, death-domain, 71m, 
phosphatase, or ionjransporter). Certain predicted protein domains are noted. 



Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UniGenelD: UniGene number 

Pred.Prot Domains: Certain predicted protein domains. Abbreviations used: TM, transmembrane domain; SS, signal sequence; =Y, very Ifcely to contain; =M, likely to contain; other 

protein domain abbreviations are from PFAM (Nucleic Acids Research. 2002, 30:276-280). 
UniGene Title: UniGene gene filte 

R1 90th percentile of rung tumor Als divided by the 50th percentile of normal tissue Als. where the 15th percentile of normal tissue Ais was subtracted from the 

numerator and denominator. 



Pkey; ExAccn; UnigenelD; Unigene Title; Pred.ProlOomams; R1 



421502; AF111856; Hs.105039; solute carrier family 34 (sodium phosphate), member 2; RiT»somal_L20,Na_PLcotrans;TM=Y; 24.06 
439335; AA742697; Hs.62492; ESTs, Weakly similar to B39Q66 proline-rich protein 15- rat [R.norvegicusJ; none;SS=M; 21.70 
406621; X57809; Hs.181 125; Immunoglobulin lambda locus; ig,HSP70,Ppx-GppA;TM=M;; 19.36 
421341; AJ243212; Hs.279611; deleted m malignant brain tumors 1; zona_pelIudda,CU8,SRCR;SS=M; 16.99 
452304; AA025386; Hs.6131 1; ESTs, Weakly similar to S1 0590 cysteine proteinase [H.sapiens]; none.none; 16.67 
429259; AA420450; Hs.29291 1 ; ESTs, Highly similar to S6071 2 band-6-protein (RsaprensJ; none,none; 16.50 
454034; NMJ500691; Hs.575; aldehyde dehydrogenase 3 family, member A1; akJedh;; 16.24 
408000; L11690; Hs.620; bullous pemphigoid antigen 1 (230/240kD); efhand,sj)ecMn l GAS2,SH3,F^n,RA^ylc^ 
14.75 

421798; N74880; Hs.29877; N-acylsphingosine amkJohydrolase (acid ceramidaseHBce; SAPA,SurfactanLB,none; 14.1 8 

439706; AW872527; Hs.59761 ; ESTs, Weakly similar to DAP1JHUMAN DEATH-ASSOCIATED PROTEIN 1 [Ksaplens]; none,none; 13.94 

431846; BE019924; Hs.271580; uroplakin IB; transmemrjrane4;TM=Y;SS=M; 13.54 

417079; U65590; Hs.81134; Interteukin 1 receptor antagonist; M;SS=M; 12.97 

444381; BE387335; Hs.283713; ESTs, Weakly similar to S64054 hypothetical protein YGL050w - yeast (Saccharomyces cerevisiae) {Sxerevisiae); Collagen;TM=M;SS=M; 12.92 

408243; Y00787; Hs.624; interteukin 8; HLH.PAS.IL8;TM=M;; 12.76 

448133; AA723157; Hs.73769; folate receptor 1 (adult); Fotate_jec,MIP;TM=M;SS=M; 1Z50 

414809; AI434699; Hs.77356; transferrin receptor (p90, CD71); PA;TM=Y;; 1112 

436553; AW407157; Hs.181 125; Immunoglobulin lambda locus; ig,HSP70,Ppx-GppA;TM=M;; 12.00 

41 8738; AW388633; Hs.6682; solute earner family 7, (cationic amino add transporter, y system) member 11; nonejwne; 1 1.99 

419693; AA133749; Hs.301350; FXYD domain-containing ion transport regulator 3; ATP1G1_PLM_MAT8;TM=Y;SS=M; 11.88 

417866; AW067903; Hs.82772; collagen, type XI, alpha 1 ; Q>llagen,aWSPN,lamin^ 1 1.38 

414998; NM.002543; Hs.77729; oxidised low density lipoprotein (tectirvtike) receptor 1; leciin_c;TM=Y;SS=M; 1 1.21 

428970; BE276891; Hs.194691; retjnolc add Induced 3; 7tm_3;TM=Y;SS=M; 11.08 

418004; U37519; Hs.87539; aldehyde dehydrogenase 3 family, member B2; aWedh;TM=M;SS=M; 11.01 

425397; J04088; Hs.156346; topoisomerase (DNA) II alpha (170kD); DNA_o^raseB,DNA.topoisoIV,HATPase_c;SS=M; 10.69 

418478; U38945; Hs.1174; cydtrwiependenl kinase inhibitor 2A (melanoma, p16. Inhibits COK4); ank;; 10.65 

439223; AW238299; Hs.250618; UL16 binding protein 2; kJLrecepLa,PKD,MHCJ;TM=M;SS=Y; 10.52 

441835; AB036432; Hs.184; advanced glycosylation end product-specific receptor; hcmeobox^cyltransferase,notch, EGF.ank.Acvllransferase; 10.47 

451558; NNL001089; Hs.26630; ATP-Wnding cassette, sub-family A (ABC1), member 3; ABCJran,SRP54;TM=Y;SS=M; 10.33 

443426; AF098158; Hs.9329; chromosome 20 open reading frame 1; none;TM=M;; 1021 

452747; BE153855; Hs.61460; Ig supertamily receptor U1IR; ig,Rhabd_gtycop;TM=Y;SS=M; 10.14 

417389; BE260964; Hs.82045; mldkine (neurite grovvth-promofing factor 2); PTN_MK;TM=M;SS=Y; 10.13 

433091; Y12642; Hs.3185; lymphocyte antigen 6 complex, locus D; UPAR^LY6,toxinActivin_recp;TM=M;SS=Y; 10.12 

454098; W27953; Hs.29291 1 ; ESTs, Highly similar to S60712 band-6-protein [Rsaplens]; none.none; 10.05 

414812; X72755; Hs.77367; monokine induced by gamma Interferon; IL8;TM=M;SS=Y; 958 

430832; A1073913; Hs.100686; ESTs, Weakly similar to JE0350 Anterior gradient-2 [H^apiens]; none.none; 9.79 

422310; AA316622; Hs.98370; cytochrome P450, subfamily IIS, polypeptide 1; none.pJdnase.m3.ig; 9.60 

414987; AA524394; Hs.294022; hypothetical protein FU14950; SH2;TM=M;; 9.54 

439453; BE264974; Hs.6566; thyroid hormone receptor interador 13; AAMBCJran.CoaE;TM=M;; 9.52 

430280; AA361258; Hs.237866; interteukin 7 receptor; fh3,none; 9.48 
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423217; NM.000094; Hs.1640; collagen, type Vil. alpha 1 (epidermolysis bullosa, dystrophic, dominanl and recessive); Kunitz w BPTl,fti3,vwa,CoBagen.beta^actamase;TM=M;SS=M ; 
9.44 

418882; NNLQ04996; Hs.89433; ATP-binding cassette, sub-family C (CFTR/MRP), member 1; ABCjnembrane,ABC_tran;TM=Y;SS=M; 9.32 
435472; AW972330; Hs.283022; triggering receptor expressed on myeloid cells 1 ; ig;TM=M;SS=M; 9.26 

447343* AA256641; Hs.236894; ESTs, Highly similar to S02392 alpha-2-macrogloburm receptor precursor (H^apiens); none.none; 9.18 
419508; AW997938; Hs.90785; ATP-binding cassetle, sub-family C (CFTR/MRP), member 3; ABC_lran^BC_membrane;TM=Y;SS=M; 9.06 
441 384; AA447849; Hs.288560; Homo sapiens cDNA: FU221 82 fis, dons HRC00953; 7tn\.3,none; 8.98 
446292; AF081497; Hs.279682; Rh type C glycoprotein; AnTmoniurn_transp,FecCD;TM=Y;SS=M; 8.74 

436972; AA284679; Hs.25640; claudin 3; PMP22_Oaudin;TM=Y;SS=M; 8.71 . m ^ „_ __. , ee . . 0 71 

421817; AF146074; Hs.108660; ATP-binding cassette, sub-family C (CFTR/MRP), member 5; FasocBn^C.tran^CjTJOTb^,GTP_EFTU;TM^SS=^ 8.71 
423354; AB01 1130; Hs.127436; calcium channel, voltage-dependent alpha 2/delta subunit 2; vwa,Cache;TM=M;; 8.66 
439506; W79123; Hs.58561; G protein-coupled receptor 87; 7tmJ;TM=Y;SS=M; 8.63 
43809 1; AW373062; ; nuclear receptor subfamily 1, group I, member 3; hormone_rec^f-C4,none; 8.60 
421506; BE302796; Hs.105097; thymidine kinase 1. soluble; TK;TM=M;; B.57 
413278; BE563085; Hs.833; imerferon-stimulaled protein, 15 kDa; ubiquitin;SS=M; 8.56 
408908; BE296227; Hs.250822; serine/threonine kinase 15; pWnase;SS=M; 8.52 
414774; XD2419; Hs.77274; plasminogen activator, urokinase; kringte,trypsin,pbnLthlonins;SS=M; 8.49 
430630; AW269920; Hs.2621; cystatin A (stefin A); cystatin;TM=M;; 8.42 
413011; AW068115; Hs.821; biglycan; LRR,LRRNT;SS=M; 6.40 
! 446291; BE397753; Hs.14623; interferon, gamma-inductble protein 30; GILT;TM=M;SS=Y; 8.39 
41 10B9; AA456454; ; cell division cycle 24ike 1 (PITSLRE proteins); none.none; 8.37 
422765; AW409701; Hs.1578; baculoviral IAP repeat-containing 5 (siJivivin); BlR;TM=M;; 8.34 
453922; AF053306; Hs.3670B; budding uninhibited by benzimidazoles 1 (yeast homolog), beta; none;SS=M; B.25 

449019; AI949095; Hs.67776; ESTs, Weakly similar to T22341 hypothetical protein F47B8.5 - Caenorhabditis elegans [C.elegans]; none.none; 8.24 
i 409799; D11928; Hs.76845; phosphoserine phosphatase-like; Hydrotase;TM=M;; 8.22 
416B19; U77735; Hs.80205; pim-2 oncogene; pkinase;SS=M; 8,19 
451541 ; BE279383; Hs.26557; plakophain 3; Armadillo_seg;TM=M;; 8.16 

409142; AL1 36877; Hs.50758; SMC4 (structural rnaintenance of chromosomes 4, yeasu>like 1; ABC„tran.M,SMC_N,SMC_C l OUF1 64.none; 8.16 
429002; AW248439; Hs.2340; junction plakoglobin; Armadillo_seg;TM=Mn 8.14 
30 445033; AV652402; Hs.72901; mucin 13, epithelial transmembrane; ank;; 8.14 
421757; 220897; Hs.296259; paraoxonase 3; Arylesterase;SS=Y; 8.10 

414821; M63835; Hs.77424; Fc fragment of IgG, high affinity la. receptor for (CD64); ig;TM=Y;SS=r/; 8.03 

439285;AL133916;;hyrjoMcalproteinFU . . , . . . AO . . . QTU v .. 

439738' BE246502; Hs.9598; sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphonn) 4B; Sema,PSl.lntegnn_B;TM=Y„ 

35 ^ 7.86 

424905; NMJJ02497; Hs.153704; MIMA (never in mitosis gene a)-related kinase 2; pkinase;TM=M;; 7.85 

424779; AL046851;Hs.153053;CD37 antigen; trarismembrane4;TM=Y;SS=M; 7.85 mm at t» fc nnT DMD M W , catcatpiwa oiim-tm^U" 

409340; BE174629; Hs.321 130; hypothetical protein MGCZ771; aajenrieases.pyridoxalJeC.rjromodomain.PHa 
7-84 

40 41 5323; BE269352; Hs.949; neutrophil cytosolic factor 2 (65kO, chronic granulomatous disease, autosomal 2); SH3 ,TPR;TM=M;; 7.73 

427337; Z46223; Hs.176663; Fc fragment of IgG. tow affinity lllb, receptor for (CD16); ig;TM=Y;SS=M; 7.72 

430378; Z29572; Hs.2556; tumor necrosis factor receptor superfamily, member 17; IL2;SS=M; 7.71 

451253; H48299; Hs.25126; claudin 10; PMP2^aaudin.Peptidase_M1,KJetra;TM=Y;SS=M; 7.70 

435575; AF213457; Hs.44234; triggering receptor expressed on myeloid cells 2; ig;TM=Y;SS=M; 7.70 
45 427747; AW411425; Hs.180655; serine/lhreonine kinase 12; pWnase;TM=M;; 7.70 tii ^ 

426251; M24283; Hs.168383; intercellular adheston molecule 1 (C054), human rhinovhus receptor, ig,tCAMJI;TM=M;SS=M; 7.67 

422282; AF019225; Hs.114309; apoGpoprotein I; MotA_ExbB;TM=Y;SS=M; 7.64 

413859; AW992356; Hs.8364; Homo sapiens pyruvate dehydrogenase kinase 4 mRNA, 3* untranslated region, partial sequence; SAM_PNT,none; 7.54 
424008-^274^.137555; putative ch^ . nfVO u _„ 

50 418322; AA284166; Hs.84113; cycGn-dependent kinase inhibitor 3 (COK2-associaled dual speculcrty phosphatase); Yj)hosphatee,pSPc;TM=N4,-; 7.46 

421071; A1311238; Hs.104476; ESTs, Weakly simBar to CGHU1E collagen alpha 1(X1) chain precursor [Ksaptenslj none;TM=Y;SS=M; 7.40 

421481; AW391972; Hs.104696; KIAA1324 protein; none;TM=M;SS=M; 7.39 

43B089; W05391 ; ; nuclear receptor subfamily 1, group I, member 3; hormone jec,zf-C4,none; 7.38 

428484; AF104032; Hs.184601; solute carrier family 7 (caiionic ammo acid transporter, y system), member 5; 
55 aaj )errneases,pyridoxat_deC > bronx)domai 

448988; Y09763; Hs.22785; gamma-aminobutyric acid (GABA) A receptor, epsOon; Neur_chan_LBD,NeiJr_chan_memb;TM=Y;SS=M; 736 

416178; AI808527; Hs.1928&; serologically denned breast cancer antigen NY-BR-81; none;TM=M;; 731 

418506; AA084248; Hs.85339; G proteirhcoupled receptor 39; none.none; 7.25 

441553; AA281219; Hs.121296; ESTs; f»ne,FfrGAP.integrin^A; 7.25 
60 422311;AF073515;Hs.114948;cytokiriereceptor-titefacto^ _ ^ 

415817; U88967; Hs.78867; protein tyrosine phosphatase, receptor-type. 2 polypeptide 1; fnS.Yjhosprujtase.c^jmh^ 

438746; AI885815; Hs, 184727; Human rrelarwma-associated antigen p97 (rnelanotransferrin) mRNA. 3* flank; trafKferrin,Guanylate_kiaPDZ,5H3; 7.ZU 

412723; AA648459; Hs.335951; hypothetical protein AF301 222; ncne;TM=M;; 7.14 

418203; X54942; Hs.83758; COC28 protein kinase 2; CKS;; 7.14 
65 428582; BE336699; Hs.185055; BENE protein; nona;TM=Y;SS=M; 7.12 

418462; BE001596; Hs.85266; integrin, beta 4; m3.htegriruB.Calx4)eta.EGF;TM=M;SS=M; 7.08 

420344- BE463721; Hs.97101; putative G protein-coupled receptor; MethyltransL5;TM=Y;SS"M; 7.02 

428450; NMJM791; Hs.184339; K1AA0175 gene product KA1,pkinase;TM=Mr, 7.00 

449230; BE613348; Hs. 21 1579; melanoma cefl adhesion molecule; igisoa\RibosomalJ-6,F4»x;Tr^Y;SS=M; 6.98 
70 ' 439237- AW40815B; Hs 318893; ESTs, Weakly similar to A47582 B-cell growth factor precursor fRsapiens); FurirHfike,|*inase,Recep_U_domain,YLP,none; 6.97 

421508iNr^04833;Hs.105115; absent* rre^^ 

410342; R31350; Hs.743; Fc fragment of IgE, high affinity I, receptor for; gamma poJypepfide; ITAM;TM=Y;SS=M; 6.93 
428479; Y00272; Hs.334562; cell division cycle 2, G1 to S and G2 to M; pkinase,IC^p10.tC^p20;TM=M;SS=M; 6.93 
421532; AW138207; Hs.146170; hypothetical protein FU22969; Armadillo j;eg,HEAT;TM=M;; 6.91 

sequence; DEAD.helicase C.rrm.Ndr.^JowtTIUvwaw 

beta,DUF139,TPR.DSPc,tepJ.Ribosc^_S21,rvp;T^M;; 6.84 
442599; AF078037; Hs.324051; RelA-assodated Inhibitor, SH3,ank;TM=M;; 6,77 
80 448243; AW369771; Hs.52620; integrin, beta 8; integrin_B.none; 6.76 

427557; NM 002659; Hs.179657; plasminogen activator, urokinase receptor; UPARJ.Y6,ET,PLA2jnh;SS*M; 6.75 
418054; NM.002318; Hs.83354; tysyl oxidase-Gke 2; SRCR,LysyLoxid ase;TM=M;SS=M; 6.74 „ « u . „ 

426440; BE382756; Hs.169902; solute carrier family 2 (facilitated glucose transporter), member 1; sugar Jr;TM=Y;S$=M; 6.73 
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430397; A1924533; Hs. 105607; bicarbonate transporter related protein 1; HC03_cotransp;TM=Y;; 6.71 

449523; NM_0Q0579; Hs.54443; chemokine (C-C motif) receptor 5; 7tm_1;TM=Y;SS=M; 6.71 t _ _ . , . A TlI v cc ti e , n 

431630; NM 002204; Hs.265829; integrin, alpha 3 (antigen C049C, alpha 3 subunitof VLA-3 receptor); F&<3AP,Rhabd_glycop4nlegrm_A;TM=Y;SS=M; 6.70 
41 0434; AF051 1 52; Hs.63668; toti-lfte receptor 2; LRR,LRRCT,TIR;TM=M;SS=M; 6.69 
424925; NM 002432; Hs.153837; myeloid cell nuclear differentiation antigen; PAADJ3APIN.H1N;; 6.69 

431890; X17033; Hs.271986; integrin, alpha 2 (CD49B, alpha 2subunit of VlA-2 receptor); vwajntegrin_A,FG-GAP;TM=Y;SS=M; 6.65 
428157; AI738719; Hs.198427; hexokinase 2; hexoWnase,hexddnase2,none; 6.64 
430770; AA765694; Hs.123296: ESTs; none.none; 6.63 

412270; AC005262; Hs.73797; guanine nucleotide binding protein (G protein), alpha 15 (Gq class); G-atpha,arf;TM=M;; 6.59 

439750; AL359053; Hs.57664; Homo sapiens mRNAfuIl length insert cDNA done EUROIMAGE 2005735; IMPDH_C,IMF1)H_N.C8S,integrin,B^cin_B_lectjn; 6.59 

427700; AA262294; Hs.1B0383; dual spedficity phosphatase 6; Rhodanese,DSPc;TM=M;; 6.59 

413048; M93221; Hs.75182; mannose receptor, Ctype 1; fn2^ecfin_(^Ricin_BJecUn^iink;TM=Y;SS=M; 6.58 

429345; R11141; Hs.199695; hypothetical protein; KJetraSAM; 6.58 

416110; Z42262; Hs.322844; hypothetical protein 0KF2p564Ai 76; Sema.PSI,TIG,integrin_B;TM=Y;SS=M; 6.58 
418883; BE387W6;Hs.1211; acid phosphate 

426746; J03626; Hs.2057; uridine monophosphate synthetase (orotate phosphoribosyl transferase and oratidine-S'-decarboxytase); Pribosyltran,OMPdecase;TM=M;; 6.57 
402260; ;;NI^001436^Hc^sapierisfir^llarin{FBL),mRr^ transcript) (F8A), mRNA; pkinase,Ftbn1larin,none; 6.56 

456373; BE247706; Hs.89751; membrane-spanning 4-domains, subfamily A, member 2 (Fc fragment of IgE, high affinity I, receptor for beta polypeptide); none;TM-Y;; 6.53 
444006; BE395085; Hs.10086; type I transmembrane protein Fn14; tdl_recepta,PKD,MHCJ;TM=M;SS=Y; 6.53 

41 1027; AF072099; Hs.67846; leukocyte immunoglobulin-fike receptor, subfamily B (with TM and ITIM domains), member 4; inosilol_PJg;TM=M;; 6.52 
435523; T62849; Hs.1 1090; membrane-spanning 4-domains. subfamily A, member 7; none;TM=Y;SS=M; 6.52 
432920; U37689; Hs.3128; polymerase (RNA) II (DNA directed) polypeptide H; none;TM=Mr, 6.48 
41 2773; H1 5785; Hs.74573; similar to vaccinia virus Hindlll K4L ORF; PLDc;TM=M;; 6.48 

• 409208; YQ0093; Hs.51077; integrin, alpha X (antigen CD1 1C (p150), alpha polypeptide); vwa,FG-GAP,mtegnX^vwa,integrinJ^FG^AP. 6.43 
424441; X14850; Hs.147097; H2A histone family, member X; Nstone,CBFD_NFYB_HMF;; 6.43 
418918; X07871; Hs.B9476; CD2 antigen (p50), sheep red blood cell receptor; kj;TM=Y;SS=M; 6.41 

413219; AA878200; Hs.1 18727; Homo sapiens cDNA FU13692 fis. clone PLACE2000103; HLH 1 death,TNFR_c6,Acyt-CoA u .hydro; 6.41 

429170; NMJJ01394; Hs.2359; dual specificity phosphatase 4; f^odanese,DSPc.Yj)r«)sphal^e 1 Ribosomal„S3_N;TM=M;; 6.39 

453914; NMJJ00507; Hs.574; fructose-l.^bisphosphatase 1; FBPase;TM=M;; 6.37 

424273; W40460; Hs.144442; phospholipase A2, group X; phoslip;TM=M;SS=Y; 6.37 

428385; AF112213; Hs.1 84062; putative Rab5-interacting protein; SH2,SH3;SS=M; 6.36 

432636; AA340864; Hs.278562; claudin 7; PMP22J3audin;TM=Y;SS=M; 6.34 

409430; R21945; Hs.346735; splicing factor, arginine/serine-rich 5; DSPc.Rhodanese.none; 6.34 

451734; NM_006176; Hs.26944; neurogranin (protein kinase C substrate, RC3); IQ,7tm_1;TM=M;; 6.34 

443907; AU076484; Hs.9963; TYRO protein tyrosine kinase binding protein; none;TM=M;SS=Y; 6.34 

401027;;; Target Exon; none, none; 6.26 m 

418299; AA279530; Hs.83968; integrin, beta 2 (antigen CD18(p95). lymphocyte function-associated antigen 1; macrophage anbgen 1 (mar>1) betasubunit); 

integrin_B,EGF,PSl;TM=Y;SS=M; 6.22 
429732; U20158; Hs.2488; lymphocyte cytosolic protein 2 (SH2 domain-containing leukocyte protein of 76kD); SH2;SS=M; 6.21 
4081 13; T82427; Hs.194101; Homo sapiens cDNA: FU20869 fis, done ADKA02377; 7tm_3,none; 6.20 

408771; AW732573; Hs.47584; potassKim voltage-gated channel, delayed-rectifter, subfamily S, member 3; emand,ionJrans,rUetra.none; 6.19 
456534; X91195; Hs.100623; phosphofipase C, beta 3, neighbor pseudogene; LlM,PD2^pJdnase;SS=M; 6.18 
408482; NM 000676; Hs.45743; adenosine A2b receptor, 7tmJ;TM=Y;SS=M; 6.17 
426427; M86699; Hs.169840; TTK protein kinase; pkinase;; 6.17 
445019; A1205540; Hs.281295; ESTs; none.none; 6.16 

438552; AJ245820; Hs.6314; type I transmembrane receptor (seizure-related protein); none,none; 6.16 

414907; X90725; Hs.77597; polo (DrosophiaHke kinase; RibosciTiaI„L37ae^kinase,POLO„box,lRNA-s^ 6.14 

425322; U63630; Hs.1 55637; protein kinase, DNA-adivatsd, catalytic polypeptide; P13_PI4_kinase,FAT,FATC;TM=M;; 6.13 

417421; AL138201; Hs.821 20; nudear receptor subfamily 4, group A, member 2; hormone_revf-C4;SS=M; 6.13 

425776; U25128; Hs.159499; parathyroid hormone receptor 2; 7tm.2,HRM;TM=Y;SS=M; 6.12 

422278; AF072873; Hs.114218; frizzled (Drosophila) homotog 6; Fz,Frizzted,7trru2;TM=Y;SS=M; 6.12 

427490; Z95152; Hs.178695; mrlogen-activated protein kinase 13; pkmase;TM=M;; 6.12 

421445; AA913059; Hs.104433; Homo sapiens, clone IMAGE:4054868, mRNA; ionJrans,KJetra,asp; 6.11 

444143; AW747996; Hs.160999; ESTs, Moderately similar to A56194 thromboxane A-2 receptor, endothelial [RsapiensJ; Bd-2,none; 6.10 

423887; AL080207; Hs.134585; DKFZP434G232 protein; ABC_tran;TM=Y;; 6.10 

409536; AA305729; Hs.18272; amino add transporter system A1; AaJrans;TM=Y;; 6.09 

41 1020; NM_006770; Hs.67726; macrophage receptor with collagenous structure; SRCR,Collagen;TM=Y;SS=M; 6.09 

425354; U62027; Hs.155935; complemenl component 3a receptor 1; 7tmJ;TM=Y;SS=M; 6.0B 

439963; AW247529; Hs.6793; platetetacfjvallng factor acetythydrolase, isoform lb, gamma subuntt(29kD); PAF-AHJb.Lipase_GDSL;TM=M;; 6.07 
421753; BE314828; Hs.10791 1; ATP-binding cassette, sub-family B (MDfVTAP), member 6; ABC_tran^BC_membrane;TM=Y;SS=M; 6.07 
406908; Z25437; ; gb:H.sapiens protehvtyrosine kinase gene, comptele COS.; none,none; 6.07 
425849; AJ 00051 2; Hs.296323; serum/gtuax»r6coid regulated kinase; pkiiiase t pktoaseJ£TM=M;SS=M; 6.06 

452363- A15B2743; Hs.94953; Homo sapiens. Similar to complement component 1, q subcomponent, c polypeptide, done MGC:17279, mRNA, complete cds; C1q,Cotlagen;SS=M; 
6.05 

414883; AA926960; ; COC28 protein kinase 1;CKS;; 6.05 

414166- AW888941; Hs.75789; N-myc downstream regulated; DEAD,heficasej;.mn,Ndr,CysJ<notTlU^ 

beta,DUF139.TPR.DSPc t tspJ,RSbosomal_S21,rvp;TM=M;; 6.03 
452888; AW955454; Hs.30942; ephrin-B2; Ephrin.fn2;TM=Y;SS=M; 6.03 
448782; AL050295; Hs.22039; KIAA0758 protein; 7tm_2,ig,GPS,SEA;TM=Y;; 6.03 
449101; AA205847; Hs.23016; G protein-coupled receptor; 7trrU;TM=Y;SS=M; 6.01 
445462; AA378776; Hs.288649; hypothetical protein MGC3077; none;; 6.00 
424381; AA285249; Hs.146329; protein kinase Chk2; pklnase.FHA,DnaJ;TM=Mn 6.00 
420162; BE378432; Hs.95577; cydin-dependent kinase 4; pkinase;TM=M;; 5.99 
439310; AF086120; Hs.1 02793; ESTs; casern Jappa,pkinase.ig.none; 5.97 
414972; BE263782; Hs.77695; WAA0008 gene product GKAP;TM=M;; 5.97 
425976; C75094; Hs.334514; NG22 protein; voilage_CLC;TM=Y;SS=M; 5.94 

444946; AW1 39205; Hs.1 55457; hypothetical protein FU 22408; abhydrdase,abhydrdaseJ;TM=Y;SS=M; 5.93 
41 1263; BE297802; Hs.69360; kinesin-Jike 6 (mitotic centjcmere-assodaled Wnesin); kinesin;TM=M;; 5.93 
421462; AF016495; Hs.104624; aquaporin 9; MIP;TM=Y;SS=M; 5.92 

426761; AI015709; Hs.172089; Homo sapiens mRNA; cDNA DKFZp586l2022 (from clone OKFZp586l2022); none;TM=Y;SS=M; 5.92 

407792; AI077715; Hs.39384; putative secreted Bgand riomotogous to fjxl; none;TM=M;SS=Y; 5.91 

428771; AB028992; Hs.193143; WAA1069 protein; C2,P1-PLOY,P1-PLO-X;TM=Mn 5.91 

438564; AA381553; Hs.198253; major histocompatibility complex, dass II, DQ alpha 1; ig,MHCJLalpha,none; 5.91 
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440006; AK000517; Hs.6844; hypothetical protein FU2051 0; AM.NB-ARC,PAADJ)APIN;NA;NA; 5.90 

449027; AJ271216; Hs.22880; dipeptidylpeplidase III; Peptidase JA49,EGF.ig,Neuregulin;TM=M;; 5.90 

408790; AW580227; Hs.47860; neurotrophic tyrosine kinase, receptor, type 2; ig,pkinase,LRR,LRRNT,LRRCT;TWNY;SS=M; 5.89 

413186; AU077141; Hs.75231; solute carrier family 16 {rnonocarboxyDc acid transporters), member 1; sugar Jr,TM=Y;SS=M; 5.89 

430696; AA531276; Hs.59509; ESTs; pkinaseWC.none; 5.88 

422609; Z46023; Hs.118721; siaTidase 1 (lysosomal sialidase); BNR.SH2,SH3.pkin3se;TM=Y;SS=M; 5.88 

425367; BE271 188; Hs.155975; protein tyrosine phosphatase, receptor type. C-associated protein; none;TM=M;SS=Y; 5.88 

429619; AL1 20751 ; Hs.21 1568; eukaryotic translation initiation factor 4 gamma, 1 ; none.none; 5.86 

437429; H79981; Hs.5613; Homo sapiens mRNA;cDNA DKFZp564E2222 (from clone DKF2p564E2222); SH2,SH3,BTB; 5.86 

436576; A1458213; Hs.77542; ESTs; 7tm_1 t DnaJ; 5.85 

429663; M68874; Hs.21 1587; phosphollpase A2, group IVA (cytosofic, calcium-dependent); C2,PLA2_B;TM=M;; 5.85 
41 9981; AA897581; Hs.128773; ESTs; pWnase,DAG_PE-bind.pkin3se_C,OPR,none; 5.83 

428953; AA306610; Hs.348183; tumor necrosis factor receptor superfamity, member 6b. decoy; 60s_ribosornai,Rirjcsonjal_L10,TNFR_c6,DEAD;; 5.83 
414806; 014694; Hs.77329; phosphatidylserine synthase 1; PSS;TM=Y;SS=M; 5.82 
451320; AW118072; ; diacyiglycerol kinase, zeta (104kD); none;TM=*fc 5.82 
400991 ; ; ; Target Exon; Armadi1o_seg.lecGn_c,none; 5.81 

456906; AF1 17646; Hs.1 56637; Cas-Br-M (murine) ectropic retroviral transforming sequence c; ztC3HC4,Cbl_N,CbLN2,Cbl_N3;TM=M;; 5.81 
434263; N34895; Hs.44648; ESTs; lg,none; 5.81 

428293; BE250944; Hs.183556; solute carrier family 1 (neutral amino acid transporter), member 5; elF6,SDF;TM=M;; 5.78 
421959; AW751497; Hs.98370; cytochrome P450, subfamily IIS, polypeptide 1; p450;TM=Y;SS=M; 5.78 
449539; W80363; Hs.58446; ESTs; pktoase,Furin-like.Recep_Ldornain,none; 5.77 
409012; All 17435; Hs.49725; DKFZP434I216 protein; PH,RhoGEF;TM=M;SS=M; 5.77 

41 2276; BE262621 ; Hs.73798; macrophage migration inhibitory factor (glycosylation-tohibiting factor); MlF.sugarJr.none; 5.75 
409533; AW969543; Hs.21291; mitogen-activated protein kinase kinase kinase 13; Peptidase_C48,none; 5.73 
457001; J0325B; Hs.2062; vitamin O (1,25- dihydroxyvitamin D3) receptor; hormone_rec t zf-C4.Metallothio_5;TM=M;; 5.73 
416084; L16991; Hs.79006; deoxylhymidylate kinase (thymidylate kinase); none,none; 5.72 

448569; BE382657; Hs.21486; signal transducer and activator of transcription 1, 91kD; SH2,STAT,STAT_bind,STAT_prot;TM=M;; 5.72 
452295; BE379936; Hs.28866; programmed cefl death 10; serpin,none; 5.72 

448775; AB025237; Hs.3B8; nudbc (nucleoside diphosphate linked moiety X)-type motif 1; NUDlX;TM=M;SS=M; 5.72 

448733; NMJJ05629; Hs. 187958; solute carrier family 6 (neurotransmitter transporter, creatine), member 8; SNF;TM=Y;; 5.71 

417015; M83772; Hs.80876; flavin containing monooxygenase 3; FMO-like,pyrjedox;TM=Y;SS=M; 5.69 

453323; AF034102; Hs.32951; solute carrier family 29 (nucleoside transporters), member 2; Nucleoside_tran;TM=Y;SS=M; 5.69 

41 0290; AA402307; Hs.322844; hypothetical protein DKFZp564A176; Sema,PSI.TlG,integrin_B;TM=Y;SS=M; 5.69 

412182; AA205588; Hs.155160; Splicing factor, arginine/serine-rich, 46kD; rrm,hormonejec,zf-C4,sugar_tn; 5.69 

418526; BE019020; Hs.85838; solute carrier family 16 (monocarboxylic acid transporters), member 3; none;TM=Y;SS=M; 5.66 

447250; AI878909; Hs.17883; protein phosphatase 1G (formerly 2C). magnesium-dependent gamma isoform; PP2C;TM=M;; 5.65 

4381 13; AI467908; Hs.8882; ESTs; 7tm_1 .none; 5.65 

421391; AW30435Q; Hs.191958; immunoglobulin superfamily receptor translocation associated 2; ig,none; 5.64 
41 71 1 5; AW952792; Hs.334612; small nuclear ribonucleoprolein polypeptide E; Sm.pWnase;; 5.64 

406137; ; ; N^000179*:Homo sapiens mutS (E cofi) homolog 6 (MSH6), mRNA. VERSION NM.000178.1 Gl; MutS_C,PWWP,MulS_N;TM=M;; 5.63 

421917; AB028943; Hs.109445; KIAA1020 protein; BTB4-C2H2.Pl3_Pt4_kinase,PI3Ka;TM=M- 5.62 

445873; AA250970; Hs.251946; pory(A)-binding protein, cytoplasmic 1-like; PABP.rrm.pkinase, 14-3-3; 5.62 

447365; BE383676; Hs,334; Rho guanine nucleotide exchange factor (GEF) 5; SH3.PH.RhoGEF;TM=M;; 5.61 

446872; X97058; Hs.16362; pyrimidinergic receptor P2Y, G-protein coupled, 6; 7tm_1;TM=Y;SS=M; 5.59 

433662; W07162; Hs.150826; CATX-* protein; ras«ABCJran,arf;TM=M;SS=M; 5.59 

449029; N28989; Hs.22891; solute carrier family 7 (catioriic amino acid transporter, y system), member 8; aa_permeases;TM=Y;SS=M; 5.58 
431236; AV656840; Hs.285115; tnterleukin 13 receptor, alpha 1; fn3;TM=Y;SS=M; 5.57 
430508; AI015435; Hs.104637; ESTs; SDF;TM=Y;SS=M; 5.56 

426227; U67058; Hs.154299; Human proteinase activated receptor-2 mRNA, 3*UTR; 7tmJ;TM=Y;SS=M; 5.55 
421677; H64092; Hs.38282; ESTs; A1pp.Ajmadilk>_.seg,IBB; 5.54 
429083; Y09397; Hs.227817; BCl2-retated protein A1; Bd-2;TM=M;; 5.54 

429563; BE619413; Hs.2437; eukaryotic translation initiation factor 2B, subunit 5 (epsilon, 82kD); hexapep,W2,hormone2,DUF29;TM=M;; 5.52 
412817; AL037159; Hs.74619; proteasome (prosome, macropain) 26S subunit, non-ATPase, 2; PC_rep;TM=M;; 5.51 
452291; AF015592; Hs.28853; COC7 (cell division cycle 7, S. cerevisiae, homotogj-like 1; pkinase;TM=M;; 5.51 

437412; BE069288; Hs.34744; Homo sapiens mRNA; cDNA DKFZp547C136 (from clone DKF2p547C136); ABCJran ( GTP_EFTU ( ABCjT\embrane,none; 5.50 

423778; Y09267; Hs.132821; flavin containing monooxygenase 2; FM(Wike,pyr_redox;TM=Y;SS=M; 5.48 

422846; BE51 3934; Hs.1583; neutrophil cytosolic factor 1 (47kO, chronic granulomatous disease, autosomal 1); SH3,PX;TM=M;; 5.48 

434699; AA643687; Hs.149425; Homo sapiens cDNA FU11980 fis. clone HEMBB1001304; Nucleoside_tra2,none; 5.48 

426691; NMJH)6201; Hs.171834; PCTAIRE protein kinase 1; pWnase;TM=M,*; 5.48 

453905; NM 00231 4; Hs.36566; UM domain kinase 1; pxinase.UM,PDZ,zf-PARP;TM=M;; 5.48 

412939; AW411491; Hs.75069; eukaryofic translation elongation factor 1 gamma; none,none; 5.44 

430486; BE062109; Hs.241551; chloride channel, cafcium activated, family member 2; none;TM=Y;SS=M; 5.43 

430066; AI929659; Hs.237825; signal recognifion particle 72kD; TPR^!RC,SAlCAP^synt 5.40 

422241; Y00062; Hs.170121; protein tyrosine phosphatase, receptor type, C; kinesin,m3,Y_phosphatase;TM=M;; 5.40 

41 1825; AK000334;Hs.72289; hypothetical protein FU 20327; SNF,Zip;TM=Yn 5.36 tJ ™„« „. 1A wro , P(lllc , c 

400205; ; ; NM 006265*:Homo sapiens RAD21 (S. pombe) homolog (RAD21), mRNA.(APO-1/CD95 (Fas)-associated phosphatase) (PTPN13). mRNA.; DUF173;SS=M; 5.35 
410687; U24389; Hs.65436; lysyl oxidase-Cke 1; Lysy1.oxidase;SS=M; 5.34 
407786; AA687538; Hs.38972; tetraspan 1; transmembrane4;TM=Y;SS=M; 5.34 

4251 1 8; AU07661 1 ; Hs.1 54672; methylene tetrahydrofolate dehydrogenase (NAD dependent), methenyltetrahydrofolate cyclohydrolase; myb_DNA- 

btrafing.THFJDHGJ^HJHFJDHGJ^HJ^CAPJ^ 5.32 
400210; ; ; Eos Control; Adap comp sub r ClaLadaptor s;TM=M;; 532 

41 4825; X06370; Hs.77432: epidermal growth factor receptor (avian erythroblastic leukemia viral (v-erb-b) oncogene homolog); Furin-like 1 pkinase,Recep_U.domain;TM=M;SS=M; 
5.31 

414035; Y00630; Hs.75716; serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), member 2; serpin;SS=M; 5.30 

41 6000; R82342; Hs.79856; ESTs, Weakly similar to S65657 alpha-1 C-adrenergic receptor spHce form 2 [H^aplens]; none^ ugar.tr; 5.30 

414368; W70171; Hs.75939; uridine monophosphate kinase; PRK,CoaE;; 5.29 

424321; W74048; Hs.1765; tymphocyte-specific protein tyrosine kinase; SH2,SH3,pkinase;TM=M^ 5.29 

450296; AL041949; Hs.24756; hepatocyte growth factor-regulated tyrosine kinase substrate; none,none; 5.29 

456672; AK002016; Hs.114727; Homo sapiens, clone MGC16327, mRNA, complete cos; none.PK.PieC.myosin.head.RhoGAP; 5.28 

41006B; A1633888; Hs.58435; FYN-binding protein (FYB-120/130); SH3;TM=M;; 5.2B 

456629; AW891965; Hs.279789; histone deacetylase 3; HSP90,HATPase_c^C2H2,PHD,none; 5.27 

417218; AA005247; Hs.285754; met protc-oncogene (hepatocyte growth factor receptor); pkinase f Sema.PSI,TIG,lntegrin_B;TM=Y;SS=M; 5.26 
444051; N48373; Hs.10247; activated leucocyte cell adhesion molecule; none,none; 5.26 
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404083; ; ; C6002159*:gi]628027|pirt|A53593 proteavtyrosine-phosphatase (EC 3.1.3.48), nonreceptor ty; none;SS=M; 5.26 
422051; AW327546; Hs.1 1 1024; solute carrier family 25 (milochondrlal carrier; citrate transporter), member 1; mito_carr,TM=M;; 5.26 
419034; NMJJ02110; Hs.89555; hemopoietic cell kinase; SH2,SH3.pkinase;TM=M;; 5.26 
427732; NMJJ02980; Hs.2199; secrelin receptor, 7tm_2,HRM;TM=M;SS=M; 5.25 

425921; NM_007231 ; Hs.1 6221 1 ; solute carrier family 6 (neurotransmitter transporter), member 14; SNF;TM=Y;SS=M; 5.25 

448030; N30714; Hs.325950; membrane-spanning 4-domains. subfamily A, member 4A; none;TM=Y;SS=M; 5.24 

441607; NM JX15010; Hs.791 2; neuronal cell adhesion molecule; WD40,m3,ig;TM=Ms 5.23 

446620; AAl"28808; Hs.179902; transporter-like protein; none;TM=Y;SS=M; 5.23 

'422616; BE300330; Hs.1 18725; setenophosphate synthetase 2, AIRS.AIRS_C;TM=M;; 5.23 

447131; NM_004585; Hs.17466; reSnoic acid receptor responder (tazarotene induced) 3; none;TM=Y^ 5.21 

446272; BE268912; Hs.14601; hematopoielic cell-specific Lyn substrate 1; SH3,HS1_rep;TM=M;; 5.20 

450447; AF212223; Hs.25010; hypothetical protein P15-2; NTF2;TM=M;; 5.19 

425003; AF 11 9046; Hs.154149; apuriruc/apyrimkfinic endonuclease(APEX nucleaseHike 2 protein; Troponin.Exo_endo_phos,IQ;TM=M;; 5.19 
446636; AC002563; Hs.15767; citron (rho-foteracting, serine/threonine kinase 21); CNH,DAG_PE-bind,PH,lnvotucrin,M;TM= t M;; 5.19 
434826; AF1 55661; Hs.22265; pyruvate dehydrogenase phosphatase; PPX.none; 5.19 
447081; Y13896; Hs.17287; potassium inwardly-reclifying channel, subfamily J, member 15; IRK;TM=Y,-; 5.19 

407949; W21874; Hs.247057; ESTs, Weakly similar to 2109260A B cell growth factor [Usapiens}; RirjosomaLSH.ank.pkinase.death.none; 5.18 
442200; AW590572; Hs.235768; ESTs; none.none; 5.18 

446566; H95741; Hs. 17914; membrane-spanning domains, subfamily A, member 6A; none;TM=Y;SS=M; 5.18 
452690; A1536070; Hs.15085; ESTs; pou,homeobox.lig_chan,ANF_recepton 5.18 

419138; U48508; Hs.89631; ryanodine receptor 1 (skeletal); to nJrans,SPRY,RYDRJTPR,RyR Ml R;TM=Y;; 5.17 

431441; U81961; Hs.2794; sodium channel, nonvoltage^aled 1 alpha; ASC;TM=Y;; 5.16 

418945; BE246762; Hs.89499; arachidonate 54ipoxygena$e; ripoxygenase,PLAT;TM=M;; 5.16 

407601; AC002300; Hs.37129; sodium channel, nonvotlage-gated 1, beta (Liddle syndrome); ASC;TM=Y;SS=M; 5.15 

429500; X78565; Hs.289114; hexabrachion (tenascin C, cytotacfin); EGF,m3,fibrinogen_C,to)cm - 2 f KeratjnJ2;TM=M;SS=Y; 5.15 

41 1984; NMJJ05419; Hs.72988; signal transducer and activator of transcription 2, 1 13kD; SH2,STAT,STAT_bifKj,STAT_prot;TM=M;; 5.15 

433470; AW960564; ; transmembrane 4 superfamily member 1; none;TM=Y;SS=M; 5.14 

452817; AA322859; Hs.2B4275; Homo sapiens PAK2 mRNA. complete cds; pkinase,PBD;TM=M;; 5.14 

453102; NM 007197; Hs.31664; frizzled (Drosophila) homolog 10; Fz,Frizzled,7in\_2;TM=Y;SS=M; 5.14 

427792; M6392B; Hs.1B0841 ; tumor necrosis factor receptor superfamily, member 7; SRP14,TNFRj:6;SS=M; 5.14 

430563; AA481269; ; ATP-binding casseUe, sub-famify C (CFTR/MRP), member 5; ABCJran,GTP_ER U,ABC_membrane,none; 5.13 

431681; AK000378; Hs.267566; hypothetical protein FU20371; sugarJr;TM=Y;; 5.12 

431183; NM 006855; Hs.250696; KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 3; ER_lumen_recepl;TM-M;SS-M; 5.12 

417771; AA804698; Hs.82547; reUnoic acid receptor responder (tazarotene induced) 1; none.none; 5.11 

418613; AA744529; Hs.86575; mitogen-activated protein kinase kinase kinase kinase 1; pkinase,CNH;TM=M;; 5.1 1 

409524; AW402151; Hs.54673; tumor necrosis factor (Bgand) superfamily, member 13; TNF;TM=Y;SS=M; 5.1 1 

436B56; A1469355; Hs.127310; ESTs; okinase l rrm;TM=M;; 5.09 

411296; BE207307; Hs.10114; growth suppressor 1; 20G-FelLQxy;TM=M;SS=M; 5.09 

410082; M081594;Hs.158311;Musasru^ „ „ enft 

404440; ; ; NM_021048:Homo sapiens melanoma antigen, family A, 10 (MAGEA10), mRNA. VERSION NMJ)21049.1 Gl; MAGE;TM=M;; 5.08 

424977; AA349289; Hs.100057; Homo sapiens cDNA: FU22902 fis, clone KAT05581; none.none; 5.08 

422100; AI096988; Hs.1 11554; ADP-ribosylation factor-like 7; arf,ras;TM=M;; 5.07 

452222; AW806287; Hs.21432; SEX gene; SemaJtG,PSI.GDl; 5.07 

430300; U60805; Hs.238648; oncostatin M receptor; fn3;TM=Y;SS=M; 5.07 

408369; R38438; Hs.182575; sotute carrier family 15 (H??? transporter), member 2; PTR2;TM=Y;; 5.07 

4221 12; BE540240; Hs.11 1783; Lsm1 protein; Sm,BAG;SS=M; 5.06 

449961; AW265634; Hs.133100; ESTs; pWnase,Furin-Bke,RecepXdornain.none; 5.06 

430024; A1808780; Hs^27730; integrin, alpha 6; integrin_A,F&GAP;TM=Y;SS=M; 5.06 

412W1;M16660;Hs.74335;heatstiock90kD^ MmmMll( , plffnviu . . DtA , _ 

437608; AA761605; Hs.292308; ESTs, Weakly similar to ALU1_HUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY [Rsapiensl; pkinase,RI01,none; 
5.05 

400296; AA305627; Hs.139336; ATP-binding cassette, sub-family C (CFTR/MRP), member 4; ABCJran,ABCjnembrane;TM=Y;; 5.04 
446232; AI281848; Hs.194691; retinotc acid induced 3; 7tm_3.none; 5.04 
425262; D87119; Hs.155418; GS3955 protein; pkinase;SS=M; 5.04 

414703; BE243877; Hs.76941; ATPase. Na? transporting, beta 3 polypeptide; Na_K-ATPase;TM=Y;SS=M; 5.03 

434808; AF155108; Hs.256150; Homo sapiens, Similar to R1KEN cDNA 2810027019 gene, done MGC:14827, mRNA, complete cds; none;TM=M;; 5.03 
425852; AK001504; Hs.1 59551; death receptor 6, TNF superfamily member 21; death JNFR w c6;TM=Y;SS=M; 5.03 
449437; AJ702038; Hs.1 00057; Homo sapiens cDNA: FU22902 fis, clone KAT05581; none,none; 5.03 .... „ m 

448913; AA194422; Hs.22564; myosin VI; rnrtff-RanBP,pkinase.GSTj;,Ets,SAMJ > OT 

C2H2,PHD,BTB,TRISAT_hook i SAM;TM=M;; 5.02 
413441; A1929374; Hs.75367; Src-like-adapter, SH2,SH3;TM=M;; 5.02 

427618; NNL0Q0760; Hs.2175; colony stimulating factor 3 receptor (granulocyte); fn3;TM=M;SS=M; 5.02 

417666; AI345001; Hs.82380; menage a trois 1 (CAK assembly factor); zf-C3HC4;TM=M;; 5.02 

429903; AL1 34197; Hs.93597; cyc&wtependent kinase 5. regulatory subunH 1 (p35); COK5_adivator,none; 5.01 

445333; BE537641; Hs.44278; hypothetical protein FU 12538 similar to ras-retated protein RAB17; ras,arf,TK;SS=M; 5.01 

426285; U20620; Hs.343581; karyopherin alpha 1 (importin alpha 5); Armadillo.seg l IBB;TM=M,-; 5.01 

421233- AA209534; Hs.284243; tetraspan NET-6 protein; transmembrane4;TM=Y;SS=M; 5.01 

424517; AI539443; Hs.137447; Homo sapiens cDNA FU12169 fis, done MAMMA1000643; SK2,STAT,STAT_bind,STAT_protnone; 5.00 
425345; AU077297; Hs.1 55894; protein tyrosine phosphatase, non-receptor type 1; Y_phosphatase,DSPc;TM=M;SS=M; 5.00 
446946; AI878932; Hs.317; topoisomerase (DNA) i; TopotewneraseJ.Toposom^^^ 

413900; AW409747; Hs.75512; slress-induced-phosphoprotein 1 (Hsp70/Hsp90^organlzing protein); TPR,PDZ,WW,Guanytate_km;TM=M;; 4.98 
4121 16; AW402166; Hs.784; Epstein-Ban* virus induced gene 2 (lymphocyte-spedflc G protein-coupled receptor); 7tmJ;TM=Y;SS=M; 4.98 
400792; AA635052; ; Homo sapiens mRNA; cDNA DKFZp434O051 5 (from clone DKFZp434O0515); zf-C3HC4,CARD,BtR;TM=M f *; 4.98 

417018; M16038;Hs.80887;v-yes-1Yamaguchl sarcoma viral related wcogeiw homolog; SH2,SH3,pkinase;TM=M;; 4.^ .^^tuvcc^/kw 
427247; AW504221; Hs.174103; integrin, alpha L (anBgen CD11A (p180), lyrruJwcyte furK^orwssociated antigen 1; alpha polypeptide); vwa,mtegnn_A,FG-GAP;TM=Y,i>b-M; 4.so 
442080; AW444761; Hs.44565; ESTs; ank;; 4.97 

454042; H22570; ; hypothetical protein FU20093; ig,pkinase,LRR,LRRNT,LRRCT,none; 4.97 

452698; NM 001295; Hs.301921; chemokine (OC motif) receptor 1; 7tm J;TM=Y;SS=M; 4.95 

416276; U41060; Hs.791 36; UV-1 protein, estrogen regulated; Peptidase„C4.0steoponSn,Zip;TM=Y;SS=M; 4.96 

408847; AW290997; Hs.30348; ESTs; pWnase Jg.none; 4.96 

419452; U33635; Hs.90572; PTK7 protein tyrosine kinase 7; ig,pkinase;TM=Y;SS=M; 4.95 

450737; AW007152; rte.203330; ESTs; trypsin.MljecepLa.none; 4.95 „ 

443354; AW970672; Hs.9247; protein kinase, AMP-acuvaied, alpha 1 catalytic subunit. pHnase.RIOI ;TM=M;; 454 
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414135; NMJJ04419; Hs.2128; dual specifdty phosphatase 5; Rhodanese,DSPc 1 Y^phatase;T^ 
424247; X14008; Hs.234734; lysozyme (renal amytoiriosis); lys.ig.FADJSynUi L.Wh ,Wh_C.pkmase;SS=^ 4 94 
434206- AW136973' Hs 180479- ESTs, Weakly simitar to S69890 mitogen inducible gene rrwg-2 (RsapiensJ; PH.TM-M,, 4.93 
418870j AF147204; Hs.89414; chemokine (C-X-C motif), receptor 4 (fusin); 7 ^y^;TM=Y;SS=M^ A L93 
408716- A1567839; Hs.151714; Homo sapiens mRNA for KIAA1769 protein, partial cds; Uvrr>heltcase,RN8,Runt;TM-M-; 4.93 

42543?! BE076537; Hs.169895; ubiquifin-conjtjgating enzyme E2L 6; Armadillo.seg.UQ con,none; 4 92 . . M PMT . TM=M .. t q? 

424241! AW995948; Hs.182339; Homo sapiens pyruvate dehydrogenase kinase 4 mRNA, 3* untranslated region, partial sequence, Ets.SAM_PNT.TM-M., 4.92 
41457fr,Y00285;Hs.76473;insufin-Iike growth factor 2 receptor, fn2,aM^TM=M;SS=ljJ 4 92 

407239; AA07S350; Hs.67846; leukocyte immunogloburiiake receptor, subfamily B {with TM and ITIM domains), rnember 4, ig,TM-Y,SS-M, 4.9Z 
409512; AW979187; Hs.293591; melanoma differentiation associated protein-5; DEAD,helic3se_C,CARp;TM=M;; 4.91 

416714; AF283770; Hs.79630; CD79A anGgen OrnnuawgtobuTuvassoclated ^^f^-^^^j^f^^ n , ,c nq . T M-YSS-M- 4 90 
404289; ; ; NM 002944':Homo sapiens v-ros avian UR2 sarcoma virus oncogene homolog 1 (ROS1), mRNA.; fn3,piunase,DUF139;TM-Y,SS-M, 4.90 
428141; D50402; Hs.18261 1; solute carrier famfly 1 1 (proton-coupled divalent metal ion transporters), member 1; Nramp;TM=Y;; 4.9U 
407853; AA336797; Hs.40499; dlckkopf (Xenopus laevis) homolog 1 ; none;TM=M;SS=Y; 4.89 

432179; X75208; Hs.2913; EphB3; EPHJbd.frtf.pkiriase.SAM'TM^SS^/l; 4.89 ™™ ^ 00 tl , oft 

401«!iNM 016582^0™ salens NM.016579.1 Gl; PTR2;TM-Y;SS=M; 4.89 

402211;M811738;;KlM()430geneproduci;ionJ^ 
* 421541; NM 003942; Hs.105584; ribosomal protein S6 kinase, 90kD, polypeptide 4; ptanase.pkinase_C;TM=M;; 4.B7 
431810; X67155; Hs.270845; kinesin-Cke 5 (mitotic Wnesin-likB protein 1); kinesin;TM=M;; 4.86 
I 425295; AA431366; Hs.37251; ESTs; pkinase.none; 4.86 

424439; AA579635; Hs.1770; ligase t, DNA, ATP-dependent; DNAJigase;; 4.86 
419168- AI336132; Hs.33718; Homo sapiens cDNA FLJ12641 fis, done NT2RM4001953; none.none; 4.86 
442875 ! BE623003; Hs.23625; Homo sapiens clone TCCCTA00142 mRNA sequence; KJetra.DUF51.none; 4.86 
425465; L18964; Hs.1904; protein kinase C, iota; pkinase,DAG^PE-bind,pkinase_C.OPR;TM=M;; 4.86 
> 410293; AK000047; Hs.61960; hypothetical protein; KJetra;TM=M;; 4.86 ee 

443623; AA345519; Hs.9641; complement component 1, q subcomponent, alpha polypeptide; C1q,Collagen;SS=M; 4.B5 
445903; A1347487; Hs.132781; class I cytokine receptor; fn3;TM=Y;; 4.85 

427509; M62505; Hs.2161; complement component 5 receptor 1 (C5a ligand); 7tm_1;TM=Y;SS=M; 4.85 maprrtnhano a]nh3 nolvoenfidri- 

428820; AA436187' Hs.172631; integrin, alpha M (comptement component receptor 3, alpha; also known as.CD11b (p170), macrophage antigen alpha polypeptide), 
) vwa,integn^A,FG-GAP;TM=Y;SS=M;4.84 

445143; U29171; Hs.75852; casein kinase t, delta; zf-C3HC4,Rlamin,zf-B_box,NHUpkinase,zf-MIZ;TM=M;; 4.82 
427157;U51166;Hs.173624;thynTtne.Dr4Aglycosylase;UDG;TM=M;;4.81 

427857; AL1 3301 7; Hs.2210; hypothetical protein FU 22865 ; myosin.head. I Q,zf-MYND;TM-M;SS=M; 4.81 
422293" X94453; Hs.1 14366; pynoline-Scarboxylate synthetase (glutamale gamma-semi aldehyde synthetase); aldedn,aakinase;TM=M tt 4.81 
35 414280; BE410769; Hs.75873; zyxin; UM,lg,pkinase;TM=M;SS=M; 4.81 
424570; AA343306; Hs.13351 1; ESTs; SH3.ank.none; 4.80 

451144; AW956103; Hs.61712; pyruvate dehydrogenase kinase, isoenzyme 1: HATPase_c,none; 4.80 
402705; AA214618; ; activator of S phase kinase; AhpC-TSA;TM=M;SS=M; 4.80 
410024; AW191024; Hs.55016; hypothetical protein FU21935; SH3;TM=M;; 4.80 
40 419972; AL041465; Hs.182982; golgin-67; none,none; 4.80 

427127; AW802282; Hs.22265; pyruvate dehydrogenase phosphatase; PP2C,none; 4.80 
413476; U25849; Hs.75393; acid phosphatase 1, soluble; LMWPc;TM=M;SS=M; 4.80 

415801; R24219;Hs.278443;Fc fragment of lgG,tow affinity lib. receptor for (CD32);ig;TM=Y;; 4.79 ,.tm=v«s_m. a tq 

402233; ; ; NM 030760*:Homo sapiens endothelial differenUafion. sphingolipid G^te&MWipled receptor. 8 (EDG8), mRNA.; 7bn J.TM-Y.SS-M, 4.79 
45 448153; Y10805; Hs.20521; HMT1 (hnRNP methyltransferase. S. cerevisiae)-like ^ NusG;SS=M; 4.79 
407722; BE252241; Hs.38041; pyridoxal (pyridoxine. vitamin B6) kinase; pfkB;TM=M;; 4.79 

405370; ; ; NM_0O5569*:Homo sapiens UM domain kinase 2 (UMK2), transcript variant 2a, mRNA.; pkinase,llM,PDZ;SS=M, 4.79 

416498; U33632; Hs.79351; potassium channel, subfamily K, member 1 (TW1K-1); ran_trans;TM=Y;SS=M; 4.78 

429921; AA526911; Hs.82772; collagen, type XI. alpha 1; (^en,COU : IJSPrilaminin_G,CorA;SS=M; 4.78 
50 424415; NM_001 975; Hs. 146580; enolase 2, (gamma, neuronal); enotese;TM*M;; 4.78 

433133; AB027249; Hs. 104741; PDZ-binding kinase; T-cell originated protein kinase; pkmase;TM=M;; 4.78 

431629; AU077025; Hs.265827; interferon, alpha-inducible protein (clone 1F1-6-16); none;TM=M;SS=Y; 4.78 

417929; R27219; Hs.74647; Human T-cell receptor active alpha-chain mRNA from JM cell Tine, complete cds; ig.abhydrolase; 4.78 

450334; AF035959; Hs.24B79; phosphatide add phosphatase type 2C; PAP2;TM=Y;SS=M; 4.78 
5 5 447674; BE27Q540; Hs.19192; cycthvdependent kinase 2; pkmase;SS=M; 4.77 coeo „o« mama* a -n 

409744; AW675258; Hs.56265; Homo sapiens mRNA; cDNA DKFZp586P2321 (from clone DKFZp566P2321); none;NA;NA, 4.77 

446196;AI744mHs.149470;ESTs;z^C3HC4.Sulfate.transp.STAS;4.7^ 

429305; AF095727; Hs.287832; myelin protein zero-like 1 ; ig 1 transmembrane4;TM-Y;SS=M; 4.77 

426812: AF105365: Hs.17261 3: solute carrier famHy 12 (Mtasslurn/cWoride transporters), member 7; none-.TM-Yn 4.77 Mit%L J 

60 SalS 

444664; N26362; Hs.11615; map kinase phosphatase-like protein MK-STYX; DSPc;TM=M;; 477 

452256- AK000933; Hs.28661; Homo sapiens cDNA FU10071 fis, clone HEMBA1001702; GDt.7tm_1,none; 4.76 

447207! AA442233; Hs.17731; hypothetical protein FU12892; w^^, 4 ;** M _ . iM . . n - n RN R. TM= Y.cq=u- 1 7fi 
400846; ; ; sortifirwelated receptor, L(DLR class) A repeatsxontalning (SORL1); E<^,m3,WtrecepLa4(fl_recepLb 1 granuBn 1 BNR,TM=Y.SS-M. 4.76 
65 452355- N54926; Hs.29202; G proteirHCOupled receptor 34; 7tiru1,OATP_C;TM=Y;; 4.75 m «*-i*ee u.*« 

406B09; AF000574; Hs.22405; leukocyte immunogtobulln-like receptor, subfamily B (with TM and (TIM domains), member 2; q 1 Gemini_mov;TM=M;SS=M; 4.75 

427378; BE51 5037; Hs. 1 77556; nwdaiurraan^ 4 An ^ t DD1/ ™, TlJV aia 

444042; NMJJ04915; Hs.10237; ATP-binding cassette, sub-family G (WHITE), member 1; ABC_tran 1 PRK,GBP l TM=Y„ 4.74 

410406; AI969703; Hs.1466; glycerol kinase; FGGY,FGGY_C;TM=Mr, 4.73 
70 41 1653; AF070578; Hs.71 168; Homo sapiens done 24674 mRNA sequence; none;NA;NA; 4.73 

437667; BE616412; Hs.286218; junctional adhesion molecule 1; none,HLH; 4.73 

417781; BE279380; Hs.82553; WAA0153 protein; TTU\cyl_transf; 4.73 

453966; BE148734; Hs.63325; transmembrane protease, serine 4; trypsm.WLrecepLa,nor«; 4 73 

41 2228; AW503785; Hs.73792; complement component (3d/Epstein Barr virus) receptor % sushi;TM=Y;SS=M; 4.73 
75 418255; AW135405; Hs.37251; ESTs; pkinase.none; 4.73 

41 3472; BE242870; Hs.75379; solute carrier family 1 (glial high affinity glutamate transporter), member 3; SDF;TM=Y,SS=M, 4.73 

406906* Z25424; ; gb:H.sapiens protein-serineAhreontne kinase gene, complete CDS.; none.none; 4.73 

432065' AA401039; Hs.2903; protein phosphatase 4 (formerly X). catalytic subunit Meta!lophos;TM=M;; 4.72 

424909; S78187;Hs.153752;cefl division cycle 25B; Rhodanese;SS=M; 4.72 klwourt _ IDoee u ,, 71 

80 422599; BE387202; Hs.11B638; non-metastatic cells 1. protein (NM23A) expressed m; NDK,PH,OxysteroLBP;SS=M, 4.71 

426136; AW957239; ; gb:EST369309 MAGE resequences, MAGD Homo sapiens cDNA, mRNA sequence; PP2C.none; 4.71 

446203; 247553; Hs. 14286; flavin containing monooxygenase 5; FMO^ke,pyr_redc<rM=Y;SS=M; 4.71 rnoo^Aii 

451295; AI557212; Hs.17132; ESTs, Moderately similar to 154374 gene NF2 protein IRsapiens]; pkinase,DAG_PE-bmd.pkinase_C,OPR,none; 4.71 
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424099- AFO71202; Hs.1 39336; ATP-binding cassette, sub-family C (CFTR/MRP), member 4; ABCJran,ABC_menibrane;TM=Y;; 4.70 
424959 : NM 005781; Hs.153937; activated p21cdc42Hs kinase; ldh,ldh„C.SH3.pkinase,UBA;TM=M;; 4.70 
427206; NM"0045B6; Hs.1 73965; ribosomal protein S6 kinase. 90kD. polypeptide 3; none.none; 4.70 

421662 : NM"014141; Hs.106552; cell recognition molecute Caspr2; EGF,F5J8_type.C,lammin_G ( Sutfate_transp,STAS Jim _3^an_ur_permease;TM=Y;SS=M, 4.70 
41343V AW246428; Hs.75355; ubiquitin-conjugating enzyme E2N (homologous to yeast UBC13); UQ_con;TM=M;; 4.70 
405484; ; ; C3002124*:gi|12737280Iref|XPJ)06682.2l keratin 18 (Homo sapiens]H6633; none;SS=M; 4.70 
401345; MB3738; ; protein tyrosine phosphatase, non-receptor type 9; none;TM=M;; 4.70 
416602; NM 006159; Hs.79389; net (chicken)-like 2; EGF,vwc,TSPN;SS=Y; 4.69 
412507; 136645; Hs.73964; EphA4; m3,pldnase,SAM.EPH_lbd;TM=Y;SS=M; 4.69 
437897; AA770561; Hs. 1461 70; hypothetical protein FU22969; zf-OHHC,none; 4.69 
432886; BE159028; Hs.279704; chromatin accessibility complex 1; none;TM=M;; 4.69 

400843- ; ; NM 003105*:Homo sapiens sortilirwelated receptor, L(OLR class) A repeats-containing (SORL1 }, mRNA.; 

EGF,fn3.ldLrecepLa.ldLrecepLb,granurin,BNR;TM=Y;SS=M;4.68 
433409; AI278802; Hs.25661; ESTs; pktnase.pkinase; 4.68 
413869; NMJM0878; Hs.75596; interteukin 2 receptor, beta; none;TM=Y:SS=M; 4.68 
430259; BE550182; Hs.127826; RalGEF-like protein 3, mouse homolog; fn3,RA.RasGEF;TM=M;SS=M; 4.68 
425761; AW664214; Hs. 196729; ESTs; SH3,Ribosomat_S3Ae; 4.68 , _ . Aca 

431941; AK000106; Hs.272227; Homo sapiens cDNA FU20099 fis. clone COL04544; pkmase,Funn-like,Recep_L_domain,none; 4.68 
419493; AF001212; Hs.90744; proleasome (prosome, macropain) 26S subunit, non-ATPase, 11; COKS.activator.Pa.none; 4.67 
425966; NM_001761; Hs.1973; cydin F; cycGn,F-box,cycfin_C;TM=M;; 4.67 

408056; AA312329; Hs.42331; ephrin^; Ephrin;TM=M;SS=M; 4.67 M 
453476; AI640500; Hs.24533; SAM domain, SH3 domain and nuclear localisation signals, 1; SH3.SAM;SS*M; 4.67 
412926; AI879 076; Hs.75Q61; macrophage myristoylatedalam^^ . 
424635; AA420687; Hs.1 15455; Homo sapiens cONA FU14259 fis, done PLACE1001076; pWnase,FurWike,Recep„U_domain,none; 4.66 
446051; BE048061; Hs.37054; ephrin-A3; EphrinA-deamin/term^-alpha; 4.66 
436729; BE621807; ; transmembrane 4 superfamily member 1 ; none;TM=Y;SS=M; 4.66 
408204; AA454501; Hs.43666; protein tyrosine phosphatase type IVA. member 3; Y_phosphatase;TM=M;; 4.66 
435542; AA687376; ; ESTs; SH3 t ig > pWnase,PH f spectrin,RhoGEF,none; 4.66 »oivtu_m- a 

429682; NMJX16306; Hs.211602; SMC1 (structural maintenance of chromosomes 1, yeastBke 1; ABC_tran t SMC.N,5MC_L,wu; I m-m,, 4.bt> 
I 417497; AW4Q2482; Hs.8221 2; CD53 antigen; transmembrane4;TM=Y;SS=M; 4.66 

418736; T18979; Hs.87908; Snt2-related CBP activator protein; helicase - C^T_hook,SNF2„N;TM=M;; 4.65 
4151 17; AF1 20499; Hs.78016; potynucleoride kinase 3'-phosphatase; Viral_heficase1;TM=M;; 4.65 
418629; BE247550; Hs.86859; growth factor receptor-bound protein 7; SH2,PH,RA;SS=M; 4.65 
426108; AA622037; Hs.166468; programmed cell death 5; OUF122;TM=M;; 4.64 CA 
> 429263; AA019004; Hs.198396; ATP-binding cassette, sub-family A (ABC1). member 4; ABCjran,SRP54;TM=Y;SS=M; 4.64 
431886; L77964; Hs.271980; rnitogen-activated protein kinase 6; pkinase;TM=M;; 4.63 

435049; AL122067; Hs.4746; hypothetical protein FU21324; none;TM=Wt; 4.63 „ 
437763; AA469369; Hs.5831; tissue inhibitor of metaltoproteinase 1 (erythroid potentiating activity, collagenase inhibitor); TIMP,pkinase.DAG_PE-bind,RBD; 4.63 
413436; AF238083; Hs.68061; sphingosine kinase 1; DAGKc;TM=M;; 4.63 
) 421846; AA017707; Hs.1432; protein kinase C substrate 80K-H; efhand,ldl_recepta;SS=M; 4.62 
442590; AI002686; Hs.1 3031 3; ESTs; none,Y_phosphatase.Band_41 ( connexin; 4.62 
416224; NMJ302902; Hs.79088; reticuJocalbin 2, EF-hand calcium binding domain; efhand;SS=M; 4.62 
423740; Y07701; Hs.293007; aminopeptidase puromydn sensitive; Peptidase JA1,ArTnad!llo_seg; 4.61 
429300; AB01 1 108; Hs.1 98891; serine/threonine-protein kinase PRP4 homolog; pkin3se;TM=M;; 4.60 
5 447232; AW499834; Hs.327; interleuidn 10 receptor, alpha; none;TM=M;SS=M; 4.60 

412942; AL1 20344; Hs.75074; rnitogen-activated protein kinase-actJvated protein kinase 2; pkinase;TM=M;; 4.60 
419596; BE379320; Hs.91448; MKP-1 Oke protein tyrosine phosphatase; DSPc;; 4.59 
417880; BE241595; Hs.82848; setectin L (lymphocyte adhesion molecute 1); EGF4ecfln.c^ushi;TM=M;SS=M; 4.59 
411125; AA151647; Hs.68877; cytochrome b-245, alpha polypeptide; none;TM=Y;SS=M; 4.59 
0 434883; AW381538; Hs.19807; hypothetical protein MGC12959; SH3,FHWW.RhoGAP;SS=M; 4.58 
447312! A1434345; Hs.3S908; activating transcription factor 1; rrm,zf-RanBP,pkmase,C£^^ 

C2H2,PHD,BTB.TFHSAT_hook.SAM;TM=M;;4.58 
435254; AW1 94689; Hs.30778; ESTs; pkinase.Bacterial_PQQ.none; 4.58 , EQ 

426925; NMJD01 196; Hs.315689; Homo sapiens cDNA FLI22373 fis, clone ^^^^^^S? 8 ^^^^ Uu***» vpt mtu-Y- a ■ 
5 5 421685; AF189723; Hs.106778; ATPase. Ca transporting, type 2C, member 1; Ca5OTj^TPase_C.(^lion_ATP3se_N l E1-E2_ATPase,Hydrolase^PG_N,TM=Y, t 4.58 
447827' U73727; Hs.19718; protein tyrosine phosphatase, receptor type, U; fn3.ig l Y_phosphatase,MAM;TM=Y;SS=M; 4.58 

427640- ^0MM?rfe180bl& Mopacnrome tautomerase; (^SI«,MJF i GST.<XEF16jfc^ 457 
441085; AW136551; Hs.1B1245; Homo sapiens cDNA FU12532 fis, clone NT2RM4000200; none^one; 4.57 
409581; U66243; Hs.55039; rnitogen-activated protein kinase 12; pkinase;SS=M; 4.57 
60 423184; NM 004428; Hs.1624; ephrin-A1; Ephrln;TM=M;SS=M; 4.56 

443920; AL037764; Hs.35304; Homo sapiens cONA FU13655 fis, done PLACE1011503; none.FMCMJe; 4.56 

422627; BE336857; Hs.11B787; transforming growth factor, beta-induced, 6BkO; FascWm,ABCJran^ 456 
418869! AW516565; ; gb:xq01d05.x1 Scares NHCeC cenricaLtumor Homo sapiens cDNAdoneS" similar to contains Atu repetitive element jcontams element MER1 1 repetrtrve 
etemenl ;, mRNA sequence; none.RasGAP.WW.IQ; 4.56 
6 5 430016; NMJJ04736; Hs.227656; xenotropic and polytropic retrovirus receptor; SPX,EXS;TM=Yn 4.56 
437157; BE04886Q; Hs.120655; ESTs; IRK,none; 4.55 

422769; AA938905; Hs.120017; olfactory receptor, family 7, subfamily E, member 38 pseudogene; none,none; 4.55 
457918; AL359590; Hs.162604; hypothetical protein DKFZp762MlB6; PLDc;TM=M; 4.55 
434467; BE552368; Hs.231853; Homo sapiens cONA FU13445 fis, done PLACE1002962; 7tm_1,none; 4.55 
70 421 140; AA298741; Hs.1021 35; signal sequence receptor, delta (translocon-assodated protein delta); none;TM=Y;SS=M; 4.55 
406364; ; ; Target Exon; hexapep;TM=M;; 4.55 

434682; AA827165; Hs.191958; immunoglobulin superfamily receptor translocation associated 2; Ig.none; 4.54 
438939; H21012; Hs^87657; Homo sapiens cDNA: FU21291 fis, done COL01963; F5_F8_type_C.pkinase.Ets .none; 4.54 
433435; BE545277; Hs.340959; Ts translafion elongation factor, mitochondrial; EFJTS.UBA;; 4.54 
75 411165; NMJXJ0169; Hs.69089; gaJactosidase, alpha; Melibiase;SS=M; 4.54 

408956; AK001 868; Hs.49344; hypothetical protein FU11006;ion_trans;TM=Yr.4.54 ^ plJ , Tlllljn 
416847; 143821; Hs.80261; enhancer of filamentation 1 (cas-Bke docking; Crk-assoctated substrate related); SH3;TM=M;; 4.53 
410226; AI831958; Hs.61053; hypothetical protein; SH3.TPR;TM=M,~ 4.53 

422753; AI928995; Hs.1575; sman nuclear ribonucteoprotein D3 polypeptide (18kD); Sm;SS=M; 4.52 „.____ mv 

80 418355; L42563; Hs.11 65; ATPase. H? transporting, nongastric. alpha polypeptide; EVE^TPase.Catioa^TPase^C.CaficmJVTPase.N.H^ 4.52 
400261;;; Eos Control; lg.MHCJLbeta;TM-Y;SS=M; 4.52 
444633; AF111713; Hs.286218; junctional adhesion molecule 1; ig;TM=Y;SS=M; 4.52 

422940; BE077458; ; gb:RC1-BT060&490500-01 5404 BT0606 Homo sapiens cDNA, mRNA sequence; Sec7.PHANFjeceptorJig_chan,WD40.IRK; 4.52 
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400303; M242758; Hs.79136; UV-1 protein, estrogen regulated; none/ione; 4.51 

412604; AW978324; Hs.1904; protein kinase C, iota; pkinase,DAG_PE^ind,pkinase_C,OPR;TM=Mr, 4.51 

448633; AA311426; Hs.21635; tubulin, gamma 1; tubutin;TM=M;; 4.51 

457906; AW975939; Hs.153290; Homo sapiens cDNA FU14318 (is. done PLACE3000402; none.pkmase; 4.51 
456362; AW973003; Hs.1 79909; hypothetical protein FU22995; none;TM=M;: 4.51 

429690; AW956329; Hs.23721; ESTs; none,sugar_tr.Ribosomal_S25; 4.50 cn 

42461 8; L29472; Hs.1802; major histocompatibility complex, class 11. DO beta; ig,MHC_UJ>eta;TM=Y;SS=M; 4.50 

444823; BE262989; Hs.12045; putative protein; Mra1,MBOAT;TM=M;SS=Y;4.50 - in „ TU 

405490; ; ; NM_031414:Homo sapiens serine/threonine kinase 31 (STK31), transcript vanant 1. mRNA.; pkinase.TUDOR,TM=M„ 4.50 

424494*; U78575; Hs.149255; phosphatidytinositol-4-phosphate 5-kinase, type I, alpha; PIP5K;SS=M; 4.50 

441031; AM 10684; Hs.764S; fibrinogen, B beta polypeptide; fibnncflenJ^G-aJpha.arf;TM=M;SS=M; 4.50 

443951;F13272;Hs.111334;ferruTnJighlpo^ 

410423; AW402432; Hs.634B9; protein tyrosine phosphatase, non-receptor type 6; SH2,Y_phosphatase,DSPc;TM=M;; 4.50 

429556; AW1 39399; Hs.98988; ESTs; none;TM=M;; 4.50 

458791; BE615453; Hs.345509; dedicator of cyto-kinesis 1; none;TM=Y;; 4.49 

425209; AU049761; Hs.155140; casein kinase 2, alpha 1 polypeptide; pkmase,ABC1;TM=M;; 4.49 [w _ 1 . 1 

425695; NMJJ05401; Hs.159238; protein tyrosine phosphatase, noiweceptor type 14; ^J^^^^-^^^^. „ MW nCMK . Tl . K .. , , Q 
424943; AU077260; Hs.153924; death-associated protein kinase 1; ank.pWnase.dealh.SPRY.SAP^ 4.49 
412970!AB026436;Hs.177534; dual specificity phosphatase 10; Rhodanese,DSPc;SS=P* 4^8 mOTU t4 . AAa 

10 400755- AA635062; ; Homo sapiens mRNA; cDNA DKFZp434O0515 (from clone DKFZp434O0515); zf-C3HC4,CARD,BIR;TM=M;; 4.48 

425566; AW162943; Hs.250618; UL16 binding protein 2; ldljecepta.PKD,MHCJ;TM=M;SS=Y; 4.48 T _ c . u , 
410151; X15723; Hs.59242; paired basic amino acid cleaving enzyme (furin, membrane associated receptor protein); Peptidase^Sfl.PiTM^Y.SS-M, 4.48 
423536- L22075; Hs.1666; guanine nucleotide binding protein (G protein), alpha 1 3; UCRJiinge,G-alpha,arf;TM=M;; 4.48 
42471 1; NM005795; Hs.152175; calcitonin receptor-like; 7tmJ2,HRM;TM=Y;SS=M; 4.48 

^ 443991; NMO^ calcium-activated channel, subfamily N, member 4; CaMBO,SK_channel.ion.trans;TM=Y;SS=M; 4.48 

422605; H16~646; Hs.1 18666; hypothetical protein PP591; PAPS_redud.MoCF^bbsynth;; 4.47 ^ u a An 

41 0583- AW770280; Hs.36258; ESTs. Moderately similar to JC523B galactosylceramide-ffl® protein, GCP [Rsapiens]; SH3,PDZ,Guanylate_km,none; 4.47 
434419! AL040606; Hs.296938; dual specificity phosphatase 7; DSPc;TM=M;; 4.47 

30 410032; BE065985; ; gb:RC3-BT0319-12020W)14-a09 BT0319 Homo sapiens cDNA. mRNA sequence; abhydro1ase_2.none; 4.46 
423078; M35198; Hs.123125; integrin. beta 6; integrin_B,EGF.pp-binding;TM=Y;SS=M; 4.46 
400263; ; ; Eos Control; GTPJ:FrU,EFG_C,GTP_EFTU_D2,serpin;TM=M;; 4.46 
441406; Z45957; Hs.7837; phosphoprotein regulated by mitogenic pathways; pkinase;TM=M;; 4.45 

434551; BE387162; Hs.280858; ESTs, Highly similar to A35661 DNA excision repair cross-complemenling protein ERCC3 [H.sapiens]; none;TM=M;; 4.45 ■ 
35 413227; M79082;; ESTs; nonejone; 4.45 . 

441321; H17182; Hs.7771; B-cell associated protein; Band_7;TM=M;; 4.45 

457194; H20669; Hs.35406; ESTs. Highly similar to unnamed protein product (Rsapiens]; none.pkinase.PBD; 4.45 

414745;M160511;Hs.5326;amir«)8cidsyslemNtransporter^ i^ni«wi«««-t*AJS 
404276; ; ; NM 002944*:Homo sapiens v-ros avian UR2 sarcoma virus oncogene homolog 1 (ROS1), mRNA.; m3.pkinase ( DUFl 39.TM-Y.bb-M. 4.4t> 
40 4269W;Al493T34;;sclerostin;DAN;TM=M;S^=M;4.45 

408873; AL046017; Hs.1 B2278; calmodulin 2 {phosphorylase kinase, delta); none.none; 4.44 

426486; BE178285; Hs.170056; Homo sapiens mRNA; cDNA OKFZp586B0220 (from clone OKFZp586B0220); pkinase.none; 4,44 
432798; AA565309; Hs.1 9401 5; ESTs; lnlegrin_B,Sema,PSI,TIG,none; 4.44 

439668; AI091277; Hs.302634; frizzled (Drosophila) homolog 8; Frizzted.Fz.7lrn_2.toxin_2;TM=Y;SS=M; 4.44 
45 417886; AA214584;; ESTs; SPRY Jtrru3ANF^receptor.none; 4.43 

452098; AI858183; ; gbw!46a12j<1 NCLCGAP JJU Homo sapiens cDNA clone 3 similar to contains Ahi repetitive element. mRNA sequence; SH3,none, 4.43 

426874; N67325; Hs.347487; ESTs; SH3.TonB_boxC.none; 4.43 

422714; AB0 18335; Hs.1 19387; KIAA0792 gene product; DUF221;TM=Y;SS=M; 4.42 

410741; 211695; Hs.324473; mitogen-aclivated protein kinase 1; pkmase,none; 4.42 
50 432193; AA372264; Hs.273193; hypothefical protein FU10708; pkinase;TM=M;; 4.41 

409506; NM_006153; Hs.54589; NCK adaptor protein 1; SH2 t SH3;TM=M;; 4.41 

429390; AB040942; Hs.201500; WAA1509 protein; none;TM=M;; 4.41 

421859; AA356620; Hs.108947; KIAA0050 gene product; ank,PKArfGap;SS=M; 4.41 

451527; AF022813; Hs.26518; transmembrane 4 superfamty member 7; none.none; 4.41 
5 5 421748; NM_01471 8; Hs.107809; KIAA0726 gene product; cadherin;TM=Y;; 4.40 

41041 6; BE410072; Hs.63304; protein phosphatase methylesterase-1; none;TM=M;; 4.40 

450457; AA367701 ; Hs.6639; WAA1624 protein: none;TM=M;SS=M; 4.40 

433029; NM_014322; Hs.279926; opsin 3 (encephalopstn); 7tm_1 ,Monooxygenase;TM=Y;SS=M; 4.40 

408805; H69912; Hs.48269; vaccinia related kinase 1; pkinase;TM=M;; 4.40 
60 421585; U95626; Hs.302043; chemoklne(C-C motif) recepWke Z 7tm_1;TM=Y;SS=M; 4.40 

440014; AW960782; Hs.6856; ash2 (absent, small, or homeotic, Drosophila, homdog)-iike; SPRY,BAG,UPF0001; 4.40 

451154; AAQ15879; Hs.33536; ESTs; TIMP.none; 4.40 ^^^cmjtiw. a a* 

433895; A1287912; Hs.3628; nilogen-activated protein kinase kinase kinase kinase 4; pklnase.z1-C4.CNH.ERM; I M=M;; 4.40 

422034; AC006486; Hs.333069; Ets2 repressor factor; Ets;TM=M^ 4.39 
65 4440D9; A1380792; Hs.135104; ESTs; TNFRjc6,TlL,none; 4.39 

420020; BE295856; Hs.94382; adenosine kinase; pfkB;SS=M; 4.39 

416207; NWL.014745; Hs.79077; Homo sapiens, clone MGC290B, mRNA, complete cos; none;TM=Y;SS=M; 4.39 
417655; AA780791; Hs.14014; hypothetical protein FU14813; pkinase,pkinase_C;TM=M;; 4.39 
402915; ; ; ENSP00000202587*:Bicarbonate transporter-related protein BTR1.; HC03_cotransp;TM=Y;; 4.39 
70 453199; AJ336266; Hs.32353; mitogen-activaled protein kinase kinase kinase 4; pkinase;TM=M;; 4.38 
416033; NMJJ12201; Hs.78979; Gotgi apparatus protein 1; cys_rrchJGFR;TM=Y;SS=M; 4.38 
453672; U73531;Hs.34526;GproteirH»uptedrecepta^ 

437852; BE001836; Hs.256897; ESTs, WeaWy similar to dJ365012.1 IRsapiens); GPS,7tm_2;TM=Y;; 4.38 
420039; NM 004605; Hs.94581 ; suHbtransferase family, cytosoric. 2B, member 1 ; Sutfotransfer;SS=M; 4.38 
75 41 2834; R77123; Hs.79881 ; Homo sapiens cDNA: FU23006 fis, clone ING0041 4; 7tm_1 .none; 4.38 

452203; X57522; ; transporter 1, ATP-binding cassette; subfamily B (MDR/TAP); ABC_tran^C_membrane,SRPM.ThyrnKfylate_kin;TM=Y;SS=M; 4.37 
425317; AW205118; Hs.210546; interleukin 21 receptor; none;TM=Y;SS=M; 4.37 

432945; AL0436B3; Hs.8173; hypothetical protein RJ10803; none;TM=M;SS=M; 4.37 

424028! AF055084; Hs.153692; Homo sapiens cDNA FU14354 fis. done Y79AA1001384, highly similar to Homo sapiens very large G-protem coupled receptor-1 (VLGR1) mRNA 
80 none.none; 4.37 

434071;AF116653;Hs.34192;Hc*iosapfensPRO0823m^ 

412596- AA161219; Hs.799; diphtheria toxin receptor (heparin-bindlng epidermal growth factor-tike growth factor); EGF;TM=Y;SS=M; 4.36 
440270*; NM.015986; Hs.7120; cytokine receptor-like molecule 9; fn3;SS=M; 4.36 
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4329B7; A1864771; Hs.27954; CD86 antigen (CD28 antigen ligand 2, B7-2 antigen); none;TM=Y;SS=M; 4.36 

436943; AA773B38; Hs.5353; caspase 10, apoptosis-related cysteine protease: ICEj>10,lCEj)20,DED;TM=M;; 4.36 

457897; AI356125; Hs.345168; ESTs. Weakly similar to HXA2_HUMAN HOMEOBOX PROTEIN HOX-A2 [H.sapiens]; homeobox;NA;NA; 4.36 

406671; AA1 29547; Hs.285754; met proto-oncogene (hepatocyle growth factor receptor); Sema,pkinase,TlG,PSt,none; 4.36 

413969; X14034; Hs.75648; phospholipase C. gamma 2 (phosphaWyfinosHo^pecific); SH2,SH3 I C2,PH,R-PLC-Y,PI-PIC-XPDGF;SS=M; 4.35 

408101; AW968504; Hs.123073; CDC2-re!aled protein kinase 7; none,none; 4.35 

414029; BE297731; Hs.75709; mannose-6-phosphate receptor (cation dependent); Man-6-P_recep;TM=M;SS=M; 4.35 

425059; AA687465; Hs.298184; potassium voltage-gated channel, shaker-related subfamBy, beta member 2; akto_keLred,none; 4.35 

438937; AW952654; Hs.244624; ESTs; EPH Jbd,plunase,fn3,SAM,none; 4.35 

412584; X54870; Hs.74085; DMA segment on chromosome 12 (unique) 2489 expressed sequence; none,lectin_c; 4.35 
436540; BE397032; Hs.14468; hypothetical protein MGC14226; mn,7tmJ,SNF;TM=M;; 4.34 
435267; N23797; Hs.110114; ESTs; none,Syia_N,Exo_endoj)hos; 4.34 
405616; ; ; Target Exon; none,SH3,BAR; 4.34 

432141; BE410964; Hs.272736; nuclear receptor binding protein; pkinase;TM=M;; 4.33 
417927; R73095; Hs.24122; ESTs; none,pkmase; 4.33 

429849; U33053; Hs.2499; protein kinase (Mike 1; pkinase I pkinase_C,HR1;TM=M;; 4.33 - 
425743; BE396495; Hs.159428; BCL2-associated X protein; Bcl-2;TM=Y;; 4.33 
453863; X02S44; Hs.572; orosomucoid 1; lipocaIin,aWedh f ubiquitm,IRK;SS=M; 4.33 

400847; ; ; NM 003105*:Homo sapiens sortilhvrelated receptor, L(DLR class) A repeats-containing (SORL1), mRNA.; 

EGF,fn3Jdl_recepLa,ldl_recepLb < granufin,BNR;TM=Y;SS=M;4.33 
41491 4; U49844; Hs.7761 3; ataxia telangiectasia and Rad3 related; FAT,FATC,PI3_PI4Jdnase;TM=M;; 4.33 
413858; NM.001610; Hs.75589; acid phosphatase 2, lysosomal; acidj>hosphat;TM=Y;SS=M; 4.33 

442539; AL119506; Hs.58220; Homo sapiens cDNA: FU23005 fis, clone LNG00396, highly similar to AF055023 Homo sapiens done 24723 mRNA sequence; 

RasGAP,adenylatekinase; 4.33 
419607; R52557; Hs.91579; Homo sapiens clone 23783 mRNA sequence; lMP4;TM=M;; 4.32 
436703; AW880614; Hs.146381; RNA binding motif protein, X chromosome; rrm,SH3,PH,CH, RhoGEF; 4.32 
414899; AW975433; Hs.36288; ESTs; pkinase,SH2,SH3,none; 4.32 

444895; A1674383; Hs.22891; solute carrier family 7 (cationic amino acid transporter, y system), member 8; ASC,dealh,TNFR_c6; 4.31 
415135; AW673559; HsJ8040; KDEL (Lys-Asp-Giu-Leu) endoplasmic reticulum protein retention receptor 1; ER_lumen_recept,none; 4.31 
444070; NMJ15367; Hs.10267; MIL1 protein; Bd-2;TM=Y;; 4.31 

42261 1; AA158177; Hs.1 18722; fucosyltransferase 8 {alpha (1,6) fucosyltransferase); SH3,K-box;TM=M;SS=Y; 4.31 
437162; AW005505; Hs.5464; thyroid hormone receptor coactivating protein; bromodomain;TM=M;; 4.30 
440983; M20681; Hs.7594; solute carrier family 2 (facilitated glucose transporter), member 3; sugar_tr;TM=Y;SS=M; 4.30 
414080; AA1 35257; Hs.47783; B aggressive lymphoma gene; A1pp;TM=M;; 4.30 

41 5072; BE253887; Hs.77876; Homo sapiens, done IMAGE:3461982, mRNA. partial cds; Metallophos,Armadfllo_seg;TM=M;; 4.30 
442994; AI026718; Hs.16954; ESTs; ank,pkinase,death,RibosomaLS14; 4.30 

43232B; A1572739; Hs. 195471; 6-phosphofructo-2-Wnase/F^ 3; PGAM,6PF2K;TM=M;; 4.29 

439490; AW249197; Hs.100043; ESTs, Weakly similar to A46302 PTB-assodated splicing factor, long form (H.sapiens); none;TM=M;; 4.29 
422005; BE266556; Hs.1 10702; Homo sapiens mRNA; cDNA DKFZp761E212 (from done DKFZp761E212); none.NaJLExchanger; 4.29 
415214; AI445236; Hs.125124; EphB2; fn3.pkinase.SAM,EPHJbd;TM=»Y;SS=M; 4.29 

430316; NMJW0875; Hs.239176; insuiin-like growth factor 1 receptor, fn3,Furrn^,pkmase,RecepXdomain:TM=M;SS=M; 4.29 
429099; BE439952; Hs.1961 77; phosphorylase kinase, gamma 2 (testis); rJdnase 1 Bac_DNA_binding;TM=M;; 4.29 
425843; BE313280; Hs.159627; death assodated protein 3; myb„D^^-b^nding 1 PAKBAH,brornodomain,PHD,SET;TM=M;; 4.28 
437603; AW979259; Hs.293673; ESTs; death,none; 4.28 

439975; AW328081; Hs.6817; inosine triphosphatase (nudeoside triphosphate pyrophosphatase); Ham1pJike;TM=M;; 4.28 
424512; X53002; Hs.149B46; Integral, beta 5; totegriruB,EGF;TM=Y;SS=M; 4.28 
442980; AA857025; Hs.8878; kinesin-tike 1; kinesm t Urteo_ORF3,DUF164;TM=M;; 4.28 

420166; AW732276; Hs.95583; transmembrane 4 superfamily member (tetraspan NET-7); transmembrane4;TM=Y;SS=M; 4.27 
409582; R27430; Hs.271565; ESTs; none,Neur_chan^LBD,Neur_chan.memb; 4.27 
439096; AA830185; ; ESTs; ras,none; 4.27 

414561; AI064813; Hs.195155; Homo sapiens amino add transport system N2 (SN2) mRNA. complete cds; Aa_trans;TM=Y;; 4.27 

411835; U29343; Hs.72550; hyaluronan-mediated motility receptor (RHAMM); bZIP;SS=M; 4.27 

428781; AF164799; Hs.193384; putatative 28 kDa protein; pkinase,DAG_PE-bind 1 pkinase_C,OPR;SS=M; 4.27 

430603; AA148164; Hs.247280; HBV associated factor; zf-C3HC4^f-RanBP.pkinase; 4.27 

415149; X12451; Hs.78056; cathepsm L; Pepfidase_C1;SS=M; 4.26 

444838; AV651680; tte.208558; ESTs; integrin_AFG-GAP,none; 4.26 

402328; ; ; Target Exon; pkinase;TM=Mr, 4.26 

416094; AW995512; Hs.225977; nuclear receptor coadhrator 3; none,ncne; 4.26 
420942; H03514; Hs.15589; ESTs; none.pkinase; 4.26 
453902; BE502341; Hs.3402; ESTs; none,none; 4.26 

425505; AL036458; ; gb:DKFZp564D2062_r1 564 (synonym: hfbr2) Homo sapiens cDNA done DKFZp564D2062 5\ mRNA sequence; arf,G-atpha,none; 4.26 

427344; NMJKJ0869; Hs.2142; Shydroxytryptamlne (serotonin) receptor 3Aj New_chan„LBD,Neurjchanjnemb;TM=Y;SS=R 4.26 

432269; NM 002447; Hs.2942; macrophage stimulating 1 receptor (c-met-reteted tyrosine kinase); pWnase,Sema,PSI,TIGA4_EXTRA;TM=M;SS=M; 4.26 

417007; AF224741; Hs.80768; chloride channel 7; CBS,vottage_aC;TM=Yn 4.26 

447960; AW954377; Hs.26412; ring finger protein 26; zf-C3HC4;TM=Y;SS=M; 4.26 

442300; AI765908; Hs.129166; ESTs; none;SS=M; 4.25 

421856; NMJJ16447; Hs.108931; MAG UK protein p55T; Protein Associated with Uns 2; SH3,PDZ.Guanylate_kin,L27;TM=Mr, 4.25 
4521 1 0; T47667; Hs.28005; Homo sapiens cDNA FU11309 fis. done PLACE1010076; rjWnase,Acuvin_recp^one; 4.25 

422451 ; AA310753; Hs.42491; ESTs, Weakly similar to S65657 atpha-1C-adrenerglc receptor splice form 2 [HsaplensJ; PDZ,SH2,STAT,STAT_bind,STATj)rot 1 none; 4.25 
453955; AW579207; Hs.304666; ESTs, Weakfy similar to 178885 sertoe/forTOnme-specrfic protein kinase [H-sapiertsfc fn3,ig 1 MAM,none; 4.25 
457670; AF1 19666; Hs.23449; insulin receptor tyrosine kinase substrate; SH3;TM=M;; 475 

41 9133; U461 16; Hs. 89627; protein tyrosine phosphatase, receptor type, G; fr^,Yj)r«sphatase^arb_anhydrase 1 DSPc;TM=Y;SS=M; 4.25 
41 9660; BE280337; Hs.194693; solute carrier family 7 (cationic amino acid transporter, y system), member 7; aa_permeases;TM=Y;SS=M; 4.25 
415198;AW009480;Hs.943; natural kilter cell transcript^ none;TM=M;; 4.24 

416440; AI823912; Hs.79335; Homo sapiens, Similar to SW1/SNF related, matrix assodated, acCn dependent regulator of chromatin, subfamily d, member 1, done MGC:1528Q. 

mRNA, complete cds; SW1B;TM=M;; 4.24 
419169; AW851980; Hs.262346; ESTs, Weakly similar to S72482 rrypothelicaJ protein [Rsapiens]; rwne^pectrin,SH3,PH,CH; 4.24 
449444; AW818436; Hs.23590; solute carrier family 16 (monocarboxyGc acid transporters), member 4; none;TM=Y;SS=M; 4.24 
433848; AF095719; Hs.93764; carboxypeptidase A4; ZrucarbOpept.Propep.M1 4;SS=M; 4.24 
442213; N36110; Hs.305971; solute carrier family 2 (facilitated glucose transporter), member 10; sugar_tr;TM=Y;SS=M; 4.24 
412681; AW983655; Hs.172004; titin; m3jg l SGXXSG.pkinase;TM=Mr, 4.24 

424653; AW977534; Hs.1 51469; calcium/calmodulnHlependerit serine protein kinase (MAGUK family); none,none; 4.24 
421066; AU076725; Hs.101408; branched chain arranotransferase 2, mitochondrial; aminotran_4;; 4.23 
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42B338; AF147765; Hs.232093; ESTs; fn2.0MR;TM=M;SS=M; 4.23 

443329; BE252943; Hs.9234; hypothetical protein MGC1936; none;TM=Y;SS=M; 4.23 

432314; M533447; Hs.312989; ESTs; Xlink,none; 4.23 

434608; AA805443; Hs.179909; hypothetical protein FU22995; none;TM=M;; 4.23 

454166; AW993356; Hs.285814; sprouty (Drosophila) homolog 4; SH2,SH3;TM=M;SS=M; 4.23 

442596- AI457102; Hs.347970; Human glucose transporter pseudogene; none.none; 4.23 

442549; A1751601; Hs.B375; TNF receptor-associated factor 4; MATH^-TRAF^C3HC4;SS=M; 4.22 

424154; AF026004; Hs.141660; chloride channel 2; vdtageJXC,(ES.EPOJPO,PC_rep; 4.22 

433419- AI830342* Hs.21 1272; ESTs; transmembrane4,none; 4.22 . 

421921' H83363- Hs.6820; translocase of inner mitochondrial membrane 10 (yeast) homolog; zf-Tim10^DDP l e1hand,CH < spectnn.serpm;TM=M;; 4.22 

445633; AI453386; Hs.17287; ESTs, Weakly similar to S26689 hypothetical protein hc1 - mouse {Mjnusculust tRK,none; 4.22 

424812; AF059252; Hs.153299; DOM-3 (C. elegans) homolog Z; none;TM=M;; 4,22 

41 0668; BE379794; Hs.65403; hypolheOcal protein; death,TNFR_c6;TM=Y;SS=M; 4.22 

416636; N32536; Hs.42645; solute carrier family 16 (monocarboxylic acid transporters), member 6; none,none; 4.22 

418969; W33191; Hs.28907; hypothetical protein FU20258; SH3;TM=M;; 4.21 

447200; BE543146; Hs.281434; Homo sapiens cONA FU 14028 fis, clone HEMBA1O03838; none,none; 4.21 

400206; ; ; Eos Control; FCH,RhoGAP,SH3;TM=M;; 4.21 , UDnwiattiM 

405369; • • NM 005569*Homo sapiens UM domain kinase 2 (UMK2). transcript vanant 2a, mRNA; pkinase.UM.PDZ.bS-M, am 

ion trans,RYDRJTPRMIRrione;4.21 
427217; AA399272; Hs.144341; ESTs; ANP,GHMPJ<inases,none; 4.21 

400845; ; ; NM 003105':Homo sapiens sortilin-related receptor, L(DLR class) A repeats-containing (SORL1), mRNA; 
EGF,fn3,WI_recepLa,!dLrecepLb ( granulin,BNR;TM=Y;SS=M; 4.21 
i 422667; H25642; ; ESTs; FMO-like.FMCWike; 4.21 

450056; BE047394; Hs.8208; ESTs, Weakly similar to S7 151 2 hypothetical protein T2 - mouse (M.musculusJ 

ABC tranABC_membranejg,MHCJLbeta,SRP54 1 proteasorne I ABC.membrarie^BC_Uan; 4.20 
448950; AF288687; Hs.9275; CGI-1 52 protein; E1-E2_ATPase,HydroIase;TM=Y;; 4.20 
408634; AW407254; Hs.182278; calmodulin 2 (phosphorylase kinase, delta); none.none; 4.20 
) 422335; AA375957; Hs.6682; solute earner family 7, (calionic amino acid transporter, y system) member 1 1 ; none,none; 4.^0 
426754; NM_014264; Hs.172052; serine/threonine kinase 18; pkinase;TM=M;; 4.20 
435810- BE349853; Hs.2785; keratin 17; zf.Tim10_DDP.SH2,SH3,pkinase,PH ( BTK,Ribosomal_L44; 4.20 
446143; BE245342; Hs.306079; sec61 homolog; NUDIX,secY.E1_dehydrog,transketpynTM=Y;SS=M; 4.20 
426626; AI124572; Hs.323879; inhibitor of kappa light polypeptide gene enhancer in B-cells. kinase gamma; zf-C2H2;TM=M;; 4.20 
J 5 40371 6; ; ; Target Exon; Adap_comp„sub,PDZ,DEP.DIX,Dishevelled,nexapep,W2 .ABCJran; 4.19 
415749; BE262529; Hs.78771; phosphogtycerale kinase 1; PGK,none; 4.19 
434599; AB002313; Hs.3989; plexin B2; PSI,Sema,TIG;NA^A; 4.19 
412600; L28824; Hs.741 01; spleen tyrosine kinase; SH2,pklnase;; 4.19 
416738; N29218; Hs.40290; ESTs; ABC_tranABC_rnembrane,none; 4.19 
4-0 410639; BE269047; Hs.65234; hypothetical protein FU20596; DEAD,heiicase_C,PRK,AIP3;TM=M;; 4.19 

431385; BE178536;Hs.11M(*nTembrane^panri^ D . DeiT.n™. 

4OT305 : AA715284; : gb:nv35fb3 J 1 NO CGAP Brtrtorno salens cDNA clone similar to contains Alu ropefitte element mRNA sea^^ 
4.18 

452B80; AA029332; Hs.87549; ESTs; none,tntegrin_B; 4.18 ^^ A4a 
45 428245; AF1 51048; Hs.183180; anaphase promoting complex subunit 1 1 (yeast APC1 1 homolog); none;SS=M; 4.18 
421964; X73079; Hs.288579; polymeric immunoglobulin receptor, ig.O)balamin_bind;TM=M;SS=M; 4.18 
409213;U61412;Hs.51133;PTK6protdntyr^ 

421790; AW895201; Hs.22654; sodium channel, voltage-gated, type I, alpha polypeptide; ion_trar»s,iaPEP-utiBzer5_C;TM=Y;; 4.18 

429668; AA626142; Hs.179991 ; ESTs, Weakly similar to S28942 protein kinase C Irlsapiens]; noncnone; 4.1 8 
5 0 443068; AI188710; ; ESTs; Entonuctease,pklnase^vuuecp.none; 4.18 

418827; BE327311;Hs.47166;HT021;none;TM=M^ 4.18 r ^„ 1 _ 1J 

447887; AA1 14050; Hs.19949; caspase 8, apoptosis-retated cysteine protease; ICEj)10,lCEj)20,DED;TM=M;; 4.18 

429109; AL008637; Hs.196352; neutrophil cytosotic factor 4 (40xD); SH3,OPR,PX;TM=M;; 4.18 

422083; NMJ»1 141; Hs.1 1 1256; arachidonate 1 lipoxygenase, second type; none,none; 4.18 
5 5 . 438974; AF089816; Hs.6454; chromosome 19 open reading frame 3; PDZ;SS=M; 4.18 

413407; AI356293; Hs.75339; inositol polyphosphate phosphatase-like 1; SH2,SAM,Exo_endoj>hos;SS=M; 4.18 

424954; NMJJ0O546; Hs.1846; tumor protein p53 (U-Fraumeni syndrome); P53,WD40.IRK;TM=M;; 4.17 

421836; AF109219; Hs.108787; phosphatidyfinosHol grycan, class N; none.none; 4.17 

431544; AK000770; Hs.299329; Homo sapiens cONA RJ20763 fe, done COL0991 1; none.none; 4.17 
60 413781; J05272; Hs.850; IMP (inosine monophosphate) dehydrogenase 1; CBS.lMPDH_C,IMPDrLN,NPD;TM=Mr, 4.17 

452012; AA307703; Hs.279766; kmesin tamfly member 4A; kinesin,DNA_topoisolV,K-tox;TM=M;; 4.17 

425606; U52112; Hs.158331; renin-bjnding protein; none," 4.16 

416817; AA398045; Hs.104679; ESTs; FurirhBke,pkinase I Recep_Ldomain,fn3 l none; 4.16 ti , « e 

402447- ; ; C1000201:gil204416Jgb|AAA02627.1| (L05195) fructose transporter [Rattus norvegicus] gil44; none;TM=Y;SS=M; 4.16 
65 452875; BE275760; Hs.30928;DNA segment on chjorrrasonfc 19 (unio^e) ^ 

426395- BE 151985; Hs.5722; hypothetical protein FU23316; pklnase,none; 4.15 M1M 

404140; ; ; NM_006510:Homo sapiens ret finger protein (RFP), transcript variant alpha, mRNA.; zf-C3HC4 SPRY^f-B_box;SS=M; 4.15 

432268; BE311856; Hs.274230; 3'-phosphoadenosine S'-phosphosulfate synmase 2; APSJdnase^TP-su^rytee;TM=M;; 4.15 

405516- ' ENSP0000<)200457VThyraid receptor interacting protein 6 (TR1P6) (OP/Unteradingprotein 1) (Zyxin related protein 1) (ZRP-lfc UM;TM=M;; 4.15 
70 448390; AL035414; Hs.21068; hypothetical protein; FGGY_C;TM=M;; 4.15 

435732; AF229178; Hs.123136; leucine rich repeat and death domain containing protein; none.none; 4.15 

414108; A)267592;Hs.75761;SFRS protein kinase 1; arik 4 PH.OxysteroLBP.pWnase;TM* 4 15 

41 1558; AA102670; Hs.70725; gamrna-aminobutyric add (GABA) A receptor, pi; Neur^chan_LBD,Neur_chan_memb.TM=Y 1 SS-M. 4.14 

424339; BE257l48;Hs.145416;erdogtyc8n;none;TM=Y;SS=M; 4.14 T .. vce . u1 . 
75 427274- NMJJ05211; Hs.174142; colony stimulating factor 1 receptor, formerly McDonough feHne sarcoma viral (v-fms) oncogene homolog; ig,pKinase;TM=Y,bb-w, <u« 
440524! R71264; Hs.16798; ESTs; SH3,ig,pldnase.PH,spectnn,RhoGEF,none; 4.14 
436115' AW512033; Hs.102004; ESTs; pkinasejione; 4.14 

447050- NM.016314; Hs.17200; STAkWke protein containing SH3 and ITAM domains 2; SH3,VHS,UIM;SS=M; 4.14 m .tu=M" a \a 

418^ AW005695; Hs.2508^7; TRK-fused gene; Band_41,ERM,ptae.LRRUttCT^^ 414 
80 420727; H75701; Hs.99B86; complement component 4-btnding protein, beta; sushi;SS=M; 4.14 
433075; NM_002959; ; sortilin 1; Exo^endoj)hc)s^tropl^1.BNR.Kelch;TM=^; 4 14 
422783; AA598956; Hs.1 20439; ethandarnine kinase; CholineJdnase;TM=Y;; 4.14 
410726; A1623859; Hs.15936; ESTs; pkinase.projsomerase.none; 4.14 
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428307; W27393; Hs.183648; protein tyrosine phosphatase, receptor type, f polypeptide (PTPRF). interacting prolan (lipnn), alpha 1; SAM,SH3.HS1.rep. 4.14 
442434; AA995787; Hs. 129583; ESTs; IRK^ione; 4.13 

438361; AA805666; Hs.145217; Homo sapiens cDNA: FU23077 fo, clone LNG05840; pkinase.pkinase.Cnone; 4.13 
445580; AF167572; Hs.12912; skbl {S. pombe) homolog; none;SS=M; 4.13 

421425; AK001 564; Hs. 104222; hypotheUcal protein FU10702;efhanti l kazaIMras,7trn_1;TM=M;;4^3 _ 
400252; ; ; NM 004651 ':Homo sapiens ubiquitin specific protease 11 (USP11), mRNA. substrate 1 (PTPNS1), mRNA.; UCH-1.UCH-2JM-M;. 4.13 

44664V AL049229* Hs 15787- Homo sapiens mRNA; cDNA DKFZp564O1016 (from done DKFZp56401016); none.pkmase.PBD; 4.13 
400209; !?S SnS stfta Ifto CTP« activating protein 4 (ARHGAP4), mm VERSION NMJW6083.2 (ft FCH,RhoGAP,SH3;TM=M;; 4.13 
429012; AW629596; Hs.194726; BCU-assodated athanogene 4; Sm.BAG;SS=M; 4.13 
411826; AW947946; Hs.26706; CQ-121 protein; none t DSPc; 4.13 
423189; M59371; Hs.171596; EphA2; fn3,pldnase,SAM,EPHJbd;TM=Y;SS=M; 4.12 
413934; U03056; Hs.75619; hyahironoglucosarninidase 1 ; mtegrm_B.OywJiydro_56;SS=M; 412 
414874; D26351; Hs.77515; inositol 1,4,5-triphosphate receptor, type 3; ton_trans,MIR,RYDRJTPR;TM=Y;; 4.12 
432047; NM_016247; Hs.272360; interphotoreceptor matrix proteoglycan 200; EGF,SEA;TM=Y;SS=M; 4.12 

451820; AW058357; Hs.199248; ESTs; 7tmJ;TM=Y;SS=M; 4.12 ,_^ jne . , . 

445515; BE388665; Hs.179999; Homo sapiens, clone IMAGE3457003, mRNA; zt^C2H2 ( BTB.ieietra 1 WD40,Syntaxin; 4.12 
42453ft L0291 1; Hs.150402; Acfivin A receptor, type I (ACVR1) (ALK-2); pkinase,Actrvin_recp;TM=M;SS=M; 4.12 
40511? ^^(X^^qi^^^plQSY^KDCT HUMAN DIACYLGLYCEROL KINASE, BETA (DIGLYCER1DE KINASE :; none,none; 4.12 
> 441026! AW179058;Hs.99858;nT)osomal protein L7a; pkinase.LRR^RRCT.Wbos^ xftanftnan}n W u PAT 11 

443142; AI696513' Hs 108705; protein phosphatase 2 {formerly 2A), regulatory subunil A (PR 65), beta isoform; HEAT,VUeflc>gertinJJ,HEATJ 5 BS,SS-M; 4.11 

none.SH3.PGAM.UBA; 4.10 .. 
i 417300; AI765227; Hs.55610; solute carrier family 30 (zinc transporter), member 1; Cation_efflu^T^Y;SS=M: 4.10 ou . u ... 
427315- AA179949; Hs.175563; Homo sapiens mRNA; cDNA DKFZp564N0763 (from clone DKFZp564N0763); none.spectnn 1 SH3,PH l CH, 4.10 
416239; AL03B450; Hs.48948; ESTs; E1-E2_ATPase ( Calion_ATPase_C > Cation_ATPase„N t Hydrolase,none; 4.10 
429311; AF080157; Hs.198998; conserved hdix-loop-helix ubiquitous kinase; pkinase.none; 4.10 
. 41 2146; M92444; Hs.73722; APEX nuclease (mutfifuncliona) DNA repair enzyme); Exo_endo_pnos Atrophm-1,BNR,Keteh;TM=M;; 4.1 u 
_ J 418420- AW604405; Hs.324874; hypothetical protein MGC3079; Phosphodiest;TM=Y;; 4.10 

43439S; AA632270; Hs.162851; Homo sapiens cDNA RJ14317 fis, done PLACE3000401; pkinase.none; 4.10 

454438; AA224053; Hs.172405; cell division cycle 27; SPRY,7lm_3,ANF.jeceptor; 4.10 

439578- AW263124' Hs 3151 11; nuclear receptor cc-represscr/HDAC3 complex subunit; WD40;TM=M;; 4.10 

W827431; Hs .224645; ESTs, Weakly similar to 1F16.HUMAN GAMMA-INTERFERON-INDUCIBLE PROTEIN 1H-16 [H.sapiensl; none.PAAD_DAPlN.HIN; 4.10 
3 5 420340; NMJ)Q0734; Hs.97087; CD3Z antigen, zeta polypeptide {TTT3 complex); ITAM;TM=M;SS=:M; 4.10 
442942; AW167087; Hs.131 562; ESTs; pkmase,none; 4.09 
428187; AI687303; Hs.285529; G r^tein^up^ 

418838- AW3B5224; Hs.35198; ectonudeotide pyrophosphatase/phosphodiesterase 5 (putative function); Phospnodiest;TM=Y;SS=M, 4.09 
416445; AUM3004;'hs.79337;KIAA0135 protein; pkinase.PAS;TM=M;; 4.08 
40 427001; NM JJ06482; Hs.173135; dual-specifidty r7rosineKY)-phosphofylation regulated tee 2; pkbjase^M=M;; 4.08 _ 

403608- • • C3001 199giI7494fi34jpir||T15308 hypothetical protein B0286.2 - Caenorhabdibs elegansj|41; 7trnJ,7trrU.GPS,WlF;TM=Y;SS-M, 4.08 
427177! AB006537; Hs.173880; interleukin 1 receptor accessory protein; lg,pR;T^Y;SS=H ; 4 08 ■mqo.cc.u. a n 7 

401241; AB026989; ; mitogen-activated protein kinase 8 interacting protein 3; CysJoiotf 

444805; AB007899; Hs.12017; homolog of yeast ublquifin-protdn Bgase Rsp5; potential epjtheiial sodium channel regulator. WW.HECT.RNAjwlAnone, 4.07 
45 448888! AW196663; Hs.200242; caspase recruitment domain protein 6; CARD;TM=M;; 4.06 
42OT06; R49031; Hs.22627; ESTs; pkinase.TBC; 4.06 

434521; NMJJ02267; Hs.3886; karyopherin alpha 3 ftmportin alpha 4); ArmadflIo_seg,lBB;TM=M;; 4.06 
408761; AA057264; Hs.238936; ESTs, WeaWy similar to (deffine not available 7496841) [C.elegans); 7tm_1,none; 4.05 
425289; AW139342; Hs.155530; interferon, garnma^nducible protein 16; PAAD_DAPIN,HlN;SS=M; 4.05 
50 413109; AW389845;Hs.1 10855; ESTs; PH04,none; 4.05 

426457; AW894667; Hs.169965; crumerin (chhnaerin) 1; DAG_PE-bind,RhoGAP,SH2;TM=M;; 4.05 

435730; AB020635;Hs.4984;KIM0828 protein; AdrjH^aseJrxA^ , Airc _ cc u ... 

429747; M87507; Hs.2490; caspase 1, apoptosis-related cysteine protease finterteukln 1, beta, convertase); CARD,ICEj>10,ICE_p20;SS-M, 4.04 
444378; R41339; Hs.12569; ESTs; ig,pkinase.Lr^LRRNT,LRRCT^one; 4.04 w w lf , 

5 5 449B43; R85337; Hs.24030; solute carrier family 31 (copper transporters), member 2; none;TM=Y;SS=M; 4.04 
427359; AW020782; Hs.79881; Homo sapiens cDNA: FU 23005 fis, done LNG00414; 7tm_1.none; 4.04 
413095: AA494359- Hs 30715' potassium vdtaqe-oated channel. Isk-retated family, member 3; none,START; 4.04 

4.03 

60 442007; AA301 116; Hs.142838; nudeotar phosphoprotein Nopp34; rrm,lRK;SS=M; 4.02 
448659; AF191838; Hs.2171 2; TANK-Wnding kinase 1; pWnase;TM=M;; 4.02 
41 2935; BE267045; Hs.75064; tubufin-spedfic chaperone c; nonen 4.02 
414844; AA296874; Hs.77494; deoxyguanosine kinase; dNK;: 4.02 

445817; NMJB3642; rte.1334tt, hbtone n ^ CCTlM1 .„ 

65 426728- NNLQ07118; Hs.171957; triple functional domain (PTPRF interacting); SH3Jg,plunase,PH.spectnn.RhoGEF;TM=M;; 4.02 
420S76; A143478Q; Hs.4248; vav 2 oncogene; RhoGEF MCH,ffl2.SH3,DAQ J* Wnone; ,4.02 

405102- • ■ C15M1220*:gi14469558lgblAAD21311.1| (AF126008) breast cancer mKto receptor-binding auxi; DAG.PE4iind.PH,RhoGEF.DC1,SS-M. 4.02 
439964; A732902; Hs.124552; Homo sapiens cDNA FU12376 fis. clone MAMMA1002494; pkinase,none; 4.01 
429680; AL035754; Hs.2474; tdl-iike receptor 1; IHR,LRRCTJIR;TM=M;SS^; 4.01 
70 453891; ABM7751;Rs.3ra53; Homo ^ 0UDM , M 

426535' AU077012; Hs.288582; ESTs, Weakly similar to ubiquitous TPR moCf, Y Isoform [rtsapiens]; Kunitz_BPTl,Kunrt^BPTI.7tm_ZHRM; 3J9 
424232; AB015982; Hs.143460; protem kinase C nu; pklnase,DAG - PE-blnd,PH;TM=Mn 3.99 
408306; AL033377; Hs.44197; hypothetical proteta OKFZp564O0462; none.none; 3.98 
449517; AW500106; Hs.23643; serine/threonine protein kinase MASK; pkinase;TM=M;; 3.98 

75 441226- BE^^I^^ito to R1KEN cDNA 0610012G03 gene, clone MGC:14132. mRNA, complete cds; none;TM=M;; 3.98 

429638- AI916662; Hs.21 1577; kinectin 1 {kinesin receptor); bZlP.Troporrryosm^e<^,l^P_BPLCETP,B56,M;TM=Y;SS=M; 3.97 
417386; A1037228; Hs.82043; D123 gene product NUDI>UecY,E1 Jehydrog ,transkeLpyr;TM=Y;SS=M; 3.97 
452721; AJ269529; Hs.301 87 1 ; solute carrier famfty 37 {g!ycerol-3-phosphate transporter), member 1; MORN,sugar_tr.TM=Y;bb=M; 3.9b 

80 417163; R52089; Hs.172717; ESTs; pWnase.LRRCT.ig.LRR.LRRNT^ione; 3.95 

439176- AI446444; Hs.1 90394; ESTs, Weakly similar to B28096 Hne-1 protein ORF2 (H^apiensl; none;TM=M;; 3.94 
424490; AJ278016; Hs.55565; ankyrin repeat domain 3; ank,pkinase;TM=M;; 3.94 , n „ nt _„ , OJ 

422610; AF 153820; Hs.1547; potassium irwardry-redifylng channel, subfamily J. member 2; IRK;TM=Y;; 3.94 
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450746- D82673- Hs.278589; genera! transcription factor 11. i; none.SH3.PX; 3.94 

41851* 1^006218-^8570^ phosptomosllide-34inase. catalytic, alpha polypeptide; PI3.PI4_kinase.PI3to,P13K.C2 1 PI3K^.R3Kj)85B,n 0 ne; 3.94 
414217; AI309298;Hs.279898; Homo sapiens cDNA: FU23165 fis. done LNG09846; none;NA;NA; 3.93 
416537- T99086- Hs.144904; nuclear receptor co-repressor 1; myb_DNA-binding,RNA_poLA,none; 3.93 
450747; AI064821; Hs.318535; ESTs. Highly similar to 1818357A EWS gene [H.sapiens]; rrm,zf-RanBP,GAS2; 3.93 
444825; AW1 67613; ; mitogen-aclivated protein kinase kinase kinase 8; pkinase;TM=M;; 3.93 

453945- NMJ0617V il^a^I^toSiplion factor 1; rrm,zf^BP.rjldnase.GSTJ^^ 

C2H2,PHD,BTB,TFIISAT.hook,SAM;TM=M;;3.93 
428532; AF1 57326; Hs.184786; TBP-tnteracBng protein; Armadilto_seg.VHS,HEAT;TM=M;; 3.92 

413967; AW204431; Hs.117853; ESTs, Weakly similar to I38022 hypothetical protein [H^apiens]; ArrradiHo_seg ( IBB,PHD l DDT,none; 3.91 
415906; AI751357; Hs.288741; Homo sapiens cDNA: RJ22256 fis, clone HRC02860; Ephrin,none; 3.91 
4501 39; AK001838; Hs.296323; serum/glucocortiookJ regulated kinase; none,none; 3.91 

440255; A1932285; Hs.160569; ESTs; none.pkinase; 3.90 , on 
421077; AK000081; Hs.101590; hypothetical protein; anKpWnase,death I SPRY,SAP,Rfl}C)SomaI_lJ4e,S(^54,oT3ENN,DENN,uOENN;TM=M; l 3.90 
433211; H11850; Hs.12808; MARK; pkinase,UBA,KA1;SS=M; 3.90 
433233- AB040927; Hs.301B04; KIAA1494 protein; SH3,zf-C3HC4;TM=M;; 3J0 

419609; U4641 5; Hs.270379; gb:HSU46415 Human pancreatic cancer cell fine Patu 89881 Homo sapiens cDNA done xs476. mRNA sequence; PWWP.none; 3.90 
433198; AA992841; Hs.27263; KIAA1458 protein; none.none; 3.89 

407721; Y12735; Hs.38018; duat-spedficity tyrosine-(Y)-phosphorylation regulated kinase 3; pkinase;TM=M;; 3.89 
427657; AV652249; Hs. 1801 07; polymerase (DNA directed), beta; none;TM=M;; 3.89 
453035; AW581 943; Hs.334; Rho guanine nucleotide exchange factor (GEF) 5; none.none; 3.89 

446329; NM 013272; Hs.14805; solute carrier tardy 21 (organic anion transporter), member 11; kazal,OATP_N,OATP_.C;TM=Y;SS=M; 3.89 
429922; 297630; Hs.226117; H1 histone family, member 0; finker_histone;TM=M;; 3.88 
2 5 432074; AA525248; Hs.149723; ESTs; Y_phosphatase,none; 3.88 

435143; R12375; Hs.194600; ESTs; SH3jg,pkinase,PH,spectrin.RhoGEF,none; 3.87 
423198; M81933; Hs.1634; cell division cyde 25A; Rhodanese.none; 3.87 

428474; AB0231 82; Hs. 184523; K1AA0965 protein; pkinase;TM=M;; 3.87 t 

419073; AW372170; Hs.183918; Homo sapiens cDNA FU12797 fis. clone NT2RP2002066. highly similar to Rattus norvegicus transmembrane receptor Unc5H2 mRNA; 

^ 415457- AW081710; Hs.7369; E^V^aWy^w to ALULHUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY (Hsapiens); 
' MORN.sugar_tnTM=Y;SS=fvf3.86 

447061; D86964; Hs.17211; dedicator of cyto-kinesis 2; SH3;TM=M;; 3.86 

426490; Nh4JD01621; Hs.170087; aiyl hydrecaffaon feceptor; PACXPASsTM^M^ 3^6 
35 451961; NMJJ03800; Hs.27345; RNAguanytyttransferaseand 5 , -phosphatase; mRNA_cap_enzyme,DSPc 1 DNAJigase,mRNA_cap_C;TM-M;; 3.86 

417874; BE616160; Hs.82829; protein tyrosine phosphatase, non-receptor type 2; Y_phosphatase;TM=Y;; 3.86 

446874; AW968304; Hs.55156; ESTs; none.RGS; 3.85 

418630; AI351311; Hs.251946; poty(A)-binding protein, cytoplasmic 1-like; pkinase,none; 3.85 
416140; A1918035; Hs.301198; roundabout (axon guidance receptor, Drosophila) homolog 1; none,none; 3.85 
40 425474; Z48054;Hs.1 58084; peroxisome receptor 1; TPR;TM=M;; 3.85 , I « 1 « a)B uiae U « 
413073; AL038165; Hs.75187; transtocase of outer mitochondrial membrane 20 (yeast) hcmolog; MAS20.zf-A20,VPS9;TM=M;SS=M; 3.85 
41 1770; NM.014278; Hs.71992; heat shock protein (hspl 10 family); HSF70;TM=M;; 3.84 
428782; X12830; Hs.193400; Interteukin 6 receptor; fn3.ig;TM=Y;SS=M; 3.84 

450684; AA872605; Hs.25333; interteukin 1 receptor, type II; ig;TM=Y;SS=M; 3.84 ■ ilo 

45 433376; A1249361; Hs.74122; caspase 4. apoptosts-retated cysteine protease; CARD,ICE_p10,ICE_p20;SS=M; 3.83 
440332; AI218517; Hs.188051; ESTs; fn3 ( pktoase,SAM.EPHJbd,none; 3.83 
445803; AV655264; Hs.4283; ESTs; pkinase,RGS,PH,nTyostrLhead,Myosin^tafl; 3.83 
435905; AW997484; Hs.5003; KIAA0456 protein; SH3,RhoGAP,FCH;TM=M;; 3.B3 

414991; C17898; ; gb:C17898 Human placenta cDNA (TFujiwara) Homo sapiens cDNA done GEN-554E10 5*. mRNA sequerce; 2p,none; 3.83 
50 423067; AA321355; Hs.285401; colony sOmulating factor 2 receptor, beta, low-affinity (granula^macrophage); fn3;TM=Y;SS=M; 3.82 
419088; AI538323; Hs.52620; integrin, beta 8; integrin_B,none; 3.82 
41 1704; AI499220; Hs.71573; hypothetical protein FU10074; pkinase;TM=Mr, 3.82 
459346; AW510557; Hs.258016; EST; none;TM=Mn 3.82 

5 5 451452; K56^65?rS^!^^^ (UDP^-acetylglucosamine) N^tylghicosaminephosphotransferase 1 (GteNAc-1-P transferase); Gtycos Jransf_4;TM=Y;SS=M; 

3.81 

405545; ; ; Target Exon; ABCjran,SRPM,ABCjnembrane;TM=Y;SS=M; 3.81 , , 
448165; NNL005581; Hs.20555; meiotic recombination (S. cerevislae) 11 homotog B; Metallophos,Ribosoma1_L15e;SS=M; 3.81 
416305; AU076628; Hs.79187; coxsackle virus and adenovirus receptor, rg;TM=Y;SS=M; 3.80 
60 415444; BE247295; Hs.78452; solute carrier family 20 (phosphate transporter), member 1; PH04.UM;TM=M;; 3.80 
421684; BE281 591 ; Hs. 106768; hypothetical protein FU10511; Armacfino.seg;SS=M; 3.80 

438581; AW977766; Hs.292133; ESTs, Moderately similar to 178885 serineAhreonine^pecific protein kinase (H^apiens); pkmase.Rl01.none; 3.79 

439199; R40373; Hs.26299; ESTs; ton_trans,none; 3.78 v „ , , Q 

450931; N25156; Hs.25648; tumor necrosis factor receptor superfamfly, member 5: TNFRj*;TM=Y;SS=M; 3.78 
65 417691 ;AU076610;Hs.82399; low density lipoprotdn receptor defects 

430355; NMJXJ6219; Hs.239818; phosphoinosiGde-3*jnase, catalytic beta polypeptide; PI3_Pl4>nase,Pl3Ka,PI31CC2.PI3ICrt)d,Pt3Kj)85B;TM=M,. 3.78 

448119: H385B7; Hs.346509; dedicator of cytokinesis 1; none;TM=Y;; 3.76 _ 4 • 

442013- AA506476- Hs 10600- Human DNA sequence from done RP11-353C18 on chromosome 20 Contains ESTs. STSs, GSSs and CpG Islands. Contains the NIFS gene for 
cysteine desulfurase, two genes for novel proteins and thegeneforthespRdrgfadorCC1.3withasecOTdisofbrm(CC1.; none^one; 3.77 
70 425481; AW978162; Hs.18571 ; ESTs; none,OxysteroLBP; 3.77 

41 141 1 ; AA345241; Hs.55950; ESTs, Weakly similar to WAA1330 protein (H^apiens); RNAjx>! Aig.MH(^EF2Jdnase;$S=M; 3.77 

426866; U02330; Hs.172816; neuregulin 1; Peptaase_M49,EGF.ig,NeureguIin;TM=M;; 3.77 

430396; D49742; Hs.241363; hyaiuronan-binding protein 2; anKa^ZUS.EGF.krir^te.trypsin.NebuRn.UMiSS^M; 3.77 

434398; AA121098; Hs.3838; senjrrvmducible kinase; pkinase.POLO_box;TM=M;; 3.77 
75 415485; AW272990; Hs.18571; ESTs; iwne.OxysteroLBP: 3.76 

453226; AA641926; Hs.6171 2; pyruvate dehydrogenase kinase, isoenzyme 1; HATPase_c,none; 3.76 

418758; AVTC59311;Hs.172012; hypothetic (tm , <U(>1HItTlJ M 07C 

424842; AA034127; Hs.1 53487; signal transdudng adaptor molecule (SH3 domain and ITAM mofif) 1; SH3,VHS.UIM;TM=M;; 3.75 

426500; NrA.014638; Hs. 170156; KIAA0450gene product; C2,P1-PLC-Y;TW=M;; 3.75 
80 419952; AK000967; Hs.93872; WAA16B2 protein; none;TM=M;: 3.75 

425424; Nl^.004954; Hs.157199; ELKL motif kinase; pkinase.UBA.KA1 ;TM=M;; 3.75 

431696; AA259068; Hs.267819; protein phosphatase 1. regulatory (inhibitor) subunil 2; none;SS=M; 3.75 
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444164;T87841;Hs.282990; Human DMA sequence from c»or*RP1.2BHW 

' proteins the 5' end of a novel gene. ESTs, STSs. GSSs and three CpG islands; pianase.RI01^PH ( KOW l TM-M. ( 375 

405411; ; ; ENSP00000252213:SODtUM BICARBONATE COTRANSPORTER.; none;TNt=Y;SS=M; 3.75 
405602; ; ; Target Exon; pkinase;SS=M; 3.75 

429355- AW973253; Hs.292689; ESTs; pkinase,b_IPArmadaio_seg,none; 3.75 
426485; NM 005207; Hs.170040; plateleWerived growth factor receptor-fike; ^SS=NUJ4 

408414; AM 146B8; Hs.17998; ESTs, WeaWy similar to 2109250A B ceil growth factor [H^apiens]; fnS.ig.TNNY.SS-M, 3.73 
409793; AI825463; Hs.147996; protein kinase, X-tinked; pkinase.pkinase_C;TM=M;; 3.73 
412456; T32689; Hs.7B59; ESTs; BAG,none; 3.73 y-tu-m- i n 

407894; AJ278313; Hs.41143; phosphoinositide-spedfic phospholipase Cbeta 1^ ^^ L ^.PI^X,TM-I«. ( 3.73 
442229; A1885776; Hs.8164; Muiibrey nanism; MATH,DENN,GRANUf-B_box,dDENN.uDENN;SS=M; 3.73 
450151; A1088196; Hs.22968; Homo sapiens done lMAGE:451939 i mRNA sequence; ig.pkinase.none; 3.72 
408331; NMJJ07240; Hs.44229; dual specificity phosphatase 12; DSPc;TMI=M;; 3.72 

417527 AA203524; ;gL56e10yWfetalJiver_spleenJNFLS.S1 Homo .sapiens ; cDNAdone 5\ mRN Asequ^SI H3;SS-M, 3.71 
428428; AL037544; Hs.1B4298; cyclirwiependent kinase 7 (homoiog of Xenopus M015 cdk^Gvabng i kmase); pkinase.TM-M,. 3.71 
428180; A1129767; Hs.182874; guanine nucleotide binding protein (G protein) alpha 12; G-alpha.arf;TM=M;; 3.71 
422127 : AW504286; Hs.112049; SET binding factor 1; dDENN.DENN.GRAM.PHSS^; 3.70 
430570; AW17881; Hs.292464; ESTs; 7tm_2.Fz,Frizzled,none; 3.70 

452561; AI6921B1; Hs.49169; WAA1634 protein; TPR,PDZ.WW,Guany1ate L^jT^M;; 3.69 _^ TM=wt . , 69 

432336- NM 002759; Hs.274382; protein kinase, interferon-inducible double stranded RNA dependent dsrm,pwnase, l M-M„ _.«* 
419945; AW290975;Hs. 118923; ESTs; SH3PDZ,Guanylate_kin,Uansferrin; 3.69 
426539; AB01 1155; Hs.170290; discs, large (Drosophila) homoiog 5; sm,PDZ,GuanylateJdn;TM=M^ 3.68 
436534- AA721628; Hs.191958; immunoglobulin superfamily receptor translocation associated Z ig;TM=Y;SS=M; 3.615 

3.67 

417863; AB000450; Hs.B2771; vaccinia related kinase 2; pkinase;TM=M;; 3.67 

425304; AA463844; Hs.31339; fibroblast growth factor 11; FGF.Neur_chan_LBO.Neiw -f^-^^ e ^ 7 
35 41 8318; U47732; Hs.84072; transmembrane 4 superfamny member 3; transmembrane4;TM=Y;SS=M; 3.67 
419511; AA429750; Hs.75113; general transcription factor MA; GJypican,none; 3.66 
424315' AW614850; Hs.193384; putatative 28 kDa protein; none,none; 3.66 

446983; AA157484; Hs.97199; con^errentccmponent C1q receptor; EGF 1 lectin^c,Tissue_fac,Xrmk,TIL;TM=Y;SS=M; 3.65 

43435ft AL042940;Hs.93872;KlAA1682 protein; none,none; 3 65 

457317; AA683016; Hs.12210; hypothetical protein FU13n2s™ilartoteiisi*Jr^^ 3.65 

434416- AA805903; Hs.59498; cell division cycle 2-Rke 5 (choltnesterase<elated cell division controller); pkinase,none, 3.65 
45 410174; AA306007; Hs.59461 ; DKFZP434C245 protein; none.DSPc; 3.65 

423598; BE247600; Hs.15553B; ESTs; 7tm_1;TM=Y;SS=M; 3.65 

440861; BE2441 15; Hs.74B2; KIAA0682 gene product; rmvGuanylaiB_kin;TNI=M;; 3.64 

454954; AW993013; Hs.49169; WAA1634 protein; TPR.PD2,VVW,Guanylate_kin;TM=M;; 3.64 

430250; NM_016929; Hs.2B3021; chloride intracellular channel 5; none;TM=M;; 3.64 
50 450587- A1828854;Hs.258538;striatin,calnKdulm-Wnding protein;^ h it ... CAU . CC=U . , w 

424893 : AW295112^ 15364B- Homo sapiens cDNA FU13303 fis. clone OVARC1001372, highly similar to Homo sapiens fipnrvalpha4 mRNA; SAUSS-M. 3.64 

417426- NM 002291; Hs.82124; laminin. beta 1; taminm_EGF,larnmin_N^ 3.63 

451292; AB037716; Hs.26204; WAA1295 protein; SH3;TM=M;; 3.63 
55 412314; AA825247;Hs.250899; heat shock factor Wndir^ protein 1; 7tmJ;TM-Y;SS^l; 163 Lu__.iinAitti.iiB 

418303! AA215701; Hs.186541; ESTs, Weakly similar to 138022 hypothetical protein [H.sapiensl; elF5_elF2B,W2,pklnase.UBA,KA1, 3.63 

452716; A1914925; Hs.222240; ESTs; SH2^STAT,STAT_bind,STAT_proLnone; 3.63 DKJA y^ WJUsM « 

^ • ; NM_00452(T:Homo sapiens kbesin heavy chain member 2 (WF2). mRNA. member 3 (KCNQ3). mRNA.; tanesm;TM-M,, 3.63 

450377; AB033091; Hs.74313; WAA1265 protein; 7jp;TM=M;SS=M; 3.63 
60 417793; AW405434; Hs.82575; small nuclear ribonucleoprotein polypepfide B"; rrm;TM=M;; 3.63 

404942; U30B25; ; splicing factor/argmine/serlne-rich 9; CD36;TM=Y;SS=M; 3.63 

429554; NM_012275; Hs.207224; interleukin 1, delta; IL1;TM=M;; 3.63 

417871; AA521368; Hs.24252; ESTs; IBB.ArrnadiItoj;eg,none; 3 62 _ 
437672; AW748265; Hs.5741; flavohemoprotein b57; N^_1.NAJU)inding,^ 3.62 
65 43869B- AW297855; Hs.125815; ESTs. Weakly similar to 138022 hypothefical protein [H.sapiens]; lipoxygenase.PLAT.none. 3.62 
447217 1 BE465754; Hs.17778; neuropil 2; CUB,MAM.F5_F8_type_C;TM=M;SS=M; 3.61 

407961*; AW672939; Hs.41694; origin recognition complex, subunft 2 (yeast horroIogH^ non£ i.pWr^.^_som«3se: 3.61 
428840; M15WHs.194148;v-yes-1 Yamagijchi sarcoma viral onc^ • 
455608 : BE01 1437- ; ob:CM4-B W220480500-17(M03 BN0220 Homo sapiens cDNA, mRNA sequence; rione.CDKS^acBvator. 3.61 
70 *OT4t SSoS ™6; KIAA0606 protein; SCN Orcadian Osciflatory Protein l^"™*™™? 4 * "° 

ABC tranABC membrane^onjrans; 3.60 nmrTu u-ifin 

403142; ; • NMJ02706*:Homo sapie'ns protein phosphatase 1B (formerly 2C). magneshjm-dependent beta teoform (PPM IB), mRNA.; PP2C.TM-M,, J.bu 

75 40084? • : NM 0031 05*:Homo sapiens sortilliwelated receptor. L(DLR class) A repeals^ontaining (SORL1), mRNA.; 
EGF,m3,loTjecepUla1jecep_b,g^ 
450152; AM38535; Hs.22968; Homo sapiens clone IMAGE:451 939. mRNA sequence; ^'P^' n ^.59 
429782; NM_005754; Hs.220689; Ras-GTPase-activating protein SH3domatn-bmdmg protein, rrm,NTF2JM-M,. J^w 
436469; AK001455; Hs.5198; Down syndrome critical region gene 2; none;SS=M; 3J59 

80 437400; AB01 1542; Hs.5599; EGF-Bke-domain, multiple 5; TNFRjrf.larninin.EGF J^Y^ 3.58 
426797- AW936258; Hs.342849; ADP-ribosylafion factor-tike 5; arf,Ca_channe_B.SH3; 3.58 
431170i AW971246; Hs.291022; ESTs; LRRCARD.none; 3.58 

434542; AA769310; Hs.61260; hypolhetical protein FU13164; PH.Oxysterol_BP;TM=fcA;SS=M; 3.58 
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420181; Ai380089; Hs. 158951: ESTs; none,ig.pkinase,LRR,LRRCT; 3.57 

450572; AI700863; Hs.202494; Homo sapiens cDNA FU 13245 fts, clone OVARC1000681; Na_sulphj*mp,none; 3.57 
433618; AA602539; Hs.345494; ESTs; G-a!phaA_deaminase; 3.57 

452695; AW780199; Hs.30327; mitogen-aclivated protein kinase-aclivated protein kinase 5; pkmase.none; 3.57 
41 8512; AW498974; ; diacylgrycerol kinase, zeta (104kD); ras.none; 3.57 
451752; AB032997; Hs.26966; K1AA1 171 protein; ATP-synLC,TBC;TM=Y;SS=M; 3.57 
417129; AI381800; Hs.300684; calcitonin gene-related peptide-receplor component protein; none,none; 3.57 

449474; AA019344; Hs.2055; ubiquitin-activafing enzyme E1 (A1S9T and BN75 temperature sersifjvity complementing); TruF,UBAap1«nase,UC^2 t UCH-1 l rrm,zf-C2H2 t 2f- 
RanBP.G-patch; 3.57 

412124; H43378; Hs.288550; Homo sapiens cDNA: FU23156fe, done LNG09609; none,none; 3.56 
435021; AA922192; Hs.54709; ESTs; EPHJbd,pkinase,m3,SAM,none; 3.56 

431341; AA30721 1; Hs.251531; proteasome (prosome, macropain) subunit. alpha type, 4; proteasome;TM=M;; 3.56 

437387; Al 1 98874: Hs.28847; AD026 protein: none,7tm_1,WD40; 3.56 - 
4225*3; M410506;Hs.27973;KlM0B74pr<^ 

452102; U04343; Hs.27954; C086 antigen (CD28 antigen ligand 2, B7-2 antigen); none;TM=Y;SS=M; 3.56 
4201 12; NM_005109; Hs.95220; oxMative-stress responsive 1; pkinase;TM=Mr, 3.55 
437639; AA827712; Hs.291880; ESTs; SH3.none; 3,55 

457500; NIYL002759; Hs.274382; protein kinase, Interferon-inducible double stranded RNA dependent; dsrm,pkinase;TM=M;; 3.55 
415660; AI909007; Hs.7B563; ubiquitiivconjugating enzyme E2G 1 {homologous to C. elegans UBC7); UQ_con;TM=M;; 3.55 

> 423393 : , R3m2:Hs.21420;p21-activated protein kinase 6; pkmase,PBD;TM=M;; 3.55 
428727; AF078847; Hs.191356; general transcripfion factor HH, polypeptide 2 (44kD subunit); PH04,UM;TM=M;; 3.55 
411190; AA306342; Hs.69171; protein kinase alike Z pWnase,pkinase_C l HR1;TM=M;; 3.55 

408683; R5B665; Hs.46847; TRAF and TNF receptor-associated protein; Exo_endo_phos;TM=M;; £55 / 
412350; AI659306; Hs.73826; protein tyrosine phosphatase, non-receptor type 4 (megakaryocyte); Y_phosphatase,Band_41,PDZ,TM-M M 3.55 

> 446742; AA23211 9; Hs.16085; putafive G^rotein coupled receptor, none;TM=Y;SS=M; 3.55 T u ucc-v-iw 
427283; AL119796; Hs.174185; ectonucteotide pyrophosphatase/phosphodiesterase 2 (autotaxin); Suifatase.Somatorriedtn.B.PtosphoolestEndonudease.Tf^M.SS-Y, 3.55 
414888; AL039185; Hs.77558; thyroid hormone receptor inleractor 7; HMG14_17,none; 3.55 
424848; AI263231; Hs.327090; EST; SH3.PDZ 1 Guanylate_kin.none; 3.54 

40Z704; ; ; C1001O99*:gip00S896lreflNPJQO9101.U tesfis-spedlic protein kinase 2 (Homo sapiens] gi|4: none.none; 3.54 
) 444099; 087432; Hs.10315; solute carrier family 7 (calionic amino acid transporter, y system), member 6; aa j)ermeases;TM=Y;bb=M; ssa 
429687; A1675749; Hs.21 1 608; nucleoporin 1 53kD; zf-RanBP,mtegrin_B;TM=M;; 3.53 

413879; AA132961; Hs.212533; Homo sapiens cDNA: FU22572 fis, clone HSI02313; none.none; 3.53 TUVCC ..,, W 
431045; AW968560; Hs.301957; nudix (nucleoside diphosphate linked moiety XHype motif 5; NUDIX.secY.ELdehydrog.transketpyr.TM^YiSS-rJi, 3.53 
423855; AA331761; Hs.254859; ESTs; none,pkinase,UQ_con.vwa,FG-GAP,inlegrin_A; 3.53 
5 440682; AW3621 52; Hs.271 81 ; nuclear receptor binding faclor-2; cycnn.b2lP;TM=M;; 3.52 

410686; A1733735; Hs,1 14905; IRE1, S. cerevisiae. homolog of; pkinase,Bacterial_PQa,TM=M;SS=M; 3.52 
449810; AB008681; Hs.23994; activin A receptor, type 11B; pkinase.Acfrvin_recp;TM=Y;SS=M; 3.52 
418755; Y14443; Hs.88219; zinc finger protein 200; zf-C2H2,zf-BED;TM=M;; 3.52 
448804; AW512213; Hs.342849; ADP-ribosyiaBon factor-Kke 5; arf.Ca_channeLB.SH3; 3.52 
40 438507; AA809052; Hs.182018; ESTs; none,none; 3.52 

456559: A1335273;Hs. 102548; glucocorticoid receptor DNA binding factor 1;none,PAS;3£1 

41 0054i AL1 20050; Hs.58220; Homo sapiens cDNA: FU23005 fis. clone LNG00396, highly similar to AF055023 Homo sapiens clone 24723 mRNA sequence; 
RasGAP.adenylatekinase; 3.51 

422321; AA906427; Hs.181035; hypothetical protein MGC11296; none;TM=Mr. 3.51 
45 445701; AF055581;HsJ3131;lyinphoc^ j _ 

407393; AB038237; ; gb:Homo sapiens mRNA for G protein-coupled receptor C5L2, complete cds.; 7tm_1;TM=Y;SS-M; 3.50 

443303; U67319; Hs.9216; caspase 7, apoptosis-related cysteine protease; pkinase,IC^j)10,ICE_p20;TM=M;SS-M; a50 

420673; AB0M 112; Hs.99847; peroxisome biogenesis factor 1;AAA^Jdnase;TM=M;SS=M; 3.49 ,, n 

424663; NM.002351; Hs.151544; SH2 domain protein 1 A, Duncan's disease (lympho proliferative syndrome); SH2;TM=M;; 3.49 
5 0 429327; AA283981; Hs.199248; prostaglandin E receptor 4 (subtype EP4); 7trr\_1;TM=Y;SS=M; 3.49 

400178; ;; Eos Control; none,Somatomedin_B; 3.49 

439549; AW937885; Hs.137314; ESTs; SH2,none; 3.49 

436345; AA873008; Hs.121572; ESTs; aOT,8lR*J-C3HC4 1 CARD,BIR,zf-C3HC4; 3.49 

427658; H61387;rte.308K;nog^receptonU^U^XRRCT;SS=M;l48 
5 5 402833- • • C1002508:gi|6691937|emb|CAB65797.1 [ (AL096770) bA1 5QA5.2 (novel 7 trar^mbrane receptor; none^one; 3.48 

442363; A1337304; Hs.23120; PIST; fn3,pkinase,PDZ l DtJF139;TM=Y;SS=M; 3.48 

409132; AJ224538; Hs.50732; protein kinase, AMP-acovated, beta 2 non-catalytic subunit; none;TM=M;; 3.47 

417971; Y08991; Hs.83050; phos|jr»lnosltide-3*nase, regulatory suburb 4, p150; pkinase,WD40.HEAT;SS=M; 3.47 

432169; Y00971; Hs.2910; phosphoribosyl pyrophosphate synthetase 2; Pribosyttran;; 3.47 
60 447425; A1963747; Hs.18573; acylphosphatase 1 . erythrocyte (common) type; Acylphosphatase;SS=M; 3.47 

427231; AW851989; Hs.285814; sprouty (Drosophfla) homolog 4; S^.SH3;TM=M;SS=M: 3.46 , , fi 

401851* • • NNL00240V:Homo sapiens miiogeivactivated protein kinase kinase kinase 3 (MAP3K3), mRNA., pkinase,SS-M, 3.46 

4078771 AW016811; Hs^3447B; Homo sapiens cDNA: FU22648 fis, clone HSI07329; rjkinase.pkmase^C none: 3A5 

432279; N95104; Hs.274260; ATP-Wnding cassette, sub-family C (CFTR/MRP), member 6; ABC.baii^^membrane.none; 3.45 
65 437103; AW139408; Hs.152940; ESTs; Choline.kinase.none; 3.45 

420338; AA825595; Hs.88269; Homo sapiens, done MGC:17339, mRNA, complete cds; 7tmJ;TM=Y;SS=M; 3.44 

422209; AF005210; Hs. 113222; chemokine (C-C motif) receptor 8; 7tm_1 f 7tm_2;TM=Y;SS=M; 3.44 

410781; A1375672; Hs.165028; ESTs; pkmase,fcOTinh\_NtenTi^n^ 3.44 

437296* AA350994; Hs.20281; KIAA1700; Rhodanese,DSPc;TM=M;; 3.43 
70 419855 : AI935182; Hs.144139; ESTs; M^\m£kUW^ 143 

433336; AF017986; Hs.31386; secreted frizzted-related protein 2; Fz,NTR;SS=M; 3.43 

428483; AI908539; Hs.184592; KIAA0344 gene product none,none; 3 43 

445119- AF035121; Hs.12337; kinase insert domain receptor (a type 111 receptor tyrosine kinase); ig,pkmase;TM-Y,SS~M, Ml 
454468' AI590319- Hs 19122; eukaryotic translation initiation factor 4E-like 3; none 1 Neur_chan^LBD f Neur_charumemb,IF4E; 3.42 
75 410386; W26187; Hs.3327; Homo sapiens cDNA: FU22219 fis. done HRC01637; pkinase,Guanylate_kin,PDZ,SH3 1 L27,none; 3.42 
422907; A1879263; Hs.77273; Human glucose transporter pseudogene; none,none; 3.42 

44X74; AABb^S^W^ similar to T00050 hypothetical protein K1AAO400 [Hsapiens]; SH3,ank,tobunn-binding^rfGap,PH;TM=M;SS=M; 3.42 

425475; W56339; Hs.1 07057; ESTs; pkinase,none; 3.42 , ™ ec u i ji 

80 401242; AB02B989; ; mitogen-aclivated protein kinase B interacting protein 3; CysJmolTGF-beta,vv^vvre.vvvd,TtUDUF139;SS=M, 3.41 
429276; AF056085; Hs.198612; G protein-coupled receptor 51; 7tm_3ANF_receptoi.b21P;TM^Y;; 3.41 
445800; AA 12641 9; Hs.32944; inositol poryphosphate^hospliatase. type 1. 107kD; none,none; 3.41 
410908; AA121686; Hs.10592; ESTs;GTP.Er^,GTP.EFTU.D3,GTP.EFTU.D2^one; 3.41 
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452960; AK001335; Hs.31137; protein tyrosine phosphatase, receptor type. E; Y_phosphatase,none; 3.40 

447898; AW969638; Hs.112318; 6.2 kd protein; none.none; 3.40 

450402; BE218027; Hs.89969; ESTs; SH3,none; 3.40 

441466; AW673081; Hs.54828; ESTs; pkinase,_f-C2H2,KRAB,none; 3.40 

408546; W49512; Hs.4634B; bradykinin receptor B1; 7tm_1;TM=Y;SS=M; 3.40 

410927; T77635; ; gb:yc91h06.r1 Soares Infant brain 1NIB Homo sapiens cDNA done 5". mRNA sequence; none.none; 3.40 
- 409646; AW161391; Hs.709; deoxycytidine idnase; dNK;SS=M; 3.39 

417165; R80137; Hs.302738; Homo sapiens cDNA: FU21425 fis, clone COL04162; Sulfate Jransp,STAS.HMG_box; 3.39 
449343; AI151418; ; protein phosphatase 3 (formerty 2B), catatytic subunit, alpha isoform (cakaneurin A alpha); none.none; 3.39 
45051 1; R07423; Hs.85092; thyroid hormone receptor interactor 11; Myosin_tail.EGF; 3.39 
414271; AK000275; Hs.75871; protein kinase C binding protein 1; bromodomain,PHD.PWWP 1 zf-MYND;TM=M;; 3.38 
418428; Y12490; Hs.85092; thyroid hormone receptor interactor 1 1 ; b2P,1onesin,GTPj7Ctohydrd,M;TM=M;; 3.37 
422369; AF00521 6; Hs.1 15541 ; Janus kinase 2 (a protein tyrosine kinase); SH2,pkinase;TM=M;; 3.37 
456451; AI761180; Hs.94211; rcdl (required for eel! differentiation, S.pombe) homotog 1; none;TM=M;; 3.37 
438543; AA810141; Hs.192182; ESTs; SH2.pldnase.none; 3.37 

401943; NM_012434; ; solute carrier family 17 (antan/sugar transporter), member 5; none;TM=M;; 3,36 
41 5276; U88666; Hs.78353; SFRS protein kinase 2; pklnase;TM=M;; 136 

447881; BE620B86; Hs.75354; GCN1 (genera) control of ammo-add synthesis 1, yeasQ-like 1; pkinase.pkinase; 3.35 
434533; AA639257; Hs.292549; ESTs; SH3,PDZ,GuanylatBj«n I none; 3.35 

432639; AW973785; ; gb:EST385886 MAGE resequences. MAGM Homo sapiens cDNA, mRNA sequence; none.IRK; 3.35 
410678; BE540516; Hs.293732; hypothetical protein MGC3195; ArmadiHo.seg;TM=M;SS=Y; 3.35 
402807; ; ; ENSPOX00235229:SEMB.; inlegrin_B,Sema,PSI;TM=Y;; 3.35 
4201 89; AW296380; Hs.95821; osteoclast stimulating factor 1; SH3,ank;; 3.34 

437389; AL359587; Hs.271586; hypotheUcal protein DKFZp762M115; secY.E1Jehydrog.transket_pyr.none; 3.34 
453423; NM_002647; Hs.32971; phosphdnosiBde-3-kinase, class 3; R3.PI4_kmase t PI3Ka,PI3K w C2;T^M;; 3 34 
414270; L20852; Hs.347527; solute carrier family 20 (phosphate transporter), member 2; Enterotoxin_A,PH04;TM=Y;SS=M; 3.33 
417479; AI057052; ; ESTs, Weakly simitar to Z195_HUMAN ZINC FINGER PROTEIN 195 [H^apiens]; LRR.CARD.none; 3.33 
424946; M64572; Hs.153932; protein tyrosine phosphatase, non-receptor type 3; Band_41,PDZ.Y_phosphatase,none; 3.33 
452681; AF153330; Hs.30246; solute carrier family 19 (thiamine transporter), member 2; Folale_carrienTM=Y;SS=M; 3.33 
426477; AA379464; ; gb:EST92386 Skin tumor I Homo sapiens cDNA 5' end, mRNA sequence; DUF6.MATH.BTB; 3.33 
438283; AI45B931; Hs.37282; ESTs; none,transmembrane4; 3.33 

421327; AA837295; Hs.1 88802; ESTs; none,lMP4.Y_phosphatase; 3.33 iwau 

432481; AW451645; Hs.151504; Homo sapiens cDNA FU11973 fis, done HEMBB1001221; larrunin_G,Collagen,COLFl,CorA.TSPN.none; 3.33 

452682; AA455193; Hs.9071; progesterone membrane binding protein; homeobox,none; 3.32 

428997; AF065391; Hs.194718; zinc finger protein 265; zf-RanBP;TM=M;; 3.32 

432211; BE274530; Hs.273333; hypothetical protein FU10986; FGGY_C;TM=M;; 3.31 

443601; AI078554; Hs.15682; ESTs; ank,pkhase,death.Ribosomal - S14; 3.31 

430597; AF062006; Hs.285529; G protein-coupled receptor 49; 7tm_1.LRR,LRRNT;TM=Y;SS=M; 3.31 

419912; AF249745; Hs.6066; Rho guanine nudeofide exchange factor (GEF) 4; SH3,PH,RhoGEF;TM=Mr, 3.31 

40038(>,N^016^5;Hs^83079;Gprolein-coupIed receptor C5L2;7tm_1;TM=Y;SS=M; 3.31 itJ , . 

415983- AI436798- Hs.1 17078; Homo sapiens cDNA: FU23028 fis. clone LNG01852. highly similar b HSU08023 Human cellular protooncogene (omer) mRNA; 

m3,ig,pkinase;TM=Y;SS=M; 3.31 
441054; AA913591; Hs.1 26480; ESTs; none,7lm_1; 331 
418342; BE002723; ; leptin receptor; ICEj)20.DED.ICE_p10.1CE_p20.DED; 331 

446128: AW836779; Hs.1 13029; ribosomal protein S25; none.7tm_1; 3.31 ^ - *- 

425086- AW957571; Hs.12319; Homo sapiens cDNA FU 12774 fis. done NT2RP2001663. moderately similar to ENOLASE (EC 42.1.1 1); none.Guanylate_tan.PDZ.SH3; 3.31 
425725; NM 01 2243; Hs.159322; solute carrier family 35 (UDP-N-acary!glucosamine (UDP-GlcNAc) transporter), member 3; DUF6;TM-Y;SS=M; 3.30 
422608; AW1 60644; Hs.1 18695; potassium voltage-gated channel, subfamily G, member 1; ionJrans,Kjetra;TM=Y;; 330 
429061; Y14039; Hs.195175; CASP8 and FADCMOce apoptosb regulator; ICE_p20.DED;TM=M,-; 3.30 

433656; AW974941; Hs.292385; ESTs. Weakly similar to I78B85 serine/uireortne-speciSc protein kinase [H^apiensl; pkinascABCLnone; 3.30 
413132; NM_006823; Hs.75209; protein kinase (cAMP-dependent, catalytic) inhibitor alpha; PKI;SS=M; 3.30 
402603; ; ; ENSP00000251206*:K1AA0778 PROTEIN (FRAGMENT).; none;TM=Y;; 3.30 
418801; AA228366; Hs.1 15122; ESTs; !ntegrii_AFG-GAP,none; 3.30 

400275; ; ; NM_006513*:Homo sapiens seryMRNA synthetase (SARS). mRNA. (SAM68), mRNA.; lRNA-synL2b,Seryl_lRNA_N;TM=M» 3.29 

440286; U295B9; Hs.7138; cholinergic receptor, muscarinic 3; 7trr_.1;TM=Y;; 3J29 

409101; NM.004297; Hs.50612; guanine nucleotide binding protein (G protein), alpha 14; G-alpha.none; 3.29 

432736; AA788898; Hs.179902; transporter-Bke protein; none;TM=Y;SS=M; 3.29 

408738; NM_014785; Hs.47313; WAA0258 gene product none;TM=Ms 3.29 

443195; BE148235; Hs.193083; Homo sapiens cDNA FU14201 fis, clone hfT2RP300_955; Aa_trans,none; 329 

405328; ; ; NMJ105391 :Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3), mRNA.; HATPase_c;SS=M; 3.28 

418764; N30531; Hs.42215; protein phosphatase 1. regulatory subunit 6; none,none; 328 

408756; AA524743; Hs.44883; ESTs; AiTnadillo_seg,IBB,D_AD,heBcase_C,Sec^ 3.28 

415474; NM.014252; Hs.78457; solute carrier family 25 (mitochondrial carrier, ornithine transporter) member 15; mito_carr,TM=M;; 328 

417805; U38545; Hs.82587; phosphofipase D1. ptophalidytehc)Or^pecif^ PH,PLDc,PX;TM=M;; 3.28 „, mOTB , T r 

410254; BE0M1 31; Hs.318510; Horr* sapiens cDNA FU13682 fis, done PLACE2000015, weakly similar to EPIDERMAL GROWTH FACTOR RECEPTOR SUBSTRATE 

SUBSTRATE 15; efhand.none; 328 
443968; AA287702; Hs.10031; K1AA0955 protein; CARD;TM=M;SS=M; 3.28 
438B99; AF085833; Hs.135624; ESTs; norie,PI3^R4Jdnase.Pl3Ka.n3K_(^PI3K_rbd,PI3lU>85B; 3.27 
41 5663; AW298841 ; Hs.31 3332; ESTs; UQ_con,Neur_chan_LB D,Neur_chan_memb; 3.27 

414087- W19712;-gbzb36du3.r1 Scares j>ara^ , . „, . , 

442833 ! AA3281 53 Hs 88201 ; ESTs, WeaWy similar to A Cham A, Crystal Structure Of The Human Acyl Protein Thioesterase 1 At 1.5 A Resdubon [H.sapiens]; 

abhydrolase_2;TM=M;;327 
444754; T83911; Hs.1 1881; transmembrane 4 superfamily member 4; none;TM=Y;SS=M; 3.26 

432579; AF043244; Hs.278439; nudeolar protein 3 (apoptosis repressor with CARD dorran); CARD;TM= M;; 326 _ pc , „ 

458943- AW24918V Hs.19954; ESTs. Weakly similar to T 19873 hypothetical protein C41C4.2- Caenorhabditis elegansJCeleganst none,pkmasB,RGS; 326 
411974; AW880414; Hs.84264; acidic protein rich in leudnes; E1 -E2J^TPase, Cation J\TPase_C,CatiorL^TPase_N .Hydrolase, asp; 326 
437145- AF007216; Hs.5462; solute carrier farnfly 4, sodium bicarbonate cotransporter, member 4; HC03_cotransp;TM=Y;; 3.26 
423387; AJ012074; ; vasoactive intestinal peptide receptor 1; 7tm_2,HRM,CSD;TM-Y;SS=M; 3.25 
442643" U82756* Hs 3991 - PRP4/STKA/VD spBcing factor, WD40;SS=M; 325 

417525 ! R93355 ! Hs 192991; ESTs. WeaWy similar to ALUB HUMAN !!!! ALU CLASS B WARNING ENTRY 111 (Helens]; SH3,ig.pWnase.PH.spectrin.RhoGEF;SS=M; 3.25 
412283- BE069O84- ; gbQV3-BT0379-140100-05&_12 BT0379 Homo sapiens cDNA. mRNA sequence; tonJrans.RYDRJTPR,MlR*one; 325 
411213 : . AA676939! Hs.69285; neuropiiin 1; MAM.F5_FB_type_C.CUB,aJB,MAM,F5_F8_type_C; 3.25 
400352; AF227133; ; taste receptor, type 2, member 7; none;TM=Y;SS=M; 325 
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402974; ; ; Target Exon; Y_i)hosphatase 1 GnRH,hormone5.hormone4; 3.25 ^ „ C c « i o C 

407644; D16815; Hs.37288; nuclear receptor subfamily 1, group D, member 2; hormone_rec.zf-C4;TM=M;SS=M, J.£> 
421654; AW163267; Hs.106469; suppressor of varl (S.cerevisiae) 3-like 1; helicase_C;SS=M; 3.25 
438022; AW517524; Hs.135201; NOD2 protein; UW,CARD.GTP_CDC,Vira!_helicase1;TM=M;; 3.24 

449964; AW001741; Hs.24243; hypothetical protein FU10706; pWnase;TM=M;; 3.24 rwopTi . _. QC _ M . . M 

428816; AA004986; Hs.193852; ATP-bindmg cassette, sub-family C (CFTR/MRP), member 2; EGF^ushi ( trypsin t CUB^BC_tran < ABC - membrane,SS-M, 3.24 
427319; AW631495; Hs.27135; B-ceD receptor-associated protein BAP29;filarnent;TM=Y;SS=M; 3.24 
421970;AF227156;Hs.110103;RNApolymera^ 

aaj>ermeases.wridoxalJeC>omodomain,PHD.m 
411887; AW182924; Hs.128790; ESTs; pkinase;TM=M;; 124 
430180; AA331406; Hs.75456; A kinase (PRKA) anchor protein 10; RGS;SS=M; 3.24 
410267; AW978005; Hs.12600; N-ethytmaleimide-sensiuve factor attachment protein, beta; none,NTF2; 3.23 
410240; AL157424; Hs.61289; synaptojanin 2; Exo_eridoj)hos,Syja„N,mn,Gram-vej)OTns;TM=M;; 3.23 
434510; AF143885; Hs.18190; EST; SH3^CH,none; 3.22 ni _ u „ iini ^^^^ 

422592; BE0B1B57; Hs.9421 1; rcdl (required for ceil differentiation, S.pombe) homolog 1; none,PI-PLO-X,PaPI-PLC-Y,C2; 3.22 
439803; AA001021; Hs.6685; thyroid hormone receptor interactor 8; none,none; 3.22 
448520; AB002367; Hs.21355; doubtecortin and CaM kinase-like 1; pWnase,DCX;TM=M;; 3.22 
409245; AA361037; Hs.28B036; IRNAtsopentenylpyrophosphate transferase; ArrnadHlo_seg;TM=M;; 3.22 
458946; AA009716; Hs.42311; ESTs; none t DSPc,Yj)hosphatase; 3.22 
I 409048; H59990; Hs.37699; ESTs; Armadnto_.seg,lB8,none; 3.22 

420357; U94333; Hs.97199; complement component C1q receptor, EGFJectirucJtssueJac,)Oirik,TIL;TM=Y;SS==M; 3.22 
426230; AA367019; Hs.241395; protease, serine. 1 {trypsin 1); trypsin,toxin - 4;SS=M; 3.21 

411352; NMJ»2890; Hs.758; RAS p21 protein activator (GTPase activating protein} 1; SH2.SH3,C2,PH,RasGAP;TM=M;SS-M, 3.21 
438333; R39382; Hs.25283; cyclin-dependent kinase 8; pkinase.none; 3.20 
i 414202; BE275653; Hs.270379; transmembrane 6 superfamily member 1; 7tm_5.none; 3.20 

429651 • D79248; Hs.279B70; ESTs, Weakly similar to A46010 X-Rnked retinopathy protein [Rsapiens]; MgtE,none; 3.20 
400987; ; ; C1 1000939:gil1 1464993JrellNP_065260.il gene for odorant receptor MOR83 [Mus musculus] gi|6; none;TM=Y;SS-M; 3.20 
413760' 225101; Hs.25127; Homo sapiens mRNA for KIAA1725 protein, partial cds; none,ank,ArfGap; 3.20 
408468- AI909712; Hs.93837; phosphatidylinositot transfer protein, membrane-associated; PX,PH,PLDc,PH 1 PLDc,PX; 3.20 
30 409463; AI458165; Hs.17296; hypothetical protein MGC2376; KJetra;TM=M;; 3.20 

425910; AA830797; Hs.184760; CCAAT-box-binding transcription factor; none;TM=M;; 3.19 

423798; AF047033; Hs.132904; solute carrier family 4, sodium bicarbonate cotransporter, member 7; HC03j»lransp;TM=Y;5b=M; d.iy 
407753; AL04591 6; Hs.293419; ESTs; Ephrin.none; 3.19 

419355; AA428520; Hs.90061; progesterone binding protein; herne_1;TM=Y;SS=M; 3.19 
35 454128; AL031259; Hs.41639; programmed ceH death 2; zf-MYND;TM=M;; 3.19 

421202; AF1 93339; Hs. 102506; eukaryotic Uanslation initiation factor 2-alpha kinase 3; plwase;TM=Y;S^M; 3.19 

446360; N42553; Hs.267914; homolog of mouse transient receptor potentiates pholipase interacting kinase CHaK; hypothetical protein FUZU1 1 7, 
inn trans MUCK FF2 kinase:TM=M:: 3.18 
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ion_trans,^CK_EF2_kinase;TM=M;;3.18 
458882; R34993; Hs.226666; ESTs, Moderately similar to 154374 gene NF2 protein fH.sap1ens]; CRAL_TR10,PKJ; 3 18 
424124; AA335609; Hs.7589; ESTs, Weakly similar to A46010 X-Hnked retinopathy protein [ksaptens]; pkinase.TBC; 3.18 
444745* AF117754; Hs.11861; thyroid hormone receptor-associated protein, 240 kDa subunit; none;TM=M;; 3.18 
426399; AA6525B8; Hs.301348; Homo sapiens cDNA FU13271 fis, clone OVARC1OO1OO0; SH3.HS1jep.none; 3.18 
425836; AW955696; Hs.90960; ESTs; aLN.Cbl.N2,Cbl.r^,UBA^C3HC4,none; 3.18 

403335- * ; NM_021815:Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5A7), mRNA.; SSF.TM-Y.SS-M. 3.17 

.rA M -> M . ii. <M r4c. d ~n /-I i n V, , irv PADTVTlULrM - 3 17 



45 428788! AF082283; Hs.193516; B-ceB CLUymphoma 10; CARD;TM=M;; 3.17 

429558; AI391454; Hs.207251; nucleolar autoantigen (55kD) similar to rat synaptonemal complex protem; none;SS=M; 3.17 
440248; AA876138; Hs.153136; ESTs; SH2,none; 3.17 
423706; U95218; Hs.131924; G protein-coupled receptor 65; 7tm J;TM=Y;SS=M; 3.17 

429752; H52348; Hs.36636; ESTs; pkmase.pWnase; 3.17 

50 446163; M026880;Hs.25252;Hornosapie^^ A1 . TW=M . 17 

456773; AI038192; Hs.129764; EGF-lfce repeats and discoidin l-Kke domains 3; rrrn.SH3,myosinJieadJQ 1 MyTH4,EGF 1 F 5J r 8Jype_C 1 Band_41JM=M„ 6A l 
434392; AW983709; Hs.250824; Homo sapiens cDNA: FU23435 fis, done HRC12631; pkinase.none; 116 
435972; W95088; Hs.1 14198; ESTs; pkinase,OPR,none; 3.16 
441401; AI824338; Hs.126891; ESTs; TissueJac;TM=M;SS=M; 3.16 
55 410497; AL157648; Hs.157078; Homo sapiens cDNA FU12793 fis, done MT2RP2002033; none,none; 116 
401 1 13; H25530; ; solute carrier family 22 (organic cation transporter), member 1-Gke; none;SS=M; 3.16 
424833; NMJW3894; Hs.153405; period (Orosophila) homolog 2. PAS;SS=M; 3.15 
453B80; AI803166; Hs.28462; ESTs, Weakly similar to 138022 hypothetical protein pisapiens]; HSP70.none; 3.15 
435391; AA704588; Hs.58934; ESTs; PlP5K.none; 3.15 
60 428065; AI634046; Hs.157313; ESTs; ICEj>20.OED.ICE_p10,ICEj)20,DED; 3.15 

452688; AA721 140; Hs.49930; E^s, Weakly similar to putative p150 [H^apiens]; SH3,none; 3.15 
426839; M74782; Hs.1 72689; Interteukin 3 receptor, alpha (low affinity); none;TM=M;SS=M; 3.15 
421247; BE391727; Hs.102910; general transcription factor HH, polypeptide 4 (52kDsubuntt); none;TM=M;; 3.14 
440249; A1246590; Hs.249175; ESTs; TatD^Dr^.pkinase.dealh^one; 3.14 
65 409619; AK00101 5; Hs.55220; BCU-associated athanogene Z BAG;TM=M;; 3.13 

446135; AW1302B8; Hs.170318; hypothetical protein RJ10147; hwmone_rec,zf-C4;SS=M; 3.13 
400440; X83957; Hs.83870; nebuUn; SH3,NebuIinn 3.12 

409099- AK000725; Hs.50579; hypofoetical protein FU2071B; Armacfilto_seg;TM=M;; 3.12 

434237; AF119908; Hs.235516; hypothetical protein PR02955; none;SS=M; 3.12 ree 
70 428179; AI127772; Hs.279696; ESTs, Weakly similar to I38022 hypothetical protein lUsapiens}; pkmase,PX,pWnase_C;SS=M; 3.12 

422824; NMJ)1 2108; Hs.121 128; BCRdownsfre^ -» < , M un cdpv itoar * 

409745- AA07739V • gb:7B14E12 Chromosome 7 Fetal Brain cDNA Ubrary Homo sapiens cONA clone 7B14E12, mRNA sequence; 7tm_Uf-C3HC4,fn3,SPRY,KRAB.zf- 
C2H2,rve^f-B_box;TM=Y;SS=M; 3.11 

43541 1; AW444619; Hs.13821 1; ESTs; none,pkinase; 3.1 1 
75 424852; A1222779; Hs.144848; ESTs; aderiytatekmase,SH2,pkin3se,none; 3.11 

441970;AW959918;Hs.155160;ESTs;rrraz!-C2H2;3.11 ... v a41 

453370; AJ470523; Hs.1 39336; ATP-binding cassette, sub-family C (CFTR/MRP). member 4; ABC_tran>u3C_membrane JM=Y;; 3.1 1 

4132B5* BE07B405- ' gb:QV2-BT0617-080300-071-g03 BT0617 Homo sapiens cDNA. mRNA sequence; GCV_T;SS=M; 3.10 

80 S'SSSS^'SJI" ^o^^ww^rttou™™™ 

404537- Z25884- ; chloride channel 1 , skeletal muscle (Thomsen disease, autosomal dominant); noneiTM^Y;; 3.10 
417089 ! H52280; Hs.18612; Homo sapiens cDNA: FU21909 fis. clone HEP03834; voltage_aC.CBS.none; 3.09 
450792; AA400323; Hs.183041; ESTs; none^BC.tran; 3.09 
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420361; N92054; Hs.194718; zinc finger protein 265; zf-RanBP,7tmJ; 3.09 
444040; AF204231; Hs.182982; gotgin-67; SH3,CZPH,RhoGEF,efhand;TM=M;; 3.09 
416990; AF124145;Hs.B0731; autocrine mofflity factor receptor; zf-C3HC4,CUE;TM=Y;;3.09 
442215; A1703172; Hs.129005; ESTs. Weakly similar to 2109260A B eel! growth factor [Ksapiens^ none.none; 3 09 
424187; AA336561; Hs.17287; ESTs. Weakly similar to S26689 hypothetical protein hd - mouse IM.musculus]; IRMone; 3.09 
426623; AA382826; Hs.132793; ESTs; none;TM=M;; 3.08 
419577; 136531; Hs.91296; integrin, alpha 8; integrin_A,FGGAP;TM=Y;; 3.08 

426618; AL036456; Hs.1 71374; smg GDS-ASSOQATED PROTEIN; Armadillo_seg;TM=M;; JJJ . r ru aipvtm-m- t or 

445133; AW157646; Hs.153506; ESTs; efhand.spedrin,GAS2.SH3P!^ 308 
4236B1; AB023215; Hs.131525; Homo sapiens mRNA cDNA DKFZp434E199 (from done OKFZp434E199); partial cds; TTL;TM=M;; 3.08 
428730; AA625947; Hs.25750; ESTs; HECT.none; 3.08 

427976* AW977808; Hs.80545; milogen-activated protein kinase 8 interacting protein 2; Rft>c*oma_L37e t pkinase; 
412448; L12964; Hs.73895; tumor necrosis factor r^^ v-cc^na 
416814- AW192307; Hs.B0042;dolichyVP-Gic:Man9Glct^^ 

427395; AW29B741; Hs.97861 ; ESTs. Moderately similar to 138022 hypothetical protein [Ksapiens); none.aldedh.aakmase; 3.08 
436267; AW450938; Hs.180115; ESTs; none.PFK; 3.07 

422309; U79745; Hs.1 14924; solute carrier family 16 (monocarboxytic acid transporters), member 6; sugarJr;TM=Y;SS=M. 3.U7 

4^8760; AM^t^lS^^ cystatinMifinJfe^ 3.07 

424236; AW0581K Hs.7837; phosphoprotein regulated by mitogenic pathways; pkinase;TM=M;; 3.06 

427286; AW732801- Hs.2132; epidermal growth factor receptor pathway substrate 8; ^ WonB_boxC;TM=M;; 3.06 rpu.cc^ 3 0B 

423878- A1907090; Hs.52891; hypothetical protein PR01853; cyslatin.ferrilin.histone.Hra^^ 3 06 

41927o| NrVL005232; Hs.89839; EphA1; m3,pkinase,SAM,EPHJbd;TM=M;SS=M; 3.06 , or> u . . ,. . v , n , 

450407- NM 000810' Hs 24969; garnma-aminobutyric acid (GABA) A receptor, alpha 5; Neur_chan.LBD,Neur^chan_memb,TM=Y„ 3.06 
456249; A1206144; Hs.82508; HRIHFB2206 protein; none;SS=M; 3.06 . 
441560; F13386; Hs.7888; Homo sapiens done 23736 mRNA sequence; pkinase.Recep.L.domam.Funn-like.YLP.none, 3.05 
446488; AB037782; Hs.151 1 9; KIAA1 361 protein; pkinase;SS=M; 3.05 

447495; AW401864; Hs.18720; programmed cell death 8 (apoptosis-inducmg factor); pyr jedox;TM=M;; 3.05 
425390; A1092634; Hs.1561 14; protein tyrosine phosphatase, non-receptor type substrate 1; jg;TM=Y;SS=M; 3.04 
409705; M37762; Hs.56023; brain-derived neurotrophic factor; NGF;SS=M; 3.04 
41 3962; AA331563; Hs.24678; sphingosine-1 -phosphatase; PAP2;TM=Y;; 3.04 

426578- R23027; ; gb:yh27e07.r1 Soares placenta Nb2HP Homo sapiens cDNA clone S. mRNA sequence; pkinase none; 3.04 
438005 : BE151746' : gb:PM1-HT0305-061299-003-a06 HT0305 Homo sapiens cDNA mRNA sequence; pkinase.UBA.KA1 .none; 3.04 
438316; AA789249; Hs.80042; gb:aj27g08.s1 Soares Jestis.NHT Homo sapiens cDNA clone 1391582 3*. mRNA sequence; none, none; 3.04 
452850 s , H23230; Hs.224S1; ESTs. Moderately simitar to A46010X-linked retinopathy protein [H.sapiens]; CBS.voltage_CLC.none; 3.03 
405266;;; Target Exon; art. G-aipha;SS=M; 3.03 tuv.cc=u*m 
402615; ; ; C1003844*:gi|6912550lreflNPJ)36483.1| olfactory receptor, family 10, subfamily J. member 1; none;TM=Y,SS-M, 3.03 
422803; W28669; Hs.1 39041; ESTs; transmembrane4,none; 3.02 

439325- AF0B6139; Hs.150423; cyctm-dependent kinase 9 (CDC2-retated kinase); pkmase,Mur_Bgase.lv1urJigase_C; 3.02 
40 416389; AA1B0072; Hs.149846; integrin. beta 5; mtegrir_B.none; 3.02 

418836; AI655499; Hs.1 6171 2; ESTs; pkinase,Adivmjecp,PDZZU5,death; 3.02 
438996; AW748336; Hs.110513; KIAA0421 protein; none;TM=M;; 3.02 
422576; D28481 ; Hs.1570; histamine receptor HI; 7tmJ ;TM=Y;SS=M; 3.02 
450267; AW505538; Hs.243620; ESTs; pWnase.none; 3.01 

429673 : . AA884407; Hs.211595; protein tyrosine phosphatase, noiweceptor type 13 (APO-1/CD95 {Fas)-assod3ted ^halase), Yj)hosphatase.Band_41,PDZ,SS-M. 3.01 
417067; AJ0Q1417; Hs.81086; solute carrier famHy 22 {extraneuronal monoamine transporter), member 3; sugar_^JI^Y;Sb=M; d.UQ 
403212; ; ; NM 019595:Homo sapiens intersectin 2 (ITSN2). mRNA (CHRNA9), mRNA.; SH3,etod,C2,PH,RhoGEF;TM=M;; 3.00 
50 410141; R07775; Hs.287657; Homo sapiens cDNA FU21291 fis, done COL01963; F5_F8.type_C.pkmase.Ets.none; 3.00 
421059; AI654133; Hs.30212; thyroid receptor interacting protein 15; none.none; 3.00 
452335; AW188944; Hs.61272; ESTs; none,IRK; 2.99 

437644; AA748575; Hs.136748; leclin-Iike NK cell receptor; lectinjc;TNNY;SS=M; 2.99 
435876; AW612586; Hs.160271 ; G protein-coupled receptor 48; 7tm_1 ,LRR,LRRNT;TM=Y;SS=M; 199 
55 429177; AA447527; Hs.207429; ESTs: 7tm_1.none; 2.99 

449289; BE466067; Hs.225660; ESTs; 3Beta_HSD,pWnase; 2.99 

454701 ; AW854930; ; g>PM0-CT0263-20109W)03-f06 CT0263 Homo sapiens cDNA mRNA sequence; SH2.STAT l STAT_Dmd,STAT_prolnone t 2.39 
409995; AW960597- Hs.129206; ESTs; pkinase,none; 2.98 
446860; AV660685; Hs.282953; ESTs; none,PP2C; 2.98 
60 438684- AA830105- Hs.194976; SH2 dornain-coirtainlng phosphatase anchor protein 1 ; ig;TM=Y;5b=M; asm 
434164! AW207019; Hs.148135; serine/threonine kinase 33; pWnase;TM=M;; 2.98 

403290; ■ ■ C100Q1011*:gii4758212|reflNP 004411.11 dual spedfidty phosphatase 8 [Homo sapiens] gi]601; none.TM-M., 197 
433556; W56321; Hs.111460; calctornicatrnoduravdependent protein kinase (CaM kinase) II delta; pkinase,none; 197 
421990; T31811; Hs.110480; OC12 protein; GKAP,DUF159;TM=M;; 2.97 

453998; H47802; Hs.7557; FK506-Wndlng protein 5; none,none; 2.97 

401342;;; Target Exon; nonejione; 197 ^__ „„, OQC 

453020; AL162039; Hs.31422; Homo sapiens mRNA cDNA DKF2p434M229 (from done OKFZp434M229); dNKnone; 196 
70 410976; ^6207; Hs.25092; hypothetical protefo . . _ QC 

431074- BE072772; Hs.153279; ESTs, Moderately similar to A46010 X-Tinked retinopathy protein [H^aprens]; none.serpcn; 296 

443829; A1087954; Hs.23348; S-phase kmase-assodated protein 2 (p45); F-box,none; 2.98 

400356; AF227137; ; taste receptor, type 2, member 13; none;TM=Y;SS=M; 2.K 

422559; AW247696; Hs.155839; hypothetical protein MGC12934; adhjmc,PGK.Semialdhyde_dh;SS=M; 2.95 
75 423482; BE280172; Hs.12922B; galactokinase 2; GHMP_kinases;TM=M;; 2.95 

438330; AW450572; Hs.257316; ESTs; pWr»ase^4.ERM,CNH.none; 195 

414581- AA256213; Hs.72010; ESTs; r»ne.Cam_acyltrarrf.Chc4W^ 2.95 
4^8^2293; Hs.288684; Homo sapiens cDNA FU11750fe. done HEMBA1005568; SH2.SH3,C2.PH,RasGAP.none; 2.95 
430556; AW967807; Hs.13797; ESTs; HECT.none; 2.94 
80 400471; ; ; Target Exon; none;TM=M;; 2.94 

419459; AW291 128; Hs.278422; DKFZP586G1 122 protein; Metallophos.7tmJ; 194 
407013; U35637; ; gb:Human nebulln mRNA partial cds; SH3.Nebulin;; 194 
421476; AW953805; Hs.21887; ESTs; Piwi.PAZ,Piwi; 194 
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426B06; T19228; Hs.17257l hypothetical protein FU20093; ank,pkinase.UPF0073:SS=M; 194 cpnT »-u.. > 04 

405588; ; ; NM_000299*:Homo sapiens pbtophiTn 1 (ectodermal dysplasiafeWn fragility syndrome) (PKP1), mRNA, ArmadiHo.seg,TM-M„ 2.94 

443614; AV655386; Hs.7645; fibrinogen, B beta polypeptide; none.none; 194 ( 

none,ArfGap,PH.TNFRj*; 193 
447818; W79940; Hs.21906; Homo sapiens done 24670 mRNA sequence; none.pkinase; 193 
432925; AAB78324; ; ESTs; none.none; 193 

443670- AW178935- Hs.238707; ESTs; RmaAD.DENN l dDENN.uDENN;TM=M;; 193 

447555; AI391662; Hs.160963; Homo sapiens, clone MG&1231B. mRNA, complete cds; nonejTM*Mj: 2.93 , M 

435092; AL137310; Hs.4749; Homo sapiens mRNA; cDNA DKFZp761E13121 (from done DKFZp761E 3121 ; P^^^^" ^ . MSRi reoelitjve demenl . _ RNA 
417670; R07785- ■ gfoyf 1 5c06j1 Scares feta! liver spleen 1NFLS Homo sapiens cDNA done 5" similar to contains AIu repetitive etementcontams MSRI repetitive element „ mRNA 

sequence; XYPPX,ABCjnernbr3ne,ABCjran; 193 
4241 48; BE242274; Hs.1741 ; integrin, beta 7; mtegrin_B 1 EGF,meta!thio l PSI;Tft*=Y;SS=M; 192 

439090; H65724; Hs.34715B; gb:yr76a11.r1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone 5*. mRNA sequence; pk.nase.none; 2.92 
408048- NM 007203; Hs.42322; A kinase (PRKA) anchor protein 2; ParaIemmin;TM=M;; 192 . o0 

428796; AU076734; Hs.193665; solute carrier family 28 (sodiurrwoupled nucleoside transporter), member 2; NudeosideJralBPDJransp„2;TM=Y,, Z92 
415272; AA164215; Hs.203186; ESTs; none l Exo„endo_phos,BNRAtrophin-1,B56.pkinase t ig,TPR; 192 
424m;AB014540;Hs.153026;SWAP-70protem;eta^ 
ZV) 439569; AW602166; Hs.222399; CEGP1 protein; EGF,TNFR_c6,o/aniitin,CUB ( Keratjn_BlTlL;TM=M;SS=M; 192 

441680! AW444598; Hs.7940; RAP1, GTP-GDP dissodation stimulator 1; Armadillo seg;TM=M^ 2.91 pu^^TM-Yc^M- 191 

444784; D12485; Hs.11951; ectonucleotide pyrorjhosphatase/phosphodiesterase 1; Somatomedln_B f Endonudease t Pr«sphodiest > TM--Y,Sb-M, zsi 
400398; AF137396; Hs.283879; ubiquinn 3; 7trnJ.Abi;TM=Y;SS=M; 191 
435592; AI830490; Hs.1466; glycerol kinase; FGGY,FGGY_C;TM=M;; 190 
25 400539;;; Target Exon; none;TM=M;; 190 T .. oon 

403743* ; * C1002604:gi|8393668|ref|NP 058989. 1| kinase biteracfing with leukemia-associated gene (st none.TM=Mn 2.9U 
418913; BE046745; Hs.91579; Homo sapiens clone 23783 mRNA sequence; Yj)hosphatase.lMP4,none; 190 
428169; AI928984; Hs.182793; golgi phosphoprotein 2; photoRC,UPF01 18;TM=Y-; 190 
403912; ; ; C5000394 4 :gi|12737280lreqXP_0066Bl2l keratin 18 [Homo sapiens]US633; none;TM=M;; 2.89 
3 0 431868; BE245400; Hs.285176; acetyl-Coenzyme A transporter; none;TM=Y;; 2.89 
421558; AB011125;Hs.105749;KIAA0553 protein; none;TM=M;; 2.89 

444100; AA333343; Hs.22115; COC14 (cell division cycle 14, S. cerevisiae) homotog B; Y_phosphalase.DSPc.TM-M,, 2.89 
447437- U07225; Hs.339; purinergic receptor P2Y, G-protein coupled, 2; 7im_1,SH2;TM=Y;SS=M; 189 
431512, BE270734; Hs.2795; lactate dehydrogenase A; ldh^dh_C,SH3,pkinase,UBA;TM=M;; 189 
35 446601 ; AI31 2783; Hs. 1 55772; Homo sapiens thymic stromal co-transporter mRNA, complete cds; sugar_tr;TM=Yy 2.89 
420747; BE294407; Hs.99910; phosphofructokinase, platelet; PFK;TM=M;; 188 
449459; BE546846; Hs.195048; ESTs; ank.ras.PH .MGap.HCXHjxrtransp; 188 
405099; ; ; Target Exon; CIPl-PLC-Y.P W>LCX;TM=M;; 188 

445890; AF055019; Hs.21906; Homo sapiens done 24670 mRNA sequence; PWnas^nase;^ 188 
40 401445; ; ; Mv1J>2116r:Homo sapiens potassium channel, subfamily K, member 10 (KCNK10), mRNA.. tonJrans.TM-Y.SS-M, 187 

405480; ; ; Target Exon; none.none; 187 

400189; ; ; Eos Control; LRR,PPTA;TM=M;; 187 

450125; AA005418; Hs.158186; ESTs; aDE.N,7tm_1.none; 187 

432056; AB040973; Hs.2723B5; G protein-coupled receptor 72; 7tm_1;TM=Y;SS=M; 186 
45 423619; T48691; Hs.249159; adrenergic, a!pha-2A-, receptor, 7tm_1,7tnu2;TM=Y;SS=M; 186 

417381; AF164142; Hs.82042; solute carrier family 23 (nudeobase transporters), member 1; xan.ur^^e^e.RA; 2.85 

420035- F26725- Hs.187908; ESTs, Weakly similar to A47582 B-cell growth factor precursor JH.saptens); HATPase_c,MO£_SAS,zf-C2Hl 185 

50 (partoOtheger^anovdKRABboxccfl^ 

444595; AL121094; Hs.83572; hypothetical protein MGC14433; Yj>hosphatase.SHlYj3rKJSDhatase,SH2; 185 
411331; AW837178; ; gb:QV1-LT0037-070300-100-d11 LT0037 Homo sapiens cDNA, mRNA sequence; SH2,none; 185 
410763; AF279145;Hs.B966; hypothetical protein FU21776; nonejone; 185 
440617; AA894880; Hs. 181 181; ESTs; none,none; 185 

402183; ;;NMJ)04491^Homosaplereg)uc^^ mRNA.; none;SS=M; IBS 

428753* AW939252; Hs.192927; hypothetical protein FU20251; none;TM=M;; 184 

41707O. Z19077; Hs.172004; fitin; fn3,lg 1 SGXXSG,pkinase;TM=Mn 184 
60 458456; A! 122709; Hs.153609; ESTs; b21P^adflto.seg.rrm.NTF2^one; 184 

421226- AU096748; Hs.102708; DKFZP434A043 protein; Armadiyo_seg > mtegnn_B.PS1JIG;TM=M;SS=M; 184 

436733; BE327477; Hs.166941; ESTs; 7tm_3,oxidored_q5_N,Presennin 1 PVVI; 184 

427161; AI024595; Hs.97508; a disintegrin and metalloproteinase domain 6; ig;TM=Y;SS=M; 184 

419462; AF071076; Hs. 11 2255; nudeoportn 98kD; DEAD.hencase_C,NiJdeoporauFG.hcmeobox;SS=M; 183 
65 413658; M055369;Hs.75456; A lanase(P^ ,eno.i% m oisiA. 

400749* ; • N!vL0Q3105*:Horno sapiens sortilin-related receptor, L(DLR class) A repeats-containing (SORL1), mRNA., 
EGF,fh3J<fljecepLa,ldlrecep^^ 

44738B; AW630534; Hs.76277; Homo sapiens, clone MG09381 , mRNA, complete cds; TB2_DP1_HVA22;TM=Y;SS=M; 183 

413243; AA769266; Hs.193657; ESTs; pkinase,zf-C4,ERM,CNH,none; 183 
70 423690; AA329648; Hs.23804; ESTs. Weakly simitar to PN0099 son3 protein [H^aplens]; ran Jrans,IQ,none; 2.82 

447993; AVV139525; Hs":i70362; ESTs; none.none; 182 

abhydrolase.lnone; 182 
75 423497; U92642; Hs.129701; G protein-coupled receptor 45; 7tm_1;TM=Y;SS=M; 181 

446126; AW085909; Hs.10177; pteckstrin homology domain interacting protein; none,none; 2.81 

452488; N74921; Hs.184389; ESTs; none;TM=M;; 180 

449515; A1653378; Hs.30201 % ESTs; ton_trans;TM=Y;SS=M; 2.79 

443881; R64512; Hs.237 146; hypothetical protein FU 1 2751 none.none; 2.79 
80 449636; AI656608; Hs.281328; ESTs. WeaWy similar to T00378 K1AA0641 protein [H-sapiens* pkinase.horrnone3;TM=Y;SS-M, 178 

424348- AB020523- Hs 266258; endonudease G-fike 1; Endonudease;TM=M;SS=M; 178 

418844; M62982; Hs.1200; arachidonate 12-Jipoxygenase; lipoxygenase,PUT;TM=t^, 178 

442233; AW967149; Hs.2B439; ESTs, Weakly similar to 138022 hypothetical protein IH^apiens]; MIF.sugarJr.none; 2.7B 
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450010; AW293B01; Hs.255052; ESTs; ARlD,7tmJ; 2.78 
452813; U54727; Hs.191445; ESTs; pWwse,Actwto_recp,none; 178 

418177; N44987; ; ESTs; pkinase.none; 2.78 .Au—ee-u- o 77 

408014; AA723782; Hs.41749; protein kinase, cGMP^penM. type I; ^^^^"Aq-m- 7 77 

448362: AA641767; Hs.21015; hypothetical protein DKFZp564L0864 similar to HIAT1; sugar JrJM-Y,SS-M, Z77 

423994; X01057; Hs.1724; interteukin 2 receptor, alpha; sushr,TM=Y;SS=M; 2 77 nmM awnA\. nrmp-WA-NA- 5 76 

427342! AL110150; Hs.176680; Homo sapiens mRNA; cDNA 0KFZp586O0724 (from done DKFZp585O0724), none.NA.NA, Z76 

447574^ AF162665! Hs.18895; tousled-like kinase 1; pkinase;TM=M;; 2.76 

442681; AI809182; Hs.130907; ESTs; transketotase.Eljiehyd^ 2- 75 
433637; AW024214; Hs.102307; ESTs; Najmlph_symp,aaj>erme3ses;TM=Y;SS=M; 2.75 
458997; AW937420; Hs.69662; ESTs; SH3,RhoGAP,FCH;TM=M;; Z75 
432284; AA532B07; Hs.1 05822; ESTs; pkinase.none; Z74 

2.74 

402129; ; ; Target Exon; SH2,Pepiidase_C9;TM=M;; 2.73 
424238; AA337401; Hs.137635; ESTs; none;TM=M;SS=M; 2.73 

408163! AW779842; Hs.258217; ESTs;7tmJ.z«>x,zl-WHCa^ 

422358; AL133030; Hs.1 1 5429; Homo sapiens mRNA for KIAA1666 protein partial cds; |^™= M »^ 7 ^ 2 „ 

426409! AA594207; ; gtr.nn29e01.s1 NCI_CGAP_Gas1 Homo sapiens cDNA done 3\ mRNA sequence; pWnase.Fibriilartn.none, 2.72 
15 400645;;; Target Exon; fig^chan.SBP.bac J^NF_receptor,none; Z72 

4436S1 ; AA336609; Hs.10862; Homo sapiens cDNA: FU23313 fis, clone HEP1 1 919; adenylatekmase.none, 2.71 
442572* A1001922: Hs.135121; hypothetica! protein FU22415; none.HSP70; 2.71 

(BMPW);pkinase^twm_rec P ;TM=M;SS=M;2.71 

30 

439935! S75105; Hs.8358; gtutamate receptor, ionotropic, kainate 2; ANF_receptor,hg_chan,none; 2.70 
414924; C06267; Hs.44247; ESTs; none.none; 2.69 
421008; BE259378; Hs.1 031 47; hypothetical protein FU21347; DUF255;; 2.69 
449951! AA004982; Hs. 120904; ESTs; DED.Calsequestrin; Z69 
35 411226- AW833022; ■ gb:RC3-TT0005-1 91099-01 2404 TT0005 Homo sapiens cDNA, mRNA sequence; pkinase.none, 2.68 

408051; AI623351; Hs.172148; ESTs; PH.RhoGAP.none; Z68 

41252V AW753481; Hs.294022; hypofoetical protein FU14950; SH2;TM=M;; Z68 

413922; A1535895; Hs.221Q24; ESTs; tonJrans.RYDRJTPR.MiR.UDPGT; 2.68 n-mw^TObY-SS-M- 2.67 

40 432188- AI362952; Hs.2928; solute carrier family 7 (cationic amino awl transporter, y system), member ^-J**^^^^ 

41 K16 1 ;?gb:HSC2WF081 normafized infanl braia cDNA Homo sapiens cDKA clone ^^ 8 ^^ s ^f^ ^S^^ ^ 
a ota* Y77R0a' Hs 93029- sDarc/osteonectin cwcv and kazaMike domains proteoglycan (testican); fcfcalthyroglobulin_1;SS-M, 2.66 

403609- • • C3001 199:gi|7494834|pir|(T15308 hypothetical protein B0286.2 - Caenorhabdibs elegans||41. 7tmJ.7lm.2.GPS,WIF.TM=Y.SS-M. it* 

Gke.pWnase,Recep_U_domain 1 Peptidase_M24; 2.66 
435410; AL1 35067; Hs.1 17182; ESTs; none,pkinase.RBD,DAG_PE-bind; 2.66 . . 

M 43783* A130722* Hs.184304; ESTs; QNVglWW^ ^^^^S^^les 
50 430293; AI416988; Hs.238272; Inositol 1.4.5-triphosphate receptor, type 2; fonJrans,RYDRJTPR,MJR,none, 2.65 

435852; H72303; Hs.36011; ESTs; pkmase,none; 2.64 
433327; AI674779; Hs.126744; ESTs; none,7tm_1; 2.64 
55 438459; T49300; Hs.35304; Homo sapiens cDNA FU13655 lis, clone PUCE1011503; ^ne.FMOKje; Z64 
432251 ; AW972983; Hs.232165; polycytherrna rubra vera 1; cell surface receptor; none;TM=M;SS=M; 2.W 
446963' AI862668; Hs.176333; ESTs; OMPdecase.Pribosyttran.pkinase.RhoGEF.PH; Z63 
444821; AA053564; Hs.1 2 040; STE204ike kinase; pkinase;TM=M;; 2.63 

436206; AK001451; ; CD2-associated protein; none.none; 2.63 DDT1 . T .. v<c<s= u . 9 M 

60 434370; AF130988; Hs.58346; ectodysplasin 1. anhidrotic receptor; team.KunitzJPTl;TM=Y,SS-M, 2.63 
439039; AI656707; Hs.48713; ESTs; pWnase t none; Z63 
449656; AA002008; Hs.188633; ESTs; PIPSKnone; Z63 
429341; X73874; Hs.2393; phosphorytese kinase, alpha 1 (musde); none;TM=M;; Z6Z 
445174; AV652850; Hs.172004; Btin; fn3,ig.SGXXSG,none; Z62 

43493* AW5007iei Vte.8115; Homo sapiens, clone MGC16169. mRNA, complete cds; pMnase.TBC.Rhodanese:TM4fc 161 

70 SfSolS 260 

427318- AF186081; Hs.175783; zinc transporter. Zip;TM=Y;SS=M; Z59 

426086; T94907; Hs.188572; ESTs; PH.Ets,CH.spectrin,Ca_channeLB.none; 2.59 ^1^,,™=^-!* 9 <tf 

430105 : X70297! Hs.2540; cholinergic receptor, nicotinic, alpha polypeptide 7; Neur_chan_l3D.Neur.c^jnemb.pkinase.TM-Y.SS-M; Z58 

41 1 495; AP000693; Hs.70359; WAA0136 protein; HATPase_c,bZIP;TM=M;; 2.58 
75 438167; R28363; Hs.24286; ESTs; none;TM=Y;SS=M; 2.58 

418749; N75147; Hs.22488; ESTs; nofW^W^KRAB.rjkmase; 2.58 

454289; AL137554; Hs.49927; protein kinase NYD-SP15; dCMP_cytdeam;TM=M;; 2.58 

443605; H06865; Hs.134131; ESTs; ethand.ionJrans.none; 2.57 

429429; AA829725; Hs.334437; hypothefical protein MGC4248; none.tjBn^embrane4r 157 
80 403088; ; ; NM_003319*:Homo sapiens fitin (TTN), mRNA. mRNA.; ^/g.S^^M,, 2.57 

409190; AU076536; Hs.50984; sarcoma amplified I ^^^^^^^ u . 7 « 

426696; AW363332; Hs.171844; Homo sapiens cDNA: FU22296 Ss, clone HRC04468; ig;TM-Y,SS-M. Z56 

403328; ; ; Target Exon; OycoJiydro__35;TM=M;; 256 
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426167; AF039023; Hs.167496; RAN binding protein 6; Armadiilo_seg.HEATj 5 BS;; 2.56 
428695; AI355647; Hs.189999; purinergic receptor (family A group 5); 7tmJ;TM=Y;SS=M; 2.54 
419285; D31887;Hs.89868;KlAA0062 protein; Zip;TM=Y;SS=M; Z54 

415740; NB0486;Hs.39911;Horr»sapfensn^^ TUVCC ..,„ 
403305- NM 006825- ; transmembrane protein {63kO). endoplasmic reticulum/Golgi intermediate compartment; pkmase;TM=Y;SS-M . 2.53 
443804 : AL135352- Hs 255883; ESTs, WeaWy simitar to 138022 hypothetical protein (H.sapiens]; Peptidase_M18,Peptidase_M18 l Y_phosphatase; Z53 

439463; W69304; ; gfczd46f01.r1 SoaresJetaLheart_NbHH19W Homo sapiens cDNA clone 5\ mRNA sequence; fh3,Y_phosphatase,none; 2.50 
425975* AB01 1082; Hs.165559; organic cationic transporter-like 4; sugar Jr;TM=Y;; Z50 

443259; AW090601;Hs.69171; protein kinase C-fike 2, pkinase.pkinase^C.HRl, none; 2.50 ^ntor-TM-M QQ-v. 

400777- ■ • NM_007325-Homo sapiens glutamate receptor, ionotrophic. AWPA 3 (GRIA3), transcript variant flip. mRNA.; l.g_chan.SBP_b3c_3 r ANF_receptor;TM-M 1 SS-Y. 
2.49 

426044; AA502490; Hs.1 70290; ESTs; none,none; 2.48 

454564- AW807573; ; gb:MR1-ST0088421 299-004^01 ST0088 Homo sapiens cDNA, mRNA sequence; pkmase,none, Z4B 
415938: BE383507; Hs.78921; A kinase (PRKA) anchor protein 1; KH-domain,TUDOR;TM=M;SS=M; 2.47 

426481- AW963941; ■ gb:EST376014 MAGE resequences. MAGH Homo sapiens cDNA, mRNA sequence; Y j)hosphatase.Band 41 DSPc ,n one; 2.46 
426005; M3T7m Ygt .EST90341 Synovial sarcoma Homo sapiens cDNA 5* end. mRNA sequence; tubulin.FKBP.COX6B.7tmJ .tubulin J};SS*M; Z46 
424879; AA348013; Hs.273385; ESTs; arf,G-a!pha,none; 2.46 

SH3,PDZ,Guanylate kin,ZU5,none; 2.46 
408087; AW150645; ; gb:xg54fD7.x1 NCLCGAP.U14 Homo sapiens cDNA done 3f . mRNA sequence; ^ P ^jnembrane.ABC fran; 2 46 
433434 : AA588429- gb no22b035l NCI CGAP Pr22 Homo sapiens cDNA clone 3 , mRNA sequence; pWnase,DNA_mis_repair,HATPase_c ( 2.45 
) 446768! AV660305; Hs.1 10286; ESTs; l<i.p20.DED.ICEj)10,ICE^p20.DED; 2.45 
437156; AW090198; ; KIAA1150 protein; none;NA;NA; 2.45 

430177; AW969233; Hs.302746; MSTP028 protein; KJetra,none; Z45 . . uv .„ 

422270- AF1 14494- Hs 1 14062; protein tyrosine phosphatase-Uke {proline mstead of catalytic argtnine), member a; none,TM=Y„ 2.45 
430680- i^hmai! Highly similarlo ALU7.HUMAN ALU SUBFAMILY SQ SEQUENCE CONTAMINATION WARNING ENTRY [H.sap.ens]; 
) Yj)hosphatase l AdaptiKN.Y_phosphatase;2.44 
446569; AW248031; Hs.1 55839; hypothetical pra^^^^ 

411 902- AW875344- ; gbRC1-PT0009-220300-013-f06 PT0009 Homo sapiens cDNA, mRNA sequence; none.pkinase.ank; 2.43 
430057- AW450303; Hs.2534; bone morphogenetic protein receptor, type IA (BMPR1 A) (ALK-3); Activin^recp.pkinase;TM=Y;SS=M; Z43 
446338; AI2B9121; Hs.206978; ESTs; none.SH3; Z42 
35 426221; AB007881; Hs.110613; KIAA0421 protein; none,RibosomaI„S8; 2.42 . 

446796; A1652497; Hs.1 10103; RNA polymerase I transcription factor RRN3; nonejone; Z41 
428360; H10291; Hs.30974; ESTs; pkinase.PBD.none; Z40 

428379; X06026; Hs.2259, CD3G antigen, gamma polypeptide (TTT3 complex); ITAM;TM=Y;SS=M; 2.40 

40 2S^S5l^f^w« 

448595; ABQ14544; Hs.21572; WAA0644 gene product; LRRLRRCT;TM=Y;SS=M; Z40 

428283; AI439096; Hs.323079; Homo sapiens mRNA; cDNA DKFZp564P116 (from done DKFZp564P1 16); Yj>hosph0tase.fn3.ig.none; Z39 
432460; H12912; Hs.Z74691; adenylate Wnase 3; adenylatekinase t none; Z38 

429549; AI333013; Hs.250505; retinote acid receptor, alpha; none.2f-C3HC4,BRCT.ng_chan; Z38 o nm ^ nma A in n PnHnnnHp^P none- 2 3S 

45 429303! AW137635; Hs.44238; ESTs, Weakly similar to S65657 atoha-IC-adrenergic receptor splice form 2 lH.sapiens]; PhosphodtesLSomatomed.n_B.Endonuclease.none, 2.35 

417473; M55268; Hs.82201; casein kinase 2, alpha prime polypeptide; pWnase,ABC1;TM=M;; 2.35 

453186; AK001708; Hs.32271; hypothetical protein FU10846; TK,DUF300;TM=Y;SS=M; 2.33 

447276; AL049795; Hs.17987; hypothetical protein MGC1203; none;TM=M;; Z33 

445310- AJ242490; Hs.153290; Homo sapiens cDNA FU14318 fe. done PLACE3000402; none4)kinase; Z31 
50 432942; AF083955; Hs.279852; G protein-coupled receptor; 7tmJ,globin;TM=Y;SS=M; Z30 

434693; AW976001; Hs.337603; ESTs; none,none; Z26 

452034; F12234; Hs.75893; ankyrin 3, node of Ranvier (ankyrin G); ZU5.death.none; 2.25 vccu . 

423732;AF058056;rte.132183;soIute<^ert^ _ , „ 

404956 ! • • C10032W gil6912582|reflNP 036524.1| pein [Homo sapiens) gil6009487|dbjiBAA8492Z1| (AB; r*ne,Pi3_PW_1aruse^^ 2.24 

55 . 4521831 NM.006594; Hs^8298; adaptowelaled protein complex 4. beta 1 subunit; ^PtiiuN,Y_phosphalase; Z23 rFPTM=M- ? 21 

420529; D25259; Hs.319844; ESTs, Moderately similar to 154374 gene NF2 protein [rLsapiensl; pkinase,DAG_PE-bind,RBD,ras,DC1 ,GFP;TM-Mr, 2.21 
408B08- BE07421 9; Hs.1 7230; hypothetical protein FU22087; AnTadnto_seg/,TM=M;SS=M; Z21 
451932; AA360954; Hs.27268; Homo sapiens cDNA: FU21933 fis. done HEP04337; SH3.PH,RhoGEF;TM=Mr. Z21 
432008; AW296791; Hs.193170; hypothetical protein FU21687; UM.S W tophysb^n_^ns,KOW; Z20 

60 455840; BE145897; ; gteMr^HT0208-221299-204-b07 HT0208 Homo sapiens cDNA, mRNA sequence; Pl3_PW_kmase.P13Ka t Pl3_Pi4_kmase f P;3Ka t Z19 

429238; NM_002849; Hs.198288; protein tyrosine phosphatase, receptor type, R; Y_phosphalase;TM=Y;SS-M; Z19 m-.t«-u.. 9 17 

430975- AA490055- ; gb:ab05b09.s1 Stratagene fetal retina 937202 Homo sapiens cDNA done 3", mRNA sequence; adenytatetanase,ThyniidytateJdn.TI^M,, Z17 
407174! T79938; Hs.77062;leiikocyteimnTuno^ mM domains), member 5; ig.no ne; Z16 

450921! AA09879O; Hs.146245; ESTs. Moderately similar to T17242 hypothetical protein DKFZp585B1 417.1 IrLsaptensfc none;NA;NA; Z15 

65 427209; H06509;Hs.92423; KJAA1566 protein; pWrase;TM=M;; Z14 

401917; AL050149; ; RAN binding protein 3; Orexin,SH2.STAT.STAT_bmd.ST^^ 2.12 

Z06 

449543! AF070632; Hs.23729; Homo sapiens done 24405 mRNA sequence; retetra.ton.trans.none; Z04 
453496; AA442103; Hs.33084; solute carrier family 2 (fadGtaled glucose/fructose transporter), member 5; sugarJr,TM=Y;5b=M; ZiK 
443952; A1149106; Hs.143530; ESTs; pkinase.none; 2.02 
75 437589; AA761322; Hs.269662; ESTs; SHZSH3.C2.PH.RasGAP.none; Z02 

Sa^S 

401984; ; ; C17000l46^|2143629|pirRA57156 CaWcalrroduUn-dependent protein kinase (EC Z7.1.123) I; pkmase;; 1.96 
453464; AI88491 1; Hs.32989; receptor (calcitonin) activity modifying protein 1; none;TM=Y;; 1.95 
80 417733; AL048678; H&J2503; Rsapiens mRNAfor 3UTR of unknown protein; none;NA;NA; 1.94 

425009; X58288; Hs.154151; protein tyrosine phosphatase, receptor type, M; fn3.ig l Y_phosphatase.MAM;TM=Y;SS=M; 1.74 
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SaS^^ 

432563; NMJ) 13261; Hs.198468; peradsorne proliferative aclivaled receptor, gamma, coacUvator l; rrm;i m=m„ i.di 
TABLE 49B 

Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 



Pkey 
438091 



CAT Number Accession 



^SSmi BF095606BF095601 BF095468AW890091 BF095753AW243400 AW898607 I/*"**""**™* 
A^™AW86»BE69M58BE174196AW102923 D5n 

SSS BElS BF939091 BF434180 AW579001 T55662 H01811 T52522 BF945037 BF955938 DM679 D53933 R87100 BG925552 

A„ ma ™ 6 

411089 5597.6 .^XmWtK 
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18695J7 
78.6 



2656_2 



16640.1 



410927 
449343 



432639 
417479 
426477 
418342 



1237887.1 
2356588J 
1296538.1 
295203_2 



BF996707 AA908959 W628880 AWl /^JW AWbbaoflt) aai juua aio i o^o i aiddoooo ™ ozo«<* nn i wwj . .' J7,Vo , n " Q " 

Ai6240» AJU8242 R76291 W92652 AI207798 AV706224 AA742467 AA641806 W61229 AA1 30170 AA160170 H85007 W72474 W61 1WH97B73 
AL047509 R76567 AA812071 H81599 AA021275 H85004 H85894 BG537537 BF830518 W76228 W46673 Z43B39 R7B710 C01747 H00789 
B1036345 W92828 BE1 50445 AW380821 AW1 73095 H85630 H81598 H86032 R84855 R13223 AA774992 
AW973785 H50163 AA557608 
AI057052A1241633T89416 
AA379611 AA379464 AA379463 
BG025680 AW890852 BE002723 BE763824 
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jmm 18707 1 kim 006513 BC009390 X91257BC000716BM450041 BI771139 AV710955 AU120415 AU141179 AU121081 BE4092B7 AU 141 397 AU 122238 

400275 18707.1 
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AW8M0MS96AA418962 L20295 R72351 H45098 AA961010 R73210 R48451 AW884085 BI022902 BI763932 BI910138 
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AA831504 AA134052 AI871759 AW089048 BI913532 AA367709 BG828155 BF093014 
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Pkey: Unique number corresponding to en Eos probesel 

Reft Sequence source. The 7 digit numbers in this column are Genbank Identifier <G!) 

sequence of human chromosome 22/ Dunham I. et a!., Nature (1999) 402:489495. 

Strand: Indicates DNA strand from which exons were predicted. 

5 NLposition: Indicates nucleotide positions of predicted exons. 

Pkey Ref Strand NLposition 

402260 3399665 Minus 113765-113910,115653-115765,116808-11694 

10 401027 7230983 Minus 70407-70554,71060-71160 

400991 8096825 Plus 159197-159320 

406137 9166422 Minus 30487-3105B 

404083 9944029 Minus 16650-17082 

404440 7528051 Plus 80430-81581 

15 400792 7382433 Plus 134339-134593 

404289 2769644 Plus 15049-15286,30267-30457 

401083 3242744 Plus 33192-33360 

402211 76897B3 Minus 67414-68229 

402705 8782736 Plus 89961-90114.90773-90895,91131-91261 

20 402233 7690102 Plus 90281-91477 

405370 2078469 Minus 38980-39111 

400846 9188605 Plus 39310-39474 

405484 5922025 Plus 199214-199579,199672-199920,200262-20049 

401345 9926424 Plus 146042-148392 

25 400843 9188605 Plus 5863-5970,7653-7784.8892-9023,9673-9807, 

406364 9256114 Minus 50715-50833 

405490 7705240 Plus 20683-20850 

400755 81190B3 Minus 120084-120889 

404276 9885189 Plus 127624-127856 

30 402915 7406502 Minus 140-276 

405616 5649378 Minus 2782-3308 

400847 9188605 Plus 4464344835 

402328 4464283 Minus 13758-13922,14558-14752 

405369 2078469 Minus 34183-34357,35686-35751 

35 400845 9188605 Plus 34428-34612 

403716 7239669 Plus 86899-87122 

402447 9796640 Plus 47605-47729,51696-51821,52070-52257,5330 

404140 9843520 Plus 37761-38147 

405516 9454624 Plus 112707-112876,113676-113854 

40 405110 80968B8 Minus 118940-119100 

403608 8308266 Minus 121321-121476 

401241 4B27300 Minus 30503-30844,31056-31248 
405102 8076881 Minus 120922-121296 
404185 4572584 Minus 129171-129327 

45 405545 1054740 Plus 118677-118807,119091-119296,121626-12182 

405411 3451356 Minus 17503-17778,18021-18290 

405602 4753260 Plus 44647-44778 

403391 9438337 Phis 4241042544,83317-83540,8684066922,8797 

403869 7280046 Minus 34379-34583 

50 404942 7382153 Plus 92095-92252 

403142 9444521 Plus 89286-90131 

400B44 9188605 Plus 24746-24872,25035-25204 

402704 8782736 Plus 37368-37493 

402833 8918545 Plus 26987-27778 

55 401851 7770425 Minus 148443-146664,147794-147971.148351-14848 

401242 4827300 Minus 32616-32863 
401943 4914397 Plus 6592546371 

402807 6456148 Minus 101542-101660,103476-103656 

402603 9909396 Minus 141663-141852 

60 405328 3253114 Plus 21399-215B3 

402974 9663349 Plus 124035-124321 

400987 8086488 Minus 22052-22185 

403335 8568884 Plus 112307-112524.114074-114703 

401113 9966541 Minus 19419-19959 

65 401 185 9625304 Minus 177393-177691 

404537 8247909 Minus 188775-189573 

405266 4156171 Minus 63337-63552 

402615 9926801 Plus .131390-132157 

400566 9884730 Plus 64486-64714 

70 403212 7630897 Minus 156037-156210 

403290 8083176 Phis 19288-20076 

401342 9908882 Plus 30964242 

400471 9931670 Minus 105629-105760 

405588 5002511 Plus 4618046366 

75 400539 7574902 Phis 85594721 

403743 7652003 Minus 135463-136646 

403912 7710730 Minus 72000-72290,72431-72700.72929-73199 

405099 8074292 Minus 114365-114514,128635-128831 

401445 8218584 Minus 93700-93888 

80 405480 2766593 Plus 33325-33659 

402183 7658390 Minus 100618-104298 

400749 7331445 Minus 9162-9293 

406139 9166768 Minus 72397-72602 



numbers. 'Dunham I. et al." refers to the publication entitled The DNA 
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402129 


7704953 


Minus 


166156-166365 


400545 


8117693 


Minus 


58471-58716 


403201 


9958297 


Minus 


109782-109934 


403609 


830B266 


Minus 


125974-126320 


400719 


8118911 


Minus 


44579-44656.45294-45487.46449-46641 


403088 


B954241 


Plus 


169894-170193.170504-170806 


403328 


8469086 


Minus 


120428-120703 


403305 


8099945 


Plus 


114632-114805 


401702 


1871197 


Minus 


66182-66325 


400777 


8131663 


Plus 


70745-71121 


404956 


7387343 


Plus 


55883-56203 


401917 


9502466 


Plus 


25054-25229 


401984 


4454511 


Plus 


103825-104024 


406303 


8575868 


Plus 


173622-173786 



Table 50A lists about 41 4 genes up-regulated In non-seminomatous mixed germ cell testicular cancer compared to normal adult tissues. These were selected from 59680 probesets 
on the Affymetrix/Eos Hu03 GeneChip array such that the ratio of -average" non-seminomatous mixed germ cell testicular cancer to 'average' normal adult tissues was greater than 
or equal to 1 The 'average" non-seminomatous mixed germ cell testicular cancer level was set to the B5th percentile amongst rcw-seirinonurtous mixed germ cell testicular cancers. 
The 'average' normal adult tissue level was set to the 95th percentile amongst norwnalignant tissues. In order to remove gene-speafic background levete of non-specific 
hybridization, the 10th percentile value amongst the non-malignant normal body tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Table 51 A lists about 51 8 genes up-regulated in seminomatous testicular cancer compared to normal adult tissues. These were selected from 59680 probesets on the Affymetrix/Eos 
Hu03 GeneChip array such that the ratio of 'average' seminomatous testicular cancer to 'average' normal adult tissues was greater than or equal to Z The -average seminomatous 
testicular cancer level was set to the 85th percentile amongst seminomatous testicular cancers. The 'average' normal adult tissue level was set to the 95th percenWe amongst non- 
matignant tissues. In order to remove gene-specific background levels of non-specific hybridization, the 10th percentile value amongst non-malignant normal body tissues was 
subtracted from both the numerator and the denominator before the ratio was evaluated. 

Table 52A lists about 673 genes u p-regulated in testicular cancer (non-seminomatous and seminomatous) compared to normal adult testicular tissues. These were selected from 
59680 probesets on the A%metrix/Eos Hu03 GeneChip array such that the ratio of 'average" testicular cancer to "average" norma! testicular adult tissues was greater than or equal to 
6 The "average" lesficutar cancer level was set to the 75th percentile amongst testicular cancers. The -average" normal adult testicular tissue level was set to the 95th percentile 
amongst non-malignant testicular tissues. In order to remove gene-specific background levels of non-specific hybridization, the 10th percentile value amongst non-malignant normal 
body tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Table 53A lists about 735 genes up-regulated in testicular cancer (non-seminomatous and seminomatous) compared to normal adult tissues. These were selected from 59680 
probesets on the Affymetrix/Eos Hu03 GeneChip array such that the ratio of -average' testicular cancer to "average' normal adult tissues was greater than or equal to 3. The 
•average' testicular cancer level was set to the 95lh percentile amongst testicular cancers. The "average" normal adult tissue level was set to the 95lh percentile ^amongst non- 
malignant tissues. In order to remove gene-specific background levels of non-specific hybridization, the 10th percentile value amongst norwnalignant normal body tissues was 
subtracted from both the numerator and the denominator before the ratio was evaluated. 

Table 54A lists about 476 iestkspecffic genes downregulated In testicular cancer (non-seminomatous and seminomatous). These were selected from 59680 probesets on the 
Affymetrix/Eos Hu03 GeneChip array such that the ratio (R1) of normal test) to normal adult tissues was greater than or equal to 3. R1 was calculated as the mean numher of 
interquartile range values over the median normal adult body tissue expression among normal testicular samples. The ratio (R2) of 'average" normal tesB to 'average testicular 
cancer among these genes was greater than or equal to 2. The 'average' normal testi level was set to the 50th percentile amongst normal testis. The average normal testicular 
cancer level was set to the 95th percentile amongst testicular cancer samples. In order to remove gene-specific background levels of non-specific hybridization, the 10th percentile 
value amongst non-maHgnant normal body tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

Table 55A fists about 586 genes up-regulated in ran-semiriomatous mixed germ ceD testicular cancer compared to .normal adult testicular tissues. These were selected from 59680 
probesets on the Afrymetrix/Eos Hu03 GeneChip array such that the ratio of 'average' non-seminomatous mixed germ ceil testicular cancer to "average' normal adult testicular 
tissues was greater than or equal to 4. The "average' non-seminomatous mixed germ cell testicular cancer level was set to the 95th percentile amongst non-serrunomatous mixed 
germ cell testicular cancers. The "average- normal adult testicular tissue level was set to the 95th percentile amongst non-mafignant testicular tissues. In order to remove gene- 
specific background levels of non-specific hybridization, the 10th percentile value amongst non-malignant normal testicular tissues was subtracted from both the numerator and the 
denominator before the ratio was evaluated. 

Table 56A lists about 812 genes up-regulated in seminomatous testicular cancer compared to normal adult testicular tissues. These were selected from 59680 probesets on the 
Aflymetrix/Eos Hu03 GeneChip array such that the ratio of 'average' seminomatous testicular cancer to "average' normal adult testicular tissues was greater than or equal to 4. The 
•average- seminomatous testicular cancer level was set to the 50th percentile amongst seminomatous testicular cancers. The 'average- normal adult tissue level was set to the 95tn 
percentile amongst non-malignant testicular tissues. In order to remove gene-specHic background levels of non-specific hybridization, the 10th percentile value amongst non- 
malignam normal testicular tissues was subtracted from both the numerator and the denominator before the ratio was evaluated. 

TABLE 5QA 

Pkey: Unique Eos probeset Identifier number 
ExAccn: Exemplar Accession number, Genbank accession number 
UnigenelD: Unigene number 
Unigene Title: Unigene gene title 



R1: 

Pkey 

432666 
432730 
450581 
418696 
423458 
428664 



Ratio of non-seminomatous mixed germ ceil testicular cancer compared to normal adult tissues 



407710 
4294B6 
451106 
417407 
420759 



ExAccn 

AW204069 

A1066520 

AF081513 

AW959433 

AI204212 

AK001666 

AI968719 

AW022727 

AF1 55827 

BE382701 

AA923278 

T11832 



UniGene Unigene Title 

ESTs, Weakly similar to unnamed protein 

Hs.131358 ESTs 

Hs.25195 TGF-beta 4 

Hs.326290 hypothetical protein FU12581 

ESTs 

Hs.189095 simflarto SALL1 (sal (Drosophila)-fike 

Hs.195387 ESTs 

Hs.23616 ESTs 

Hs.203953 hypothetical protein FU 10339 

Hs .25960 N-MYC oncogene 

Hs.290905 ESTs, Weakly similar to protease [Rsapi 

Hs.1 27797 Homo sapiens cDNA FU11381 fis, done HE 



R1 

74.60 
50.55 
47.85 
44.05 
36.60 
30.60 
26.40 
24.00 
19.35 
18.85 
18.40 
18.25 
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10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



424578 
418756 
404996 
447534 
456847 
446979 
438915 
452838 
449322 
418007 
448776 
433330 
410102 
447188 
406547 
434549 
428227 
408908 
437099 
430676 
4268G6 
446791 
433159 
428479 
427521 
452291 
427486 
425266 
408465 
444971 
413318 
425769 
409731 
424905 
412265 
407340 
453884 
422956 
432239 
440119 
431840 
435918 
412537 
416658 
428916 
424085 
453392 
437052 
425427 
443523 
457465 
442832 
427711 
453913 
4485B8 
436608 
415857 
412642 
443068 
438450 
441287 
425572 
416747 
436902 
441627 
440304 
432407 
436812 
423673 
431354 
430044 
437036 
435663 
427667 
416111 
447254 
434551 
430272 
427961 
424315 
409798 
418477 
418378 



AK001973 Hs.150890 hypothetical protein 
AA252254 Hs.226949 ESTs 

Target Exon 
AW953935 Hs.288655 ESTs 
AI360456 Hs.37776 ESTs 
AI654443 Hs.197683 ESTs 

AA280174 Hs.285681 Wffliams-Beuren syndrome chromosome regi 
U6501 1 Hs.30743 preferentially expressed antigen in mela 
A1638616 Hs.196566 ESTs 
M13509 Hs.83169 matrix metaltoproteinase 1 (interstifiat 
BE302464 Hs.30057 MRS2 (S. cerevisiaeH&e. magnesium horn 
AW207084 Hs.1 32816 hypothetical protein MGC1 4801 
AW248508 Hs.279727 ESTs; homologue of PEM-3 [Ciona savignyi 
H65423 Hs.17631 hypothetical protein DKFZp434E21 35 
Target Exon 

Hs.1 65390 ESTs. Highly similar to A40350 transcrip 
Hs.2248 small inducible cytokine subfamily B (Cy 
Hs.250822 serine/threonine kinase 1 5 
Hs.48659 ESTs, Highly similar to S 14458 laminin a 

gb:Homo sapiens envelope protein RIC-3 ( 
Hs.172816 neuregulin 1 
Hs.195922 ESTs 
Hs.150587 kinesin-like protein 2 
Hs.334562 cell division cycle 2, G1 to S and G2 to 
ESTs 

Hs.28853 CDC7 (cell division cycle 7, S. cerevisi 
fibroblast growth factor 4 (heparin seer 
Hs.1 55421 alexia-fetoprotein 
Hs.253277 ESTs 
Hs.148559 ESTs 

Hs.75285 inter-alpha (globulin) Inhibitor, H2 pol 
Hs.i 59486 Human RPL1 3-2 pseudogene mRNA, complete 
Hs,56145 thymosin, beta, identified in neuroblast 
Hs.1 53704 NIMA (never in mitosis gene a)-related k 
Hs.86154 hypothetical protein FU12457 
Hs.284289 vitiligo-associated protein V1T-1 
Hs.36232 WAA01 86 gene product 
Hs.1 22579 ECT2 protein (Epithelial cell transformi 
Hs.2936 matrix metalloproteinase 13 (coflagenase 
Hs.1 25331 ESTs, Moderately similar to unknown (Rs 
Hs.2B60 POU domain, class 5, transcription facto 
Hs.86232 growth differentiation factor 3 

nuclear transcription factor Y, alpha 
Hs.79432 fibrillin 2 (congenital conlracturai ara 
Hs.1 94562 telomeric repeat binding factor (NIMA-in 
Hs.1 39226 replication factor C (activator 1) 2 (40 
Hs.32964 SRY (sex determining region Y>box 1 1 
Hs.120591 ESTs 

Hs.1 57205 branched chain aminotransferase 1, cytos 
Hs.9536 hypothetical protein FU10713 
Hs.1 22908 DNA replication factor 
Hs.253569 ESTs 

Hs.180408 solute carrier family 25 (mitochondrial • 
Hs.78934 mutS (E. coB) homolog 2 (colon cancer, 
Hs.156905 WAA1676 

Hs.1 92371 down syndrome critical region protein DS 
Hs.127797 Homo sapiens cDNAFUII 381 fis, clone HE 
Hs.809 hepatocyte growth factor (hepapoietin A; 
ESTs 

Hs.65853 nodal, mouse, homolog 
Hs.131373 ESTs 

Hs.158307 undifferentiated embryonic cell transcri 
Hs.1 5929 hypothetical protein FU12910 
Hs.192729 ESTs 

Hs.58086 branched chain aminotransferase 1 . cytos 
Hs.125395 ESTs 

Hs.1 3273 gbzr03f 1 2/1 Stratagene NT2 neuronal pr 

gb:UHt-BVV^ajp-fr0W>-Ul.s1 NCl_CGAP_Su 
Hs.1695 matrix metalloproteinase 12 (macrophage 
Hs.251673 DNA (cvtosme^Hrolhyttransferase 3 be 
Hs.152812 ESTs 
Hs.133022 ESTs 
Hs.134273 ESTs 

Hs.180171 Homo sapiens cDMA FU10417 fis, clone NT 
Hs.79018 chromatin assembly factor 1, subunit A { 
Hs.17908 origin recogntfion complex, subunit 1 (y 
Hs.280858 ESTs. Highly similar to A35661 DNA excis 
Hs. 237658 apoTtpoprolein A-ll 
Hs.143134 ESTs 
Hs.1 93384 putatafive 28 kOa protein 
Hs.30237 ESTs, Weakly similar to ALUB_HUMAN HI! 

gb:df46h12.y1 Morton Fetal Cochlea Homo 
gb:EST374154 MAGE resequences. MAGG Homo 
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AA738254 
AA321649 
BE296227 
N77793 
AF084866 
U02330 
A1632278 
AB035B9B 
Y00272 
AW973352 
AF015592 
AA974433 
J00077 
AW196940 
A1651116 
AU076607 
U72513 
AA125985 
NM.002497 
AA101325 
AA810168 
AA355925 
BE545072 
X81334 
AA865455 
AA534908 
AF263538 
AL031778 
U03272 
AF003001 
NM_002914 
U23752 
AA861697 
AI652662 
AK001575 
AW301344 
AW206560 
M31659 
AW004683 
A1970276 
AA62B980 
AA866115 
BE244598 
A1188710 
A1050866 
AW293132 
AB011076 
AW876523 
AW247145 
AA947552 
BE159984 
AA221036 
AW298067 
BE003054 
BE046956 
AA464510 
AI571514 
A1023707 
AK001279 
AA033813 
NM_004153 
BE387162 
X04898 
AW293165 
AW614850 
AA2485B7 
AW022983 
AW952081 



17.86 
17.20 
16.15 
15.80 
15.00 
14.80 
14.75 
14.70 
14.35 
14.20 
12.95 
12.70 
12.55 
12.43 
1Z35 
12.10 
11.65 
11.55 
11.05 
10.08 
10.05 
10.05 
9.85 ' 
8.95 
8.92 
•8.90 
8.52 
8.50 
8.47 
8.35 
8.35 
8.00 
7.95 
7.75 
7.65 
7.50 
7.36 
7.25 
7.25 
132 
7.13 
7.13 
7.08 
7.05 
6.88 
6.75 
6.75 
6.75 
6.72 
6.71 
6.62 
6.54 
6.30 
6.30 
6.12 
6.09 
5.95 
5.85 
5.85 
5.81 
5.80 
5.76 
5.75 
5.70 
5.60 
5.60 
5.56 
5.55 
5.51 
5.51 
5.47 
5.45 
5.40 
5.40 
5.21 
5.15 
5.15 
5.12 
5.05 
5.05 
5.00 
5.00 
4.95 
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430255 


AK000703 


Hs.323822 


Homo sapiens mRNA for K1M1551 protein, 


443537 


D13305 


Hs.203 


cholecyslokinin B receptor 


431494 


AA991355 


Hs.298312 


hypothetical protein DKFZp434A1315 


416661 


AA634543 


Rs.79440 


IGF-II mRNA-binding protein 3 


423642 


AW452650 


Hs.157148 


hypothetical protein MGC13204 


449592 


A1655494 


Hs.1 95718 


ESTs 


407300 


AA102616 


Hs.120769 


gb:zn43e07.s1 Stratagene HeU cell s3 93 


420333 


AJ001383 


Hs.97084 


lymphocyte antigen 94 (mouse) homotog (a 


446700 


AW206257 


Hs.156326 


Human DNA sequence from clone RP11-145L2 


445537 


AJ245671 


Hs.12844 


EGF-like-domain, multiple 6 


448966 


AW372914 


Hs.86149 


phosphoinositd 3-phosphate-binding prot 


439570 


T79925 


Hs.269165 


ESTs. Weakly similar to ALU INHUMAN ALU S 


440006 


AK000517 


Hs.6844 


NALP2 protein; PYRIN-Containing APAFUi 


402145 






Target Exon 


408750 


BE294069 


Hs.93581 


hypothetical protein FU10512 


453289 


AI188161 


Hs.144627 


ESTs 


430252 


AI638774 


Hs.105328 


testes development-related NYD-SP20 


422689 


AW856665 




gb:RC3-CT0297-29010(W)13-<i03 CT0297 Homo 


426427 


M86699 


Hs.169840 


TTK protein kinase 


420047 


AI47B658 


Hs.94631 


brefeldin A-inhibited guanine nucleotide 


430287 


AW182459 


Hs.125759 


ESTs, Weakly similar to LEU5_HUMAN LEUKE 


419635 


NIVL005033 


Hs.91728 


polymyositis/scleroderma autoantigen 1 ( 


416209 


AA236776 


Hs.79078 


MAD2 {mitotic arrest deficient, yeast, h 


438168 


AA779975 


Hs.128859 


ESTs 


435514 


AW592804 




ESTs 


442333 


AI650877 


Hs.129302 


ESTs 


413627 


BE182082 


Hs.246973 


in ton of Bicaudal D homolog 1 


445140 


A1650599 


Hs.197913 


ESTs, WeaMy similar to SCP3 MOUSE SYNAP 


448038 


AW015073 


Hs.232026 


ESTs, Weakly similar to R052J1UMAN 52 KD 


458814 


AI498957 


Hs.170861 


ESTs, Weakly simitar to Z195JWMAN ZINC 


419423 


D2648B 


Hs.90315 


KIAA0007 protein 


440527 


AV657117 


Hs.184164 


ESTs, Moderately similar to S65657 alpha 


441553 


AA281219 


Hs.121296 


ESTs 


432415 


T16971 ' 


Hs.289014 


ESTs, Weakly similar to A43932 mucin 2 p 


409757 


NM.001898 


Hs.123114 


cystatm SN 



432281 
450351 
403780 
421917 



AK001239 
BE547267 



AB028943 



Hs.274263 hypothetical protein FU 10377 
Hs.59791 hypothetical protein MGC1 31 83 

C4001759:gil133250lsp|P19474iRO52^HUMAN 
Hs.109445 KIAA1020 protein 
Hs.81343 collagen, type II, alpha 1 (primary osta 
Hs.196530 hypothetical protein FU10811 
Hs.59757 zinc finger protein 281 
Hs.36708 budding uninhibited by benzimidazoles 1 
415829 AW450198 Hs.163742 ESTs 

Hs.1 24135 Homo sapiens cONA FU 13051 fis. clone NT 
gb:Homo sapiens mRNA full length insert 
422938 NMJJ01809 Hs.1594 centromere protein A (17kO) 

U04045 Hs.78934 mutS (E. cofi) homolog 2 (colon cancer, 
NM 012247 Hs.124027 SELENOPHOSPHATE SYNTHETASE ; Human seten 
Hs.44269 ESTs 

Hs.170623 hypothefjcal protein FU 1 1 183 
Hs.170114 KIAA0061 protein 
Hs.108106 transcription factor 
Hs.137516 fidgefin-likel 

Hs.7567 branched chain aminotransferase 1 . cytos 
Hs.98440 ESTs, Weakly similar to 138022 hypotheU 
Hs.39429 ESTs 

Hs.329296 ESTs, Weakly similar to (defline not ava 
Hs. 1 49722 LIM domain transcription factor UM-1 (h 
Hs.272027 F-box only protein 5 
NM_001949 Hs.1 1 89 E2F transcriptton factor 3 
Hs.1 634 cell division cycle 25A 
Hs.141496 MAGE-Eke2 
417705 AW134952 Hs.175220 hypothetical protein FU14541 
Hs.9700 cycfinEI 
Hs.323494 Predicted cation efflux pump 
Hs.200266 ESTs 

Hs.1 51738 matrix rneteltoproteinase 9 (gelatinase B 
Hs.162434 ESTs 

Hs.1 1 9689 glycoprotein hormones, alpha polypeptide 
Hs.122587 ESTs 

Hs.1 165 ATPase, H? transporting, nongastrfc. alp 
Hs.130183 ESTs 

Hs.1 50595 cytochrome P450, subfamily XXVIA, polype 
433764 AW753676 Hs.39982 zinc finger protein RlNZF (NM.023929) 
427642 R40761 Hs.9834 ESTs 

Hs.77204 centromere protein F (350/400kD, mitosin 

NM_001622:Homo sapiens alpha-2-H^glycop 
Hs.26514 ESTs 
Hs.225841 DKFZP434D193 protein 
Hs.79B56 ESTs, Weakly similar to S65657 alpha-1 C- 
450431 AW136797 Hs.266041 ESTs 
433800 AI034361 Hs,135150 King type-l cell membrane-associated gry 
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417153 X57010 

429120 AK001673 

410193 AJ132592 

453922 AF053306 

415829 AW45019J 

440953 AI683036 

439780 AL109B88 
422938 
415947 
423123 

420900 AL045633 

426572 AB037783 

426496 D31765 

452461 N78223 

418379 AA218940 

442573 H93366 

428301 AW628666 

419384 AA490866 

453932 AW006303 

446293 AI420213 

422094 AF129535 
418561 
423198 M81933 
424153 AA451737 
417705 AW134952 
443715 AI583187 
420281 AI623693 



449571 
424687 
452807 



AW016812 

J05070 

AA028933 



422756 AA441787 

421650 AA781795 

418355 L42563 

438494 AA908678 

424568 AF005418 



414747 U30872 
403432 

442618 R56222 

415799 AA653718 

416000 R82342 



4.94 

4.92 

4.90 

4.85 

4.80 

4.75 

4.73 

4.68 

4.61 

4.60 

4.50 

4.50 

4.48 

4.48 

4.47 

4.45 

4.40 

4.32 

4.30 

4.20 

4.18 

4.15 

4.10 

4.10 

4.10 

4.05 

4.00 

4.00 

4.00 

3.95 

3.95 

3.95 

3.95 

3.91 

3.89 

3.88 

3.85 

3.84 

3.84 

3.84 

3.82 

3.80 

3.80 

3.78 

3.77 

3.70 

3.68 

3.66 

3.65 

3.65 

3.65 

3.60 

3.60 

3.50 

3.48 

3.45 

3.44 

3.43 

3.41 

3.40 

3.40 

3.39 

3.38 

3.37 

3.34 

3.34 

3.34 

3.31 

3.31 

3.30 

3.30 

3.28 

3.23 

3.22 

3.20 

3.20 

3.18 

3.18 

3.17 

3.17 

3.15 

3.13 

3.12 
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430835 
419741 
417791 
434609 
430253 
411975 
430491 
413943 
440207 
435726 
432540 
450149 
435373 
452571 
454679 
414972 
437496 
420092 
438378 
434414 
422746 
446258 
444371 
409517 
414034 
443169 
447519 
453785 
406687 
416201 
412140 
457191 
410704 
413646 
421307 
427719 
451684 
414590 
442032 
437123 
446528 
442007 
438180 
453900 
423765 
420949 
413813 
433914 
445413 
448769 
411022 
423600 
447175 
414151 
448877 
427584 
440591 
449665 
453775 
429228 
410929 
427528 
446142 
445093 
413886 
447733 
420218 
407275 
414312 
421535 
439979 
426075 
435095 
422468 
449576 
4156B4 
452226 
421451 
424308 
418203 
453941 
413762 
449S55 



AI240006 
NMJJQ7019 
AW965339 
R76593 
AK001514 
AI916058 
AL109791 
AW294416 
AI371978 
BE535787 
AK001403 
AW969781 
AW665538 
W31518 
AW813110 
BE263782 
AA452378 
AA814043 
AW970529 
A1798376 
NMJJ04484 
A1283476 
BE540274 
X90780 
U89277 
A1038687 
U46258 
AI368238 
M31126 
AA467752 
AA219691 
A1376228 
BE076754 
BE155042 
BE539976 
AI393122 
AF216751 
NMJ005Q6 
AW016786 
AL049285 
AU076640 
AA301116 
AA808189 
AW003582 
R23858 
AA934063 
M96956 
AF108138 
M151342 
N66037 
AW936378 
AI633559 
AI365208 
AW976468 
A)583696 
BE410293 
AA431599 
AI655391 
NM.002916 
AI553633 
H47233 
AU077143 
A1754693 
AI207197 
AI469213 
AF157482 
AW958037 
AI364186 
AA155694 
AB002359 
AW600291 
AW513691 
AA664977 
AA355210 
AW014631 
D59356 
AA024898 
AA291377 
AW975531 
X54942 
U39817 
AW411479 
AI021987 



Hs.192326 ESTs 

Hs.93002 ubkjuitin carrier protein E2-C 
Hs.111471 ESTs 

gb:yi60c11.r1 Soares placenta Nb2HP Homo 
Hs.236844 hypothetical protein FU10652 
Hs.144583 ESTs 

Hs.241 559 Homo sapiens mRNA full length insert cDN 
Hs.144687 Homo sapiens cDNA FU12981 fis, clone NT 
Hs.128326 ESTs 
Hs.113170 ESTs 

Hs.279521 hypothetical protein FU20530 
Hs.1 32863 Zic fanraty member 2 (odd-paired Drosophi 
Hs.1 17689 ESTs 
Hs.34665 ESTs 

gb:CM4-ST0189-051099^)21.f05 ST0189 Homo 
Hs.77695 KIAA0008 gene product 
Hs.146668 Homo sapiens mRNA; cDNA DKF2p547Jl25 (fr 
Hs.88045 ESTs 

Hs.86434 hypothetical protein FU21 81 6 

gb:tr34b07jc1 NCL.CGAP.Ov23 Homo sapiens 
Hs.119651 grypican3 
Hs.263478 ESTs 
Hsl239 forkheadboxMI 
troponin I, cardiac 
Hs.305985 early development regulator 1 {homolog o 
Hs.133338 ESTs 
Hs.339665 ESTs 

Hs.283732 ESTs, Moderately similar to ALU1.HUMAN A 

matrix metalloproteinase 11 (slromelysin 
Hs.195161 ESTs 

Hs.73625 RAB6 interacting, kinesin-like (rabkines 
Friend leukemia virus integration 1 
gb:CM1-BT0601-18020(M21-b10 BT0601 Homo 
gb:PMO-HT0349-101299402-E04 HT0349Homo 
Homo sapiens mRNA; cDNA DKFZp434B0425 (f 
ESTs 
CDA14 

coagulation factor II (thrombin) 
ESTs 

Homo sapiens mRNA; cDNA DKFZp564M193 (fr 
nucleolar protein 1(1 20kD) 
nucleolar phosphoprotein Nopp34 
ESTs 

ESTs, Weakly similar to ALU8_HUMAN ALU S 
Homo sapiens, done IMAGE:3840937, mRNA, 
ESTs. Weakly similar to I3B022 hypotheti 
. teratocardnoma-derived growth factor 1 
Homo sapiens DNA helicase homolog (PIF1) 
CGI-147 protein 
ESTs 

gb:QV4-DT0021-301299471-fl)5 DT0021 Homo 
ESTs 
ESTs 
ESTs 
ESTs 

v-myb avian myeloblastosis viral oncogen 
hypothetical protein FU 23451 
Homo sapiens, done IMAGE:3840937, mRNA, 
. replication factor C (activator 1)4 (37 
ESTs 
ESTs 

mlnichromosomB maintenance deficient (S. 
ESTs 
ESTs 
ESTs 

MAD2 (mitotic arrest deficient, yeast, h 
ribosomal protein L4 

gb:qw34h07jc1 NCLCGAP_Ut4 Homo sapiens 
ESTs 

phosprK)nT)Osylformy!gIycinamidine syntha 
hypothefical protein FU10430 
ESTs, Weakly similar to 2109260A B cell 
gb:nu73b07.s1 Na_CGAP_A!v1 Homo sapiens 
gb:EST63589 Jurkat T-cells V Homo sapien 
ESTs 

sorbitol dehydrogenase 
Hs.157103 ESTs 

Hs.50831 ESTs . o 

Hs.1 54443 nunichrornosome maintenance deficient (S. 
Hs.83758 CDC28 protein kinase 2 
Hs 36820 Bloom syndroms 
Hs.848 FK506-bindlng protein 4 (59kD) 
Hs.59970 ESTs 



Hs.103305 
Hs.134726 
Hs-26813 
Hs.76530 

Hs.302053 

Hs.15243 

Hs.142838 

Hs.272151 

Hs,226414 

Hs.143375 

Hs.13836 

Hs.75561 

Hs.112160 

Hs.1 2677 

Hs.38173 

Hs.310359 
Hs.293606 
Hs.257245 
Hs.253313 
Hs.179718 
Hs.132799 
Hs.143375 
Hs.35120 

Hs.30643 

Hs.179565 

Hs.145968 

Hs.71404 
Hs.19400 



Hs.191060 
Hs.105478 
Hs.6823 
Hs.270149 



Hs.225068 



3.12 
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2.99 
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2.95 
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430521 NM_016383 Hs.242183 HOM-TES-85 tumor antigen 2.49 

447444 AK000318 Hs.1B616 hypothetical prolein FU 20311 2.48 

414618 A1204600 Hs.96978 hypothetical protein MGC10764 2.48 

445363 NMJJ05993 Hs.1 2570 tubuiin-specific chaperone d 2.47 

5 452404 AW450675 Hs.212709 ESTs 2.46 

444823 BE262989 Hs.12045 putative protein 2.46 

427675 AW138190 Hs.180248 zinc finger protein 124 (HZF-1 6) 2.45 

444159 AF116846 Hs.10431 dead ringer (DrosophilaHite 2 (bright £45 

436211 AK001581 Hs.334828 hypothetical protein RJ10719; K1AA1794 £45 

10 416734 H81213 Hs.14825 ESTs, WeaWy similar to K1M1503 protein 2.45 

433183 AF231338 Hs.222024 transcription factor BMAL2 2.45 

447350 AI375572 v-enVa avian erythroblastic leukemia vi 2.45 

428728 NM 016625 Hs.191381 hypothetical protein 2.43 

407325 AA291180 Hs.328476 ESTs, Weakly similar to alternatively sp 2.43 

15 410276 AI554545 angiopoielin-2 2.42 

444670 H58373 Hs.332938 hypothetical protein MGC5370 2.42 

419029 AA233397 Hs.326290 hypolhetical protein FU12581 2.42 

437908 AI082424 ESTs 2.41 

414812 X72755 Hs.77367 monokine induced by gamma interferon 2.41 

20 425202 AW962282 Hs.152049 ESTs, Weakly similar to I38022 hypotheti £40 

425212 AW962253 Hs.171618 ESTs 2.39 

423787 AJ295745 Hs.236204 nuclear pore complex protein 2.38 

425601 AW629485 Hs.140720 GSK-3 binding protein FRAT2 2.38 

449576 AW380579 Hs.209657 ESTs 2.38 

25 429467 NM 004477 Hs.203772 FSHO region gene 1 2.37 

453227 AW135862 Hs.243991 ESTs 2.37 

417833 AW003251 Hs.86264 hypothetical prolein FU 14549 £36 

451999 AW176401 Hs.27424 DEAD/H (Asp-Qu-Ala-Asp/His) box polype p 2.36 

407910 AA650274 Hs.41296 fibronectin leucine rich transmembrane p 2.35 

30 418866 T65754 gb:yc1 1c07.s1 Stratagene lung (937210) H 2.35 

410060 NMJ01448 Hs.58367 . grypican4 2.35 

4491 38 AW29421 5 Hs.1 95631 ESTs 2.35 

425159 NM 004341 Hs.15486B carbamoyl-phosphate synthetase 2, aspart 2.35 

434808 AFf55108 Hs.256150 Homo sapiens. Similar to RIKEN cDNA 2810 2.35 

35 436481 AA379597 Hs.5199 HSPC1 50 protein similar to ubiquilin-con £34 

410275 U85658 Hs.61796 transcription factor AP-2 gamma (adivat £34 

407818 AL021938 Hs.40154 Jumonjl (mouse) homolog 2.34 

417777 A1823763 Hs.7055 ESTs. Weakly similar to I78B85 serine/lh 2.33 

401704 NM_021 195*:Komo sapiens cfaudin 6 (CLDN6 £33 

40 449670 F07693 Hs.85603 HomosapierisrriRNA;cONADKFZp434K2172 (f 2.32 

424081 NMJXJ6413 Hs.139120 ribonudease P (30kD) £32 

422809 AK001379 Hs.121028 hypothetical protein FU 10549 2.31 

429271 AF039850 Hs.198515 dead ringer (DrosophIla)-like 1 2.30 

432865 AI753709 Hs.152484 ESTs, WeaWy similar to 138022 hypolheB £30 

45 421379 Y15221 Hs.103982 small inducible cytokine subfamily B (Cy 2.30 

410166 AK001376 Hs.59346 hypothetical protein FU 1051 4 2.30 

448755 AW503807 Hs.21907 Nstone acetyttransferase 2.30 

403433 NWL001622:Homo sapiens arpha-2-H^grycop £29 

441031 AH 10684 Hs.7645 fibrinogen, B beta polypeptide 2.29 

50 419594 AA013051 Hs.91417 toptisomerase (DNA) II binding protein 2.28 

407289 AA135159 Hs.203349 Homo sapiens cDNA FU12149 fis, clone MA 2.27 

425910 AA830797 Hs.184760 CCAAT-box-binding transcription factor 2.26 

401220 branched chain aminotransferase 1, cytos 2.26 

453985 N44545 Hs.251865 ESTs 2.25 

55 414890 BE281095 Hs.77573 uridine phosphorylase 2.25 

409014 H83115 Hs.49760 origin recognition complex, subunit 6 (y £25 

418140 BE613836 Hs.83551 rrncrofibrillar-associaled protein 2 £25 

424765 AA428211 hyr>otrreticalprc4emFU140^slmrlarto 2.25 

419278 AU076799 Hs.1247 apoDpoprotein A4V 2.24 

60 412123 BE251328 Hs.73291 hypothetical protein FU1 0881 £24 

438459 T49300 Hs.35304 Homo sapiens cDNAFU 13655 fis, clone PL 2.23 

417273 AKD02209 Hs.81831 Homo sapiens cDNA FU11347 fis, done PL 2.23 

449722 BE280074 Hs.23950 cycfmBI 2.22 

443184 AI638728 Hs.131973 ESTs 2.22 

65 416391 AI878927 Hs.79284 mesoderm specific transcript (mouse) horn 2.21 

440983 M20681 Hs.7594 sohite carrier farrtly 2 (facflitated glu 2.21 

435045 BE297155 Hs.143698 ESTs 2.21 

414883 AA926960 COC28 protein kinase 1 £21 

446323 AI288274 Hs.345792 ESTs £20 

70 410855 X97795 Hs.66718 RAD54 (S-cerevtslaeHike £20 

448757 AI366784 Hs.48820 TATA box binding protein fJBP)-assoriate £20 

450254 NNL004885 Hs .99231 neuropeptide G protein-coupled receptor, £20 

418973 AA233056 Hs,191518 ESTs 2.20 

413582 AW295647 Hs.71331 hypothetical protein MGC5350 £20 

75 434334 AA912476 Hs.1 16750 Homo sapiens cDNA FU13221 fis, clone NT £20 

443748 ' AW206447 gb:Ut-H-Bl1-afg-g-02-O-Ul.s1 NCLCGAP.Su £20 

415989 A1267700 ESTs £20 

400195 NMJ>07057*:Homo sapiens ZW1D interact* £20 

„ 428878 AA436884 Hs.48926 ESTs £20 

80 431805 NMJH4053 Hs.270594 FLVCR protein £19 

446839 BE091926 Hs.16244 mitotic spindle coiled-coa related prot » £19 

424381 AA285249 Hs.146329 protein kinase Chk2(CHEK2) £18 

417389 BE260964 Hs.82045 midkine (neurite gjtwn^promoting fador £18 
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423905 
413992 
412722 
409089 
430809 
406542 
420509 
425234 
425580 
439398 
452833 
421350 
444863 
449410 
442717 
427953 
422281 
433675 
444960 
415890 
402099 
427779 
453005 
422170 
414161 
437623 
449810 
450663 
419525 
424727 
418592 
425292 
430821 
418552 
408291 
425474 
453028 
447831 
437162 
429166 
432446 
417866 
431093 
408116 
449569 
429999 
420552 
423175 
406137 
413833 
450375 
409066 
425700 
432359 
409093 
418054 
408446 
417115 
429840 
409717 
418113 
448275 
432731 
405157 
425274 
423739 
421310 
457107 
437257 
407259 



AW579960 
W26276 
AI343300 
NM.014781 
AI791150 

M83554 
AW152225 
L11144 
AA284267 
BE5596B1 
AW301608 
AW384082 
AA001356 
R88362 
AA417944 
M36803 
AW977653 
AI611317 
H08225 

AA906997 
AW055308 
AI791949 
AA136106 
D63880 
AB008681 
H43540 
T79257 
AW590378 
X99226 
NM 005B24 
AA487264 
AF198254 
AB023191 
Z48054 
AB006532 
A1433293 
AW005505 



AA542845 
AW067903 
AB031038 
AA251393 
AI656634 
AI761902 
AK000492 
W27595 



Hs.135150 
Hs.104557 
Hs.15091 
Hs.50421 
Hs.262009 

Hs.1 314 
Hs.165909 
Hs.1907 
Hs.221504 
Hs.30736 
Hs.278188 
Hs.1 04879 
Hs.18159 
Hs.180591 
Hs.44331 
Hs.346935 
Hs.75319 
Hs.341531 
Hs.268712 

HS.1807BO 
Hs.31803 
Hs.1 12432 
Hs.184852 
Hs.5719 
Hs.23994 
Hs.25292 
Hs.1259 
Hs.1 52519 
Hs.284153 
Hs.155545 
Hs.154974 
Hs.86088 
Hs.44131 
Hs.158084 
Hs.31442 
Hs.164115 
Hs.5464 
Hs.197668 
Ks.294088 
Hs.82772 
Hs.301704 
Hs.289052 
Hs.195389 
Hs.99597 
Hs.98806 
Hs.347310 



Z15005 

AA009647 

AA062980 

AF076292 

AA076049 

BE243834 

NMJJQ2318 

AW450669 

AW952792 

AA459699 

AW452871 

AI272141 

BES14434 

R31178 

BE281191 

AA39B155 

AW630087 

AA418246 

AI283085 

L02256 



Hs.75573 

Hs.66960 
Hs.159251 
Hs.274415 
Ks.50441 
Hs.83354 
Hs.45068 
Hs.334612 
Hs.99496 
Hs.56043 
Hs.83484 
Hs.20830 
Hs.287820 

Hs.155482 
Hs.97600 
Hs.103315 
Hs.185796 
Hs.290931 



lung type-l cell membrane-associated gly 2. 1 8 

RNA.U2 small nuclear 2.18 

ESTs 2.18 

KIAA0203 gene product 2.17 

ESTs, Moderately similar to 138022 hypot 2.17 

C19000728*:gi|12585552lsp|Q9Y2QltZ257_HU 2.17 

tumor necrosis factor receptor superfami 2.17 

ESTs, Weakly similar to I38022 hypotheti 2.17 

galanin 2.16 

ESTs 2.16 

KIAA0124 protein 2.15 

ESTs, Moderately similar to 154374 gene 2.15 

serine (or cysteine) proteinase inhibito 2.15 

ESTs 2.15 

ESTs, Weakly similar to T23976 hypotheti 2.15 

ESTs 2.K 

hemopexin 2.15 

ribonucleotide reductase M2 polypeptide 2.14 

ESTs 2.14 

ESTs 2.14 

ENSP00000217725*:Laminin alpha-1 chain p 2.14 

TERA protein 2.14 

ESTs, Weakly sirrtfar to N-WASP[Ksapien 2.14 

antj-Mu!Ierian hormone 2.14 

KIAA1553 protein 2.14 

chromosome condensation-related SMC-asso 2.13 

activin A receptor, type IIB 2. 1 1 

ribonudease HI, large subunit 2.1 1 

asialoglycoprotein receptor 2 2.11 

hypothetical protein FU20674 2.10 

Fanconi anemia, complementation group A 2.10 

37 kDa ieucine-rich repeat (LRR) protein 2.1 0 

Homo sapiens mRNA; cDNA DKFZp667N064 (fr 2.09 

IGF-ll mRNArbinding protein 1 2.09 

KIAA0974 protein 2.09 

peroxisome receptor 1 2.09 

RecQ protein-like 4 2.09 

ESTs 2.08 

thyroid hormone receptor coacuvaling pr 2.08 

KIAA1270 protein 2.08 

GAJ protein 2.08 

collagen, type XI, alpha 1 2.07 

eomesodermin (Xenopus laevis) homolcg 2.07 

Homo sapiens, Similar to RIKEN cDNA 5430 2.07 

ESTs 2.07 

ESTs 2.06 

hypothetical protein 2.06 

hypothetical protein FU14627 2.05 

NM_000179*:Homo sapiens mutS (E coti) h 2.05 

centromere protein E (31 2kD) 2.05 

a dfeintegrin and metatloproteinase doma 2.05 

ESTs 2.05 

forkheadboxHI 2.05 

Homo sapiens cDNA FU10229 (is, clone HE 2.05 

CGW4 protein 2.05 

lysyt oxidase-Ifre 2 2.04 

hypothetical protein DKFZp434l143 2.04 

small nuclear ribonudeoproteln potypept 2.04 

ESTs 2.03 

CGM 15 protein 2.02 

SRY (sex determining region Y)-box 4 2.02 

Wnesin-like2 2.02 

fibronectin 1 2.02 

NM_00321 3*:Homo sapiens TEA domain tamfl 2.02 

minichrornosorne maintenance deficient (mi 2.01 

ESTs 2.01 

trinucleotide repeat containing 1 2.00 

ESTs, WeaHy similar to Z184_HUMAN ZINC 2.00 

ESTs, Weakly similar to YFJ7_YEAST HYPOT 2,00 

gb:Human Fab fragment binding syncytial 2.00 



TABLE 50B: 

Pkey: Unique Eos probeset identifier number 
75 CAT number Gene cluster number 

Accession: Genbank accession numbers 

Pkey CAT Number Accession 

BG215094BG198867BG196332BG208220BG212A1B 



595 



WO 03/042661 



PCT/US02/36810 



430676 

427521 

427486 
412537 



443068 
436812 
418477 

418378 
422689 
435514 
439780 
434609 
454679 
434414 



409517 



406687 
457191 
410704 



413646 
442032 
411022 
429228 

445093 
420218 

435096 
422468 
415684 
447350 
410276 
437908 
418866 
424765 

414883 



443748 
415989 



L2 

513212.1 

684159.1 
14066.1 



18695.17 
659779.1 
4172.1 

1227421.1 

874209.1 

132288.1 

49082.1 

14739.1 

174325.1 

35978.1 



4537J 



0_0 

1389182.1 
1054673J 



1525656.1 
15407.1 
1066666.1 
215430.1 

175963.1 
191547.1 

125215.1 

216674.1 

18695.18 

2267324 J 

641443.1 

13268.11 

245947.1 

6857.1 

8371.2 



669881.1 
10194.1 



400195 16894.2 



450375 16559.3 



BG433950 BE061583 T05808 BE144813 AW812038 BE144812 AW812040 AW812041 AU124350 BE061602 BE061604 BF922595 BE061603 
AI352469 BE061601 BI062752 AW818206 BF8B7722 

AW973352 BF222929 AW016853 BF059130 AI651829 BE551767 AA5S8414 A1339359 BF059601 A1961 162 AI341422 Ai206248 A1206165 

AA548736 AA768578 AI539081 AW025957 AA736837 N79575 AW594357 AA480892 

BF510715 BE673055 BE4641 1 1 AW590620 AI637939 AA404324 AW236441 AI650952 BF056796 AA974433 

AK025201 AA425472 A1694282 BG057305 AA907787 AI286170 A1684577 AJ420494 A1809865 BF058095 A147B773 AI160445 AL0441 14 

AW665529 AI129239 AW297152 AI268215 A1469807 A1969353 BE552356 N66509 AA736741 AA382555 AW075811 AV759188 BI259364 

BF445142 BG232065 A1141758 AI631202 A1167566 AI208445 AA889823 BF982682 N90322 B1090882 BF208005 AW953918 AL0441 13 AI016793 

AA382556 AW235763 AA927051 A1862075 BE886691 BE619282 

AV752763 AI032142 N30308 N22181 H95390 AW675632 

AW978773 AW29B067 AA810101 AW194180 AA731645 A1690673 

BC022538 AI990847 BF478249 BG217996 BG212702 BG182057 AW589B83 BF000085 AA993969 BG479023 BG220014 BG679466 BE907092 

AI623B55 AA223956 AA223917 AW022983 AW0905B0 AW573219 BF514491 BF445397 AA8B4705 AI910424 

AA218925 AW962081 AA354237 

AW954733 AA315006 AW856665 

AA683356 AW592804 AJ150287 

AL109688 R23665 R26578 

AF147390 R76593R76594 

AW81 31 1 0 BF771 370 BF771 371 AW813 1 13 AW003381 

AF134164 BF809407 AA218567 BFB42863 AI267168 BF876178 BG999253 AW861851 AW858362 AI817548 BF771300 AA1 13928 AA223422 
AA055556 BF773400 BF998B69 BE081333 BE073424 BE142245 H59571 H59570 BF871558 BF871064 BE001 132 BF826831 AW754298 
AA223267 BG997895 BG997897 AW991957 AA534354 BG319501 BF736309 AI694265 AA045564 BG950256 AI829309 BG987850 BE093175 
BF854337 

NM.000363 X54163 M64247 AI265781 AI760600 AI367238 BE140258 AW207185 AI657074 C03333 A119391 1 C05024 C03193 A1950215 C05070 
C05613 W17389 C05351 AA311399 C04180 C04896 C05502 C05482 C04456 C04543 C04558 C04551 C03114 C03103 AI369979 AJ652255 
T12391 T1 2073 W19390 C02994 C02730 C04434 W071 36 R57607 C03339 
M31126 

AI216469 A1354789 AA446136 H24336 AA446443AI 376228 R48940 

AW877458 AW877524 BE076922 BE166912 AW840534 BE076754 AW797829 BE166905 BE166926 AW877462 BE166927 BE166932 AW877523 
BE166917 AW877529 BE166928 BF351394 AW877522 AW877528 BE166861 BE166866 BE166913 BE166919 AW877455 AW877537 BE076866 
AW840571 

BE155042 BE1 55040 BE1 54987 BE1 55012 

BF223060 BF22281 8 A1950472 AW016786 A1207136 A1969730 BF222890 AI633857 AI96871 1 AA974235 AJ352637 
AW936378 AW936544 AW813513 

BG676155 BM009591 AI479075 A1025794 AI017967 AA448270 BE466812 AA853422 AI392649 BG952034 AA513384 BF840124 BE714620 

AW969605A1553633 

A1207197 BF773544 AW196462 

AW958037 R42557 AI337047 AA948360 AI638005 AA459950 AI62491 5 AI638047 AI467856 A1521826 AA860305 AI93231 5 AW003092 AW271756 

AW779380AA609879AI634791 AI493770 AI565211 Z411 45 AI627952AA303734BE349457AW1 96765 AA256527 BE089727 

H30075 AA664977 AW975278 

AW962701 AA310998 AW962699 

BF666746 D59356 BG678312 N56640 AA166861 

AI375572 AI480404 BF430912 T068B2 

AA083514 A1554545 AW1 69852 AI363822 A1633826 AI656026 AI765624 AA147545 AA147552 
AI740586 AA771806 BE500996 AW204531 AI082424 A1033879 BF093176 AA771764 D38676 
T65754 AA229658 AA229857 

AK021881 AU145974 AU145787 C16964 AA428211 AU119698 AA993264 BF999192 AW903017 AA346559 AU119446 AW581679 AA991677 
AW898165 AW386878 AW890957 Z18340 

AF274943 BG494894 AI719075 AA9087B3 A1935150 AI422691 AA91 0644 AA583187 BM2721 67 AI828996 AA527373 AW972459 AI831 360 
AA772418 A1033892 AA100926 AU154749 AM59432 AJ423513 AJ094597 AA740817 AI99198B A109Q262 AI312104 BI256707 AA459522 AA416871 
AI075239 AI339996 AA701623 AI139549 AI335880 AA633648 A1989380 A1362835 AA399239 AI146955 BF514270 N92892 AI348243 A12788B7 
AA459292 AJ494230 BF507531 AI492600 AA962596 AW613002 AA293140AA235549 BF108854 AA954344 N49682 A1457100AW589407 
AW300758 BE22071 5 BE220698 BE569091 BM009647 BF900351 AI537692 AI203723 A1857576 AA58441 0 AW371667 BM172363 
BM467830 AI084433 AW206447 AI400976 AI248530 R16553 

BC013389 BC017398 A1023543 AA191424 AI267700 A1469633 AW958465 AW953397 AA172056 BE940298 BF909208 BF909980 BF095153 
BG285B37 A1720344 BF541715 AA355086 AA172236 

BM477554 BM423967 BC020979 AF067656 NM 007057 BI869291 BG468263 BG760599 BI261788 AA855060 BE257094 BF21 2452 BE888249 
BI259219AW409765 BE089556 AL564377 B12588B4 AW440401 AL578460AL578434AL556136BG036804AL531381 AW371767 BG610641 
BF1 02552 BE294929 BF792282 BG121657 BG502285 BG777493 AL554510 AW770358 AA573448 AA564001 AA969560 AW078945 AW750065 
AL573860AA143778 H99221 AA969210AW1 03401 AW750073 

BG570706BG572749AW606284 H04021 AA151165AW954405 AA131254BG056461 W46291 H01532H04384 H03231 AA852876 H04410 
H59605BE157601AA113758 



TABLE 50C 

Pkey: Unique number corresponding to an Eos probeset 

Raf: Sequence source. The 7 digit numbers In this column are Genbank Identifier (Gi) 

human chromosome 22' Dunham, et at (1999) Nature 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposiOon: Indicates nucleotide positions of predicted exons. 



numbers. "Dunham, et a!/ refers to the publication entitled The DNA sequence of 



Pkey 


Ref 


Strand 


NLposition 


404996 


6007890 


Plus 


37999-38145,38652-38998.39727-39872,4055 


406547 


7711513 


Minus 


172780-174358 


402145 


8018280 


Plus 


113086-114800 


403780 


8076989 


Plus 


93160-93409 


403432 


9719611 


Minus 


68204-68392 


401704 


3097841 


Plus 


24712-25374 


403433 


9719611 


Minus 


72225-72437 


401220 


9929324 


Minus 


4807948279 


406542 


7711499 


Plus 


117335-118473 


402099 


8117697 


Plus 


121553-121742,123255-123423 


406137 


9166422 


Minus 


30487-31058 
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405157 9966228 Plus 



156363-155502,157573-157746 



TABLE 51A: 

Pkey: Unique Eos probeset identifier number 
ExAccn: Exemplar Accession number. Genbank accession number 
UnigenelD: Unigene number 
1 0 Unigene Title: Unigene gene title 

R1: Ratio of semicomatous testicular cancer compared to normal adult tissues 

Pkey ExAccn UnigenelD Unigene Title R1 

15 418696 AW959433 Hs,32629Q hypothetical protein FU1 2581 56.62 

432666 AW204069 ESTs, Weakly similar b unnamed protein 49.00 

432730 AI066520 Hs.131358 ESTs . 37.64 

426534 U58096 Hs.2051 testis specific protein, Y-finked 37.60 

428654 AK001665 Hs.189095 similar to SALL1 (sal (Drosophila)«like 32.70 

20 420367 AA259090 Hs.257028 ESTs 29.98 

420347 AL033539 Hs.97124 Human DNA sequence from clone RP1-309H1 5 26.50 

43705^ AA861697 Hs.120591 ESTs 26.42 

407710 AW022727 Hs.23616 ESTs 23.85 

420528 AF130728 Hs.98586 douUesex and mab-3 related transcriptio 23.12 

25 424578 AK001973 Hs.150890 hypothetical protein 22.27 

420759 T11832 Hs.127797 Homo sapiens cDNAFU 11 381 fis. done HE 22.06 

417407 AA923278 Hs.290905 ESTs, WeaWy similar to protease [H.sapi 20.46 

429486 AF155827 Hs.203963 hypothetical protein FU 10339 18.44 

434649 AA738254 Hs.165390 ESTs, Highly similar to A40350 transcrip 15.92 

30 430252 AI638774 Hs.1 05328 testes development-related NYO-SP20 15.44 

423458 AI204212 ESTs 15.28 

438915 AA260174 Hs.285681 Williams-Beuren syndrome chromosome regi 15.26 

427711 M31659 Hs.1 80408 solute earner family 25 (mitochondrial 14.84' 

427667 AK001279 Hs.180171 Homo sapiens cDNA FU10417 fis, clone NT 12.98 

35 426427 M86699 Hs.169840 TTK protein kinase 12.44 

420401 AKD01907 Hs.97464 hypothetical protein 12.40 

406937 U14622 gb:Human transketolase-like protein gene 11.60 

430521 NM.016383 Hs.242183 H0M-TES45 tumor antigen 11.55 

425769 U72513 Hs.1 59486 Human RPL13-2 pseudogene mRNA, complete 11.52 

40 418477 AW022983 gb:df46h12.y1 Morton Fetal Cochlea Homo 10.94 

434551 BE387162 Hs.280858 ESTs. Highly similar to A35661 DNA excis 10.78 

436812 AW298067 gb:UI-H-BW0-ajp*09-0-UU1 NCl_CGAP_Su 10.54 

437789 AI581344 Hs.127812 ESTs, Weakly similar to T17330 hypothec 10.40 

433800 AI034361 Hs.135150 lung type-l ceD membrane-associated gly 10.32 

45 421241 X91817 Hs.102866 transketoIase4ike 1 10.14 

410102 AW248508 Hs.279727 ESTs; homotogue of PEM-3 ICiona savignyi 10.02 

418134 AA397769 Hs.86617 ESTs 9-76 

433159 AB035898 Hs.150587 kinesln-like protein 2 9-56 

433975 AA971953 Hs.122055 ESTs 9.36 

50 422956 BE545072 Hs.1 22579 ECT2 protein (Epithelial cell transtorm) 9.30 

410561 BE540255 HsX994 Homo sapiens cDNA: FU22044 fis, done H 9.22 

431494 AA991355 Hs.298312 hypothetical protein DKFZp434A1 31 5 9.16 

436899 AA764852 ESTs 8.76 

426083 AW962712 Hs.126712 ESTs, Weakly similar to AF191020 1 E21G5 8.76 

55 424905 NM_002497 Hs.153704 NlMA (never in mitosis gene a)-relatedk 8.64 

408908 BE296227 Hs.250822 serineAhreonine kinase 15 8.50 

413627 BE182082 Hs.246973 intronof BicaudalDhornotog 1 8.42 

425572 AB011076 Hs.158307 undifferentiated embryonic cell transcri 8.30 

415857 AA866115 Hs.127797 Homo sapiens cDNAFUl 1381 fis, clone HE 8.14 

60 408728 AL137379 Hs.47125 hypolheficat protein FU1391 2 8.14 

406547 Target Exon 8.02 

424153 AA451737 Hs.141495 MAGE-0ke2 7.90 

434699 AA643687 Hs.149425 Homo sapiens cDNA FU 11 980 fis, done HE 7.64 

437421 AA917062 ESTs 7.53 

65 409731 AA125985 Hs.56145 thymosn. beta, identified In neuroblast 7.50 

419423 D26488 Hs.90315 KJAA0007 protein 7.38 

428227 AA321649 Hs.2248 small Indudble cytokine subfamily B (Cy 7.38 

431840 AA534908 Hs3860 POU domain, class 5, transcription facto 7.32 

430676 AF084866 gb:Homo sapiens envelope protein RIC-3( 7.29 

70 436608 AA628980 Hs.192371 dovm syndrome critical region protein DS 7.25 

435206 AI432364 Hs.160594 ESTs 7.20 

414972 BE263782 Hs.77695 K1AA0008 gene product 7.12 

407340 AAB10168 Hs.2B4289 vitiBgc-associaled protein VTT-1 7.10 

426518 Z43039 Hs.170198 KIAA0009 gene product 7.10 

75 436513 AJ278110 Hs.1 25507 DEAWkw protein 7.04 

427521 AW973352 ESTs 6.96 

423673 BE003054 Hs.1 695 rriatrix metalloproteinase 12 (macrophage 6.92 

422232 D43945 Hs.1 13274 transcription factor EC • 6.90 

420047 AI478658 Hs.94631 brefeldin A-inhibited guanine nucleotide 6.83 

80 431041 AA490967 Hs.197955 KIAA0704 protein 6.76 

427335 AA448542 Hs^51677 G antigen 7B 6.58 

422797 AB033064 Hs.236463 WAA1 238 protein 6.55 

418379 AA218940 Hs.137516 tldgetin-6ke 1 6.46 
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423905 AW579960 
433764 AW753676 
422665 AJ011812 
433701 AW445023 
436909 AA907120 
423728 AW891294 
429228 AI553633 
419384 AA490866 
435514 AW592804 
434334 AA912476 
430835 AI240006 
438168 AA779975 
429120 AK001673 
408758 NMJJ03686 
424081 NMJJ06413 
432359 MO76049 
428153 AW513143 
422689 AW856665 
428301 AW628666 
419556 U29615 
438494 AA908678 
421974 AA301270 
427510 Z47542 
412265 AA101325 
413623 AA825721 
402145 

414136 AA812434 
428479 Y00272 
428949 AA442153 
408460 AA054726 
415947 U04045 
420900 AL045633 
426496 D31765 
407122 H20276 
422938 NM 001809 
402199 

409103 AF251237 
416859 H43437 
410166 AK001376 
410929 H47233 
417886 AA214584 
426223 AW977812 
409421 AA1998B3 
428249 AA130914 
429999 AI761902 
431721 AB032996 
408321 AW405682 
419197 N48921 
428329 AA426091 
418235 BE072634 
427119 AW880562 
414812 X72755 
414034 U89277 
409066 AA062980 
416201 AA467752 
433330 AW207084 
429529 BE501732 
437099 N77793 
415799 AA653718 
412530 AA766268 
418221 Z45514 
418971 AA360392 
416111 AA033813 
423175 W27595 
415717 AA167270 
423198 M81933 
433849 BE465884 
436211 AK001581 
432840 AK001403 
421307 BE539976 
414725 AA769791 
408291 A6023191 
408332 H91230 
416773 AK000340 
427584 BE410293 
421917 AB028943 
430547 AC003682 
430287 AW182459 
436360 AI962796 
438624 AA889055 
434609 R76593 
411945 AL033527 
408065 AW954272 



Hs.135150 lung type-l cell membrane-associated gty 6.45 

Hs.39982 zinc finger protein RJNZF (NM_023929) 6.44 

Hs.1 19018 transcription factor NRF 6.38 

Hs.15155 ESTs 6.34 

ESTs 6.28 

Hs.1 321 36 solute carrier family 4, sodium bicarbon 6.27 

ESTs 6.26 

Hs.39429 ESTs 6.23 

ESTs 6.08 

Hs.1 16750 Homo sapiens cDNA FU13221 fis, done NT 5.90 

Hs.192326 ESTs 5.89 

Hs.128859 ESTs 5.88 

Hs.196530 hypothetical protein FU1081 1 5.80 

Hs.47504 exonuclease 1 5.78 

Hs.139120 ribonudeaseP(30kD) 5.70 

Hs.274415 Homo sapiens cDNA FU 10229 fis, done HE 5.67 

Hs.98367 SRY (sex determining region Y)-box 17 (S 5.64 

gb:RC3-CT0297-29010CW)1^d03 CT0297 Homo 5.58 

Hs.98440 ESTs, Weakly similar to 138022 hypotheti 5.58 

Hs.91 093 chitinase 1 (chitotnosidase) 5.55 

Hs.130183 ESTs 5.52 

gb:EST14192 Testis tumor Homo sapiens cD 5.52 

Hs.17931 2 small nudear RNA activating complex, po 5.48 

Hs.86154 hypothetical protein FU12457 5.45 

Hs.246973 intronofBicaudalDhomdogl 5.36 

Target Exon 5.30 

SMC2 (structural maintenance of chromoso 5.28 

Hs.334562 cell division cycle 2, G1 to S and G2 to 5.22 

Hs.104744 hypothetical protein DKFZp434J061 7 5.16 

Hs.285574 ESTs 5.14 

Hs.78934 mutS (E. coli) homotog 2 (colon cancer, 5.12 

Hs.44269 ESTs 5.08 

Hs.170114 KIAA0061 protein 5.01 

Hs.31742 ESTs 5.00 

Hs.1594 centromere protein A (17kD) 4.95 

Target Exon 4.90 

Hs.1 12208 XAGE-1 protein 4.90 

hypothetical protein MGC14258 4.B4 

hypothetical protein FU10514 4.82 

ESTs 4.73 

ESTs 4.73 

Hs.130391 ESTs 4.72 

ESTs 4.72 

zinc finger protein 268 4.71 

ESTs 4.68 

Hs.268044 WAA1170 protein 4.68 

Hs.44205 corfetatin 4.67 

KIAA1615 protein 4.66 

ESTs, Moderately similar to R27328 2 [H. 4.64 

gb:PM4-BT0548-171299-001-hO8 BT0548 Homo 4.64 

Hs.272525 ESTs 4.64 

Hs.77367 monokine induced by gamma interferon 4.64 

Hs.305985 early development regulator 1 (homolog o 4.64 

Hs.66960 ESTs 4.62 

Hs.195161 ESTs 4.53 

Hs.132816 hypothetical protein MGC14801 4.52 

Homo sapiens cDNA FU13010 fis, done NT 4.50 

ESTs, Highly similar to S14458 laminin a 4.46 

Hs.225841 DKFZP434D193 protein 4.46 

Hs.266273 hypothetical protein FU 13346 4.34 

DtGeorge syndrome gene D 4.32 

ESTs 4.30 

ctirornatin assembly factor l.subunit A ( 4.29 

Hs.347310 hypothetical protein FU14627 4.21 

Hs.130435 ESTs 4.18 

Hs.1634 ceD division cycle 25A 4.12 

Hs.280728 ESTs 4.12 

Hs.334828 hypothetical protein FU10719; KIAA1794 4.11 

Hs.279521 hypothetfcal protein FU20530 4.07 

Hs.103305 Homo sapiens mRNA; cDNA DKFZp434B0425 (f 4.07 

ring finger protein 21 , interferon-respo 4.05 

KIAA0974 protein 4.05 

Hs.234794 Homo sapiens mRNA; cDMA DKFZp564B083 (fr 4.04 

Hs.7982B rrypotheucal protein FU20333 4.04 

Hs.1 79718 v-myb avian myeloblastosis viral oncogen 4.03 

Hs.109445 KIAA1020 protein 4.02 

Hs.127988 ESTs, WeaWy similar to Z211.HUMAN ZINC 4.02 

Hs.125759 ESTs. Weakly simitar to LEUSJiUMAN LEUKE 4.01 

Hs.156100 ESTs 4.00 

Hs.123468 ESTs 3.99 

gb:yi60c11 s\ Soares placenta Nb2HP Homo 192 

Hs.92137 Unyc-2 protein(MYCL2) 3.90 

gb:EST366342 MAGE resequences, MAGC Homo 3.90 
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Hs.67624 
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Hs.99597 



Hs.27441 
Hs.98453 



Hs.30622 
Hs.48659 



Hs.83775 
Hs.67113 
Hs.79018 
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413833 215005 
421010 AW974553 
438456 AA913381 
424687 J05070 
412537 AL031778 
418661 NMJW1949 
408750 BE294069 
422094 AF 129535 
419839 U24577 
416350 AF188625 
426054 U12431 
401435 

424557 AA343057 
422631 BE218919 
409089 NM_014781 
426067 AW664691 
415684 D59356 
429469 M64590 
424590 AW966399 
427761 AA412205 
433641 AF080229 
418216 AA662240 
438180 AA808189 
424281 AA766243 
421379 Y15221 
428878 AA436884 
438885 A1886558 
416445 AL043004 
424381 AA285249 
432415 T16971 
427298 M400495 
420218 AW958037 
407300 AA102616 
410420 AA224053 
432809 AA565509 
424085 NWL002914 
421373 AA808229 
423354 AB011130 
418830 BE513731 
431077 AI669133 
418049 AA211467 
420949 AA934063 
432407 AA221036 
434288 AW189075 
418295 AW970043 
429714 BE561801 
421350 AW301608 
420161 AI683069 
414618 AI204600 
430253 AK001514 
414747 U30872 
423419 R55336 
410275 U85658 
408092 NMJJ07057 
423685 BE350494 
438378 AW970529 
• 415912 H08859 
412140 AA219691 
420552 AK000492 
402408 

432281 AK001239 
415829 AW450198 
423739 AA398155 
418459 R85436 
421972 M18185 
437257 AI283085 
429830 AI537278 
420524 AB010575 
433023 AW864793 
421633 AF121860 
420507 AF093408 
432938 T27013 
414598 AI094221 
419635 NM_005033 
425312 AA354940 
425474 Z48054 
411027 AF072099 
43244S AA542845 
424513 BE385864 
436902 AW247145 
422789 AK001113 
430056 X97548 
427617 D42063 



Hs.1189 
Hs.93581 



Hs.75573 centromere protein E (31 2kD) 

Hs.2671 24 ESTs, Weakly similar to ALU6.HUMAN ALU S 

Hs.20594 ESTs 

Hs.1 51738 matrix metafloproteinase 9 (gelatlnase B 
nuclear transcription factor Y, alpha 
E2F transcription (actor 3 
hypothetical protein FU10512 
Hs.272027 F-box only protein 5 
Hs.93304 phospholipaseA2, group Vll (p!atelet-ac 
Hs.1 89507 phosphoTtpase A2, group IID 
Hs. 166109 ELAV (embryonic lethal, abnormal vision, 

C14000397* :gil7499898IpirlIT33295 hypolh 
Hs.164588 ESTs, Moderately similar to neuronal thr . 
Hs.1 18793 hypothetical protein FU10688 
Hs.50421 K1AA0203 gene product 
ESTs 

sorbitol dehydrogenase 
glycine dehydrogenase (decarboxytating; 
hypotheUcal protein FU20086 
Hs.140996 ESTs 

gb:Human endogenous retrovirus K clone 1 
Hs.283099 AF15q14 protein 
Hs.272151 ESTs 

gb:oa13b11.s1 NCLCGAP.GCB1 Homo sapiens 
Hs.1 03982 small inducible cytokine subfamily B (Cy 
Hs.48926 ESTs 
HS.1B49B7 ESTs 
Hs.79337 KIAA01 35 protein 
Hs.1 46329 protein kinase Chk2(CHEK2) 
Hs.289014 ESTs, Weakly similar to A43932 mucin 2 p 
ESTs 

ribosoma! protein L4 
Hs.1 20769 gb:zn43e07.s1 Stratagene HeLa cell s3 93 
Hs.172405 cell division cycle 27 
Hs.131703 ESTs 

Hs.139226 replication fxtor C (activator 1) 2 (40 
Hs.46677 ESTs 

Hs.127436 calcium channel, voltage-dependent, alph 
Hs.88959 hypothetical protein MGC4816 
Hs.115660 hypothetical protein FU12810 

Homo sapiens, Similar to nuclear localiz 
Hs.13836 ESTs. Weakly similar to 138022 hypothec 
Hs, 1 3273 gb:zr03fl Zrl Stratagene NT2 neuronal pr 
Hs.116265 fibriinn3 

Hs.238039 hypothetical protein FU11090 
Hs.2484 T-cell leukemia/Iymphoma 1A 
Hs.278188 ESTs, Moderately similar to 154374 gene 
Hs.120817 ESTs 

Hs.96978 hypothetical protein MGC10764 
Hs.236844 hypothetical protein FU 10652 
Hs.77204 centromere protein F (350/400kD, mitosin 
ESTs 

transcription factor AP-2 gamma (activat 
ZW10 interactor 

uveal autoantigen with coiled col domai 
hypothetical protein FU21816 
Hs.206469 ESTs, Weakly similar to ALU6_HUMAN ALU S 
Hs.73625 RAB6 interacting, kinesin-like (rabkines 
Hs.98806 hypothetical protein 

NM_030920*:Homo sapiens hypothetical pro 
Hs.274263 hypothetical protein FU10377 
Hs.163742 ESTs 
Hs.97600 ESTs 
Hs.268814 ESTs 

Hs.1454 gastric inhibitory polypeptide 

ESTs, Weakly similar to YFJ7JYEAST HYPOT 
DKFZP434D193 protein 
arrcloride-sensitive cation channel 3, te 
thrombospondin 1 
Hs.106260 sorting nexln 10 

A kinase (PRKA) anchor protein 3 
steroidogenic acute regulatory protein 
lung type-l cell membrane-associated gly 
potymyosilis/sderoderma autoantigen 1 ( 



Hs.97053 



Hs.27 
Hs.46821 



Hs.23539 
Hs.61796 
Hs.42650 
Hs.49753 
Hs.86434 



Hs.290931 
Hs.225841 
Hs.98547 



Hs.98397 
Hs.3132 
Hs.135150 
Hs.91728 



Hs.145958 ESTs 

Hs.158084 peroxisome receptor 1 

Hs.67846 leukocyte irrununoglobulin-fike receptor, 

Hs.294088 GAJ protein 

Hs.149894 mitochondria! translational initiation f 

Hs.192729 ESTs 

Hs.1 20842 hypothetical protein FU 10251 

Hs.228059 KRAB-assoclated protein 1 

Hs.199179 RAN binding protein 2 
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406367 

418856 T65754 
435918 AF263538 
436511 AA721252 
402680 

414161 AA136106 
427239 BE270447 
433683 AI817723 
417576 AA339449 
402299 

420697 AA827705 
427719 AI393122 
419131 AM06293 
410048 W76467 
427314 AB033024 
424315 AW614850 
430335 D80007 
410361 BE391804 
4136B6 AI469213 
429183 AB014604 
430292 AK000634 
422726 U11690 
437834 AA769294 
435159 AA668879 
428361 NMJ)15905 
430388 AA356923 
434070 AF116652 
429323 NM_001649 
433247 AB040948 
415884 H22966 
427668 AA298760 
437162 AW005505 
401091 

425601 AW629485 
428597 AK000147 
417705 AW134952 
438243 A1581311 
418203 X54942 
410704 BE076754 
429063 AW363845 
427147 AA39B587 
430552 AA176374 
437660 W31708 
425237 U07695 
419335 AW960146 
426386 M748850 
423123 NM 012247 
430968 AW972830 
420596 NM.002692 
419741 NMJJ07019 
401464 

411856 H67899 
411365 M76477 
419029 AA233397 
421654 AW163267 
421535 AB002359 
423453 AW450737 
412673 AL042957 
410006 AW732308 
434159 AW135214 
427260 AA663848 
439053 BE244588 
414706 AW340125 
433979 AA620999 
403969 

420582 BE047878 
418355 L42563 
411127 AA658995 
437205 AL110232 
412123 BE251328 
436481 AA379597 
408446 AW450669 
437033 AW248364 
418592 X99226 
415585 R59946 
424800 AL035588 
426470 AA528794 
426919 AUM1228 
421209 AJ010230 
437496 AA45237B 
401837 

428743 AL080060 
422809 AK001379 



NM_022357:Homo sapiens putative metallop 2.97 

gbiycl 1c07.s1 Stratagene lung (937210) H 2.97 

Hs.86232 growth differentiation factor 3 2.97 

Hs.291502 ESTs 2.96 

Target Exon 2.96 

Hs.184852 KIAA1553 protein 2.95 

ubiquitin carrier protein 2.95 

Hs22678 hypothetical protein OJ21832 2.94 

Hs.82285 phosphoribosylgtydnamtdeforrnyiUansfer 294 

Target Exon 2.92 

Hs.26605 ESTs 2.90 

Hs.134726 ESTs 2.90 

Hs.109526 ESTs 2.89 

Hs.343874 proline oxidase home-tog 2.89 

Hs.175475 KIAA1198 protein 2.89 

Hs.193384 putatathre 28 kDa protein 2.88 

Hs.239499 KIAA0185 protein 2.87 

Hs.62661 guanytate binding protein 1 , interferon- 2.87 

Hs.71404 ESTs 2.87 

Hs.197955 KIAA0704 protein 2.86 

Hs.238270 hypothetical protein FU20627 2.86 

Hs.1572 faciogeriital dysplasia (Aarskog-Scott sy 2.86 

gb:nz36g03.s1 NCLCGAPJ3CB1 Homo sapiens 2.86 

Hs.116649 ESTs 2.84 

Hs.1 83858 transcriptional Intermediary factor 1 2.84 

Hs.240770 nuclear cap binding protein subunit 2, 2 2.84 

Hs.270087 hypothetical protein PRO0813 283 

Hs.2391 apical protein, Xenopus taevis-tike 2.83 

Hs.142856 WAA1515 protein 2.82 

Hs.13471 ESTs 2.82 

Hs.180191 hypothetical protein FU 14904 2.82 

Hs.5464 thyroid hormone receptor coactivaling pr 281 

decay accelerating factor for complement 2.81 

Hs.140720 GSK-3 binding protein FRAT2 2.79 

Hs.295909 hypothetical protein FU 10700 2.79 

Hs.1 75220 hypothetical protein FU 14541 2.79 

ESTs 2.78 

Hs.83758 CDC28 protein kinase 2 2.78 

gb:CM1-BT0601-180200-121-b10 BT0601 Homo 2.77 

Hs.322903 ESTs, Weakly similar to A46010 X-tinked 2.76 

Hs.97414 ESTs 2.76 

Hs.243886 nuclear autoantigenic sperm protein (his 2.76 

Hs.55304 ESTs 2.74 

Hs.155227 EphB4 2.72 

Hs.284137 hypothefical protein FU12888 2.72 

Hs.1 25830 bladder cancer overexpressed protein 2.70 

Hs.124027 SELENOPHOSPHATE SYNTHETASE; Human sden 270 

gb:EST384925 MAGE resequences, MAGI Homo 2.70 

Hs.99185 polymerase (DMA directed), epsilon 2 2.68 

Hs.93002 ubiquilin carrier protein E2-C 2.68 

histone deacetytase 5 2.68 

Hs.4190 Homo sapiens cDNA: FU23269 fe, clone C 2.68 

Hs.289082 GM2 ganglioside activator protein 2.68 

Hs.326290 hypothetical protein FU12581 2.67 

Hs.106469 suppressor of varl (S.cerevisiae) 3-tike 2.66 

Hs.105478 phosphonTwsytformylglyckwmidinBsyntha 2.66 

Hs.128791 CGW9 protein 2.66 

Hs.31845 ESTs 2.65 

Hs.57783 eukaryoGc translation iniUaiion factor 2.65 

Hs.191828 ESTs 2.65 

gb:ae70bO6.s1 Stratagene schizo brain S1 2.64 

Hs.6456 chaperonin containing TCP1, subunit 2 (b 2.64 

Hs.76989 K1AA0097 gene product 2.64 

gb:ag03a08.s1 SoaresJestisJIHT Homo sap 2.64 

ENSP000000346532inc finger protein 131 2.64 

Hs.99093 Homo sapiens chromosome 19, cosmid R2837 264 

Hs.1 165 ATPase, H? transporting, nongastric, alp 2.63 

Hs.218329 hypothetical protein 2.62 

Hs.279243 Homosapiens mRNA; cDNA DKFZp554D2071 (f 2.62 

Hs.73291 hypothetical protein FU10881 2.61 

Hs.5199 HSPC1 50 protein similar to ubiquiCn-con 2.60 

Hs.45068 hypothetical protein DKFZp434l143 2.59 

Hs.5409 RNA polymerase I subunit 2.58 

Hs.2841 53 Fanconi anemia, complementation group A 2.5B 

HS.1B4852 KIAA1553 protein 2.57 

Hs.1 53203 MyoD family inhibitor 2.57 

Hs.128644 ESTs "7 

ELAV (embryonic lethal, abnormal vision, 2.56 

Hs.102576 ret finger protein-Eke 1 antisense 2.56 

Hs.146668 Homo sapiens mRNA; cDNA DKF2p547J125 (fr 256 

NfA_0251 09:Homo sapiens hypothefical prot 256 

Hs.301549 Homo sapiens mRNA; cONA DKFZp564H172 (fr 256 

Hs.1 21028 hypotheUcal protein FU10549 255 
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Hs.292478 ESTs 

Hs.1 608 replication protein A3 (1 4kD) 
Hs.239681 hypothetical protein FU20275 
Hs.227630 RE1-silendng transcription factor 
Hs.1 91381 hypothetical protein 
Hs 1 32560 hypothetical protein FU 10312 
Hs.138411 Homo sapiens mRNA; cDNA DKFZp58SJ1922 (f 
Hs.14825 ESTs, Weakly similar to K1AA1503 protein 
Hs.1 16206 Opa-interacting protein 5 
Hs.14953 K1M1491 protein 
Hs.7962 ESTs, Weakly similar to S44608 C02F5.6 p 
Hs.334371 hypotheecal protein MGC1 3096 
Hs.1 57148 hypothetical protein MGC13204 
Hs .7081 1 hypothetical protein FU2051 6 
Hs.183114 Homo sapiens cDNA FU14236 fis, done NT 
Hs.43697 eis variant gene 5 (ets-r elated molecule 
Hs.1 13170 ESTs 

Target Exon 

NMJK)5381*:Homo sapiens nudeoBn (NCI), 
leucine zipper, putative tumor suppresso 
COC45 (cell division cycle 45. Sxerevis 
ESTs 
ESTs 
ESTs 

CCMT-box-bmding transcription factor 
DKFZP434B1 68 protein 
ESTs 

NrvL000478:Homo sapiens alkaline phosphat 
Homo sapiens cDNA FU12981 fe, done NT 
Homo sapiens DNA helicase homolog (PIF1) 
ESTs, Weakly similar to 04HUD1 debrisoqu 
RAD54 (S.cerevisiaej-like 
leucine-rich neuronal protein 
ESTs, Highly similar to TUL3_HUMAN TUBBY 
hypothetical protein FU22584 
nuclear pore complex protein 
nuclear phosphoprotein similar to S. cer 
gb:Homo sapiens full length insert cDNA 
ESTs 

chaperonin containing TCP1 , subunit 6A ( 
catheliridin antimicrobial peptide 
SPR1 protein 

ESTs, Moderately similar to CRGD_HUMAN G 
matrix metalloproteinase 25 
carbamoyl-phosphate synthetase 2, aspart 
cancer/tesfis antigen (NY-ESO-1) 
polymerase (RNA) 111 (DNA directed) (62k 
Putative prostate cancer tumor suppresso 
homeoboxAl 

diptheria toxin resistance protein requl 
collagen, type II, alpha 1 (primary oste 
gb:RCO-MT00O3-14030O-O31-b07 MT0003 Homo 
chromosome segregation 1 (yeast homolog) 
C4001759:g4133250lspjP19474lRO52_HUMAN 
Homo sapiens, Similar to TEA domain fami 
NM_006265*:Homo sapiens RAD21 (S. pombe) 
TASP for testis-specific adriamycin sens 
granzyme K (serine protease, granzyme 3; 
gb:EST374201 MAGE resequences, MAGG Homo 
Homo sapiens cDNA FU 13872 fis, done TH 
mirtichrornosome maintenance defident (S. 
ESTs 

hypothetical protein DKFZp762L0311 
gene from NF2/meningioma region of 22q12 
vatyMRNA synthetase 2 
Homo sapiens, done 1MAGE3682908, mRNA 
gb:PM3-BN0176-10040(W)01-g04 BN0176 Homo 
BRCA1 assodated RING domain 1 
Homo sapiens, clone MGC.12617, mRNA, com 
427726 AI359144 Hs.1436B8 Homo sapiens cDNA: FU23031 fis, done L 
417115 AW952792 Hs.334612 small nudear ribonudeoprotein polypept 

Si " HS - 9S60 ° C12000S14*:gi|7302471|gb|AAF57556.1l (AE 

413762 AW411479 Hs.848 FK506-binding protein 4 (59kD) 

425811 AL039104 Hs.159557 karyopherin alpha 2 (RAG cohort 1 , impor 

424935 AI655010 Hs.120363 hypothetical protein MGC15634 

415791 H09366 Hs.78853 uraca-ONA grycosytase 

431667 AA812573 Hs.246787 ESTs 

424169 AA336399 Hs.153797 ESTs 

436540 BE397Q32 Hs.14468 hypothefical protein MGC1 4226 

418113 AI272141 Hs.83484 SRY (sex determining region Y)-box 4 

403242 Tar 9 el 

414732 AW410976 Hs.77152 rntofciiromoscme maintenance deficient (S. 



418648 AW979223 
423020 AA383092 
430345 AK000282 
424075 A1807320 
428728 NMJ>16625 
423755 AB037735 
424051 AL1 10203 
416734 H81213 
422406 AF025441 
433228 F28212 
411943 BE502436 
426181 AA371422 
423642 AW452650 
411571 AA122393 
419750 AL079741 
408209 NWL004454 
435726 BE535787 
404068 
403137 

434276 AF123659 
422283 AW411307 
429652 AA766B10 
416204 AW972270 
414713 BE465243 
425910 AA830797 
408875 NM.015434 
435244 N77221 
402679 

413943 AW294416 
433914 AF108138 
437812 AI582291 
410855 X97795 
423232 BE244625 
427578 A1591305 
409934 R91601 
423787 AJ295745 
420892 AW975076 
438869 AF075009 
434981 AW182577 
417911 AA333387 
409210 AA251B12 
424425 AB031480 
411885 AA452635 
421567 AJ272137 
425159 NM_004341 
418678 NMJJ01327 
431197 AL038596 
411630 U42349 
410968 AA199907 
421305 BE397354 
417153 X57010 
412389 AW947655 
419359 AL0432Q2 
403780 

437681 AI207958 
400205 

433160 AW207002 
432606 NM.002104 
425331 AW952128 
430606 BE266026 
424308 AW975531 
418821 AA436002 
437437 AA226869 
413437 BE313164 
425848 BE242709 
435532 AW291488 
430163 BE010038 
409342 AU077058 
430504 H52761 



Hs.93605 

Hs.114311 

Hs.259290 

Hs.195161 

Hs.12664 

Hs.184760 

Hs.48604 

Hs.1 87824 

Hs.144687 

Hs.112160 

Hs.16846 

Hs.66718 

Hs.1 25742 

Hs.169084 

Hs.190466 

Hs.236204 

Hs.172589 

Hs.293077 

Hs.82916 

Hs.51120 

Hs.146824 

Hs.131057 

Hs.198265 

Hs.154868 

Hs.167379 

Hs.250745 

Hs.71119 

Hs.67397 

Hs.324830 

Hs.81343 



Hs.90073 

Hs.166556 

Hs.134342 
Hs.3066 

Hs.31476 
Hs.1 54443 
Hs.1 831 61 

Hs.75361 
Hs.1 59637 
Hs.117305 

Hs.54089 

HS.1436B8 
Hs^34612 
Hs.95600 

Hs.848 

Hs.159557 

Hs.120363 

Hs.78853 

Hs.246787 

Hs.153797 

Hs.14468 

Hs.83484 



2,55 

154 

2.54 . 

2.54 

2.53 

2.52 

2.52 

2.52 

2.52 

2.51 

151 

2.50 

2.50 

2.48 

2.48 

2.47 

2.47 

146 

2.46 

146 

2.46 

145 

2.45 

2.44 

2.44 

2.44 

2.44 

2.43 

142 

2.41 

141 

2.41 

140 

2.40 

2.39 

2.39 

2.39 

138 

138 

138 

137 

137 

137 

137 

137 

136 

136 

136 

136 

136 

136 

135 

135 

134 

134 

134 

134 

134 

133 

133 

132 

132 

132 

131 

130 

130 

130 

129 

129 

129 

128 

128 

127 

126 

126 

126 

126 

126 

2.25 

125 

124 

2.24 

124 



601 



WO 03/042661 



PCT7US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 
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421002 

438833 

420333 

433844 

427528 

430269 

421016 

436251 

418826 

428612 

433220 

422225 

437549 

409299 

408665 

408116 

420062 

432820 

430255 

420337 

407275 

416209 

423675 



409101 
435541 
412019 
418753 
435461 
402260 
421098 
4005B7 
407832 
427159 
405770 
412722 
414334 
438192 
417420 
421308 
412851 
414702 
409670 
419926 
417863 
434750 
410252 
418574 
409019 
416608 
436027 
408161 
422B05 
410284 
434274 
430935 
433252 
416819 
437218 
407239 
433947 
424727 
435703 
420297 
422192 
407961 
410193 
414151 
434789 
424196 
408831 
414733 
434523 
409637 
403532 
432141 
409014 
410575 
415071 
418755 
406137 



AF1 16030 Hs.100932 transcription factor 17 
BE612940 Hs.88252 ESTs 

AJ001383 Hs.97084 lymphocyte antigen 94 (mouse) homoiog (a 
AA610175 Hs.179647 Homo sapiens cDNA RJ12195 fis, done MA 
AU077143 Hs.179565 mintchromosome maintenance deficient (S. 
AK001952 Hs.238039 hypothetical protein FU1 1090 
AA504583 Hs.101047 transcription factor 3 (E2A immunoglobul 
BE51 5065 Hs.296585 nucleolar protein (KKE/D repeat) 
AK000375 Hs.88820 HDCMC2BP protein 
AA770001 ESTs 
A1076192 Hs.131933 ESTs 
BE245652 Hs.1 18281 zinc finger protein 266 
AA759149 Hs.128757 gb:ah70e03*1 Soares_testis_NHT Homo sap 
AA045650 Hs.531 25 smalt nuclear ribonucteoprotein 02 polyp 
T88845 Hs.112200 ESTs, Weakly similar to ALU7JHUMAN ALU S 

AA251 393 Hs.289052 Homo sapiens, Similar to RIKEN cDNA 5430 
AW41 1096 Hs.94785 TGF(beta)-induced transcription factor 2 
AI554057 Hs.1 52477 ESTs 

AK000703 Hs.323822 Homo sapiens mRNA for K1AA1 551 protein, 
AW295840 Hs.1 4555 ' Homo sapiens cDNA: FLJ21513 fis, clone C 
A1364186 gb^w34h07jc1 Na„C6AP_Ut4 Homo sapiens 

AA236776 Hs.79078 MAD2 (mitotic arrest deficient, yeast, h 
AI990509 Hs.1 31342 small inducible cytokine subfamily A (Cy 
H24201 Hs.247423 adducin 2 (beta) 

NM.004297 Hs.50612 guanine nudeoBde binding protein (G pr 
AA687361 Hs.221318 ESTs 

AA485890 Hs.69330 Homo sapiens cDNA FU13B35 fis, clone TH 
BE217818 Hs.87016 hypothetical protein FU22938 
A1075846 Hs.133996 ESTs 

NM_001436':Homo sapiens fibrBlarin (FBL 
Hs.192425 ESTs 

C10000649 4 :gil7296574|gblAAF51857.1|(AE 
Hs.283707 Homo sapiens cDNA: FU21354 fis, clone C 
Hs.173854 PAX transcription activation domain inte 

NM_0D2362:Homo sapiens melanoma antigen, 
Hs.15091 ESTs 

Hs.21331 hypothetical protein FU10036 
Hs.293807 Homo sapiens AFG3L1 isoform 1 mRNA, part 
Hs.268814 ESTs 

Hs.192843 leucine zipper protein FKSG14 
Hs.97269 ESTs 
Hs.76932 cell division cycle 34 

K1AA1856 protein 
Hs.93796 DKFZP586D2223 protein 
Hs.82771 vaccinia related kinase 2 
Hs.4112 Vcomplexl 
Hs.6141 8 rracrefibfillar-associated protein 1 
M-phase phospho protein 9 
myosin regulatory light chain 2, smooth 
Hs.189716 ESTs 

Hs.39972 ESTs, WeaWy similar to 138588 reverse t 
Hs.300383 hypothetical protein MGC3032 



421413 



AI697901 

AW976516 
U80735 

A1343300 
AA824298 
A1859065 
T85150 
AA687322 
A1826502 
L220O5 
AI368109 
AW900992 
AB000450 
BE019254 
AW821182 
N28754 
AW385412 
R11499 
A1864053 
AW952912 
AA436989 
U50939 
AA628539 
AW072916 
AB040957 
U77735 
AL1 17497 
AA076350 
AA927996 
AW590378 
AW630133 
A1628272 
AA305159 
AW672939 
AJ132592 
AW976468 
AW292515 
AL133660 
AF090114 
BE514535 
AA703709 
AA323948 

BE410964 
H83115 
BE207480 
AK002197 
Y14443 

AW247090 
AI826128 



Hs.121017 
Hs.61828 
Hs.116252 



Hs.80205 
Hs.58185 
Hs.67846 



H2A histone family, member A 
amyloid beta precursor protein-binding p 
ESTs, Moderately similar to ALU1_HUMAN A 
zinc finger protein 131 (clone pHZ-10) 
Hs.151343 KIAA1524 protein 
pim-2 oncogene 

ESTs, Weakly similar to T42727 profifera 
leukocyte hnmunoglobutin-iike receptor, 
Hs.112876 ESTs, WeaWy similar to AF1 29535 1 F-box 
Hs.152519 hypothetical protein FU20674 
Hs.83313 GK003 protein 

Hs.88323 ESTs, Weakly similar to ALU1_HUMAN ALUS ' 
Hs.113019 fts485 

Hs.41694 origin recognition complex, subunit 2 (y 
Hs.59757 zinc finger protein 281 
Hs.257245 ESTs 

Hs.194317 ESTs, Weakly similar to T08680 hypotheti 
Hs.142926 Homo sapiens beta cysteine string protei 
Hs.48433 endocrine regulator 

minichromosome maintenance defident (S. 
translocase of inner mitochondrial membr 
Homo sapiens mRNA; cDNA DKFZp434K0621 (f 
NM_024638:Homo sapiens hypolhefical pro! 
Hs.272736 nuclear receptor binding protein 

origin recognition complex, subunit 6 (y 
Homo sapiens cDNA: FU 22044 fis, done H 
Homo sapiens cDNA FU1 1335 fts, done PL 
zinc finger protein 200 
NMJ>00179*:Homo sapiens mutS (E. coli) h 
Hs.57101 mmicrtromosome maintenance defident (S. 
Hs.55209 ESTs. Weakly similar to A49364 59 protei 



Hs.77171 
Hs.23410 
Hs.55407 



Hs.49760 
Hs.6994 
Hs.284270 
Hs.88219 



Z24 

Z24 

Z23 

2.23 

Z23 

Z23 

Z23 

2.23 

2.23 

2.22 

Z22 

222 

Z22 

Z22 

Z22 

Z21 

Z21 

Z21 

Z21 

Z20. 

Z20 

Z20 

2.20 

2.19 

Z19 

Z19 

Z19 

Z19 

Z19 

2.18 

2.18 

Z18 

Z18 

Z17 

2.17 

Z16 

Z16 

Z16 

Z16 

Z16 

Z16 

Z16 

Z16 

Z15 

Z15 

Z15 
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Z15 

Z14 

Z14 

Z13 

Z13 

Z13 

Z12 

Z12 

Z12 

Z12 

Z12 

Z12 

Z11 

Z11 

Z11 

Z11 

2.11 

Z10 

Z10 

Z10 

Z10 

Z10 

Z10 

Z09 

Z09 

Z09 

Z09 

Z08 

Z08 

Z08 

ZOB 

Z08 

Z07 

Z07 

Z07 
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434283 


AW235341 


Hs.58715 


thiamine pyropnosphokinase 


417230 


U40998 


Hs.81728 


unc119(C.elegans) homdog 


425966 


NM.001761 


Hs.1 973 


cydinF 


431393 


AW971493 


Hs.1 34269 


ESTs, Highly similar to cytokine recepto 


407162 


N638S5 


Hs.142634 


zinc linger protein 


422382 


D79988 


Hs.1 15778 


KIAA0 166 gene product 


402677 






NM_0Q0478:Homo sapiens alkaline phosphat 


433017 


Y15067 


Hs.279914 


zinc finger protein 232 


424677 


U09414 




zinc finger protein 137 (done pHZ-30) 


418883 


BE387036 


Hs.1211 


add phosphatase 5, tartrate resistant 


424959 


NMJJ05781 


Hs.153937 


activated p21cdc42Hs kinase 


402678 






Target Exon 


408146 


R45621 


Hs.81057 


hypothetical protein MGC2718 


420027 


AF009746 


Hs.94395 


ATP-binding cassette, sub-family D (AID) 


427447 


T65414 


Hs.6647 


Homo sapiens cDNA FU13088 fts. done NT 


433219 


AB040916 


Hs.24106 


WAA1483 protein 


431126 


AF085243 


Hs.283619 


zinc finger protein 236 


407136 


T64896 


Hs.287420 


Homo sapiens cDNA FU 1 1 533 fis. done HE 


419669 


AJ007041 


Hs.92236 


K1AA03O4 gene product 


' 419594 


AA013051 


Hs.91417 


bpoisomerase (DNA) II binding protein 


426242 


AL096727 


Hs.168249 


Homo sapiens mRNA; cDNA DKF2p434B104 (fr 


432185 


AA221032 


Hs.272838 


hypothetical protein FU10494 


437108 


AA434054 


Hs.80624 


hypothetical protein M6C2560 


408636 


BE294925 


Hs.46680 


CGM 2 protein 


420005 


AWZ71106 


Hs.133294 


ESTs 


412783 


BE276738 


Hs.74578 


DEAD/H (Asp-Glu-Ala-Asp/His) box polypep 


415319 


AA659823 


Hs.34955 


Homo sapiens cDNA FU13485 fis, clone PL 


425358 


AL079658 


Hs.338207 


FK506 binding protein 12-rapamycin assoc 


409617 


BE003760 


Hs.55209 


Homo sapiens mRNA; cONA DKFZp434K0514 (f 


438450 


AI050866 


Hs.65853 


nodal, mouse, homolog 


431629 


AU077025 


Hs.265827 


interferon, alpha-mdudble protein (do 


424934 


U75370 


Hs.1 53880 


polymerase (RNA) mitochondrial (DNA dire 


436291 


BE568452 


Hs.344037 


protein regulator of cytokinesis 1 


414251 


AIJ042306 


Hs.97689 


VASA protein 



2.07 

2.07 

Z07 

2.06 

106 

2.06 

2.06 

2.05 

Z05 

Z05 

2.05 

2.05 

2.05 

2.04 

2.04 

2.04 

Z04 

2.04 

2.04 

203 

2.02 

102 

Z02 

Z02 

Z02 

2.02 

2.02 

2.01 

2.01 

ZOO 

ZOO 

2.00 

ZOO 

2.00 



TABLE 51 B 

Pkey: Unique Eos probesel identifier number 
CAT number. Gene duster number 
Accession: Genbank accession numbers 



Pkey 

432666 
423458 



CAT Number Accession 



418477 4172^1. 



427521 513212^1 



144 7 - AA558585AA565499AI360576AW204069AA991648AA864939 

30480.1 BC018070 BG702493 AI204212 AA460929 AA993605 BF926635 AA226938 BG190705 BG186496 AW291865 BG183340 BG195301 BG214539 

BG215094 BG198B67 BG196332 BG208220 BG212418 n „^ tM 
BC022538 AI990847 BF478249 BG217996 BG212702 BG182057 AW589883 BF000085 AA993969 BG479023 BG220014 BG679466 BE907092 
AI623B55 AA223956 AA223917 AW022983 AW090580 AW573219 BF514491 BF445397 AA884705 AI910424 
436812 659779 1 AW978773AW298067AA810101 AW194180AA731645AI690673 
436899 1000797.1 AA764852 AA736937 

430676 6083$^ ^33^^1583 TK8M BE144813 AW812038 BE144812 AW812040 AW812041 AU124350 BE061602 BE051604 BF922595 BE061603 
AI352469BE0616O1BI062752AW818206BF887722 

AW973352 BF222929 AW016853 BF059130 AI651829 BE551767 AA558414 AI339359 BF059601 AI961 162 AI341422 AI206248 AI206165 
AA548736 AA768578 A1539081 AW025957 AA736837 N79575 AW594357 AA480892 

436909 596835 1 AW10257OAA90715OAA907120AA737188AI248890AW977353 tnnt ^ A BP ,, J(! ^ 

429228 215430J BG676155 BM009591 AI479075 AI025794 A1017967 AA44B270 BE466812 AA853422 AI392649 BG952034 AA513384 BF840124 BE714620 

AW969605AI553633 
435514 13228B 1 AA683355 AW592804 AJ 150287 
422689 874209.1 AW954733 AA315006AW856665 

414136 30243°T 1 AJ420453 A^6740 AWMW49 AA4591 40 AA843893 A156651 6 AW971760 AA430089 AI753216 AA854268 AA743075 A1864957 AA458920 
A1566634 AA21 1796 BG615512 BE169275 BF383253 BF969462 AA766261 AI769894 AA135833 AI831542 N63376 AA214392 AU154486 
AW605017 AW450072 AA446459 BE881875 AI061423 AA598549 AW439151 AA426273 Z40087 AA81 2434 M1 35965 H04812 
AA2109B7 D57294 AA214584 AA207006 D56572 

BE072634 BE072653AA830615AA214736 AA331718 tt „„ rt „ JIXAA „ oooe 

NM 058166 AF220030 AL043894 AW974257 AA625445 AU153502 AI650537 AW612116 AI672377 AW772451 BE892241 BE501740 AA718936 
AI650276 A1654206 BE503226 A1651 327 AW873562 AW271269 AW271 565 A1873518 A12071 50 A1338826 AI650258 AI628362 AA2271 17 AI207149 
AW052076 AI470776 AA588100 AW235852 AA769791 AI701653 AK027664 AI984770 AU153469 BE222316 AA609539 BE220093 AA609112 
B1054316 

AF147390R76593 R76594 

BI603077AVV954272BI598724AI003154M0593TOAA046911BI669907BI600966BI669987 „ t 

AK025201 AA425472 A1694282 BG057305 AA907787 AI286170 AI684577 AJ420494 A1809865 BF058095 AW7B773 AM 60445 AL0441 14 
AW665529 AI129239 AW297152 AI268215 AI469807 AI969353 BE552356 N66509 AA736741 AA382555 AW075811 AV759188 B1259364 
BF445142 BG232065 AI141758 A1631202 AI167566 AI208445 AAB89823 BF982682 N90322 BI090882 BF208005 AW95391B AL0441 1 3 AI01 6793 
AA382556 AW235763 AA927051 Ai862075 BE886691 BE619282 
415684 18695 IB BF666746 059356 BG6783 1 2 N55640AA1 66861 a,«« 0 ,. 
433641 359B3~1 AF080229AF080232 U87593 U87592 U87591 U87590 AI636743 AI633818 AW205802 AI583718 AF080231 AF080234 ATO^ AUBfflM 

AI818326 AF080230 S46404 A1970376 AA463992 AW665466 BF512210 U87595 U87589 BE550633 A1672574 BE467547 AI680833 AW614951 
N29986 N25695 H69001 U87596 BE673974 AI797496 AI701 526 AA703396 AW1 39734 H9227B N66048 BE219539 BE671 665 AJ624817 BE46661 1 
AI206344 AA574397 BF59341 3 BG231271 BF773517 U87594 BF062180 BE466420 A1887798 BF674385 AA204735 AW496808 AA204833 
AA2071 55 BI004756 AA206262 A1365204 H77608 AW59051 1 
424281 892055.1 AA33B252 AA338213 

603 



417886 1031334J 
418235 886897.1 
414725 19377 J 



434609 14739.1 
408065 101881J 
412537 14066.1 



WO 03/042661 
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427298 
420218 



418049 
433023 



41886S 
427239 



438243 
410704 



43096B 
427260 
433979 
426919 

438869 
412389 
400205 



425331 
437437 



11S241J 
191547J . 

12052.4 

3970_8 

245947.1 
20459.2 



437834 294580.1 



2532601.1 
1054673J 



1237115.1 
11272.50 
2076469.1 
347372.1 

52134.1 
1174403.1 
2538 1 



1227464.1 
6087.1 



430183 


17316J 


430504 


5477.6 


428612 


13831 89 J 


409670 


8882.8 


418574 


12009.2 


409019 


32320.4 


430935 


15297.3 


424677 


2518.37 



AW*a037 R42557 A1337047 AA948360 AI638005 AA459950 AI624915 AI638047 A1467855 AI521826 AA860305 AI932315 AW003092 AW271756 
AW779380 AA609879 AI634791 AI493770 AI565211 Z41 145 AI627952 AA303734 BE349457 AW196755 AA256527 BE089727 
AJ314547 NM 052888 BI494693 AA835065 A1634477 AI336678 AI807696 BF477887 AI701 147 Z39187 R38979 F02234 AA984711 BI222234 
AV731417 R42406 H04996 T98498 R12489R12577 R42405 

BE999967 BF438599 AW864793 AI802899 BE815132 AW468888 A1672189 AI052004 BF112024 AA772335 AW275054 AA573845 AI144148 . 
A1968683 AA846676 AA927355 H80424 AW973295 R88209 F29868 BE928871 

AL5321^^9475Ta^So6 A1015067 AW271034 BG271636 AW075177 AW071374 A1345565 AI307208 BE138953 BE049086 AI334881 
AW075006 AW075181 AA464019 AW302733 AW075100 AW073433 AI802854 AI334909 AI802853 AI345036 AI348921 AI340734 A1307478 
AI251289 AW302327 AW072520 AI312145 AW073655 AW072513 AW071289 AI307559 AA876186 T29587 AI307493 A12550S8 AI252868 AI252839 
AW4809^252^6 AI252160 AI251662 A12512G2 AI610913 AI270767 A1270156 A1252075 AW073469 AW072901 AW072496 AW071420 
AI305762 AI2547* I AI802837 AI251264 AW073049 AW071311 A1340643 BE138965 BE138502 AW073456 A1334733 A1054335 BE139260 
AI054302 A1054060 AI054057 A1053722 AI28971 1 BE139228 AW470478 AW271039 AW302085 BE041 872 AI254494 A1271496 AI252427 

BG1 1 CM29 AwS^BIH^W AW749293 AW749302 AW749298 AW749291 AW749294 AW749289 AW749288 AW749296 

AA769294 AW749297 AW749295 AW749292 BE002573 

A^AsS^TmW^mn BE166912AW840534 BE076754 AW797829 BE166905 BE1 66926 AW877462 BE166927 BE166932 AW877523 
BE166917 AW877529 BE166928 BF351394 AW877522 AW877528 BE166861 BE166866 BE166913 BE166919 AW877456 AW877537 BE076866 
AW840571 

AW972B30 AA489820 AA527647 AA570362 
AA401424 AA400100 AA663848 

BI^5AlS4 T ALM122B AV727959 D61361 D82004 BI753157 AA961066 AI990307 BF439651 AI453076 AI376075 A10 14836 A101B308 
AW183530 AA393346 AA935601 AA628633 AI150282 A1028574 AI217182 AA431478 AW087473 AW900295 H50055 AL041229 BI917726 
AF075009 R63109 R63068 
AW947655 AW984020 

NM 006265 D3B551 X98294 BM477931 BM461566 AU1 23557 AU133303AU1 34649 AW500421 BM172439AW500587 AW503665 AWSM355 
AW503640 BM152454 AW505260 AI815984 AW504075 AW500716 AL597310 BC001229 BM474371 AA984202 AU135205 BEO90841 AW163750 
BF747730BF898637AI206506AV660870AV692110AW386830AV656831 N84710 AW993470 BF086802 BF758454 B^607^BR57769 
81870853 BE01 8627 C75436 AW148744 BF757753 BG622067 BE909924 AA708208 BG530266 BF968015 AW992930 BF888862 BG536628 
AA143164 AW748953 BG498922 BF885190 BF8B9005 BF754781 BF800003 BM476529 AI627668 AW028126 AL04601 1 BF590668 AI017447 
AA579936 A1367597 AA699622 BE280597 AH24620 AI082548 AW274985 AA577870 AI056767 BE551689 AA287642 H94499 AI752427 AI652365 
AW002374 AW062651 AA360834 N68822 AU135442 AU125960 Z78334 BE54581 3 AI0921 15 BF31 2771 BF242859 BG533616 BG533761 
BG164745BG492433 BNM731 83 M1 72043 AA172069AU157092AU151 353 AU 15531 8 BE30^ 
M132730M115113M9()9781AI475256AM24206AW572383AW084296AI18482O 

AA852821 AW576342 AA827107 AA173317 AW190014 A1918514 AA729372 AA729718 A1055958 AA331424 BE328601 AA515690 BI018896 
AW628277 AA748368 AA626222 BG492636 AW380620 BF800058 AW370956 AA290909 R25B57 BG952995 BF801437 AA172077 AU155890 
AU149783 AI720904 AA902936 AA865727 AJ470830 AV740677 AA1 42982 AA482485 AU1454B5 AW576399 AU156042 R63448 BF246427 
BE928472 025910 BF758439 BF968785 BE565238 AA355981 AI905607 BG291148 BG533096 BG532888 BFO30BB6 MBG613756 BE928471 
BOT4501 AA187596 AA361196 T95557 BG531446 BG527242 BG527513 BG611106 AA085995 BF847252 BG024608 BE540261 BG531236 
AL579993 BG108733 BG483503 BG571032 BG492505 

AA258503 AL^7351 AL359619 BGS97218 BI254283A1743846AA236444 AA397533 AA24^ 
AU152621 AU151829 AU15U69AW2699^ 

AI625961 AI222288AI280054AA973329AJ524262 AI242371 AA296517 A1567865 AI5906B1 AJ346616 AW2479 3AM2W1. MS3EW8KB31 
AW469308 AW198034 AA936939 AU151059 AU148134 AA486419 AU151953 AI830968 BI493265 BI493264 AU149861 BE268763 AV763495 
AW962827 BM480300 AA226859 AL52936B BM451957 AU132714 BI871319 AA380739 BI91 1351 BF795906 BE548853 AW579751 
mmtoMMnBEmmmmn AA4B4867AA398986 T67280BF995651 AI675065BG001051 BF764727 BF766707 BF764717 BF764852 
BF173139 BE010038 

BE219720 BF475241 AI571723 BE219848 BI789268 AI224899 AA724864 AW771467 AA480255 AW845616 AI440295 H52800 BE218790 AI681575 
AW300064 AW262133 H21568 A1363015 AI884914 H86948 

Affi25M5 !a^04152 AM6M86 AA905873 AW504662 AW1361 14 AI927270 BE041 754 AI648386 AA662655 AA400052 A1143501 A1744934 
AJ400147 W3^K7AaS^551 AjW^7 AW1 W437A1570383 AI242456 AI274581 AA678138 R49939 AI393926 AA345854 AW605B50 A1869780 
ANA/391 171 R77044 

AVV955043 AI990326 AA776406 AI016250 AW451B82 AA843678 BF916900 AW945895 AI979339 N23129 W70051 AA322672 N23137 
.,™ n « . n ^ n0 n^ nroo^ hc<>aw)7 mmrrrait RP71Q7QC; AA7nflM4 AA7fi<aS97 AA489668 AW968806 AW085 



AI093280AI218457M063138AI632^8AW515005AI570530 241724 M748789AI696584AA052^ 
BC017923M789302AW466994BF513878AI819642AI184913AW469044AI220572AW^ 
AA489195 N59350 AA693435 BG531204 AA484243 AW514092 

U09414 NM.003438 AA503545 AI022449 AA043458 AA766074 AA765442 AA805052 AI02821 1 AW609708 



TABLE 51 C 

Pkey: Unique number corresponding to an Eos probeset 
Ref- Sequence source. The 7 digit numbers in this column are Genbank ldenfifier (Gl) numbers. Dunham, et al refers to Ihe 

human chromosome 22" Dunham, et al. (1999) Nature 402:489495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide posiOons of predicted exons. 



publication entitled The DNA sequence of 



Pkey 


Ref 


Strand 


NLposifion 


406547 


7711513 


Minus 


172780-174358 


402145 


8018280 


Plus 


113086-114800 


402199 


8576116 


Minus 


84187-84744 


401435 


B217934 


Minus 


54508-55233 


402408 


9796239 


Minus 


110326-110491 


406367 
402680 


9256126 


Minus 


5B313-58489 


8113438 


Plus 


137634-137768,139702-139893.140475-14059 


402299 


6693370 


Plus 


23367-25175 


401091 


9958240 


Plus 


94760-94898 



604 



WO 03/042661 



401464 


6682291 


Minus 


403969 


8569909 


•Plus 


401837 


7630990 


Minus 


404058 


3168621 


Minus 


403137 


9211494 


Minus 


402679 


811343B 


Plus 


403780 


6076989 


Plus 


404071 


7210053 


Minus 


403242 


7637817 


Minus 


402260 


3399665 


Minus 


4005B7 


9B87626 


Plus 


405770 


2735037 


Plus 


403532 


8076842 


Minus 


406137 


9166422 


Minus 


402677 


8113438 


Plus 


402678 


8113438 


Rus 



170688-170834 
31237-31375,32405-32506 
120993-121095.121660-121729 
18123-18766 

92349-9257Z92958-93084.93579-9371Z9394 

132079-132216 

93160-93409 

167354-167859,168810-168920.169000-16910 
11297-12511 

113765-113910.115653-115765,116808-11694 

25435.25588,25668-25747 

61057-62075 

81750*1901 

30487-31058 

22135-22309,23063-23238 
37395-37514,3786637981 



TABLE 52A: 

Pkey: * Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene rae, ^^ l ^ u ^ e cancer ( nori . sem inomatous and Seminomatous) compared to normal adult testicular tissues 



Pkey 

414438 

424247 

416680 

412948 

438091 

406658 

418174 

409038 

413053 

430542 

428928 

432730 

444562 

446525 

417088 

418870 

433800 

426295 

406856 

417139 

440207 

422578 

432359 

420367 

429978 

440440 

423673 

412636 

435538 

446899 

442562 

406656 

446619 

423961 

425543 

420676 

406820 

440869 

447526 

414587 

446627 

449571 

413787 

410315 

414092 

422714 

439180 

444784 

406648 

448588 

433423 

429490 

432606 

407862 



ExAccn UnigenelD Unigene Title 



A1879277 
X14008 
AW245540 
BE243313 
AW373062 
AI920965 
120688 
T97490 
AL035737 
A1557486 
BE409838 
AI066520 
AA185715 
AW967069 
M54915 
AF147204 
AI034361 
AW367283 
AW515336 
M69043 
AI371978 
AF239666 
AAO76049 
AA259090 
AA249027 
228925 
BE003054 
NNL004415 
AB011540 
NM_005397 Hs.16426 
BE379584 



Hs.76136 
Hs.234734 
Hs.79516 
Hs.334851 

Hs.77961 

Hs.83656 

Hs.50002 

Hs.75184 

Hs.119122 

Hs.194657 

Hs.131358 

Hs.336429 

Hs.211556 

Hs.81170 

Hs.89414 

Hs.135150 

Hs.29797 

Hs.81328 

Hs.128326 

Hs.1545 

Hs.274415 

Hs75702B 

HsJ188 
Hs.1695 

Hs.4930 



M16714 . 

AU076643 

D13666 

R23313 

AI4347B0 

A1223958 



Hs.89643 

Hs.313 

Hs.136348 

Hs.334895 

Hs.4248 

Hs.108124 



NM_014297 Hs.7486 

AL048753 Hs.303649 

NM.004862 Hs.76507 

AI973016 Hs.15725 



AW016812 
A135255B 
AI638871 
Z14244 
AB01B335 
A1393742 
D12485 
AA563730 
AI970276 
BE407127 
AI971131 
NM 002104 Hs.3066 
BE548267 Hs.337986 



Hs.200266 

Hs.17625 

Hs.75752 

Hs.1 19387 

Hs.199067 

Hs.1 1951 

Hs.277477 

Hs.156905 

Hs.8997 

Hs.23B89 



thioredoxin 

lysozyme (renal amyloidosis) 

brain abundant, membrane attached signal 

UM and SH3 protein 1 

nuclear receptor subfamily 1 , group I, m 

major histocompatibility complex, class 

Rho GDP dissociation inhibitor (GDI) bet 

small inducible cytokine subfamily A (Cy 

chitinase 3-like 1 (cartilage glycoprote 

ribcsomal protein L13a 

cadherin 1 , type 1, E-cadherin (epitheli 

ESTs 

RIKEN cDNA 9130422N19 gene 
hypothetical protein MGC5467 
pim-1 oncogene 

chemokine (C-X-C motif), receptor 4 (fus 

lung type-l cell membrane-associated gly 

zinc finger protein 6 (CMPX1) 

ribosoma! protein 110 

nuclear factor of kappa Tight potypeptid 

ESTs 

caudal type homeo box transcription fact 
Homo sapiens cDNA FU10229 fis. clone HE 
ESTs 

raxjsomal protein S6 

sema domaini imrnunoglobulin domain (Ig), 

matrix metalloproteinase 12 (macrophage 

desmoplakin (DPI, DPI!) 

tow density Bpoprotein receptor-related 

podocalyxin-Hke 

dolichyl-alphosphooligceaccriaride-protei 

major histccompaGbinty complex, class 

secreted phosphoprotein 1 (osteoponfin, 

periostin(OSF-2os) 

rlbosomal protein L10a 

vav 2 oncogene 

ribosoma! protein S4, X-finked 

protein expressed in thyroid 

small inducible cytokine A2 (monocyte ch 

LPS-induced TNF-alpha factor 

hypothetical protein SBB148 

ESTs 

tyrosine 3-monorjxygenase/tryptophan 5-mo 
Homo sapiens cDNA: FU22524 fis. clone H 
cytochrome c oxidase subunit Vllb 
KIAA0792 gene product 
v-erb-b2 avian erythroblastic leukemia v 
ectonucleoGde pyrophosphatase/phosphodi 
major histocompatibifiry complex, dass 
KIAA1676 

heat shock 70kD protein 1A 
ESTs, Weakly similar to ALU7_HUMAN ALU S 
granzyme K (serine protease, granzyme 3; 
Homo sapiens cDNA FU10934 fis. clone OV 



R1 

51.77 

49.93 

49.20 

44.46 

40.70 

39.64 

38.70 

38.25 

37.50 

3772 

35.98 

3575 

31.69 

31.33 

31.20 

29.93 

29.35 

29.32 

28.93 

27.99 

27.75 

26.95 

26.90 

26.50 

26.43 

26.36 

26.23 

26.15 

25.25 

25.25 

25.15 

25.13 

24.78 

24.48 

24.38 

24.18 

23.96 

23.80 

23.56 

2372 

22.93 

22.83 

22.81 

22.68 

22.45 

22.45 

22.30 

21.69 

21.58 

21.23 

21.19 

20.70 

20.60 

20.57 
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420754 
425769 
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10 

15 
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412915 
452322 
410143 
420759 
430253 
425535 
411573 
452874 
408669 
421379 
426083 
429183 
450000 
450377 
430255 
440528 
444381 
420028 
414682 
42B782 
415221 
429614 
418707 
412025 
417407 
424326 
446921 
425996 
402474 
450937 
427521 
421181 
443523 
449338 
429469 
425945 
430332 
427691 
406786 
431639 
451106 
408380 
445863 
456236 
406791 
414020 
440273 
417640 
446108 
410185 
422105 
415899 
428227 
427820 
426552 
422241 



W79431 
U72513 
AL035588 
AW087727 
BE566343 
AA188169 
T11B32 
AK001514 
AB007937 
AB029000 
AK001061 
A1493591 
Y15221 
AW962712 
AB014604 
AI952797 
AB033091 
AK000703 
BE313S55 
BE3B7335 
AB014680 
AL021154 
X12830 
W07418 
A1371172 
U97502 
A1827451 
AA923278 
NMJJ14479 
AB012113 
W67330 



Hs.346911 
Hs.159486 
Hs.153203 
Hs.74823 
Hs.28988 

Hs.127797 
Hs.236844 
Hs.158287 
Hs.70823 
Hs.30925 
Hs.78146 
Hs.103982 
Hs.126712 
Hs.197955 
Hs.10888 

Hs.323822 
Hs.7252 
Hs.283713 
Hs.8786 
Hs.76884 
Hs.193400 
Hs.78225 
Hs.211539 
Hs.87497 
Hs.24143 
Hs.290905 
Hs.145296 
Hs.16530 



ribosomal protein L22 

Human RPL13-2 pseudogene mRNA, complete 
MyoD family inhibitor 

NM_004541:Homo sapiens NAOH dehydrogenas 
glutaredoxin (Ihiollransferase) 
KIAA1191 protein 

Homo sapiens cDNA RJ11381 fis. clone HE 
hypothetical protein FU10652 
KIAA0468 gene product 
KIAA1 077 protein 
hypothetical protein FU10199 



65 



70 



75 



80 



418509 
444060 
412623 
408989 
425234 
417144 
410325 
415938 
433412 
418151 



447211 
417426 
414420 
444051 
454413 
452651 
450581 
420962 
407112 
410598 
428664 
448412 



R49131 
AW973352 
NM_0Q5574 
AK001575 
H73444 
M64590 
AW410669 
R51790 
AW194426 
AW161678 
AK000680 
BE3B2701 
AF123050 
R12234 
AF045229 
A1220684 
NMJJ029B4 
A1805392 
030857 
AUD36596 
BE294068 
AI929700 
X78992 
AA321649 
BE222494 
BE297660 
Y00062 
H12751 
AB028624 
AA340277 
R28898 
AW361666 
AW152225 
AA382104 
AB023154 
BE383507 
AV653729 
AA864238. 
AW96B934 
AL161961 
NM 002291 
AA043424 
N48373 
A1653672 
A1218918 
AF081513 
NMJJ05904 
AA070801 
AI817130 
AK001666 
AI219083 



small inducible cytokine subfamily B (Cy 
ESTs, Weakly similar to AF191 020 1 E2IG5 
KIAA0704 protein 
hypothetical protein FLJ21709 
WAA1 265 protein 

Homo sapiens mRNA for KIAA1551 protein, 
WAA1224 protein 

ESTs. Weakly similar to S64054 hypotheti 
carbohydrate (N-acetylglucosamine-6-O) s 
Inhibitor of DNA binding 3, dominant neg 
interteukin 6 receptor 
annexin A1 

hypothec protein MGC4248 
butyrophiRn, subfamily 3. member A2 
Wiskott-Aldrich syndrome protein 'rnterac 
ESTs, Weakly similar to protease [Rsapi 
ADAM-likedis'mtegrin protease, decysin 
small inducible cytokine subfamily A (Cy 
hypothetical protein AH 101 15 
NM_004079:Homo sapiens cathepsin S (CTSS 
Hs.26267 ATP-dependant interferon response prolei 
ESTs 

Hs.1 84585 UM domain only 2 (rhombotin-like 1) 
Hs.9536 hypothetical protein FU10713 
Hs.394 adrenomedulBn 
Hs.27 glycine dehydrogenase (decarboxytating; 
Hs.164280 solute carrier family 25 (mitochondrial 
Hs.239483 Human clone 23933 mRKA sequence 
Hs.20726 ESTs 
Hs.1 11334 ferritin. Ught polypepOde 
Hs.266175 phosphoprotetn associated with GEMs 
Hs.25960 N-MYC oncogene 
Hs.44532 diubiquitin 

Hs.1 3396 Homo sapiens done 25028 mRNA sequence 
Hs.82280 regulator of (H>rotein signalling 10 
Hs.347939 hemoglobin, alpha 2 
Hs.75703 small inducible cytokine A4 (homologous 
Hs.325335 Homo sapiens cDNA: FU23523 fis, clone L 
Hs.82353 protein C receptor, endothelial (EPCR) 
Hs.42322 A kinase (PRKA) anchor protein 2 
Hs.737 immediate early protein 
Hs.1 11680 endosulfine alpha 
Hs.78909 butyrate response factor 2 (EGF-response 
HsJ2248 small inducible cytokine subfamily B(Cy 
Hs.1 8091 9 inhibitor of DNA binding 2, dominant neg 
Hs.170328 moesin 

Hs.170121 protein tyrosine phosphatase, receptor t 
Hs.5327 PR01914 protein 
Hs.85539 ATP synthase, H transporting, mitochondr 

Homo sapiens cONA FU20167 fis. done CO 
Hs.74170 metallothionein 1 E (functional) 
Hs.49500 WAA0746 protein 
Hs.165909 ESTs, Weakly similar to I38022 hypotheti 
Hs.81337 lectin, galadostde-binding, soluble, 9 
Hs.62264 K1AA0937 protein 
Hs.78921 A kinase (PRKA) anchor protein 1 
Hs.8185 CQ-44 protein; sulfide dehydrogenase 11 
Hs.83583 actin related protein 2/3 complex, subun 
Hs.173108 Homo sapiens cDNA: FU21897 fis, done H 
Hs.17767 K1AA1554 protein 
Hs.82124 laminin, beta 1 
Hs.76095 immediate early response 3 
Hs.1 0247 activated leucocyte cell adhesion mdecu 
Hs.40092 PNAS-123 
Hs.30209 K1AA0854 protein 
Hs.25195 TGF-beta4 

Hs 100602 MAD (mothers against decapentaplegic, Or 
Hs 51 615 ESTs. WeaWy similar to ALU7_HUMAN ALU S 
Hs 9195 Homo sapiens cDNA FU1 3698 fis, done PL 
Hs 1 89095 similar to SALL1 (sal (Drosophila)-like 
Hs 42532 ESTs, Moderately similar to ALU8_.HU MAN A 



20.40 

20.15 

20.10 

20.01 

19.89 

19.41 

19.08 

19.03 

18.78 

18.63 

18.53 

18.52 

18.50 

18.50 

18.48 

18.44 

18.40 

18.15 

18.05 

.17.98 

17.80 

17.75 

17.48 

17.47 

17.40 

17.30 

17.14 

17.13 

17.10 

17.03 

16.98 

16.98 

16.98 

16.93 . 

16.93 

16.53 

16.36 

16.23 

16.21 

16.15 

16.13 

16.11 

16.10 

16.09 

16.00 

15.93 

15.70 

15.69 

15.64 

15.55 

15.55 

15.53 

15.49 

15.23 

15.23 

15.05 

15.02 

14.96 

14.88 

14.B5 

14.84 

14.78 

14.70 

14.53 

14,48 

14.31 

14.23 

14.20 

14.19 

14.18 

14.13 

14.08 

14.08 

14.04 

14.02 

13.93 

13.86 

13.85 

13.78 

13.63 

13.59 

13.57 

13.53 
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430268 AK000737 Hs.237480 hypothetical protein FU 20730 

445055 BE512856 Hs.109051 SH3 domain binding glutamic acid-rich pr 

447534 AW953935 Hs.288555 ESTs 

408822 AW500715 Hs.57079 Homo sapiens cDNAFU13267fis, clone OV 
428065 AI634046 Hs.157313 ESTs 

425289 AW139342 Hs.155530 interferon, gamma-induribte protein 16 
436398 H87136 Hs.5174 ribosomal protein S17 
453856 AA804789 Hs.19447 PDZ-UM protein mystique 
452436 BE077546 Hs.31447 ESTs, Moderately simitar to A46010 X-lin 
445817 NM.003642 Hs.13340 histone acetyltransferase 1 
408437 AW957744 Hs.278469 lacrimal proline rich protein 
435522 N64214 Hs.9774 synovia) sarcoma translocation gene on c 
415857 AA866115 Hs.127797 HomosBpienscDNAFU11381 fis.ctoneHE 
406743 AA911568 Hs.279860 tumor protein, translationally-controJIe 
407951 W77762 Hs.79015 antigen identified by monoclonal antibod 
435080 A1831760 Hs.1 551 11 hypothetical protein FU 14428 
418299 AA279530 Hs.83968 integral, beta 2 (antigen CD18 (p95). ly 
430630 AW269920 Hs-2621 cystatin A(stefcn A) 
409208 Y00093 Integrin, alpha X (an6gen CD11C (p150), 

422511 AU076442 Hs.117938 collagen, type XVII, alpha 1 
438915 AA280174 Hs.285681 Williams-Beuren syndrome chromosome regi 
437374 AL359571 Hs.44054 ninein {GSK3B interacting protein) 
433793 AW975959 Hs.1 07513 ESTs, Moderately similar to KIAA 1058 pro 
AA133590 Hs.250857 c^dunVcalmoduBn-dependent protein Wn 
AF022375 Hs.73793 vascular endothelial growth factor 
BE177651 gb:RC1-HT0598-020300-01 14i02 HT0598 Homo 

A1124756 Hs.5337 isocitrate dehydrogenase 2 (NADP), mitoc 
AA806538 Hs.130732 KIAA1575 protein 

AL162039 Hs.31422 Homo sapiens mRNA; cDNA DKF2p434M229 (fr 
AA490866 Hs.39429 ESTs 

U85658 Hs.61796 . transcription factor AP-2 gamma (activat 
X94630 Hs.3107 CD97 antigen 
NMJ3041 31 Hs.1051 granzyme B (granzyme 2, cytotoxic T-lymp 
AI096837 Hs.21349 ESTs, Weakly similar to RB8B JIUMAN RAS-R 
Y1 1 31 2 Hs.1 32463 phospholnositlde-3-kinase, class 2, beta 
M2631 5 Hs.85258 CD8 antigen, alpha polypeptide (p32) 
Target Exon 

AA206465 thymosin, beta 4, X chromosome 

AW002834 Hs.24095 ESTs 

AA775268 Hs.6127 Homo sapiens cDNA: FU23020 lis, clone t 
AB01 1084 Hs.48924 WAAQ512 gene product; ALEX2 
A1807519 Hs.104520 Homo sapiens cDNAFU 136946s, clone PL 
AK000401 Hs.252748 Homo sapiens cDNA FU20394 tis, clone KA 
AA412205 Hs.1 40996 ESTs 
AW411209 Hs.23363 hypothetical protein FU 10983 
BE090176 Hs.179902 transporler-fflce protein 
A1420611 Hs.153934 ESTs 
AK000790 Hs.246885 hypothetical protein FU20783 
X60111 Hs.1244 C09 antigen (p24) 
AW073971 Hs.238954 ESTs, Weakly similar to KIAA1204 protein 
AI277924 Hs.145199 ESTs 

AJ718702 Hs.279930 major histccompatbility complex, class 
H42587 Hs.238730 hypothetical protein MGC1 0823 
AJ469213 Hs.71404 ESTs 
AA780613 Hs.62954 ferritin, heavy polypeptide 1 
J05070 Hs.151738 matrix rnetalloproteinase 9 {gelafinase B 
AA659037 Hs.1 63780 ESTs 
A1089660 Hs.323401 dpy-30-fike protein 
N20370 Hs.69547 ESTs 
AU076592 Hs.198951 Jun B proto-oncogene 
BE005398 gb:CM1-BN01 16-150400-1 89-h02 BN0116 Homo 

U46258 Hs.339665 ESTs 

D50683 Hs.82028 transforming growth factor, beta recepto 
BE246762 Hs£9499 arachkJonate 5-Upoxvgenase 
T16206 Hs.237164 ESTs, Highly similar to LDHH.HUMAN L-LAC 
AW139408 Hs.152940 ESTs 
AW265634 Hs.133100 ESTs 
BE612935 Hs.1B4052 PP1201 protein 
AK001838 serurn/glucocorticoid regulated kinase 

BE272922 Hs.173936 interteuldn 1 0 receptor, beta 
AF29051 2 Hs.5821 5 Homo sapiens, Similar to rholekin, done 
AW205632 Hs.211198 ESTs 
AW958264 Hs.103832 similar to yeast Upf3, variant B 
AA464954 gb2x80110^1 Scares ovary tumor NbHOT H 

AA602917 Hs.156974 ESTs 
AA737415 ESTs 

W05391 nuclear receptor subfamily 1, group I, m 

432559 AW452948 H&257631 ESTs 
414191 AW250089 Hs.75807 POZ and UM domain 1 (elfin) 
434649 AA738254 Hs.1 65390 ESTs, Highly similar to A40350 transcrip 
424321 W74048 Hs.1765 lymphocyte-speafc protein tyrosine kin 
452568 AA805634 Hs.300870 Homo sapiens mRNA; cDNA DKFZp547M072 (fr 
419490 NM 006144 Hs.90708 granzyme A (granzyme 1, cytotoxic T-rymp 
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412247 

413497 

435876 

432409 

453020 

419384 

410275 

432805 

416975 

450719 

423753 

418460 

402145 

407179 

433208 

447735 

40B912 

422068 

431427 

427761 

449246 

436075 

440774 

430594 

419223 

424528 

444656 

420943 

450294 

41368S 

406701 

424687 

407252 

445929 

451864 

429307 

434280 

447519 

417365 

418945 

406776 

437103 

449961 

441244 

450139 

427202 

449944 

446682 

413886 

43006B 

424950 

434442 



13.43 

13.41 

13.33 

13.31 

13.30 

13.28 

13.18 

12.93 

12.90 

12.90 

12.90 

12.89 

1Z83 

12.79 

12.78 

12.75 

12.73 

12.68 

12.65 

12.50 

12.48 

12.43 

12.43 

12.41 

12.41 

1Z40 

12.38 

12.33 

12.33 

12.33 

12.32 

12.32 

12.25 

12.13 

12.12 

12.03 

12.01 

12.00 

11.95 

11.90 

11.83 

11.75 

11.75 

11.68 

11.58 

11.50 

11.35 

11.25 

11.08 

11.08 

10.98 

10.96 

10.92 

10.83 

10.78 

10.75 

10.75 

10.70 

10.69 

10.64 

10.63 

10.63 

10.59 

10.55 

10.54 

10.50 

10.50 

10.49 

10.48 

10.48 

10.47 

10.43 

10.43 

10.40 

10.40 

10.33 

10.33 

10.30 

10.30 

10.28 

10.27 

10.27 

10.23 
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445245 
4464B8 
410611 
425875 
416926 
420225 
445577 
411975 
447644 
408784 
444795 
407110 
400440 
414829 
427711 
426827 
456362 
446795 
424201 
422627 
419904 
451129 
414405 
418840 
453716 
415323 
415189 
408360 
423024 
434423 
437469 
416078 
410397 
422603 
434524 
422960 
414774 
411960 
428818 
408161 
441455 
433271 
436823 
427968 
420059 
410730 
431958 
417315 
421098 
422689 
433156 
425246 
440268 
414821 
407254 



AW954134 Hs.20924 

AU077333 Hs.1604B3 

H03109 Hs.263395 

AW243046 Hs.282076 



AA321568 Hs.77436 

M31659 Hs.180408 

AW067805 Hs.172665 

AW973003 Hs.179909 



Hs.156471 
Hs.1742 
Hs.118787 
Hs.18672 



AI797713 
L33075 
8E336857 
AA974411 
BE072881 
AI362533 
AI821614 
AA037675 

BE269352 

L34657 

AI806090 

AA593731 

NM 006769 Hs.3844 

AW753112 Hs.15514 



Hs.185831 

Hs.152675 

Hs.949 

Hs.78146 

Hs.44344 

Hs.325823 



AL034349 
AF217517 
BE242587 
AA635931 
AW890487 
X02419 
R77776 
AI131291 
AW952912 Hs.300383 
AJ271671 Hs.7854 
BE621697 Hs.14317 
AW749865 Hs.1 17077 



' Hs.79005 
Hs.63042 
Hs.1 18651 
Hs.249716 

Hs.77274 
Hs.18103 
Hs.102308 



424768 
441436 
448019 
437886 
430556 
450147 
442806 
431187 
449971 
417018 
422451 
419839 



432314 
414591 
415825 
429500 
420337 
452679 
437108 
417228 
425593 
422616 
438980 
429109 
444933 



AB032973 Hs.12461 LCHN protein 
AB037782 Hs.15119 KIAA1361 protein 
KIAA1628 protein 

erythrocyte membrane protein band 7.2 (s 
HT01 8 protein 

Homo sapiens mRNA for KIAA1650 protein, 
N40696 Hs.137064 cytofjlasmfc polyadenyiation element bind 
AI916058 Hs.144583 ESTs 

AW861622 Hs.108646 Homo sapiens cDNA FU 14934 fis, clone PL 
AW971350 Hs.63386 ESTs 
AI193356 Hs.150316 ESTs 
AA018042 Hs.252085 PradeT-WilR/Angelrran syndrome-5 
XB3957 Hs.83870 nebufin 
pteckstrin 

solute carrier family 25 (mitochondrial 
methyteneletrahydrofolate dehydrogenase 
hypothetical protein FU22995 
ESTs 

IQ motif containing GTPase activating pr 
transforming growth factor, beta-induced 
ESTs 

gb:RC2-9T0548-200300-O12-e09 BT0548 Homo 
KIAA0306 protein 
ESTs 
ESTs 

neutrophil cytosolic factor 2 (65kD, chr 
platelet/endothelial cell adhesion molec 
hypothetical protein FU20534 
ESTs. Moderately similar to ALU5..HUMAN A 
LIM domain only 4 
hypothetical protein MGC3260 
protein tyrosine phosphatase, receptor I 
DKFZp564J157 protein 
hematopoietically expressed homeobox 
ESTs 

cadherin 13, H-cadherin (heart) 
plasminogen activator, urokinase 
ESTs 

potassium inwardly-rectifying channel, s 
hypothetical protein MGC3032 
zinc/iron regulated transporter-like 
nucleolar protein family A, member 3 [HI 
ESTs, Weakly similar to 138022 hypotheti 
cathepsm S 

RAB23, member RAS oncogene family 
OnaJ (Hsp40) homolog. subfamily B, membe 
cadherin 3, type 1, P-cadherin (placenta 
ribosomal protein S24 
ESTs 

gb:RC3-CT0297-29010(W)1 W03 CT0297 Homo 
Homo sapiens cDNA FU22539 lis, clone H 
serum response factor (c-fos serum respo 
Homo sapiens, done IMAGE 3677185, mRNA 
Fc fragment of IgG, high affinity la, re 
eukaryoCc translation elongation factor 
basic tefix-toop-hefix domain containing 
D80011 Hs.95140 KIAA01 89 gene product 
AA353895 Hs.152983 HUS1 (S. pombe) checkpoint homolog 
ESTs 

ESTs, Moderately similar to 138022 hypot 
retinoblastoma-binding protein 7 
ESTs 

CG1-145 protein 
ESTs 
ESTs 

Homo sapiens cDNA HJ14296 fis. done PL 
M16038 Hs.80887 v-yes-1 Yamaguchi sarcoma viral related 
AA310753 Hs.42491 ESTs, Weakly sinflar to S65657alrte-1C- 
U24577 Hs.93304 phospholipase A2. group Vll (platelet-ac 
AA386192 Hs.193482 Homo sapiens cDNA FU11903fc, done HE 
ESTs 

ESTs, Weakly similar to ALU8.HUMAN ALU S 
inositol 1,4,5-trisphosphate 3-kinase B 
hexabrachion (tenascin C cytotactin) 
Homo sapiens cDNA: FU21513 fis, clone C 
tjansmemorane, prostate androgen induced 
hypothetical protein MGC2560 
ESTs 

proteoglycan 1, secretory granule 
selenophosphate synthetase 2 
AW502384 gb:UI-HF-BR0p-aka-f-12-O-Ul.r1 NIH.MGC.5 

AL008637 Hs.196352 neutrophil cytosolic factor 4 (40kO) 
NMJ)16245 Hs.12150 retinal short-chain dehydrogenase/reduct 



A1857607 
AF161486 
AW368860 
X63629 
AI080042 
AI697901 
AW856665 
R59206 
AI085561 
BE270030 
M63835 
AW129401 Hs.181165 
BE245550 Hs.171825 



Hs.181301 
Hs.94769 

Hs.2877 

Hs.180450 

Hs.192425 

Hs.17519 
Hs.155321 
Hs.336959 
Hs.77424 



AW137772 Hs.185980 

AW947164 Hs.195641 

BE264111 Hs.31314 

AW967807 Hs.13797 

AW373713 Hs.146324 

AW294522 Hs.149991 

AW971146 Hs.293187 

AA807346 Hs.288581 



AA533447 Ks. 3 12989 
Hs.55902 
Hs.78877 
Hs.289114 
AW295840 Hs.14555 
Z42387 Hs.83883 
AA434054 Hs.80624 
AL134324 Hs.7312 
AA278921 Hs.1908 
BE300330 Hs.1 18725 



Y18024 
X78565 
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430592 AJ224864 Hs.9688 leukocyte membrane anligen(IRCI) 
445612 N94126 Hs.12969 hypothetical protein 
427254 AL121523 Hs.97774 ESTs 
428970 BE276891 Hs.194691 retinoic acid Induced 3 
5 425190 AW028302 Hs.1 55079 protein phosphatase 2, regulatory suburu 
430162 AW450843 Hs.346348 ESTs 
421684 BE281591 Hs.106768 hypothetical protein FU 10511 
446659 A1335361 Hs.226376 ESTs 
447198 061523 Hs.283435 ESTs 
10 437457 AA757900 Hs.270823 ESTs, Weakly similar to S65657 alpha-ID 
401 091 decay accelerating factor for complement 

442832 AW206560 Hs.253569 ESTs 
442495 AI184717 ESTs 
428467 AK002121 Hs.1 84465 hypothetical protein FU 11 259 
15 449924 W30681 Hs.146233 Homo sapiens cDNA: FU22130 fe, clone H 
447674 BE270640 Hs.19192 cycfin-dependent kinase 2 
425580 111144 Hs.1 907 galanin 
449655 AA002008 Hs.1 88633 ESTs 
412093 BE242691 Hs.14947 ESTs 
20 407833 AW955632 Hs.66666 ESTs, Weakly similar to S1 9560 proline-r 
411979 XB5134 Hs.72984 reunoblastoma-binding protein 5 
437134 AA349944 Hs.42915 ARP2 (actin-related protein 2, yeast) ho 
430333 S70114 Hs.239489 TIA1 cytotoxic granule-associated RNA-H 
408996 AI979168 Hs.344096 glycoprotein (transmembrane) rtmb 
25 425284 AF155568 NS1-associated protein 1 

441623 AA315B05 desmoglein 2 

442622 NMJKJ0435 Hs.8546 Notch (Orosophila) homolog 3 
441021 AW578716 Hs7644 H1 histone family, member 2 
446630 AW384793 Hs.1 5740 Homo sapiens mRNA; cDNA DKFZp434E033 (fr 
30 417621 AV654694 Hs.82316 interferon-induced. hepatitis C-associat 
433655 AL036559 Hs.3463 ribosomal protein S23 
449335 AW150717 Hs.345728 STAT induced STAT inhibitor 3 
446975 BE246446 Hs.1 6695 ubiquitin-aclivating enzyme E1 -tike 
436797 AA731491 Hs.334477 hypothetical protein MGC1 4879 
35 414662 AL036058 Hs.76807 major histocompatibility complex, class 
414601 AV660804 Hs.301417 AHNAK nucleoprotein (desmoyokin) 
406699 L06505 Hs.182979 ribosomal protein L1 2 
443884 N20617 Hs.194397 teptin receptor 
442821 BE391929 Hs.8752 transmembrane protein 4 
40 418522 AA605038 Hs.7149 Homo sapiens cDNA: FU21950 fis, clone H 
435968 AW161481 Hs.1 11577 integral membrane protein 3 
440327 R12581 Hs.191146 ESTs 
409327 L41162 Hs.53563 collagen, type IX, alpha 3 
435684 NNL001290 Hs.4980 LIM domain binding 2 
45 430299 W28673 Hs.106747 serine carboxypeptidase 1 precursor prol 
427523 BE242779 Hs.179526 upregulatedby1,25-dihydroxyvitaminr>3 
407151 H25836 Hs.301527 ESTs, Moderately similar to unknown (H.S 
448094 H24387 Hs.32061 ESTs, Weakly simFar to I38022 hypotheti 
421395 090084 Hs.1023 pyruvate dehydrogenase (lipoamide) alpha 
50 431574 AW572659 Hs.261373 hypothetical protein dJ43401 4.3 

412645 AW444433 Hs.136061 Homo sapiens, Similar to hypothetical pr 
423523 AW299826 Hs.193580 ESTs 
426759 AI530401 Hs.21213 ESTs 
426780 BE242284 Hs.172199 adenylate cyclase 7 
55 426215 AW963419 Hs.155223 stanruocalcm 2 
435748 AA699756 Hs.117335 ESTs 

443351 AW016783 Hs.30799 Homo sapiens cDNA FU13471 fis, clone PI 
447500 AI381900 Hs.159212 ESTs 

407949 W21874 Hs.247057 ESTs, Weakly similar to 21 09260AB cell 
60 428728 NM_016625 Hs.191381 hypothetical protein 
434511 R28982 Hs.18106 ESTs 

411852 AA528140 Hs.107515 ESTs. Weakly similar to T00329 hypotheti 
424875 AJ187945 Hs.199310 ESTs 

419378 R24922 Hs.90078 nucleotide-sugar transporter similar to 

65 449523 NM 000579 Hs.54443 cheinoktne (OC motiO receptor 5 
425277 NIO01241 Hs.155478 cycfinT2 
451831 NM 001674 Hs.460 activating transcription factor 3 
443303 U67319 Hs.9216 caspase 7, apoptosis-related cysteine pr 
407013 U35637 Hs.83870 gb:Human nebuSn mRNA, partial cds 

70 429999 AI761902 Hs.99597 ESTs 

445493 AJ915771 metallothionein 1E (functional) 

413420 AW410235 Hs.75348 proteasome {prosome, maaopam) activate- 
422392 NM 005908 Hs.1 15945 mannosidase, beta A, lysosomal 
453485 BE620712 Hs.33026 hypothetical protein PP2447 

75 434159 AW135214 Hs.191828 ESTs 

432666 AW204069 ESTs, Weakly similar to unnamed protein 

430915 AA488953 9 b:aa55e05.r1 NC1_CGAP_GCB1 Homo sapiens 

42591 3 AA365799 SEC22, vesicle trafficking protein (S. c 

448776 BE302464 Hs.30057 MRS2 (S. cerevisiae)-nke. magnesium horn 

80 438763 AI583207 Hs.99029 CCAAT/enhancer binding protein (C/EBP), 
435905 AW997484 Hs.5003 KIAA0456 protein 
405663 U24683 immunogbbuTin heavy constant mu 

427395 AW298741 Hs.97861 ESTs, Moderately similar to 138022 hypot 
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446272 BE268912 Hs.14601 hemalopoieliccen-specjficLynsiibstrat 

438952 BE046594 gb:hn41d 1.x1 NCLCGAP_RDF2 Homo sapiens 
434963 AW974957 Hs.288719 Homo sapiens cDNA FU 12142 fis. clone MA 

422900 AA641201 Hs.222051 ESTs ' 
5 432598 AI341227 Hs.1 57106 ESTs 
449322 AI638616 Hs.1 96566 ESTs 

416987 D86957 Hs.80712 KIAA0202 protein 

410800 BE280421 Hs.94499 ESTs 

416801 X9B834 Hs.79971 sal {Drosophfla)-like 2 

10 437442 T85104 Hs.222779 ESTs, Moderately similar to similar to N 

407137 T97307 gb:ye53h05.s1 Soares fetal Twer spleen 

401466 vesicle-associated membrane protein 4 

406870 AA075144 gb:zm86f06.s1 Stratagene ovarian cancer 

408558 AW015759 Hs.235709 Homo sapiens mRNA; cDNA DKF2p667B0711 {f 

15 457250 AA811987 Hs.125779 ESTs 

412949 AI471639 Hs.71913 ESTs 

406819 AA908472 gb:og82a10.s1 NC1_CGAPJ)v8 Homo sapiens 

441612 AI802629 Hs.11366Q Homo sapiens cDNA FU 11 631 fis, clone HE 

414799 A1752416 Hs.77326 hsuTrte growth factor binding prote 

20 435937 AA830893 Hs.1 19769 ESTs 

447197 R36075 gb:yh88b01.s1 Soares placenta Nb2HP Homo 

407719 AW953B66 Hs.44021 Homo sapiens mRNA tor FU 00065 protein, 

417336 R70429 Hs.81988 disabled (Drosophila) homolog 2 (mitogen 

418134 AA397769 Hs.86617 ESTs 

25 451812 X81889 Hs.152151 plakophilin 4 

412347 AW970026 Hs.73818 ubiquinol-cytochromec reductase hinge p 

429083 Y09397 Hs.227817 BCL2-related protein A1 

414004 AA737033 Hs.7155 ESTs, Moderately similar to 21 15357A TYK 

423905 AW579960 Hs.135150 lung type-l cell membrane-associated g!y 

30 407784 AW139585 Hs.12708 ESTs 

425762 BE244076 Hs.1 59578 AT-hook transcription factor AKNA 

418452 BE379749 Hs.85201 C-type (calcium dependent, carbohydrate- 

438459 T49300 Hs.35304 Homo sapiens cDNAFU 13655 lis, clone PL 

446013 AI360167 Hs.152774 ESTs 

35 429281 AA830856 Hs.29808 Homo sapiens cDNA: FU21 122 fis, done C 

415526 N76536 Hs.265591 ESTs, Weakly similar to ALU 1_HUMAN ALUS 

417450 AA314435 Hs.17519 Homo sapiens cDNA: FU22539 fis, clone H 

431773 BE409442 Hs.26B557 plecksmn homology4ike domain, family 

447082 TB5314 Hs.54629 thioredoxhvtike 

40 441962 AW972542 Hs.289008 Homo sapiens cDKA: FU21814 fis, clone H 

429058 AF13B863 Hs.35254 hypothetical protein FLB6421 

439971 W32474 Hs.301746 RAP2A, member of RAS oncogene family 

442233 AW957149 Hs.2B439 ESTs, Weakly similar to 138022 hypotheti 

436394 AA531187 Hs.126705 ESTs 

45 452248 AA093668 Hs.28578 musdeblind (OrosophilaHike 

44625B AI283476 Hs.263478 ESTs 

410570 AI133096 Hs.64593 ATP synthase, H transporting, mltochondr 

447484 AA464839 Hs.292566 hypothefical protein FU 14697 

435541 AA687361 Hs.221318 ESTs 

50 453932 AW006303 Hs.329295 ESTs, Weakly simHar to (defline not ava 

408067 BE244580 Hs.342307 hypothetical protein FU10330 

427307 AF1 17947 Hs.174795 PDZ domain-containing guanine nucleotide 

418336 BE179882 glutathione peroxidase 3 (plasma) 

448877 A1583696 Hs.253313 ESTs 

55 443195 BE148235 Hs.193063 Homo sapiens cDNA FU14201 fis. clone NT 

444838 AV651680 Hs.208558 ESTs 

422693 BE300073 Hs.279860 tumor protein, transiationally-coiitrofle 

424677 U09414 zinc finger protein 137 (done pHZ-30) 

441878 AI801869 Hs.127982 ESTs 

60 406542 C19000728*:gi|12585552|sp|Q9Y2Q1|Z257_HU 

408418 AW963897 Hs.44743 K1AA1 435 protein 

425367 BE271188 Hs.1 55975 protein tyrosine phosphatase, receptor t 

442492 AA528489 Hs.234518 ribosomal protein L23 

424541 AW392551 Hs.180559 ESTs, Weakly similar to A561 94 thromboxa 

65 452852 AK001972 Hs.30822 hypothefical protein FU1 1110 

426501 AW0437B2 Hs.293616 ESTs 

411251 R19774 Hs.22835 HHGP protein 

444670 H58373 Hs.332938 hypothetical protein MGC5370 

418117 AI922013 Hs.83496 rmker for acfivafion of T cells 

70 441384 AA447849 Hs.288560 Homo sapiens cDNA: FU22182 fis, done H 

434817 AA082118 Hs.102737 gdiath protein 

419970 AW812022 ESTs 

432290 AK001099 Hs.274273 Homo sapiens cDNA FU10237 fis, done HE 

426647 AA243464 Hs^94101 pre-B-ceD leukemia transcription factor 

75 433891 AA613792 gb:no97h03.s1 NCI.CGAPJW Homo sapiens 

454038 X06374 Hs.37040 platelet-derived growth factor alpha pol 

430314 AA359601 Hs.239138 pre-B-cell colony-enhancing factor 

443247 BE614387 Hs.333893 c-Myc target JP01 

441224 AU076964 Hs.7753 calumenin 

80 447188 H65423 Hs.17631 hypothetical protein DKFZp434E2135 

447887 AA1 14050 Hs.19949 caspase 8, apoptosis-related cysteine pr 

447341 AF106941 Hs.18142 arrestin, beta 2 

408113 T82427 Hs.194101 Homo sapiens cDNA FU 20869 fis, done A 
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418696 AW959433 Hs.326290 hypothetical prolein FU12581 

434699 AA643687 Hs.149425 Homo sapiens cDNAFLM 1980 lis, clone HE 

421633 AF121860 Hs.106260 sorting nexin 10 

410668 BE379794 Hs.159651 hypothetical prolein 
5 435812 AA700439 Hs.18S490 ESTs 

414476 AA301867 Hs.76224 EGF-conlaining fibulin-like extraceJhila 

408331 NM 007240 Hs.44229 dual spedfidty phosphatase 12 

417165 R80137 Hs.302738 Homo sapiens cONA: FU21 425 fis. done C 

408605 AF025374 Hs.46465 T-ce!l, Immune regulator 1 
10 416401 N80139 Hs.268916 ESTs 

415799 AA653718 Hs^25841 DKFZP434D193 protein 

415995 NMJJ04573 phospholipase C. beta 2 

414812 X72755 Hs.77367 monokine induced by gamma interferon 

417535 AA203569 Hs.191482 ESTs 
15 449567 A1990790 Hs.188614 ESTs 

429355 AW973253 Hs.292689 ESTs 

442460 NMJJ14135 Hs.8345 PRO0641 protein 

453187 AI161383 Hs.34549 ESTs, Highly similar to S94541 1 ctone 4 

430280 AA361258 Hs.237868 interteuWn 7 receptor 
20 426124 AI268389 Hs.250697 phosphatidylinositol glycan, class F 

442685 AB033017 Hs.8594 KIAA1 191 protein 

433735 AA608955 Hs.109653 ESTs 

416003 X98001 Hs.78948 F^geranylgerarryHransferase.betasubu 
424415 NM_001975 Hs.1 46580 enolase 2, (gamma, neuronal) 

25 416655 AW968613 Hs.79428 BCl2/adenovirusE1B 19kD-interacting pro 
409956 AW103364 Hs.727 lnhibin.betaA(acKvinA,activinABa 
407136 T64896 Hs.287420 Homo sapiens cDNAFU 11 533 fis, clone HE 
425235 AA353113 Hs.112497 Homo sapiens cDNA: FU22743 fis. clone H 
451653 W18193 ESTs, Moderately similar to HERC2 [H.sap 

3 0 439444 AI277652 Hs.54578 ESTs, Weakly similar to I38022 hypolheti 
451838 AW005866 Hs.193969 ESTs 

436812 AW298067 gb:U^BWO-ajp-g-0&-0-UU1 Na_CGAP_Su 

443749 R38828 Hs.143463 ESTs 

434584 D57341 Hs,188361 Homo sapiens cONAFU 12807 fis, clone NT 
35 427919 AA173942 Hs.326416 Homo sapiens mRNA; cDNA DKFZp564H1 91 6 (f 

431840 AA534908 Hs.2860 POU domain, class 5, transcription facto 

435655 AW105663 Hs.6947 HSPC069 protein 

427640 AF058293 Hs.1B0015 D-dopachrome tautomerase 

418259 AA215404 ESTs 
40 407244 M10014 fibrinogen, gamma polypeptide 

418832 X04011 Hs.88974 cytochrome b-245. beta polypeptide (chro 

441321 H17182 Hs.7771 B-cel! associaled protein 

433162 AI025842 ESTs 

425410 AA310974 Hs.156828 Homo sapiens cDNA FU10522 fis, clone NT 
45 434372 AA631373 gb:np86c01.s1 NQ_CGAP_Trjy1 Homo sapiens 

456629 AW891965 histone deacetylase 3 

430283 BE391688 RAB7, member RAS oncogene family 

418300 AI433074 Hs.86682 Homo sapiens cDNA: FU21578 fis, done C 
406858 AI865720 Hs.29797 ribosomal protein L10 
50 429582 AIS59068 Hs.22247 ESTs 

401 1 1 3 solute carrier famfly 22 (organic cation 

449576 AW014631 Hs.22506B ESTs 
432588 X92715 Hs.3057 zinc finger protein 74 (Cos52) 
417558 AF045229 Hs.82280 regulator of G-protein signalling 10 
55 430451 AA836472 Hs.297939 cathepsinB 

410503 AW975746 Hs.1 88662 KIAA1702 protein 
415682 A134712B Hs.191870 ESTs 

410102 AW248508 Hs.279727 ESTs; homologue of PEM-3 [Qona savignyi 
414217 AI309298 Hs.279898 Homo sapiens cDNA: FLJ23165 fis, clone L 

60 457073 AA233210 Hs.179943 ribosomal protein L11 

442232 A1357813 Hs.337460 ESTs, WeaMy similar to A47582 B-ceU gr 
436137 AI056769 Hs.133512 ESTs 
425787 AA363867 Hs.1 55029 ESTs 
437802 A1475995 Hs.122910 ESTs 

65 432636 AA340864 Hs,278562 claudin7 

407340 AA810168 Hs.284289 vitiHgo-assodaled protein VTT-1 
418036 Z37976 Hs.83337 latent transforming growth factor beta b 
423494 AW504365 Hs.24143 Wiskott-Aldrich syndrome protein interac 
441355 A1822034 Hs.137097 ESTs 

70 430968 AW972830 gb:EST384925 MAGE resequences, MAGL Homo 

434551 BE387162 Hs.280858 ESTs, Highly similar to A35661 DNA excis 
447232 AW499834 Hs,327 tnterteukin 10 receptor, alpha 
422310 AA316622 Hs.98370 cytochrome P450, subfamily IIS. potypept 
449217 AA278536 Hs.23262 ribonudease, RNase A family. k6 

75 449057 AB037784 Hs.22941 WAA1363 protein 
446979 AI654443 Hs.197683 ESTs 
452382 N38902 Hs.211539 hypothetical protein MGC4248 
424868 AI568170 Hs.96886 ESTs 

409485 S80990 Hs.252136 ficofin (collagen/fibfinogen domain-cont 
80 451603 BE379499 Hs.173705 Homo sapiens cDNA: FU22050 fis, ctone H 
4261 58 NM 001 982 Hs.199067 v-erb-b2 avian erythroblastic leukemia v 
452472 AW957300 Hs.294142 ESTs, Weakly similar to C55663 oRgodend 
450256 AA286887 Hs^4724 MFH-ampIrfied sequences with leucfoe-ric 
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451589 
444207 
418459 
427667 
406745 
446173 
436566 
423825 
443441 
428403 
431971 
450219 



442618 
422773 
413663 
418905 
405086 
448520 
407284 
447296 
443963 
426496 
422303 
440119 
451658 
435918 
439979 
412220 
436716 
413703 
413326 
441970 
430835 
414890 
418113 
414768 
422340 
407198 
432586 
432729 
420012 
432879 
429732 
415082 
437296 
427747 
445873 
410387 
413677 
418458 
443634 
409453 
443035 
432841 
410532 
428453 
410597 
458965 
419926 
426797 
412528 
410079 
427477 
416297 
435961 
424090 
428311 
451061 
409731 
440129 
428773 
436372 
440719 
406685 
421305 
450988 
458659 
406806 
420151 
413441 
449317 
421568 



AA424791 
AI565004 
R85436 
AK001279 
AW511970 
BE565849 
BE545586 
Nr4_004402 
AW291196 
A1393048 
BE274907 
AIB26999 
A1610447 
R56222 
AB028962 
BE247585 
BE539674 



Hs.5734 

Hs.268814 
Hs.180171 
Hs.279860 
Hs.14158 
Hs.278712 
Hs.133089 
Hs.92195 
Hs.326159 
Hs77385 
Hs.224624 
Hs.48778 
Hs.26514 
Hs.301552 
Hs.75462 



AB002367 
AI539227 
AW243614 
AA878183 
D31765 
AW4103B2 
AA865455 
AW195351 
AF263538 
AW600291 
BE35005B 
A1433540 
BE1 58360 
H88621 
AW959918 
AI240006 
BE281095 
AI272141 
AW376989 
AW296219 
H91679 
AA56B548 
AK000292 
AW957965 
AW815932 
U20158 
AA160000 
AA350994 
AW411425 
AA250970 
AI277367 
AW503116 
AA332941 
H73972 
AI8B5516 
Z45822 
M93425 
T53088 
AB011110 
W16518 
M010319 
AW900992 
AW936258 
AI123478 
U94362 
AW973119 
AA157634 
BE293127 



Hs.21355 
Hs.214039 
Hs.18063 
Hs.17448 
Hs.170114 
Hs.27556 
Hs.125331 
Hs.250520 
Hs.86232 
Hs.6823 
Hs.36787 



NM.005651 

AW291487 

AA125985 

AA865818 

BE256238 

AW972301 

AA150869 

M18728 

BE397354 

BE618571 

AW749895 

AW088535 

AA255931 

A1929374 

AW293413 

W85858 



meningioma expressed antigen 5 (hyaiuron 
calhepsm D (lysosomal aspartyi protease 
ESTs 

Homo sapiens cDNA FU 10417 fis, clone NT 
tumor protein, translationally-controlle 
coplne lit 

Homo sapiens cDNA FU 1 1074 fis. done PL 
DMA fragmentation factor, 40 kD, beta po 
ESTs 

leucine rich repeat (In FUI) interacts 
myosin, right polypeptide 6, alkali, smo 
ESTs 

niban protein 
ESTs 

K1AA1039 protein 
BTG family, member 2 
aclinin, alpha 4 

NM_006662*:Homo sapiens Snf2-retated CBP 
doublecortin and CaM kinase-like 1 
hypothetical protein FU23556 
Homo sapiens cDNA FU10768 fis, clone NT 
Homo sapiens cDNA FU13618 fis, done PL 
KIAA0061 protein 
hypothetical protein FU22405 
ESTs, Moderately similar to unknown [Rs 
ESTs, Moderately similar to 138022 hypot 
growth differentiation factor 3 
hypothetical protein FU 10430 
chromodomain helicase DNA binding protei 
gb:ti69g05.x1 NCi CGAP_Kid11 Homosapien 
gb:PM1-HT0383-131299-001-h08 HT0383 Homo 
ESTs, Weakly similar to KIAA1 140 protein 
ESTs 
ESTs 

uridine phosphorylase 
SRY (sex determining region Y)-box 4 
elongation fador-2 kinase 
RAB7, member RAS oncogene family-like 1 
gfcyv04a07.s1 Scares fetal liver spleen 
ESTs 

hypothetical protein FU20285 
Homo sapiens, clone IMAGE:3632168, mRNA 
ESTs, Weakly similar to ALU1_HUMAN ALU S 
lymphocyte cytosotic protein 2 (SH2 doma 
ESTs, Weakly similar to JC5238 galactosy 
K1AA1700 

serine/threonine kinase 12 
pdy(A)-binding protein, cytoplasmic 1-1 
ESTs 

zinc finger protein 146 
lipase A, lysosomal add, cholesterol es 
ESTs 
ESTs 

Homo sapiens clone 24889 mRNA sequence 
protein tyrosine phosphatase, non-recept 
hemoglobin, beta 
GTPase activating proteiivfike 
amyloid beta (A4) precursor-like protein 
ESTs 

DKFZP586D2223 protein 
ADP-rfbosylafion factor-like 5 
ESTs 

gtycogenin 2 
ribosomaJ protein L44 
solute carrier family 25 (mitochondrial 
GTT1 protein 
XlAP associated factor-1 
tryptophan 2,3-dioxygenase 
ESTs, Weakly similar to K1AA1 357 protein 
thymosin, beta, identified in neuroblast 
ESTs, Weakly similar to S71886 Ste20-tik 
bridging integrator 1 
ESTs 

ATP-dependant Interferon response protei 
gbrHuman nonspetific crossreacting anQg 
diptheria toxin resistance protein requi 
ATP synthase, H transporting, mitochondr 
Homo sapiens mRNA; cDNA DKFZp434A1014 (f 
ribosomal protein, large, P0 
Hs.186704 ESTs 
HsJ5367 Src-like-adapter 
Hs.132906 19A24 protein 
Hs.99804 ESTs 

612 



Hs.19762 
Hs.73737 
Hs.192326 
Hs.77573 
Hs.83484 
Hs.259855 
Hs.115325 



Hs.130732 
Hs.99014 
Hs.173734 
Hs.2488 
Hs.137396 
Hs.20281 
Hs.180655 
Hs.251946 
Hs.47094 
Hs.301819 
Hs.85226 
Hs.134460 
Hs.95612 
Hs.8906 
Hs.62 
Hs.155376 
Hs.184367 
Hs.279518 
Hs.60389 
Hs.93796 
Hs.342849 
Hs.32112 
Hs.58589 
Hs.178391 
Hs.79172 
Hs.283722 
Hs.139262 
Hs.183671 
Hs.213659 
Hs.56145 



Hs.193163 
Hs.310286 
Hs.26267 

Hs.324830 

Hs.429 

Hs.332520 
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435919 


A1052189 


Hs.1 14104 




417353 


AA375752 


Hs.348140 




448946 


AI652855 


Hs.23363 




432415 


T16971 


Hs.289014 


5 


405857 


AA613726 


Hs.29797 




417944 


AU077196 


Hs.82985 




425095 


AW014160 


Hs.182585 




435756 


AI418466 


Hs.33665 


10 


431155 


AW971213 




413813 


M96956 


Hs.75561 




451052 


AA2815D4 


Hs.24444 




450511 


R07423 


Hs.85092 




447832 


A1433357 




15 


434421 


A1915927 


Hs.34771 


437438 


AL359620 


Hs.14217 




449625 


NM_014253 






415912 


H08859 


Hs.206469 




433339 


AF019226 


Hs.8036 


20 


435511 


AA683336 


Hs.1 89046 




AI204212 






442379 


NMJKM613 


Hs.8265 




457211 


AW972565 


Hs.32399 






AA298065 


Hs.1 1465 




455263 


AW961702 




25 


432925 


AA878324 


Hs.264750 


457752 


AI821270 


Hs.285643 




449810 


AB008581 


Hs.23994 




406797 


A1432224 




30 


450157 


AW961576 


Hs.60178 


422134 


AW179019 


Hs.112110 


407635 


AW370213 


Hs.295232 




453331 


A1240665 






430504 


H52761 




35 


444708 


AW971049 


Hs.1 1774 


409945 


AW015935 


Hs.122642 




419641 


BE170548 


Hs.118190 




453785 


AI368236 


Hs.283732 




430387 


AW3728B4 


Hs.240770 



ESTs 

Homo sapiens mRNA; cDNA DKFZp586F1822 (f 

hypothetical protein FU 10983 

ESTs, Weakly similar to A43932 mucin 2 p 

ribosomal protein L10 

collagen, type V, alpha 2 

KIAA1276 protein 

ESTs 

gb:EST383301 MAGE resequences, MAGL Homo 
teratocarcinorna-derived growth factor 1 
Homo sapiens cDNA: aJ22165 lis. done H 
thyroid hormone receptor interactor 11 
ESTs 
ESTs 

hypothetical protein DKFZp762P211 1 

odz (odd Oz/ten-m, Drosophila) homolog 1 

ESTs, WeaWy similar to AUJ6_HUMAN ALU S 

glioblastoma overexpressed 

ESTs 

ESTs 

transglutaminase 2 {C polypeptide, prote 
ESTs, Weakly similar to S51797 vasodilat 
glutathione-S-transf erase like; glutalhi 
Homo sapiens cDNA FU14028 fis, clone HE 
ESTs 

Homo sapiens cONA FU14364 fis, clone HE 
activin A receptor, type HB 
ribosomal protein L6 
ESTs 

mitochondrial ribosomal protein 142 
ESTs, Moderately similar to A46010 X-lin 
ESTs 

Homo sapiens, clone MGC:12617, mRNA, com 
protein (peptidyl-pror/l cis/trans "some 
ESTs 

Homo sapiens cDNA: FU21081 fis, done C 
ESTs, Moderately similar to ALU INHUMAN A 
nuclear cap binding protein subunit 2, 2 
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TABLE 52B 

Pkey: Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 



Pkey 



CAT Number Accession 



438091 22448J 



426295 



510J 



AV646179^ 

A^8641 BF4^147 W053^ H75313 BF326185 AV646335 AV651 589 AV646340 AV651992 AV646384 M A ^^J^^^.^l 
aummm ^M^7Q7R7fi AlSS? I X5619S BE833835 AA62B440 BE833808 BF224205 AA709126 BE673807 Ai923886 AA947932 Al 276125 A1185720 

S68 bS AI565133 AA845571 AW89 = 110144 AW513280 

l^VTll AI2M93CL A1435818 BF^18 AI024767 BE174213 AA757598 AA513019 AA902959 A1860794 AI334784 BF1084 11 

K?aS 

AlwionSlRRHPl74210 BF939091 BF434180 AW579001 T55562 H01811 T52522 BF945037 BF955938 D54679 D53933 R67100 BG925552 



BF447795 
AI246771 



AW512619 A1359020 BG054897 A1292234 AI215830 AI283836 C06205 AW503423 AW272680 



429978 35194.2 



412536 



1438_1 



iSn^12^ WM221f S AhSaI350590 BF1981C6 AI433377 AI300638 AI672626 AI282741 AI351487 AW1 05544 AA973627 

6^1347 E^10MAM36^BF084010 BF084007 AA335788 A1920878 AA809614 BE932941 AI678261 C75308A1 148479 BE178174 W88513 

RF73M23 RM126944 AW62967B AW26S195 AB16735 AI394255 AI573090 AI354442 AW61 2857 A1339558 A1919424 AI377532 
™ ^ 5 «^^TO75AW0^SSaJ33^2 AA806547AV682125 H93575AVV071172AW7ra904 A186398SAW26501B 
mSusS^l^^m^^^«^ H92431 AW079261 AW901780AA329482 AW960115B1260621 AI767525 

HhS ^IgSbSw ISb BGT^TTB BI765807 BM353403BM353248 AW177784 AW205789 AW951576 AVW 



Lwnnsvn BG6988B5BG740734 BG6B0618 BG739778 BI765807 BM353403BM353248 AW177784 AW205789 AW951576 AW848S92 

^49266 SoiB7 EU0B044 i H06M44 BF350983 BE720095 BE720069 BE715154 BE082584 BE082576 BE004O47 AAB57316 
^^S^SB^mm^E^BXSmm BM4S2504 BE931734 BF149264 AA340777 BF381183 8001737 

XboaSIK 

BEB19005 AA371W 1^073467 BE819069 BE819048 81036306 BG990973 BI040954 BF919911 ^^^^'^^ ^ .^jH?..^^^™,/. 
A^532BBG43(ai9BE182166AVra65175AW 

BEM2507 BE08M14 BE082505 BF873693 AW068840 AW847678 BF804153 AW365157 BE813930 ^^^?^^^^ c ?^^?fl.^JJ?l 
ufufim BF839562 BE184933 BF842254 BE698470 BE931048 BF999B89 BF368B16 BE1B4924 BE159646 BE714B32 BE18494B BG986845 
S«S S1SF0M124 BE8B5341 AW799304 AL603116BE149760 BE705967 BE70S966 BE705968 AW848723 
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442562 



413787 



39593J 



7612J 



410143 MH1244.8 



450377 



425996 

427521 
444060 



12109J 



138046.1 

513212_1 
6315J 



AW376699 AW376B17 AW376697 BG005097 8F751 1 15 BE696084 AW848371 AW376762 AW848789 AW849074 AW361 41 3 BF927725 BF094211 
Si39bS 7 4B 

Sol ^ BI791553 AI700953 AI142B82 AA039975 AA946936 AA644381 BM314884 AA702424 AI417612 

NS^/^^^mmmm A1025932 AAO26O47 AA703232 AA658154 AA515500 AW192085 AA91 8281 777861 AJ927207 
2^ BH^1 AV^7 *Sb^Sm^ M088866 D12062 AA056527 AA782109 W19287 W02156 AW150038 AA022701 T87181 
^^M^ ^^S^^M^fiA^ BG681425 BE706078 R20904 BG580059 BG676647 BF764409 AA026654 
rS^SSS AW799118 BF087996 BE002273 AW879451 AJ571075 BE067786 AW21320 

AW21S™ BE714290 AI685869 AI568892 AI915596 AW105614 A1B87258 AI538577 BE32MM 

BE067737 1^86^47685 AW79M83 AW103521 BF9B9173 AW860878 BE939707 BE1B5750 BE714064 BE71 3903 BE71 3868 BE713763 
BCT5^M 8^13810 AV^51 51^5^89 BE005272 BF915937 AW365148 AI905927 BF992780 AW853812 BG954443 BI770853 BG679406 

S70M026480bS 
bS^^79™ 

AA565955 ^46596 M1 26874 AA223241 AA491574 R84813 AA491520BG055114 AI469589 BE464590 AW664539 H67097 AL534332 C21 397 

aSiawStbS 

^^^^^^^^^mmm BI546644 BG777200 BG705941 BG468577 AU127209 AW403970 BI597630 BI458091 
N31WrS 

A1082545 AU145681 AA629032 AI421367 AA740589 AA150830 A1248541 AA988608 AA150478 W65437 BM310234 AA262704 T2803 1 A181 11 11 16 
BM2m53 H2197^ AI188296 AW152629 AA905196 BG22305B AI831016 A1766457 A1811102 M776573 A1922133 

m&VQM BE1553W ALiSaW166100 AJ359620 All 74338 N20527 W47413 M155615 A1272249 H25293 BE614558 H69864 AW383484 

W85B27AW3B3642AVV383529AA171496AL537424BE814866BF823254 R82553AJ809817AI559406 

A^S 



409208 10117.2 



413497 
434280 
450139 



430068 
434442 
438089 



451129 
414405 



422960 
410730 



1518002J 
1474904J 
34017J 



1177709.-2 

111738.1 

22448.4 



1495511.1 
112689.1 



11862.2 

114639.1 
874209.1 



AA622643AW195955AM70473AVV392767AI218127AA873430AA906005M 
A1M16M AJ361357 AA468498 AW008694 AA903275 AJ187724 AJ187718 AA890505 BF092771 AI066655 BE714172 BG289028 AW080390 

AB033M1 AL520743 BE811813 N53332 N99716 AL561910 AA280655 BE710392 AV705100 AW293978 AW444556 AA281459 A1679751 AI873695 
BtSSn S BG^TI BG534451 AA479402AW961580 BF061 430 AJ857643 AI768486 AW51 21 ™Mmmwmm 
AW072470 A1M1596 AIM9699 AW592865 M976261 BE879747 BG114119 AW183811 AA909938 BF571621 BF350794 BF351375 BE925699 

Sm8AW8M57DA^2^ 
Sel5Si™W953705Al631BM 

AI218139 AW194264 O20120 A1082715 AJ969980 BE857686 BE32671 1 AW953706 AI393749 AI383821 W67199 A1431759 A1796526 A1521794 

aS 2 T^^ 

A^S 

AA904112 Al 864588 AW271985 AW078868 AA725342 BF326598 AA843572 AJ082536 AA766564 A1453279 AM35673 ^^^J^JJ^SSm 
AA234592 AaS I AA7^824B1259822 AA393531 AW968840BE940539T83865 BE762742 AW897470W05809 N41323T87376 R6B544 

^7404^1^342 AW0142B0 BM1451 28 N28267 AW206231 AA989041 H93197 AW594063 BG236296 AW236606 AW081031 AA765843 
BM144372 AA989341 AB24838 A1963970 AI637671 AW1 96330 BG427526 BM1487B9 BF893644 BF881946 
BE177661 H06215 BE144709 BE144829 

AK001838 AU^ITO /M&241 AV651702 AV650032 AV651304 AV650101 AV651263 AV651888 AV651866 AA628554 AVKI^SS AVI^5t04 

Allies AW961387 AU144387 AU151757 AA551031 BE675412 N34769 AA713483 AI890079 AJ588918 A1361889 A1209020 N2U99Q 

AA897483 A1B86459AU 155873 H04255AW243986 AA557749 AI286227 R6B691 R33453 AW388097 
AA947566 

nSo^B^^TM^m^ AW952971 N64863BM263259AI 224545 All 84866 N69114 AW518902AI440169AA809472AV654440 

aa2S 

H91240R60548 N41701 
aS^S 

AW612409 A168671 1 A1183289 AA477717 AI076122 AA635190 AA700984 AA781508 D81020 BF575223 AJ3561B3 07931 2 A137555B H6111 1 

AA319510 BE702077 BE699015 BE702046 AW901293T99319 D8170B BF475488 060383 D81751 BE699260 

BW27950AA826016AI90344^ 

AW954733 AA31 5006 AW856665 
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406870 
406819 
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418336 
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415995 



35 451653 MH115364J 



917280J AW502384AA828822AI9B2587 

kmV ^61 M^TO? 8 3 1 W697653 AA9381B7 AI280879 AW340123 AI912727 M081775 AI089S56 A1191349 AI871604 AI631607 AI890800 A1701917 
3830 

RF?lftGM BP670548 BG149505 BF061776 D19821 BE005786 BE178B92 BE005728 BF841237 BE005648 R27634 
3362 1 B^^^3^^9^MBF7M^^^Sl BI^W^BE706678 M7231ffl BE153169 BE706729 BE706558 BE153312BE706706AW371853 

mSm^S\mw£mM M090244 AW090300 BE219837 AI623661 BE501576 BE501734 AI742232 AI023964 AI458424 

m^^Sa^mWSm H28241 H25318 BF540913 BG179688 BF1 10202 AA528775 W37573 BE041644 AW366504 BM129522 

BI094458 BE706702 BG496559 BF248373 BG494800 
423456 1 AV71 1317 AI809938 A1808768 AI240593 M915771 
144 7 " AA5585B5 AA565499 AI360576 AW204069 AA991648 AA864939 

BF678528 A1627829 BG993975 AV7012B3 
195763 1 AI207343BF813684BF928775AA828585 
0 0 AA075144 
0 0 AA908472 

AW150900BF244813 H79201 

AA737606 BM194382 AA912021 AW183098 BE676682 AI962227 AI591366 AA62t765 AA293724 RS1642 F10194 BI909727 BF892632 ATOS0600 
S38B6258M7^8S7M9 A1800647 BF892710AA353176 BF894726 AA465038 BI040869 BI837749BE244320 H18054 T74300 AW797026 
AA926790 F32814 AW751282 AI933994 AA578823 T78372 BF899B96 BF882808 BF974969 

BG119563 AOT7S776 BG49W8 [ B EM53M AW450934BF508792 M5SW89AA599477 AIB05268 M055489Alt28758AA761425 AA731858 
A1302271 BE219432 AA687294 AA018972 AW629429 Z4567S AW961626 T30940 R34554 T84712 BG986694 

418259 133853J ^^I^b^^S^^M^WI 36271 AM58252 AB24728 AAB43768 AA7821S8 AI336058 AI097532 AW4S1S63 
40 SSSSSSs AW054729 AI221929 AI868744 AA215405 AA765713 AA621546 BF928317 

40 K46^AB9(K 
W05240 

AI74231 1 AI025842 AA578843 

Sl9 2 65^7 2 4^0ro872 / SBE177623AW^ 

SsM BeS 'AW80^21 AWW5721 AW385742 AW385714 AW604757W87409 AW604738AW385757AW580796AW801247BE003239 
A^S 

MWS3W BE083790 AW85856B AW945550 BE177153 AW970506 BE350419 A1906919 AW360794 AI906917 AW885979 I AW94240 > AW45S66 
AHS683 AI6^AWoS AW601421 AW360793 BE066524 BE083901AW369847AW381871 AW935435AW664582AVV87777SAW838449 

55 SimS AW062582AW36B713 AW062593AW176663AVV842064AW842089 

AWmMBffiim^ I AWI76241 1 BE077552 BE160370 BE160288 AW835656 AW606765 AW60B770 AW835678 AW606758 AW606778 A1907484 

60 am^S 

0U BFM90M i ffilTOS) I BE178214 BE063291 AW820236 AW999653 BE089488 BE173126 BE171775 BE185787 AASS8280 AI174840 AW999112 

AA787189 AW044272 H50689 AA768399 AA767764 AI087888 H44202 BE222792 N90597 W81396 N90615 AI9353S3 BE501168 F10W5 

fi< AI524921F02989 Z39328F02705F01414T88678AI21516SH87220AW374781 .^~-.,~««,« 

nam 1418 1 rai3raBIC^32B™^ 

430283 1418.1 BG744004 B W9141 BGK3656 B6479061 AU121 103 AU1 38176 BG702567 B1599840 BG42277S BG700944 BE280W AU1 38529 BHHKES 

BG7M^AIJ1M329AIJ^05B AU13B135BG723106BG722291 BG831041 BG705239BE740517BE207133BE252867 AU1^7728G^4385 
BpSBE^M3BF97ira iBE26796S BE272D12 AU135396AU124535BI5516B2 BG700612AI815488BG475195BE388273BE391517 
70 ^^^SMoSmmn BF093173 AW205325 BF057101 BF000551 AI341108 AL162M9 AK026136 

70 BBUW W32M BI7^ruS2^^16428 A^3^ Ai«44« BG179142 AA48148S AVTO23435 BE855747 AlB85101tB2 63 W016096 

aSX/^368*^^^ 
W8796^317N^^ 

75 AM7K99 AASOT87 W27919B D53353 AA738063 AA558406 BI49S334 AA999948 AA425B47 BI49633S AA909624 BF19K91 AWTO259 A16S2819 

' X4W^™^660AA976796AJ»48989AW248762A^ 

B^1087W^7A1349451 AW079338 045665 N21640T30071 AM46705 R60220BE833481 R4968OR7(XM9R41223R324O2TO99MR70111 

80 RF^1V16H56358AVW69586B(a77759BI044604 R75787BE770960 H69529 R69^ 

8U AL554S78 BFTO^02 H8^ 82 1ffl7S17 H01S74T52573 N288B1 AA301397 792375 R68401 AW800466 AI268172 BE876949 ^^019W90OT69 

aSiSBiS^^ 

fflSci4063 ?A15^9BE2S5883BE254088AA428399AW5793B0 AW579381 N53144 D60748 D54020 BG292106 H96705 D52423 736174 

615 



433162 2167905.1 
434372 858779.1 
45 456629 207.22 
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430968 
444207 



418905 



436716 
413703 
4325B6 
440129 
40S685 
406806 



431155 
447832 
449625 

423458 

455263 



406797 
453331 



430504 



D54161 R73016 D55021 BI857200 H83444 BI016954 D54163 R15563 BI818664 BE152207 BI048502 BF885667 BE613212 BE165773 BF149332 
AW607045 BE305200 
1237115 1 AW972830AA489820AA527647AA570362 

9172_3 " BE739425 AA514221 AA865491 AI828293 AA470456 AI276739 AA169357 BE932464 AA514889 AW819039 AW819083 BE843048 AI432496 
A1470335 AI247243 BG533994 AA51 3783 AI887309 AA52B036 AW972006 AW873028 AI924914 AI818810 AW152378 AW0B4946 A1521413 
AI669583 BE932521 AI581370 BE180238 AW089750 AW771461 AW0B9714 AI590949 AI819148 AA731056 BF815234 BF911506 AA235803 
AA485373 AI735658 AW393133 AW073080 A1707637 BF353320 BE8431 1 1 AW819036 AW393135 BG697291 AV648670 AV654332 AV687530 
BG566964 AI807430 AI676072 AA837010 AI452482 AI625817 AW241750 BE048616 A1290928 A1680714 AA485530 BE175687 AV648513 
AW130312 AI000556 AA632893 BE674169 BF00120B AA948166 BE175650 AA524664 AA490345 AI244948 AA602956 AA483492 AA91 8178 
AW802049 BG675859 AV658871 BG678060 A1565004 AW819026 BE843092 AV586437 AV723049 BG616948 W911647 AI743490 A1091096 
BE857251 AI962074 AA040027 AW769317 AA343477 AA6401 12 BF876213 R82948 H26425 H82876 BE843095 BE843140 BG535641 BG617830 
AA235802 BE774985 BE006682 BF342375 AA903144 BF338083 BF9842S8 AV657996 A1749532 BE768614 BE857252 BE932516 BE768573 
AV657993 AV657777 AV752631 BE774974 T55B47 BF095761 BF91151 1 BE710793 BE180119 BG617338 H45942 T55897 AV657718 BG563497 
517 1 BM469076 AA533027 AI127512 AI368802 AA533141 AA700560 AW57602BAI610851 AI435361 BM1 29172 AW474544 BM 128899 AI814292 

AW502039 AA531243 BF941858 AW502037 AA702337 AI419854 AA662755 AA934364 AI300510 AI291 136 AA505263 AI144527 AI076919 
A1633534 AJ242473AA938561 BG055372 AA51 2894 AI671 356 AA962403 BF808010 AA663911 AA847056 AA513301 AA389069 AA377265 
BG291206 AA402298 AA885766 AW801002 AA302290 AI305842 AW800873 AA302492 AA478427 AI817291 AW801104 AW801028 AA865744 
BF 155979 A1374743 AA478431 Al 159846 AI369757 AI800672 BF435788 AA265451 AI937707 AW006198 AI280363 BF062434 AW801 115 
AI919181 F28413 W04214 AW152380 AW901567 AW901570 AA886371 AA384251 AI302846 BE701902 AA931606 H42673 R33703 AW901556 
AA009816 AW901568 AW352200 AA256558 H15928 BI087170 AW800530 AA369068 N98562 H28652 N34644 H97650 H00956 W70039 AI142831 
AA009817 F37136 N70289 AA531347 R72374 H27488 R66605 
AI433540AA804981AA7289B4 

BG015794 BE158357 BE158353 BE158358 BE158360 BE158352 BE158351 BE158355 
BC022881 AU150944 BG750783 AW754175 AW857737 A191 1659 AI050036 AA554053 AI826259 AA568548 
AI732997 AA977633 AA865818 
M18728 ' 

AW0B8535AJ889321 AA954221 AI337552 R425B1 AW194670 AA064862 AW001147 AAB64374 AA630699AW276176AA676615 AA857965 
AI625428 AA5B0792 AA582038 AA581668 AA658065 AA828156 AA857160 AA936103 AI149335 AA936925 AA5B1684 AA954198 AW238461 
AI281504 AI265812 AA583267 AW236162 AA876535 AW304286 AW474334 AI559415 A1589241 A1660952 AA641137 AI431696 A1688844 
AA552513 AA564954 AW090553 AI20561 2 AI245753 AA954883 AA947909 AI86601 4 
AW971213 AA493925 AA493567 M876839 M934462 
AI628543 AI433357 AW772732 

BI918168 AW779760 N48674 AI375997 AA235370 BG699146 AI913631 AI498402 AI016320 AA323193 R49021 D59344 8G986750 N45526 
BG986917 T61382 R49391 R45432 A1203107 R35004 F07491 R25094 R35360 

BC018070 BG702493 AI204212 AA460929 AA993606 BF926635 AA226938 BG1 90705 BG1B6496 AW291865 BG183340 BG195301 BG214539 
BG215094 BG198867 BG196332 BG208220 BG212418 

BG216963 BG164885 BG213710 BG204771 BG193014 BG197556 BG217481 BG198185 BG183594 BI596425 AA1 15605 AI589156 BF439839 
BG1 88832 AI35961 5 BG1 90473 AI024233 BF439574 AW1 18065 AI672797 AA610042 BG212008 A1204382 R70913 M033534 AA781 036 AI627278 
AA307285 AA03421 8 BG482749 AW162429 B1602460 AA721969 AA476516 AA476416 AA903019 BF1 1 0864 AA307286 AA1 15471 AW964555 
M423826 AA1 15129 AW19107 
0 0 A1432224 AW276890 AI499346 AA937014 AA653573 A1318525 AI246219 AA961591 AI270640 

16559 1 BG571303 AA410586 AA035018 BG5721 17 BG520022 AA147247 BG005785 BG014448 R31981 H0266B H12498 R36203 BF992089 R73999 
T49904 R75732 B1057974 T53681 AA147933 N50695 R68588 R25671 R31935 R251 10 R36105 AK05562B BE157467 AW663674 AA190993 
H01642 BF510304 AA626915 AA746952 AI161014 AA099554 BG572534 AIB03329 AI809932 AI808765 AA411449 A1378760 AA976929 AI37B620 
AA9096B4 R75632 A1360919 AI350463 AW069127 AA411621 AA742532 H12451 BE208298 H03612 H12839 N58781 R75957 BF996484 AI240665 
BF989591 BI0560B5 BG001 590 BF1 07035 

5477_6 BE219720 BF475241 A1571723BE21 9848 B1789268A1224899AA724864AW77 1467 AA480255AW845616AI440295H52800BE218790AI681575 

AW300064 AW262133 H21568 AI363015 AI884914 H86948 



2472838.1 

376077.1 

6633.1 

2607882J 

0.0 

0.0 



1235742.1 
1036795J 
249224_1 

30480.1 

26143.1 



TABLE 52C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (Gt) numbers. 'Dunham, et al." refers to the publication entitled "The DNA sequence of 

human chromosome 22" Dunham, et al. (1999) Nature 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposition: Indicates nucleotide posiQons of predicted exons. 



Pkey 


Ref 


Strand 


NLposlGon 


402474 


7547175 


Minus 


53526-53628,55755-55920,5753(W7757 


402145 


8018280 


Plus 


113086-114800 


401091 


9958240 


Plus 


94760-94898 


401466 


6682292 


Plus 


28748-29023 


406542 


7711499 


Pius 


117335-118473 


401113 


9965541 


Minus 


19419-19959 


405086 


8072509 


Plus 


73664-73841,74081-74217,74610-74779,7492 



TABLE 53A: 

Pkey: Unique Eos probeset identifier number 

ExAccrr. Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of testicular cancer (non-seminomatous and sernmomatous) compared to normal adult tissues 



Pkey ExAccn UnigenelD Unigene TUte R1 

432666 AW204069 ESTs, WeaWy simSar to unnamed protein 78.20 

452838 U65011 Hs.30743 preferentially expressed antigen in mela 75.45 

418696 AW959433 Hs.326290 hypothetical protein RJ 12581 58.80 

432730 AI066520 Hs.13135B ESTs 51.80 

450581 AF081513 Hs.25195 TGF-beta4 48.40 
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426534 
423458 
428664 
420367 
451106 
437052 
417407 
420759 
420347 
407710 
448981 
429486 
420528 
425769 
430252 
454077 
428227 
434649 
424578 
427335 
438915 
432938 
449322 
430691 
430676 
440119 
418756 
410102 
447534 
407122 
446979 
406547 
427711 
456847 
448776 
452291 
408908 
418007 
422828 
433330 
410561 
427567 
418134 
454438 
449032 
426427 
437789 
419384 
418477 
453922 
447188 
430521 
443068 
437099 
420401 
410361 
431494 
406937 
439451 
404996 
424905 
444619 
434551 
421241 
414972 



U58096 
AI204212 
AK001666 
AA259090 
BE382701 
AA861697 
AA923278 
T11832 
AL033539 
AW022727 
AI968719 
AF155827 
AF 130728 
U72513 
A1638774 
AC005952 
AA321649 
AA738254 
AK001973 
AA448542 
AA280174 . 
T27013 
A1638616 
C14187 
AFQB4866 
AAB65455 
AA252254 
AW24850B 
AW953935 
H20276 
AI654443 



433159 
433800 
440207 
407276 
450142 
449576 
414251 
422956 
436812 
427521 
408728 
442832 
436899 
428949 
409731 
435206 
433975 



M31659 

A1360456 

BE302464 

AF015592 

BE296227 

M13509 

AL133396 

AW207084 
BE540255 

AK001279 
AA397769 
AA224053 
AA045573 
M86699 
A1581344 
AA490866 
AW022983 
AF053306 
H65423 
NM.0163&3 
AM 88710 
N77793 
AK001907 
BE391804 
AA991355 
U14622 
AF08627Q 

NMJJ02497 
BE538082 
BE387162 
X91817 
BE263782 
U02330 
AB03589B 
AI034361 
AI371978 
A1951118 
AW207469 
AW014631 
AL042306 
BE545072 
AW298067 
AW973352 
AL137379 
AW206560 
AA764852 
AA442153 
AA125985 
A1432364 
AA971953 



Hs 2051 testis specific protein, Y-Rnked 
ESTs 

Hs.1 89095 simflar to SALL1 (sal (Drosophila)-tike 
Hs^57028 ESTs 
Hs.25960 N^YC oncogene 
Hs.120591 ESTs 

Hs.290905 ESTs, Weakly similar to protease |H.sapl 
Hs.1 27797 Homo sapiens cDNA FU 1 1381 fis, done HE 
Hs.97124 Human DNA sequence from done RP1-309H15 
Hs.23616 ESTs 
Hs.195387 ESTs 

Hs.203963 hypothetical protein FU10339 
Hs.98586 douMesex and mab-3 related transcript 
Hs.1 59486 Human RPL13-2 pseudogene mRNA, complete 
Hs.1 05328 testes devetopmenkelated NYD-SP20 
Hs.37062 tnsuDn-lrke 3 (Leydig cell) 
Hs.2248 sman»ruludblecVtdunesubfarnayB(Cy 
Hs.165390 ESTs, Highly similar to A40350 transcrip 
Hs.150890 hypothetical protein 
Hs.251677 G antigen 7B 

Hs.285681 Williams-Beuren syndrome chromosome regi 
Hs.3132 steroidogenic acute regulatory protein 
Hs.196566 ESTs 

Hs.1 57208 aristatess-retated homeobox protein ARX 
gb:Homo sapiens envelope protein R1C-3 ( 
Hs.1 25331 ESTs, Moderately similar to unknown [H.s 
Hs.226949 ESTs 

Hs.279727 ESTs; homologue of PEM-3 [Ciona savignyi 
Hs.288655 ESTs 
Hs.31742 ESTs 
Hs.197683 ESTs 

Target Exon 

Hs.180408 solute carrier family 25 (mitochondrial 
Hs.37776 ESTs 

Hs.30057 MRS2 (S. cerevisiae)-like, magnesium horn 
Hs.28853 COC7 (cell division cyde 7, S. cerevisi 
Hs.250B22 serine/threonine kinase 15 
Hs.83169 matrix metalloproteinase 1 (interstitial 

prion protein 2 (dubtel) 
Hs.132816 hypothetical protein MGC14801 
Hs.6994 Homo sapiens cDNA: FU22044 fis, clone H 
Hs.180171 Homo sapiens cDNA FU10417 fis, done NT 
Hs.86617 ESTs 
Hs.172405 cell division cyde 27 
Hs.22900 nudear fador (erytruwd^Jerived 2)-fik 
Hs.1 69840 TTK protein kinase 
Hs.127812 ESTs, WeaWy similar to T17330 hypothefi 
Hs.39429 ESTs 

gb:df46n12.y1 Morton Fetal Cochlea Homo 
Hs.36708 budding uninhibited by benzlmidazoles 1 
Hs.17631 hypothetical protein DKFZp434E2135 
Hs.2421 83 HOM-TES-85 tumor antigen 
ESTs 

Hs.48659 ESTs, Highly similar to S14458 laminrn a 
Hs.97464 hypothetical protein 
Hs.62661 guanylate binding protein 1. interferon- 
Hs.298312 hypothetical protein DKFZp434A1315 

gb.Human transkelolase-like protein gene 
Hs.278554 heterochrornaiin-iike protein 1 
Target Exon 

Hs.1 53704 NIMA (never in mitosis gene a)-related k 
Hs.8172 ESTs, Moderately similar to A46010 X-Cn 
Hs.28085B ESTs. Highly similar to A35661 DNA excts 
Hs.102866 transketolase-fike 1 
Hs.77695 K1AA0008 gene product 
Hs.172816 neureguBn 1 
Hs.150587 tdnesin-Cke protein 2 
Hs.135150 lung type-l cell membrane-assodaled gjy 
Hs.128326 ESTs 

Hs.326736 Homo sapiens breast cancer antigen NY-BR 
Hs.24485 chondroiOn sulfate proteoglycan 6 (bama 
Hs.225068 ESTs 
Hs-97689 VASAproyn 
Hs.1 22579 ECT2 protein (Epithelial cell transf ormi 

gb:UI-H-BW0-ajp^-O9^Ul^1 Na_CGAP_Su 
ESTs 

Hs.47125 hypothetical protein FU13912 
Hs.253569 ESTs 
ESTs 

Hs.104744 hypothetical protein DKFZp434J0617 
Hs.56145 thymosin, beta, identified in neuroblast 
Hs.160594 ESTs 
Hs.122055 ESTs 



44.05 

36.60 

34.65 

32.60 

30.10 

29.35 

29.05 - 

28.45 

28.25 

26.86 

26.40 

25.55 

25.10 

23.70 

21.95 

21.73 

20.15 

19.65 

19.16 

19.05 

18.95 

18.86 

18.30 

18.00 

17.96 

17.41 

17.20 

16.20 

16.04 

15.95 

15.90 

15.70 

15.65 

15.50 

15.00 

14.95 

14.65 

14.20 

14.08 

14.05 

14.05 

13.90 

13.85 

13.70 

13.40 

13.35 

13.20 

13.10 

12.85 

12.80 

1178 

12,72 

12.65 

12.60 

12.50 

12.50 

12.45 

12.25 

12.10 

11.86 

11.85 

11.60 

11.55 

11.50 

11.45 

11.37 

11.35 

11.24 

11.12 

11.10 

11.05 

10.95 

10.95 

10.90 

10.85 

10.81 

10.80 

10.62 

10.60 

10.55 

10.45 

10.15 

10.10 
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445791 
422232 
420047 
434334 
423673 
438188 
418973 
413627 
422689 
436608 
434699 
426518 



440952 

427469 

442618 

419423 

428153 

439979 

444971 

436513 

427486 

415857 

428847 

408465 

443523 

440527 

439570 

450480 

425266 

453884' 

413318 

430835 

416859 



70 



75 



80 



407340 
449260 
430255 



431840 
428479 
426083 
425572 
410420 
453876 
430287 
453913 
421974 
432840 
451950 
412265 
435514 
431041 
432415 
418830 
409421 
449433 
458570 
441287 
434609 
432239 
441425 
446293 
414136 
65 409089 
422938 
441421 
452226 
435918 
418661 
436360 
442950 
415684 
448336 
453183 
444434 
422665 
437421 
428916 
408045 
448588 
433764 
439780 



AI63227B 
043945 
AI478658 
AA912476 
BE003054 
AA779975 
AA233056 
BE182082 
AW856665 
AA62B980 
AA643687 
Z43039 
N36327 
AI291804 
AA403084 
R56222 
026488 
AW513143 
AW600291 
AI651116 
AJ278110 
AA974433 
AA866115 
AI954833 
AW196940 
AK001575 
AV657117 
T79925 
X82125 
J00077 
AA355925 
AU076607 
A1240006 
H43437 
AW579960 
AA810168 
AA741180 
AK000703 
AI581519 
AA534908 
Y00272 
AW962712 
AB011076 
AA224053 
AW964440 
AW182459 
AW004683 
AA301270 
AK001403 
AW292317 
AA101325 
AW592804 
AA490967 
T16971 
BE513731 
AA199883 
A1672096 
AW971698 
AW293132 



Hs.195922 
Hs.113274 
Hs.94631 
Hs.1 16750 
Hs.1695 
Hs.1 28859 
Hs.191518 
Hs.246973 

Hs.192371 
Hs.149425 
Hs.170198 

Hs.118101 

Hs.269347 

Hs.26514 

Hs.90315 

Hs.98367 

Hs.6823 

Hs.148659 

Hs.125507 

Hs.127797 

Hs.98881 

Hs.253277 

Hs.9536 

Hs.184164 

Hs.269165 

Hs.25040 

Hs.155421 

Hs.36232 

Hs.75285 

Hs.192326 

Hs.80305 

Hs.1 351 50 

Hs.284289 

Hs.29879 

Hs.323822 

Hs.177164 

Hs.2860 

Hs.334562 

Hs.126712 

Hs.158307 

Hs.172405 

Hs.19025 

Hs.125759 

Hs.78934 

Hs.279521 
Hs.213307 
Hs.86154 

Hs.197955 
Hs.289014 



X81334 

AA933590 

AW20213 

AA812434 

NM.014781 

NM-001809 

AA356792 

AA024S93 

AF263538 

NM_001949 

AI962796 

AI500417 

D59356 

R53848 

AW086185 

NM 004849 

AJ011812 

AA917062 

AF003001 

AW138959 

AI970276 

AW753676 

AL109688 



Hs.67624 
Hs.9012 
Hs.12627 
Hs.1 31373 

Hs.2936 
Hs.28937 
Hs.149722 

Hs.50421 
Hs.1594 
Hs.334824 
Hs.157103 
Hs.86232 
Hs.1 189 
Hs.156100 
Hs.46764 

Hs.44976 
Hs.223856 
Hs.11171 
Hs.119018 

Hs.194562 
Hs.245123 
Hs.1 55905 
Hs.39982 



ESTs 

transcription factor EC 

brefeldin A-lnhibited guanine nucleotide 

Homo sapiens cDNA FL) 13221 fis, done NT 

matrix metalloproteinase 12 (macrophage 

ESTs 

ESTs 

intron of Bicaudal 0 homotog 1 

gb:RC3-CT0297-290100-01M03 CT0297 Homo 
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ESTs 
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Homo sapiens cDNA FU11381 fis, clone HE 
ESTs 
ESTs 
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undifferentiated embryonic cell transcri 
cell division cycle 27 
DC32 

ESTs, Weakly similar to LEU5.HUMAN LEUKE 
mutS (E. cofi) homotog 2 (colon cancer, 
gb:EST14192 Testis tumor Homo sapiens cO 
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AA218940 Hs.137516 



AF026942 

AI204600 

X57010 

AL080060 

R88362 

AB040948 

AC003682 

AA214584 

Y00971 

AL031778 

M411925 

AW301344 

AK001514 

AA9063B6 
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Hs.301549 
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Hs.132136 
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Hs.78934 
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fidgetin-like 1 
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hypothetical protein MGC10764 
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ESTs 
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nuclear transcription factor Y, alpha 
ESTs 
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ESTs 

ESTs 

ESTs 
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ESTs 
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exonuclease 1 
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ESTs, Weakly similar to (defline not ava 

KIAA0974 protein 

ESTs 

tesiis-specific ankyrin motif containing 
small nuclear RNA activating complex, po 
hypothetical protein MGC13204 
chromatin assembly factor 1, subunit A ( 
gbzn43e07.s1 Stratagene HeLa ceQ s3 93 
ESTs 

dJ467N11.1 protein 
WAA1615 protein 
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ESTs 
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453941 U39817 Hs.36820 Bloom syndrome 

415799 AA653718 Hs.225841 DKFZP434D1 93 protein 

413623 AA825721 Hs.246973 intron of Bicaudal D homotog 1 
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ESTs, WeaWy simitar to R052_HUMAN 52 KD 5.1 5 

apolipoproteln A-ll 5.14 

F*box only protein 5 5.1 3 

KIAA1210 protein 5.13 
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ESTs 5.05 

ESTs 5,05 

ESTs 5.04 
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ESTs 5.01 
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ESTs 4.95 

ESTs 4.95 
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ESTs 4.90 
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424687 
418971 
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409517 
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ESTs 4.70 
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KIAA0135 protein 4.66 

ESTs 4.65 

ELAV (embryonic lethal, abnormal vision, 4.65 

GTP cydohydrolase 1 (dopa-responsive dy 4.64 

EGF-like-domain, multiple 6 4.62 

ESTs 4.62 

zinc finger protein 281 4.62 

Human DNA sequence from clone RP1 1-1 45L2 4.61 

phospholipase A2, group Vll (platelet-ac 4.60 

Human DNA sequence from clone RP1 1-16L21 4.60 

MHC class II transactivator 4.60 

thiamine pyrophosphokinase 4.60 

Homo sapiens clone N1 1 NTera201 teraloca 4.60 

ESTs, Weakly similar to dJ 1018D1 2.3 (H.s 4.59 

NALP2 protein; PYRiN-Containing APAF1-B 4.58 

ESTs, Weakly similar to RB8B_HUMAN RAS-R 4.58 

KIAA1170 protein 4.55 

hypothetical protein FU 14627 4.55 

ESTs 4.55 

MAD2 (mitotic arrest deficient, yeast, h 4.55 

gb:RC1-BT0314-02020W)12-cO4 BT0314 Homo 4.55 

ras homclog gene family, member I 4.55 

ESTs 4.55 

ring finger protein 21, Interferorwespo 4.54 

MAGE-like 2 4.53 

cytochrome P450, subfamily XIA(choleste 4.52 

phosphoinosito! 3-phosphate-binding prot 4.50 

glycine dehydrogenase (decarboxytating; 4-48 

ESTs 4.48 

gb:Human endogenous retrovirus K clone 1 4.45 

ESTs 4.45 

zinc finger protein 75 (D8C6) 4.45 

nudear cap binding protein subunil 1, 8 4.45 

ESTs, Weakly similar to KIAA1 503 protein 4.45 

ESTs 4.45 

WAA1020 protein 4.45 

ESTs, Weakly similar to 138022 hypothefi 4.44 

ESTs 4.43 

transcription factor BMAL2 4.40 

ESTs 4.40 

ESTs 4.39 

v-myb avian myeloblastosis viral oncogen 4.39 

ESTs 4.35 

hypothelical protein FU20333 4.35 

ESTs, Weakly similar to ALU6_HUMAN ALU S 4.34 

AF15q14 protein 4.32 

hypothetical protein MGC13183 4.32 

ESTs 4.30 

aspartyMRNA synthetase 4.30 

phcsr^oribosytgfyrinamide formyltransfer 4.30 

ESTs 4.28 

small inducible cytokine subfamily B (Cy 4.27 

Putative prostate cancer tumor suppresso 4.25 

hypothetical protein FU20627 4.25 

ESTs 4.25 

gb:ya04a09.r2 Stratagene lung (937210) H 4.25 

ESTs 4.25 

ESTs 4.24 

ESTs 4.23 

C14000397*:gi|7499898|pin:iT33295hypoth 4.23 

ESTs 4.21 

Homo sapiens mRNA* cDNA DKFZp434B0425 (f 4.21 

hypothefical prolan FU20086 4.20 

ESTs 4.20 
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431126 
429628 
415989 
421373 
433979 
408321 
410193 
430335 
408031 
438885 
451578 
432446 
445076 
420218 
453628 
418459 



440404 
426300 
446223 
429984 
449687 
452109 
401464 
444670 
415684 
442066 
402098 
404287 
422756 
449704 
445685 
444379 
435373 
424557 
413646 
418646 
446074 
447353 
410100 
428856 
445140 
406367 
437834 
453985 
408446 
408562 
414713 
426067 
456497 
454679 
451865 
403137 
445730 
451993 
428819 
433583 
420812 
423806 
437205 
449211 
409757 
436027 
432512 
440840 
449099 
408092 
423909 
437162 
424381 
433023 
452571 
421413 
440953 
420697 
407275 
422789 
411856 
449529 
447444 
444656 
448674 
415829 



AF0B5243 
H09604 
A1267700 
AA608229 
AA620999 
AW405882 
AJ132592 
D8O0O7 
AA081395 
A188655B 
NMJ)16323 
AA542845 
A1206888 
AW958037 
AW243307 
R85436 
T65754 
AI015881 
U15979 
BE300091 
AL050102 
W58520 
A1525873 



H58373 Hs.332938 
H22966 Hs.13471 
BE502147 Hs.128418 



AA441787 

AK000733 

AW779829 

N99035 

AW665538 

AA343057 

BE155042 

AW979223 

AA079799 

AI375701 

AAQ81636 

AA435735 



AA769294 
N44545 
AW450669 
AI436323 
BE465243 
AW664691 
AW967956 
AW813110 
H43737 

A1624342 
AA765776 
AL135623 
AI817723 
AA715303 
AA331247 
AL1 10232 
AI922972 
NMJW1898 
AI864053 
NM.003284 
AW629666 
AI629041 
NM.007057 
AJ2231B3 
AW0055O5 
AA285249 
AW864793 
W31518 
A1826128 
AI683036 
AA827705 
AI3641B6 
AK001113 
H67899 
A1990559 
AK000318 
AI277924 
W31178 
AW450198 



Hs.283619 zinc finger protein 236 
Hs.1 3268 ESTs 
ESTs 

Hs.46677 ESTs 

gb:ag03a08.s1 SoaresJesOs_NHT Homo sap 
Hs.44205 cortistalin 
Hs.59757 zinc finger protein 281 
Hs.239499 KIAA01 85 prolan 
Hs.42173 Homo sapiens cDNA FU10366 fis, done NT 
Hs.184987 ESTs 
Hs.26663 cycfin-E binding protein 1 
Hs.294088 GAJ protein 
Hs.154131 ESTs 

ribosomal protein L4 
Hs.83937 hypothetical protein 
Hs.268814 ESTs 

gb:yc1 1c07.s1 Stratagene lung (937210) H 
Hs.324527 mitochondria! ribosomal protein S5 
Hs. 1 69228 delta-like homoiog (Drcsophfla) 
Hs.1 1 9699 hypothetical protein FU 12969 
Hs.227209 hypothetical protein FU21617 

intermediate filament protein syncoilin 
Hs.61 1 64 hypothetical protein FU14909 
histone deacetytase 5 
hypothetical protein MGC5370 
ESTs 
ESTs 

ENSP0000021^25^L3^ninin alpha-1 chain p 
FGENESH predicted novel CUB-domain conta 
Hs.1 1 9689 glycoprotein hormones, alpha polypeptide 
Hs.23900 GTPase activating protein 

gb:hn88a05jc1 NCI_CGAP_KH11 1 Homo sapien 
Hs.30352 ESTs 
Hs.117689 ESTs 

Hs. 1 64588 ESTs, Moderately similar to neuronal thr 

gb:PMO-HT0349-101299-002-E04 HT0349 Homo 
Hs.292478 ESTs 

Hs.3431 03 hypothetical protein FU11 896 
Hs.25884 ESTs 

Hs.271916 ESTs, Weakly similar to S41044 chromosom 
Hs.183171 hypothetical protein FU22002 
Hs.1 97913 ESTs, Weakly similar to SCP3 MOUSE SYNAP 
NMJ)22357:Homo sapiens putative metaflop 
gtenz36g03.s1 Na_CGAP_GC81 Homo sapiens 
Hs.251865 ESTs 

Hs.45068 hypothetical protein DKF2p434l143 
Hs.31 141 roundabout (axon guidance receptor, Dros 
Hs.1 2664 ESTs 
Hs.97053 ESTs 

Hs.1 23648 ESTs, Weakly similar to AF1 08460 1 ubinu 

gb:CM4-ST0189^)51099^21-f05 ST0189 Homo 
Hs.33186 ESTs. Weakly similar to unknown protein 

NMJ)05381*:Homo sapiens nucleolin (Na). 
Hs.179082 ESTs 
Hs.122983 ESTs 
Hs.193914 K1AA0575 gene product 
Hs.22678 hypothetical protein FU21832 
Hs.107369 ESTs 
Hs.86617 ESTs 

Hs.279243 Homo sapiens mRNA; cDNA OKFZp564O2071 (f 
Hs.196073 ESTs 
Hs.123114 cystafinSN 

Hs.39972 ESTs, WeaWy similar to 138588 reverse t 
Hs.3017 transition protein 1 (during histone to 

ESTs, Weakly similar to S64054 hypothetl 
Hs.46908 ESTs 
Hs.42650 . ZWIOinleractor 
Hs.135194 immunoglobulin superfamily, member 6 
Hs.5464 thyroid hormone receptor coactivaOng pr 
Hs.146329 protein kinase Chk2(CHEK2) 

thrombospondin 1 
Hs.34665 ESTs 

Hs.55209 ESTs, Weakly similar to A49364 59 protei 
Hs.124135 Homo sapiens cDNA RJ 1 3051 fe. clone NT 
Hs.26605 ESTs 

gb:qw34h07jc1 NQ_CGAP_Ut4 Homo sapiens 
Hs.1 20842 hypothetical protein FU10251 
Hs.4190 Homo sapiens cONA: FU 23289 fis, clone C 
Hs.232033 ESTs 

Hs.18616 hypothetical protein FU2031 1 
Hs.145199 ESTs 

Hs.1 54140 ovary-specific acidic protein 
Hs.163742 ESTs 
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436188 
402178 
41B179 
423545 
429063 
437440 
427366 
438456 
418821 
417918 
415912 
423020 



X51630 

AP000692 

AW363845 

AA646804 

AA885108 

AA913381 

AA436002 

AA209205 



414206 
427761 
428728 
452631 
427719 
431869 
429830 
420297 
421972 
403433 
456030 
402408 
452387 
416608 
417553 
408065 
431077 
452461 
437660 
420552 
419926 
420161 
414747 
449571 
424727 
441820 
423685 
427532 
437700 
438176 
453062 
447054 
430056 
418049 
434288 
439176 
421350 
413943 
412123 
430968 
449467 
405935 
429782 
411027 
412140 
429183 
42887B 
418203 
435068 
442573 
451065 
419741 
406542 
422406 



AA383092 

AL137163 

AW276887 

AA412205 

NM-016625 

AI188658 

AI393122 

AA521136 

AI537278 

AI628272 

M18185 



Hs.1145 

Hs.129781 

Hs.322903 

Hs.223806 

Hs.20594 

Hs.183161 

Hs.163754 

Hs.206469 

Hs.1 608 

Hs.57549 

Hs.46609 

Hs.140996 

Hs.191381 

Hs.87496 

Hs.134726 

Hs.190176 

HS.225B41 

Hs.88323 

Hs.1454 



AI680772 
R11499 
L09190 
AW954272 
AI669133 
N78223 
W31708 
AK000492 
AWS00992 
A1683069 
U30872 
AW016812 
AW590378 
AA969119 
BE350494 
AA442152 
AA766060 
AW138970 
AW20753B 
AB002350 
X97548 
AA211467 
AW1 89075 
AI446444 
AW301608 
AW294416 
BE251328 
AW972830 
AW205006 

NWL005754 
AF072099 
AA219691 
AB014504 
AA4368B4 
X54942 
H16262 
H93366 
AW295132 
NMJW7019 



Hs.306094 
Hs.189716 



418826 
424513 
427617 
428361 
400268 
443596 
442875 
416031 
435244 
423354 
453785 



429467 
448769 
423453 



AK001049 Hs.48712 hypothetical protein FU20736 3.75 

C19001998*:gi|6453813lreflNP_008926.2l b 3.75 

Wilms tumor 1 3.75 

chromosome 21 open reading frame 5 3-75 

ESTs, Weakly similar to A46010 X-linked 3.75 

ESTs 3.75 

TATA box binding protein (TBP)-associate 3.74 

ESTs 3.73 

ESTs 3.73 

hypothetical protein FU 1 2606 3.73 

ESTs. Weakly similar to ALU6_HUMAN ALU S 3-71 

replication protein A3 (14kD) 3.70 

hypothetical protein (1J473B4 3.70 

ESTs 3.70 

ESTs 3.69 

hypothetical protein 3.68 

ESTs 3.68 

ESTs 3.68 

ESTs 3.67 

DKFZP434D193 protein 3.67 

ESTs, Weakly similar to ALU1JWMAN ALU S 3.66 

gastric inhibitory polypeptide 3.66 

NNL001622:Homo sapiens a!pha-2-HS-glycop 3.65 

AA136106 Hs.184852 KIAA1 553 protein 3.65 

NM_030920*:Homo sapiens hypothetical pro 3.65 

trinucleotide repeat containing 12 3.65 

ESTs 3.65 

trichohyalin 3.65 

gb:EST366342 MAGE resequences, MAGC Homo 3.65 

hypothetical protein FU 1 2810 3.64 

transcription factor 3.60 

ESTs 3.60 

hypothetical protein 3.60 

DKFZP586D2223 protein 3.59 

ESTs 3.59 

centromere protein F {35Q7400kD, mitosin 3.59 

ESTs 3.56 

hypothetical protein FU20674 3.55 

ESTs, Weakly similar to envelope protein 3.55 

uveal autoantigen with coiled coa domai 3.55 

hypothetical protein DKFZp434J0617 3.55 

myeloid/lymphoid or mbced-fineage leukem 3.55 

ESTs " 3.55 

KIAA1677 3.55 

K1AA0352 gene product 3.55 

KRAB-associated protein 1 3.54 

Homo sapiens, Similar to nuclear tocafiz 3.54 

fibri1Bn3 3.54 

ESTs, Weakly similar to B28096 line-1 pr 3.52 

ESTs, Moderately similar to 154374 gene 3.52 

Homo sapiens cDMA FU12981 6s. clone NT 3.52 

hypothetical protein FU10881 3.51 

gb:EST384925 MAGE resequences. MAGL Homo 3.50 

ESTs 3.50 

Target Exon 3.50 

Ras-GTPase-acSvatlng protein SK3-domain 3.50 

leukocyte Irnrnunogtobufin-like receptor, 3.50 

RAB6 interacting, kinesin-Gke (rabklnes 3.49 

KIAA0704 protein 3.49 

ESTs 3.49 

CDC28 protein kinase 2 3.49 

ESTs 3.48 

branched chain aminotransferase 1 , cytos 3.48 

ESTs, Weakly similar to granule cell mar 3.48 

ubtquitin carrier protein E2-C 3.48 

C19000728*:gqi2585552JsriQ9Y2Q1|2257^HU 3.47 

AF025441 Hs.1 16206 Opa^nteracting protein 5 3.46 

ENSF>00000217725*±aminm aJpha-1 chain p 3.45 

Hs.88820 HDCMC28P protein 3.45 

Hs.149894 mHochondria] translationa! tmtiafon f 3.45 

Hs.199179 RAN binding protein 2 3.45 

Hs. 183858 transcriptional intermediary factor 1 3.45 

NM_003292:Homo sapiens translocated prom 3.45 

Hs.134124 ESTs 3.45 

Hs.23625 Homo sapiens doneTCCCTA00142mRNAsequ 3.45 

Hs.107515 ESTs. Weakly similar to T00329 hypothefj 3.45 

Hs.1 87824 ESTs 3.45 

Hs. 127436 calcium channel, voltage-dependent alph 3.45 

Hs.283732 ESTs, Moderately similar to ALU1_HUMAN A 3.45 

Hs.40782 ESTs 3.44 

Hs.203772 FSHD region gene 1 3.43 

Hs.38173 ESTs 3.43 

Hs.1 28791 CQ-09 protein 3.41 



Hs.115660 

Hs.108106 

Hs.55304 

Hs.98806 

Hs.93796 

Hs.120817 

Hs.77204 

Hs.200266 

Hs.152519 

Hs.143502 

Hs.49753 

Hs.104744 

Hs.301209 

Hs.122113 

Hs.61603 

Hs.17262 

Hs.228059 

Hs.116265 
Hs.190394 
Hs.278188 
Hs.144687 
Hs.73291 

Hs.197042 

Hs.220689 

Hs.67846 

Hs.73625 

Hs.197955 

Hs.48926 

Hs.83758 

Hs.31415 

Hs.7567 

Hs.222231 

Hs.93002 



AK000375 



D42053 
NM.015905 

AW026048 

BE623003 

T30290 

N77221 

AB011130 

AI368236 

AI950339 

NMJW4477 

N66037 

AW450737 
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417705 AW134952 Hs.175220 hypothetical protein FU 14541 3.41 

410252 AWB21182 Hs.6141B microfibriilar-associated protein 1 3.41 

404068 Target Exon 3.40 

. 401644 Target Exon 3.40 

5 422354 AF067800 Hs.1 15515 C-type (catdum dependent, carbohydrate- 3.40 

452907 BE256966 Hs.31652 ESTs, Moderately similar to 154374 gene 3.40 

420281 A1623693 Hs.323494 Predicted cation efflux pump 139 

452404 AW450675 Hs.212709 ESTs 3.39 

452256 AKD00933 Hs.2B561 Homo sapiens cONA FL) 10071 fis. clone HE- 3.39 

10 420892 AW975076 Hs.1 72589 nuclear phosphoprotein similar to S. cer 3.39 

440606 A1828751 ESTs, Weakly similar to 138022 hypotheii 138 

425474 Z48054 Hs.158084 peroxisome receptor 1 137 

429714 BE561801 Hs.2484 T-cefl leukoma/lymphoma 1A 137 

446214 AK001322 Hs.14347 hypothetical protein FU 10460 3.36 

15 434808 AF155108 Hs.256150 Homo sapiens, Similar to RIKEN cDNA 2810 136 

448789 BE539108 Hs.22051 hypothetical protein MGC1 5548 136 

421633 AF121860 Hs.106260 sorting nexin 10 3.36 

438192 AI859055 Hs.293B07 Homo sapiens AFG3L1 isoform 1 mRNA, part 136 

436511 AA721252 Hs.291502 ESTs 3.35 

20 402680 Target Exon 3.35 

414598 A1094221 Hs.135150 lung type-t cell membrane-associaled g!y 135 

449477 A1652602 Hs.197043 ESTs 135 

413686 AI469213 Hs.71404 ESTs 3.35 

401091 decay accelerating factor for complement 135 

25 418295 AW970043 Hs.238039 hypothetical protein FU 11 090 3.35 

433220 A1076192 Hs.131933 ESTs 134 

453200 AA033832 Hs.212433 ESTs 3.33 

427239 BE270447 ubiquitin carrier protein 133 

418355 L42563 Hs.1165 ATPase, H? transporting, nongastric, alp 133 

30 421535 AB002359 Hs.1 05478 phosphoritxjsylformylglydrrtmidinesyntha 131 

441243 AI767056 Hs.193002 ESTs 3.30 

440716 AW105245 Hs.146509 ESTs 3.30 

400587 C10000649*:gi|7296574|gb[AAF5l857.1| (AE 3.30 

401148 Target Exon 130 

35 411752 AW236047 Hs.126497 ESTs 130 

433252 AB040957 Hs.151343 KIAA1 524 protein 130 

434008 AA740878 Hs.112982 ESTs 130 

444665 BE613126 Hs.47783 B aggressive lymphoma gene 130 

458067 AA393603 Hs.36752 protein kinase anchoring protein GKAP42 3.30 

40 410340 AW182B33 Hs.1121B8 hypothetical protein FU13149 129 

452761 BE244742 Hs.30532 Cd-77 protein 129 

451418 BE387790 Hs.26369 hypothetical protein FU 20287 129 

429323 NMJJ01649 Hs.2391 apical protein, Xenopus laevis-iike 128 

432809 AA565509 Hs.131703 ESTs 3.27 

45 449426 T92251 Hs.198882 ESTs 127 

425174 D87450 Hs.154978 KIAA0261 protein 125 

435159 AA668879 Hs.116649 ESTs 125 

446597 AK001334 Hs.15470 putative ring zinc ringer protein NY-REN 125 

411554 W22895 Hs.112360 prominin (mouseHike 1 125 

50 447555 AJ391662 Hs.160963 Homo sapiens, done MGC12318, mRNA, com 3.25 

426931 NNL003416 Hs.2076 zinc finger protein 7 (KOX 4. done HF.1 3.25 

445093 AI207197 ESTs 3.25 

410275 U85658 Hs.61796 transcription factor AP-2 gamma (activat 124 

_ _ 424568 AF005418 Hs.150595 cytochrome P450, subfamily XXvTA, potype 124 

55 453293 AA382267 Hs.10653 ESTs 3.24 

421654 AW163267 Hs.106469 suppressor of varl (Sxerevisiae) 3-Bke 123 

430552 AA176374 Hs.243886 nuclear autoantigenic sperm protein (his 122 

41 1975 A1916058 Hs.144583 ESTs 3.22 

448140 AF146761 .Hs.20450 BCM^ike membrane protein precursor 122 
60 403432 N^001622:Homo sapiens alpha-2-H^glycop 121 

436515 AJ278111 Hs.195292 putative tumor antigen 121 

456505 AA504595 ESTs 121 

427668 AA298760 Hs.180191 hypothetical protein FU 14904 121 

_ 452794 AI192444 Hs.25892 ESTs, Weakly similar to 137356 epHhefia 120 

65 427314 AB033024 Hs.175475 KIAA1 198 protein 120 

424051 AL110203 Hs.138411 Homo sapiens mRNA; cDNA OKFZp586J1922 (f 120 

452028 AK001659 Hs.27595 hypothetical protein FU21 142 120 

421002 AF116030 Hs.100932 transcription factor 17 120 

422225 BE245652 Hs.1 18281 zinc finger protein 266 120 

70 437549 AA759149 Hs.1 28757 gbah70e0ls1 SoaresJestis.NHT Homo sap 120 

418524 AA300576 Hs.85769 acidic 82 kDa protein mRNA 120 

427642 R40761 Hs.9834 ESTs 3.20 

442765 BE567353 Hs.99480 ESTs 3.20 

nc 410048 W76467 Hs.343874 proline oxidase homolog 3.20 

75 412008 NrVL.001841 Hs.73037 cannabinoid receptor 2 (macrophage) 120 

423675 A1990509 Hs.131342 small Indudble cytokine subfamily A (Cy 3.20 

453895 AA039843 Hs.61948 Homo sapiens, done MGC16466, mRNA, com 3.20 

424144 AA454033 Hs.41644 AKAP-assodated sperm protein 119 

428612 AA770001 ESTs 119 

80 422805 AA436989 Hs.121017 H2A hi stone family, member A 119 

444371 BE540274 Hs.239 forkhead box M1 3.18 

427528 AU077143 Hs.179565 miruchronxKome maintenance deficient (S. 3.17 

451684 AF216751 Hs.26813 COA14 3.17 
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452031 


AA741314 


Hs.865 


RAP1A, member of RAS oncogene family 


3.17 


451230 


BE546208 


Hs.26090 


hypothetical protein FU20272 


3.16 


416000 


R82342 


Hs.79856 


ESTs, Weakiy similar to S65657 atpha*1C- 


3.16 


444623 


BE262989 


Hs.12045 


putative protein 


3.15 


44652B 


AU076640 


Hs.1 5243 


nucleolar protein 1 (120kD) 


3.15 


430388 


AA356923 


Hs.240770 


nuctear cap binding protein subunit 2, 2 


3.15 


447801 


H8B923 


Hs.270247 


Homo sapiens cDNA FU 1 1 977 fe, clone HE 


3.15 


424188 


AW954552 


Hs.142634 


zinc finger protein 


3.15 


436941 


AA860383 


Hs.292791 


ESTs 


3.15 


400592 






Target Exon 


115 


437642 


AL079309 




nh'Hnmn safiiAns mPMA fiitl Ipnnfh insprt 


115 


450405 


AI694913 


Hs 279637 


ESTs 


3.15 


414161 


AA 1361 06 


Hs. 184852 


KIAA1553 protein 


3.15 


440129 


AA865818 




FSTs Weakta similar In S71RRR ^fp20-!H( 

LUIS, TTCOIUj OIIIUkU IU Of IOU0 OlGilrlm 


3.14 


438538 


AA832203 


Hs 2919*15 


ESTs 


3.14 


441013 


AI125252 


Hs 126419 

HO. 1 tUM 1 3 


ESTs 


3.14 


450431 


AW1 38797 


Hs 266041 


ESTs 


3.14 


423755 


AB037735 


Hs 132560 


hvnoJhptical nrntein Ft -110^12 


3.13 


434769 




ns. ityicio 


Hnmn ennifw: rHMA Fl H9R7R fic Hn no KIT 

numo sapiens cuna ruuo/D ns, uune im i 


^ 13 
0. 10 


449523 




Hs.54443 


uia iiuwiiu ^v-u rnouij receptor o 


3.12 


410704 


RFf1767<^ 

DCUf Of 




nh-rMLRTDRfH 1Rft?nfL1'?1 hlHRTnfiM Hnmn 
yD,L.m i-o i udui- iou^uu- iz i-u iu diuoui norno 


3 19 


412673 






ESTs 


311 
0. 1 1 


420507 


AF093408 


Hs 98397 


A kinase f PRKA^ artrhnr nmlp'rn ^ 


3.11 


423419 




lie. 


CO IS 


1 11 


428925 


AW242474 




ESTs 


3.11 


426108 




no. id woo 


[JUjyidllllllcU L.CII UtrdUl 9 


3.10 


439398 


AA284267 


Hs 221 504 


ESTs 


3.10 


449138 


AW294215 


Hs 195631 


ESTs 


3.10 


441795 


N58115 


Hs.21137 


AD024 protein 


3.10 


456053 


S57498 


Hs 76252 


ciiuvu iwiiii icucu^ui ivuc *i 


3,10 


403610 






C3001199'ni!7494834lnir1lT15308 hvnnihp} 


3.10 


421281 


AI299139 


Hs.1 751 7 


ESTs 


3.10 


429274 


Al 379772 




ESTs 


3.10 


438243 


Al 581 311 




ESTs 


3.10 


424800 


AL035588 


Hs. 153203 


MyoD family inhibitor 


3.09 


429469 


M64590 


Hs.27 


glycine dehydrogenase (decarboxytaling; 


3.0B 


416443 


N69469 


Hs 194225 


ESTs 


3.08 


421230 


AW958439 


Hs.1 05633 


ESTs 


3.07 


427906 


AA86433D 


Hs 166520 


ESTs 


3.07 


414706 


AW340125 


Hs.769B9 


KLAA0097 gene product 


3.06 


441703 


AW390054 


Hs 192843 


iMvino 7tnnor nrnfoin Pl^Qf214 
RsuuiiB £ip|jai piuiciH rrwoiH 


3.06 


445679 


Al 343868 


Hs 301059 


hvDothetical nrotein FU 12488 


3.06 


434456 


AW452621 


Hs 116832 


ESTs 


3.05 


433228 


F28212 


no. 


nam i49i protein 


J.UD 


419335 


AW960146 


Hs 2841 37 


hvnnihp ticpl nrntpJn Fl I12RRR 


3.05 


415227 


AWR21113 


Hs 72402 


CO 15 


q nc 

J.UD 


421184 


NM 003616 


Hs 102456 
no. i Vtfoo 


survival of motor neuron protein tnterac 


in*; 

O.UD 


438869 






gbiHomo sapiens fufl length insert cDNA 


J.UO 


422726 


U11690 


Uc 1<T70 


faciogenital dysplasia (Aarskog- Scott sy 


o.tw 


429302 


AU076674 


Hs 1QRR9Q 


cuivdryuuc udnsiduon iniuauun lanor 


O.U*t 


416975 




ns. iud i 


granzyme B (granzyme 2, cytotoxic T-tymp 


J.IW 


433914 


AP10R1?R 

AT IU0 100 


Hs 112160 
no. 1 1 c I du 


nornu sapiens urw n encase nornoiog \r i j 


o.ut 


411365 


M76477 


Hs.289082 


GM2 ganglioside activator protein 


3.04 


435726 


BE535787 


Hs.1 13170 


ESTs 


3.03 


426386 


AA748850 


Hs.125830 


bladder cancer overexpressed protein 


3,03 


42059S 


NMJJ02692 


Hs.99185 


polymerase (DNA directed), epsflon 2 


3.02 


427953 


AA417944 


Hs.44331 


ESTs 


3.01 


433612 


AF078164 


Hs.61188 


Homo sapiens Ku70-bind'mg protein (KUB3) 


3.01 


421305 


BE397354 


Hs.324830 


diptheria toxin resistance protein requi 


3.00 


448048 


BE281291 


Hs.170408 


ESTs, Moderately similar to A47582 B-ceJ 


3.00 


434776 


AA648988 




gb:ns41f11^1 Na_CGAP_GCB1 Homo sapiens 


3.00 


414132 


A1801235 


Hs.48480 


ESTs 


3.00 


430491 


AL109791 


Hs.241559 


Homo sapiens mRNA full length insert cON 


3.00 


433493 


AA594915 


Hs.155087 


ESTs 


3.00 


452606 


N45202 


Hs.90012 


hypothetical protein FU23441 


3.00 


453416 


NMJJ03037 


Hs.32970 


signafmg lymphocytic adlvation motecul 


3.00 



TABLE 53B 

Pkey: Unique Eos probeset identifier number 
CAT number: Gene cluster number 
Accession: Genbank accession numbers 



Pkey CAT Number 
432666 144_7 AA558585 AA565499 AI360576 AW204069 AA991 648 AA864939 

423458 30480J BC018070 BG702493 AI204212 AA460929 AA993606 BF926635 AA226938 BG190705 BG186496 AW291865 BG183340 BG195301 BG214539 

8G215094 GG198867 BG196332 BG208220 BG212418 
430676 60836_2 BG433950 BE061583 T05808 BE144813 AW81 2038 BE144812 AW812040 AWB12041 AU1 24350 BE061602 BE0616O4 BF922595 BE061603 

AI352469 BE061601 BJ062752 AW818206 BF887722 
422828 227063 1 BE671981 BE503379 AI655440 AI337054 AI2B8920 AI242370AI825182AA758081 BF855141 BF091068 

418477 4172.1 BC022538 AI990847 BF478249 BG217996 BG212702 BG182057 AW589883 BFO00O85 AA993969 BG479023 BG220014 BG679466 BE907092 

AI623855 AA223956 AA223917 AW022983 AW090580 AW573219 BF514491 BF445397 AA884705 AI910424 
443068 18695 17 AV752763 A1032142 N30308 N22181 H95390 AW675632 
436812 659779J AW978773 AW298067 AA810101 AW194180 AA731645AI690673 

625 



WO 03/042661 



PCT/US02/36810 



_ 422689 
5 440968 



10 



15 



20 



25 



30 



35 



40 



45 



50 



55 



60 



65 



70 



75 



80 



427521 513212J 



1000797J 
874209 1 
518029.1 

6841 59 J 

864120J 

132288.1 

14739J 

30243.1 



18695.18 
978554 1 
49082J 
6028.5 



1031334.1 
14056_1 



2635916J 
596835 1 
215430 1 



427486 
421974 
435514 
434609 
414136 



415684 
437421 



453160 



417886 
412537 



440801 
436909 
429228 



451050 11847,4 



418235 
418378 
450375 



451105 
424281 
430183 

427298 
444386 
414725 



433841 



418768 
409268 
415989 

433979 
420218 

418866 
449687 



445685 
413646 
437834 

454679 
440840 



433023 
437440 



.1 

1227421.1 
16559.3 



409517 4537J 



442562 39593.1 



1145037 J 
892055 1 
17316.1 

115241J 
1490237.1 
19377,1 



2293204.1 
109625.1 
10194J 

2076469.1 
191547J 

245947J 
25369.2 



381678.1 
1525656 1 
294580.1 

174325.1 
i_1 



3970.8 
2497201.1 



AW973352 BF222929 AW01 6853 BF0591 30 AI651829 BE551767 AA558414 AI339359 BF059601 AI961 162 A1341422 A1206248 AI2061 65 

AA548736 AA768578 AI539081 AW025957 AA736837 N79575 AW594357 AA4B0892 

AA764852AA736937 

AW954733AA315006AW856665 

AI954001 AI634416 AW236545 AI824860 BF223710 AW139686 AI672051 A1655566 AW025712 N36327 BF222876 N34083 AA911045 N40303 
AW835451 

BF510715BE673055BE464111 AW590620 A1637939AA404324 AW236441 AI650952BF056796AA974433 
AA301270 AA301379 AA301366 
AA683356 AW592804 A1150287 
AF147390R76593 R76594 

AJ420453 AL526740 AW968449 AA459140 AA843893 AI566516 AW971760 AA430089 AI753216 AA854268 AA743075 AI864957 AA458920 
A1566634 AA21 1796 BG615512 BE169275 BF983253 BF969462 AA766261 A1769894 AA135833 AI831542 N63376 AA214392 AU1 54486 
AW605017 AW450072 AA446459 BE881 875 AI061423 AA598549 AW439151 M426273 Z40087 AA812434 AA135965 H0481 2 
BF666746 D59356 BG678312 N56640AA1 66861 
AA917062 AA757369 AW592218 
AL109688 R23665 R26578 

BC009512 NM.Q03526 BI597616 AV761592 AV760377 AL601008 BI604131 BE645918 BG187760 BG181525 BG210634 BG192999 AI263307 
AA344186 AW952966 AA033609 AA037562 AA722183 R79452 H70775 BF674991 BE769437 BG007856 AA037483 AW572535 A1143991 
AA084581 AA033510 AV742510AV735788 R08336 
AA210987 D57294 AA214584 AA207006 D56572 

AKO25201 AA425472 AI594282 BG057305 AA907787 AI286170 AI684577 AJ420494 AI809B65 BF058095 A1478773 A! 1 60445 AL0441 14 
AW665529 A1129239 AW297152 A1268215 AI469807 AI969353 BE552356 N66509 AA736741 AA382555 AW075811 AV759188 BI259364 
BF445142BG232065AI141758AI631202AI167566AI208445AA889823BF982682N90322BI090^ 
AA382556 AW235763 AA927051 AI862075 BE886691 BE619282 
AA906366 AA938956 AI910938 

AW102570 AA907150 AA907120 AA737188 AI248890 AW977353 

BG676155 BM009591 AI479075 AI025794 AI017967 AA448270 BE466812 AA853422 AI392649 BG952034 AA513384 BF840124 BE714620 
AW969605 AI553633 

BM453041 AA7607B3BE218582AI340O46 AW166131 BF51 5854 A1630296AA46 1307 AI090881 AW023059 AA1 55797 AA 11 5486 AL597396 
AW889004 AW937420 AA137082 AA013374 BG619478 BG401839 
BE072634 BE072653 AA830615AA214736 AA331718 
AA218925 AW962081 AA354237 

BG570706 BG572749 AW606284 H04021 AA151166 AW954405 AA131254 BG056461 W46291 H01532 H04384 H03231 AA852876 H04410 
H59605 BE157601 AA113758 

NMJW0363 X54163 M64247 AI265781 AI760600 AI367238 8E140258 AW207185 AI657074 C03333 AI19391 1 C05024 C03193 AI950215 C05070 
C05613W17389 C05351 AA311399 C04180 C04896 C05502 C05482 C04456 C04543 C04558 C04551 C03114 C03103 AI369979 AI652255 
T12391 T12073 W19390 C02994 C02730 C04434 W07136 R57607 C03339 

AK056685 BG399272 AA1 87835 BF821903 AV660550 AV660556 AV660502 BG564397 BE379584 BF446961 AI653055 AW973709 AI653173 
BG054997 AI266043 BI054879 AI656750 AI492830 AW021 142 AI472184 AW170056 AI0B2443 AI167921 059940 BI492088 K74180 AW130886 
AI348677 AI278577 AA761517 AI698203 AA1 1 5535 AI264790 AW205074 AA860452 AA554902 AI00071 5 D62102 BE544768 A1376090 D59939 
AW242249 AA525421 R34211 R34328 BF248064 BF241437 BF572759 BF218832 
BI01 5205 AI761324 AW880937 AW880941 
AA338252AA338213 

AK055746 AA039909 BE183282 W60721 AA464867 AA398986 T67280 BF995651 A1675065 BG001051 BF764727 BF766707 BF764717 BF764852 
BF173139 BE010038 

AA933717 BF061897 AW628327 AA641788 AA400495 
BE085183 AI144398 BE065367 BF377924 

NM.058166 AF220030 AL043894 AW974257 AA625445 AU1 53502 A1650537 AW612116 AI672377 AW772451 BE892241 BE501 740 AA71 8935 
AI650276 AI654206 BE503226 AI651 327 AW873562 AW271269 AW271 565 A1873518 AI2071 50 A1338826 AI650258A1628362AA227117 AI207149 
AW052076 AI470776AA588100AW235852 AA769791 AI701653 AK027664 AI984770 AU153469 BE222316 AA609539BE220093AA609112 
B1054316 

AF080229 AF080232 U87593 U87592 U87591 U87590 AI636743 A1533B1 8 AW206802 AI5B371 8 AF080231 AF080234 AF080233 AL535594 
AI81 8326 AF080230 S46404 AI970376 AA463992 AW665466 BF512210 U87S95 U87589 BE550633 AI672574 BE467547 AI680833 AW614951 
N29986 N25695 H69001 U87596 BE673974 A1797496 AI70 1526 AA703396AW1 39734 H92278 N66048 BE219539 BE671665 AI624817 BE46861 1 
AI206344 AA574397 BF593413 BG231 271 BF773517 U87594 BF062180 BE466420 AI887798 BF674385 AA204735 AW496808 AA204833 
AA2071 55 BI004756 AA206262 A1365204 H77608 AW59051 1 
T39328 T39310 T39303 T39284 

BE893356 AA625304 AI765607 A1624B98 R76060 AA069651 BG998885 R35783 BF086499 AA428755 AI245055 

BC013389 BC01 7398 AI023543 AA1 91424 A1267700 AI469633 AW958465 AW953397 AA172056 BE940298 BF909208 BF909980 BF095153 

BG285837 AI720344 BF541715 AA355086 AA172236 

N5O454AA620999T16375 

AW95B037 R42557 AI337047 AA948360 AI638005 AA459950 AI62491 5 AI638047 AI467856 AI521826 AA860305 AI93231 5 AW003092 AW271756 
AW779380 AA609879 AI634791 A1493770 AI56521 1 241 145 AI6279S2 AA303734 BE349457 AW196765 AA256527 BE0B9727 
T65754 AA229658 AA229857 

AK056550 AK056356 A1928212 AI742073 AW300558 BG058755 AA058343 AI554842 AW207438 BF509981 BF444954 AW026234 A1620104 
AA973460 A1370934 N63066 AA493129 AW590888 AI682952 AI167202 AA631394 AI421915 AI222883BF477519AI208777AA765849Ai675076 
A1370922 AI339579 AA486224 AA453524 AW771805 AI492842 H54679 AA961022 AW023555 H06192 AA910222 AI660021 A1032525 A1375480 
A1351850 AI032919 AA833599 BG057928 AA553913 AW235737 AA002124 AA913636 F04607 AI867699AA548100 BE091446 AA486378 
BE002022 H84627 BI059837 BF917659 BF917100 BF917043 BF917104 BF916878 BG290981 AW954251 AA757126 H1 1545 AA353384 N48448 
AA379845 AA004943 AA379928 AA002123 BM47Q118 AL598847 AL598830 BG899239 R57470 BF939179 A1650642 AI758851 BF352505 W68422 
W35297 H11435AA937499AI783996 R12500AI819557 N39093 Z41619H22849 M004942 R09436 R02403T90942 T85823 
BG029683 AI248120 BI850480 AW779829 N22494 
BE155042 BE155040 BE154987 BE155012 

BG1 1 0129 AW749287 8E535498 AW749299 AW749293 AW749302 AW749298 AW749291 AW749294 AW7492B9 AW749288 AW749296 
AA769294 AW749297 AW749295 AW749292 BE002573 
AW8131 10 BF771370 BF771371 AW813113 AW003381 

BI862319 AA204955 BF240507 BG212143 AW205739 BI760647 BM1 29481 BI760482 AW300025 A1288591 AW2361 14 AI302852 A103B548 
AI797207 AA534496 BG188194 AA921877 BG191846 BG182959 BE620243 BF217428 BC009514 BM463015 AL529077 BM051874 BG773269 
BM314351 BM3 14660 AW629666 AA316207 AJ623431 AA504153AA314700BG195449BG614101 

BE999967 BF438599 AW864793 AI802899 BE815132 AW4688BB A1672189 AI052004 BF1 12024 AA772335 AW275054 AA573845 AI144148 
AI968683 AA846676 AA927355 H80424 AW973295 R88209 F29868 BE928871 
AA846804 AA757581 AI050950 AI092024 AA838807 



626 



WO 03/042661 



PCT/US02/36810 



408065 
418049 



430968 
4O026B 



417553 258857 1 AL545411 AI096369BF431 750 Al 130946 W60065 W80663 AA258580 W73279 W76156W80662AW058658AI204699 W60115N56751 N30878 
AI769345 R71250 AI363766 R22777 R17009 R27985 R28243 
101881.1 BI603077 AW954272 BI598724 A1003154 AA059300 AA04691 1 B1569907 BI600966 BI659987 

12052 4 AJ314647NM 052888 BI494693AA835065AI634477AI 336678 Al 807696 BF477887AI701 147 Z391 87 R38979 F02234 AA984711 BI222234 

AV731417 R42406 H04996 T9B498 R12489 R12577 R42405 
12371 15 1 AW972830 AA489820 AA527647 AA570362 

840 4 " U69668 AA448366 X53105 BC016514 BE694438 AI655840 AW235355 BG427984 AA612862 AA448223 BM145813 BM194565 AI870824 BE973573 
BM148408 AA448232 AA454176 AA740959 AA884391 AA808545 AW070759 BM144223 N75518 BE542983 BE241942 AI124022 AA761687 
BF908518 BF907890 R1 1490 AL536642 BF109180 AA953881 A1783716 BE622908 A1621005 AW148784 AI690114 AW275000AI765790 BF222859 
AW1 67268 A1990460 AW300443 AA779S60 AI62056B BF1 15024 BE504703 AW628332 A1922851 BE006636 AU158376 A11 68279 AA80991 6 
AI469757 AA830828 AA830388 N64324 A1049683 AA970275 BF477364 BG261301 AA326388 AU150565 AU158374 AA687967 N58510 AI650450 
AL549572 BF349280 BF349269 BM463016 AW836798 AL120958 AW836891 AW385525 BE175733 BE175727 BE175723 BF092430 BI061782 
AU135358BE175731 BE 175754 BE1 75756 BE841747 BF798384 AU 128251 BF095246BG223262 AW847833 AL§36643AW366516 AW391532 
BE934857 BF925057 AW438446 R8B246 AW179270 BE087782 BI832144 
440606 10075 1 BC017350 BC021031 AI22021 9 AI828751 AW134498 BE139642 AA894554 A1278594 AV747315 BE561749 B1085890 T801 17 H69682 N70904 
AV741999 H70098 

427239 2Q459J AL532360 BE794750 AA582908 AI015067 AW271034 B6271636 AW075177 AW071374 A1345565 A1307208 BE138953 BE049086 AI334881 
AW075006 AW0751B1 AA464019 AW302733 AW075100 AW073433 A1802854 AI334909 AI802853 A1345036 A1348921 A1340734 AI307478 
AI251289 AW302327 AW072520 AI312145 AW073856 AW072513 AW0712B9 AI307559 AA876186 T29587 AI307493 AI25506B AI252868 AI252839 
AW074809 Al 252926 AI252160 A1251 662 AI251262 AI610913 AI270787 Al 270156 A1252075 AW073469 AW072901 AW072496 AW071420 
AI305762 AI254764 AIB02837 A1251264 AW073049 AW071311 AI340643 BE138965 BE138502 AW073456 AI334733 AI054335 BE139260 
A1054302 AI054060 AI054057 AI053722 AI2B971 1 BE1 39228 AW470478 AW271039 AW302085 BE041 872 A1254494 A1271496 AI252427 
BF718773 BF718645AW074866BE857B22 

445093 175963J AI207197 BF773544 AW196462 

456505 15472.2 BC017965AW969075AA279982AA504511 A)219979AA504595 AI245579 AA278181 BG485019BI049312 

428612 1383189.1 AA770001 AA431112AA432126 

437642 77594 1 AL079309AA281819 

440129 26078B2 1 AI732997 AA977633AA865818 

410704 1054673 1 AW877458 AW877524 BE076922 BE166912 AWB40534 BE076754 AW797829 BE166905 BE166926 AW877462 BE166927 BE166932 AW877523 
BE166917 AW877529 BE166928 BF351394 AW877522 AW877528 BE166861 BE166866 BE166913 BE166919 AW877456 AW877537 BE076866 
AW840571 

438243 2532601.1 A1581311 M781682 AA781678 
438869 52134 1 AF075009 R63109R63068 

434776 118129.1 AW974599 AA648988 R98760 



TABLE 53C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (G!) numbers. "Dunham, et al." refers to the publication entitled "The DNA sequence of 

human chromosome 22" Dunham, et al. (1999) Nature 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NUJOsition: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposfo'on 


406547 


7711513 


Minus 


172780-174358 


404996 


6007890 


Plus 


37999-38145,38652-38998,39727-39872,4055 


402199 


8576116 


Minus 


84187-84744 


402145 


8018280 


Plus 


113086-114800 


401837 


7630990 


Minus 


120993-121095,121660-121729 


403780 


8076989 


Plus 


93160-93409 


402299 


6693370 


Plus 


23367-25175 


401435 


8217934 


Minus 


54508-55233 


401464 


6682291 


Minus 


170688-170834 


402098 


8117697 


Minus 


4418644330 


404287 


2326514 


Plus 


53134-53281 


406367 


9256126 


Minus 


58313-58489 


403137 


9211494 


Minus 


92349-92572,92958-93084,93579-93712,9394 


402178 


8575912 


Plus 


391138-391711 


403433 


9719611 


Minus 


72225-72437 


402408 


9796239 


Minus 


110326-110491 


405935 


6758795 


Minus 


163112-163652 


406542 


7711499 


Plus 


117335-118473 


402099 


8117697 


Plus 


121553-121742,123265-123423 


404068 


3168621 


Minus 


18123-18766 


401644 


8576138 


Plus 


B2655-B3959 


402680 


8113438 


Plus 


137634-137768,139702-139893,140475-14059 


401091 


9958240 


Plus 


94760-94898 


400587 


9887626 


Plus 


25435-25588.25668-25747 


401148 


2547238 


Minus 


22521-23053 


403432 


9719611 


Minus 


68204-68392 


400592 


9887642 


Minus 


24642-24815 


403610 


8308266 


Plus 


157705-157860 



TABLE 54A: 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene Cite 

R1: Ratio of norma! testi b normal adult tissues 

R2: Ratio of 'average - normal testi to "average" testicular cancer 

Pkey ExAccn UnigenelD Unigene Title R1 R2 
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401979 






421825 


AA£Jo/5o 


rts.lojf 4r 


408493 




H5.4bUo9 


441728 


AI797395 


Hs.1b9/iJf 


452215 


AK002043 
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3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.7 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.6 
3.5 
3.5 
3.5 
3.5 
3.5 
3.5 
15 
3.5 
3.4 
3.4 
3.4. 
3.4 
3.4 
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3.4 
3.4 
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412092 H43229 Hs.125201 ESTs, Weakly similar to 138022 hypolheti 
441579 AW458847 Hs.127194 ESTs 
420619 AF130255 Hs.99430 leslis zinc finger protein 
425368 AB014595 Hs.155976 cutlin4B 
5 425638 NM_012337 Hs.1 58450 nasopharyngeal epithelium specific prate 
429938 BE296804 Hs.226377 phosphate cyGdytyltransferase 2, ethano 
453017 R84301 Hs.31387 DKFZP564J0 123 protein 
424466 ALD40420 Hs.148250 Homo sapiens mRNA; cONA DKFZp434N1535 (f 
442084 H81173 Hs.34596 ESTs 
10 423196 AK001866 Hs.125139 hypothetical protein FU 11 004 

434183 AW104257 Hs.123426 ESTs, Weakly similar to SN1 INHUMAN PROBA 
428093 AW594506 Hs.104830 ESTs 
433982 AA724720 Hs.1 12941 ESTs 

429821 AL096749 Hs.225433 Homo sapiens mRNA; cDNA DKFZp434G153 (fr 
15 408415 AW418788 ESTs, Weakly similar to S43569 R01H10.6 

407722 BE252241 Hs.38041 pyridoxal (pyridoxine, vitamin B6) kin as 
402857 Target Exon 

416667 AK000526 Hs.79457 hypothetical protein FU2051 9 
435114 AA775483 Hs.288936 mitochondrial nbosomal protein L9 
20 427748 AA421041 ESTs 

422794 AJ011733 Hs.1 20857 synaptogyrin 4 
417488 AL046052 Hs.321046 hypothetical protein FU1 1743 
4401 15 R41808 ESTs, Weakly similar to B Chain B, Solut 

437143 AW204056 Hs.8917 ESTs 
25 417473 M55268 Hs.82201 casein kinase 2, alpha prime polypeptide 
426594 AA884317 Hs.97130 ESTs 

428733 AA346824 Hs.1 91996 Homo sapiens organic cation transporter 
440864 A1382142 Hs.132104 ESTs 
427141 AW628007 Hs.97643 testis-specific protein TSP-NY 
30 431534 AL137531 Hs.258890 Homo sapiens mRNA; cONA DKFZp434F0919 (f 
438670 A1275803 Hs.1 23428 ESTs 

412443 AW951103 Hs.130767 Homo sapiens cDNA: FU23553 fis, clone L 
452251 R37132 Hs.65009 ESTs 

444141 AW629475 Hs.8977 ESTs, Weakly similar to R£D1_HUMAN DOUBL 
35 428254 AKD00542 Hs.183362 hypothetical protein FU20535 
421621 AL045589 Hs.1B0197 ESTs 
451017 BE391847 Hs.181173 hypothetical protein MGC1 0771 
457138 AW140059 Hs.98579 ESTs 
428524 AA429772 ESTs 
40 428726 AA432195 Hs.98694 ESTs 

431310 AW327889 Hs.252433 Homo sapiens cDNA FU13794 fis, done TH 
428076 AA420979 Hs.234895 ESTs, Weakly similar to Lysozyme [H.sap3 
427532 AA442152 Hs.104744 hypothetical protein DKFZp434J06 17 
424450 All 37526 Hs.147472 dynein intermediate chain 2 
45 433963 AI218808 Hs.1 87778 ESTs 

424181 AL039482 Hs.142517 Homo sapiens mRNA;cDNADKFZp434P0810(f 
440933 AI208217 ESTs 

441854 AA215990 Hs.99841 ESTs, Weakly similar to dJ 1 10801 1 .1 [H.s 
423313 NMJJ14269 Hs.1 26838 a disintegrin and rretaflciprrtemase doma 

50 428630 AA431270 Hs.140646 ESTs 

448813 AF169802 Hs.22142 cytochrome b5 reductase D5R.2 
434720 A1208541 Hs.1 891 60 ESTs, WeaWy similar to cytochrome c-lik 
436328 A1201145 Hs.122042 Human DNA sequence from done RP4-576H24 
429293 AT767B79 Hs.99214 ESTs 

55 427255 AA400082 Hs.343593 ESTs, Weakly similar to TD54.HUMAN TUMOR 
440713 AA904448 Hs.126368 ESTs 
418499 A1627392 Hs.302023 hypothetical protein FKSG25 
423218 NMJJ15896 Hs.167380 BLu protein 
444644 AW070634 Hs.144794 ESTs 

60 430252 AI538774 Hs.1 05328 testes devetopment-retated NYt>SP20 
427829 AI188225 ESTs 
426879 A1969340 Hs.1 15437 hypothetical protein MGC3048 
427362 AA625582 Hs.97752 EST 

441973 T60072 Hs.10688 ESTs, Weakly similar to HRIHFB21 57 [H.sa 
65 428989 AF104260 Hs.194712 prari (DrosophilaHike 1 
438735 M76676 ESTs 

432238 AL133057 Hs.274135 Homo sapiens mRNA; cONA DKFZp434K1815 (f 
427586 AA609661 Hs.190592 ESTs,ModeratdysimnartoWASP-(amiry 
427306 AW76743 Hs.229275 ESTs 
70 418725 AL117637 Hs.306094 DKFZP434122S protein 

456748 AW137749 Hs.1 25902 ublquffin specific protease 2 
443162 T49951 Hs.9029 DKFZP434G032 protein 
433836 AA610065 Hs.179646 ESTs 

439680 AW245741 Hs.58461 ESTs, Weakly similar to A35659 krueppel- 

75 437426 AW1 36558 Hs.1 25246 ESTs 

405528 . C2002647:gi|4507721lreflNP„003310.1|fit 

442977 AW291731 Hs.144090 ESTs 
433330 AW207084 Hs.132816 hypothetical protein MGC1 4801 
424275 AW673173 Hs.144505 DKF2P566F0546 protein 

80 426667 AA770016 Hs.121192 ESTs 

410202 AB023213 Hs.60177 KIAA0996 protein 

428080 AI198656 Hs.98330 ESTs 

427252 AA400069 Hs.97757 hypothetical protein FU13031 
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458255 


AW 1401 26 


Hs.132357 


ESTs 


3.23 


2.8 


433612 


AF078164 


Hs.61188 


Homo sapiens Ku70-binding protein (KUB3) 


3.95 


2.8 


440582 


AA993337 


Hs.1 29082 


ESTs 


5.29 


2.8 


435566 


A1457958 


Hs.80464 


hepatitis B virus x-interacting protein 


3.28 


2.8 


433771 


AI028794 


Hs.112684 


ESTs 


3.36 


2.8 


447924 


AI817226 


Hs.313413 


ESTs, Weakly simaar to T231 10 hypotheti 


5.30 


2.8 


426703 


AI221893 


Hs.121549 


ESTs 


3.93 


2.8 


430251 


AA609246 


Hs.181451 


ESTs 


4.04 


2.8 


427184 


AI969361 


Hs. 180471 


ESTs 


6.78 


2.8 


439909 


AW450062 


Hs!l87134 


ESTs, Moderately simflar to AF 26374 2 1 g 


3.65 


2.8 


446885 


AW003686 


Hs.30325 


ESTs, Highly similar to AF200923 1 tesG 


3.34 


2.7 


450340 


AA44717? 


Hs 60288 


ESTs 


5.39 


2.7 


428100 


AW665592 


Hs.190413 


ESTs 


5^32 


2.7 


449333 


AI203Q21 




ESTs 


4.35 


2.7 


429861 


Al 989571 


Hs.99510 


ESTs 


3.28 


2.7 


426622 


AL044400 


Hs^5371 


PSTq Wpaklv <;imlbir tn A17?1? rrrnnin tr 


5.38 


2,7 


427256 


AL042436 


Hs.97723 


ESTs 


4.08 


2.7 


408407 


ort IHDQU 


Hs.44685 


v^ono*HiAC unc nngci protein 


3.27 


2.7 


403328 








4.26 


27 


436264 


AA707Z l i7 


ns. i&uu i** 


ESTs 


3.58 


2.7 


427104 


AA398187 




PST«? Wpaklv similar tn mifnrhnnririal ri 

t^lO, TYC7PHIJ Olliumi Iw IIIUUWIUIHJI Id \jl 


3.68 


2.7 


426640 




Hs 98104 


ESTs 


4.60 


2.7 


428789 


AW2961G7 


H<; 91030 


ESTs 


4.23 


2.7 


435274 


AA887547 


He 1 qnons 


ESTs 


4.25 


2.7 


426612 


AA922057 


Hs.184185 


ESTs 


7.17 


2.7 


435110 


N42688 


Hs.81001 


F-box only protein 25 


4.85 


Z7 


433792 


AA778661 




ESTs 


4.06 


2.7 


423278 


AL1 17627 


Hs. 126289 


Homo saniens mRNA- cDNA DKFZo434B115 ffr 


3.04 


2.7 


427284 


AA400298 


H<; 144696 


ESTs 


5.81 


2.6 


423375 


Z94277 


Hs 127689 


type 1 protein phosphatase inhibitor 


3.36 


2.6 


422362 


Z46967 


Hs.1 15460 


calicin 


4.72 


2.6 


439993 


T18864 


Hs. 144924 


serine/threonine protein kinase SSTK 


5.03 


2.6 


409364 


AI480252 


Hs.1 37368 


ESTs 


7.22 


2.6 


419224 


NWL012189 


Hs.314452 


(ibroushealhin II 


13.86 


2.6 


428915 


A1041278 


Hs 87908 




4.73 


2.6 


427181 


Al 183653 


Hs.27888 


ESTs, Weakly simitar to ALU1_HUMAN ALU S 


4.21 


2.6 


442122 


A1932330 




ESTs 


3.07 


2.6 


424812 


AFQ59252 


Hs.1 53299 




3.80 


2.6 


430956 


Al 183529 


HsJ!706 


glutathione peroxidase 4 (phospholipid h 


3.19 


2.6 


427234 


AA399667 


Hs 104675 


ESTs 


3.43 


2.6 


423005 


AL080148 


Hs 123004 


DKFZP434B204 nrotein 


3.53 


26 


428214 


AA936282 


Hs.1 20397 


ESTs 


4.14 


2.6 


452613 




Hs.23459 


ESTs 


7.78 


2.6 


410380 


Al 

ML 1 sJuUDO 




novel pro Usui siitiiuii lu (iiuusc iytu v iu 


3.45 


2.6 


452537 




He 777^5 
ns.» # too 


hufv\lha<ir<al nrricAn CI 11 1fi1ft 

nypoine ucaj prouan r lj m o \ o 


<3.**i> 




401712 






Tampl Pvrtfi 


4.51 


2.6 


429186 


BE503443 


Hs 112095 


hvnolheticai nmtpin DKF7d434F1819 


5.90 


2.6 


438124 


AA77Bfi1fl 

AA 1 1 DO lu 


ns. i tzuio 


ESTs 






422937 


U03270 


ns. i ux> 1 1 


centrin, EF-hand protein, 1 


o cn 

J.DU 




410279 


RF771Q77 




hvnnlhpllral mrrfpin PI M4117 


/ -5C 


2.6 


428625 




He 18588 


ESTs 


5.29 


2.6 


433439 


AA431176 


' He 1 W?n 

no. 1 Oo£.MJ 


ribosomal protean S15 


3,50 


2.5 


433760 


AW592121 




ESTs 


3.26 


2.5 


431219 


AM 90773 


Hs.1 27204 


PSTq Wpaklv «amilflr In similar tn CR18 


5.10 


2.5 


411773 


MM 006799 




ntntpaco corino 91 rtocttcjnl 

piWlBooO, OdUlC, C 1 ^USOUOIIIJ 


8.07 


2.5 


453468 


W00712 


He *)9Qqn 




3.56 


2.5 


445158 


Al 992 108 


Hs 127206 

no. iti iuy . 


ESTs 


3.60 


2.5 


440360 


R10482 


Hs. 132876 


ESTs 


4^6 


2.5 


452420 


BE564871 


Hs.29463 


CMrfrin FP-hanH nmtp'm "5 fHnC31 vpjvA 


3.95 


2.5 


433281 


N48673 


Hs.146037 


hypothetical protein DKFZp434C135 


5.68 


2.5 


429369 


AI269514 


Hs.1 29802 


ESTs 


3.49 


2.5 


433949 


AI674766 


Hs.1 12877 


ESTs 


5.15 


Z5 


427668 


AA298760 


Hs 180191 


hvoolhetical nrotein FL) 14904 


10.46 


2.5 


414708 


AA393379 


Hs.97415 


ESTs, Weakly similar to T33068 hypotheti 


3.87 


2.5 


408485 


AW274294 


Hs.1 44092 


ESTs' Weaklv simflar to A Chain A. Sacch 


6.10 


2.4 


412869 


AA290712 


Hs 82407 


chpmnkrnA rroanrf 1 fi 

vAw wliClllUVXUIw U^CUIU 1 U 


5.64 


2.4 


426956 


AA393G73 




ESTs Weakrv similar to ALUS HUMAN ALU S 


4.68 


2.4 


429152 


AA447209 


Ks.99099 


Homo 33ni£it& NYD-SP7R mRMA rnmnlete cds 


4.34 


2.4 


426247 


U92992 


Hs 98834 


ESTs 


5.40 


ZA 


427589 


T19219 


Hs.97978 


hypothetical protein MGC4766 similar to 


3.40 


24 


429099 


BE439952 


Hs.196177 


pnosphorylase kinase, gamma 2 (testis) 


5.85 


24 


453353 


U33055 


Hs.32959 


G protein-coupled receptor kinase 2 (Dro 


4.82 


24 


413372 


H55532 




tubulin, alpha 2 


9.32 


2.4 


411737 


AW160339 


Hs.71791 


hypothetical protein 


5.26 


24 


453868 


NM_014433 


Hs.35984 


rhabdoid tumor deletion region protein 1 


3.05 


24 


427098 


AA398161 


Hs.97602 


ESTs 


3.21 


24 


427165 


AA429709 


Hs.99336 


ESTs, Weakly similar to T1 5446 hypotheti 


4.27 


24 


425B08 


AA364109 


Hs.177990 


ESTs 


7.80 


24 


444790 


AB030506 


Hs.1 1955 


89 protein 


3.32 


24 


426718 


AA383555 


Hs.126413 


ESTs 


4.20 


24 


411441 


AL042355 


Hs.70202 


WD repeat domain 10 


6.14 


24 


450852 


Ai983354 


Hs.7740 


oxysterol binding protein-like 1 


4.97 


23 


427054 


AA421240 


Hs.97570 


ESTs 


3.10 


23 



632 



WO 03/042661 



PCT/US02/36810 



438633 

427199 

440182 

435517 

446309 

420338 

433829 

4294B5 

423058 

433822 

442268 

434298 

440720 

427554 

414251 

430254 

437418 

437522 

422808 

436695 

422247 

421625 

434807 

428174 

409735 

444467 

433832 

440036 

415240 

432538 

440882 

436605 

422990 

432174 

409267 

423021 

439012 

433812 

456924 

437249 

426038 

427065 

428824 

428224 

436954 

444470 

457579 

427886 

439273 

434318 

427015 

421598 

427236 

434520 

456051 

418322 

451807 

448984 

420484 

414181 

424558 



AI653327 

AW015836 

AA868919 

AA928626 

BE044261 

AA825595 

AI190715 

AW197086 

AW954568 

AI218609 

BE278064 

AA860090 

AW662776 

AW246578 

AL042306 

AI809520 

AI478954 

AA983844 

AA449014 

AA725655 

U18244 

AA405386 

AA364183 

AA913321 

AL035295 

AI150368 

AA918018 

AW593295 

AA161411 

BE258332 

AI20S777 . 

A1187742 

AF035620 

AW590264 

NM.012453 

ALD36111 

BE383814 

AA725026 

A1631510 

AA432202 

AA368101 

AA397903 

W23624 

X54017 

AA740151 

M412195 

AB030816 

AA417083 

AW139099 

AW207552 

AA397520 

AW630942 

AA399959 

AA205273 

T85626 

AA284166 

W52854 

AW751955 

W32963 

AK000476 

AF038847 



Hs.123501 ESTs 
Hs.292919 ESTs 
Hs.250110 ESTs 
Hs.130177 ESTs 
Hs.149774 ESTs 

Hs.88269 Homo sapiens, clone MGC:17339, mRNA, com 
Hs.102021 ESTs 
Hs.99338 ESTs 
Hs.1 11591 ESTs 
Hs.112772 ESTs 

Hs.81 79 hypothetical protein, done 2746033 
Hs.116290 ESTs 

Hs.336943 Human DNA sequence from clone RP1 1-60H7 
Hs.179615 hypothetical protein FU10058 
Hs.97689 VASA protein 
ESTs 

Hs.59459 ESTs 
Hs.121383 ESTs 

Hs.1 21025 chromosome 1 1 open reading frame 5 
Hs.120480 ESTs 

Hs.113602 sohite canier family 1 (high affinity a 
Hs.178004 ESTs 

Hs323443 hypothetical protein FU 11 806 
Hs.126778 ESTs 

Hs.56175 H.sapiens gene from PAC 1 06H8, similar t 
ESTs 

Hs.172516 ESTs 
Hs.210956 ESTs 

Hs.5B668 chromosome 21 open reading frame 57 
Hs.278362 male-enhanced antigen 
Hs.129538 ESTs 
ESTs 

Hs.1 22764 BRCA1 associated protein 
Hs.132806 ESTs 
Hs.5251 5 transducin (betaH'ike 2 
Hs.292767 ESTs 

Hs.6455 RuvB (E coli homotogHike 2 
Hs.97165 ESTs, Weakly simfiar to 731611 hypotheti 
Hs. 1 96956 ESTs, Highly similar to match to EST AA3 
Hs.103147 hypothetical protein FU21347 
Hs 99052 ESTs 

Hs.236535 gb:zt89f1Zr1 Scares JesBs.NHT Homo sap 

Hs.173059 ESTs 

Hs.183088 acrosin 

Hs.130425 ESTs 

Hs.13740 ESTs 

Hs.36761 HRAS-like suppressor 

Hs,104789 ESTs 

Hs.269701 ESTs 

Hs.116328 ESTs.WeaWysimnartoA395S4transcrip 
ESTs 

Hs.106061 RD RNA-bindlng protein 
Hs.148271 ESTs 
Hs.177011 hypothetical protein 
Hs.76239 hypothefcal protein FU20608 
Hs.841 13 cycCrHJependent kinase inhibitor 3 (CDK 
hypothetical protein FLJ23293 similar to 
Hs^2753 hypothetical protein FU2231 8 
Hs.98289 VRK3 for vaccinia related kinase 3 
Hs.7579B hypothetical protein 
Hs.150490 FK5064inding protein 6 (36kD) 
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TABLE 54B 

Pkey. Unique Eos probeset identifier number 
CAT number. Gene cluster number 
Accession: Genbank accession numbers 



Pkey 
428618 



CAT Number 
2668J 



426599 


10110.1 


426930 


1310779J 


434317 


599587.1 


426620 


142987J 


419350 


13086J 


440822 


532606_1 


421938 


863689.1 



Accession 

BC017998 B1826643 BG715794 BG722697 BM60787 BG773459 H52859 A1652853 AI990773 AW665193 AW34Q601 AA913806 A1337099 
BE045942 AW572790 AW515652 H15004 AA909115 BW65310 B1462024 B1561578 B1463075 BG722527 R86003 BG623286 H150O3 BI562131 
BG435272 

BE736800 BM471423 AL557221 BG763302 BF742196 BF991016 BG200112 BF920027 BG576409 BG332214 BI830957 AI827504 AW1B3574 
AI805171 A1126491 AA448257 A1090641 AW1 83329 AA994B73 A1203663 BE041513 AA382260 AA382261 AL554887 BE273483 
AI809889 AA393442 AJ150574 AI200886 A1221 692 AA608977 AA813213 

A1209094 A1377740 AW1 17382 AW1 82289 AI674095 AW18801 9 AA897352 AA931314 AA923336 AW665317 AA629314 AA776691 AA906846 
AA974625AA884357AI808590 „ 4 __ A ^„ nn 

AL042392 AI147451 AA758821 AW450252 AA399310 AI656343 A1636668 AVV5 1 5660 Al 190733 AI02581 2 AA723645 AA709253 AA725709 
AA398244 AA382463 AH 39837 

A121B809BC0146O9 BG724383 AI024359AA904573 AI1 38595 AA868685 A1768931 B I828436 BG71 7350 BG71 9800 AW182303AA4481 81 
BI826670 BIB27131 B1830254 B1824155 BI831745T19190 BI830415 

BG207562 BG1921 13 AA977616 AW274024 A1554897 AI221379 AA969158 AA906867 AI873494 AI01 5039 
AA412383 AA300675 BG773248 AA412243 AA405951 
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442589 33097.2 



43S5B8 
431986 
420431 
436601 
408415 

427748 
440115 
428524 
440933 
427829 
438735 
449333 



433792 
442122 
433760 
426956 
413372 



430254 
444467 
436605 
427015 
451B07 



2470836.1 

76926J 

29290.1 

10131.1 

4581.6 

1372622J 
34 3 

1382184.1 

980517.1 

1373537.1 

10316J 

36378.1 



2204621.1 
2684549J 
584982L1 
657337.1 
32896J 



13102.1 
1008400.1 
1008207J 
683123 1 
17758.2 



NM.004157 X14968 BG480488 BE409869 BG723898 BG476313 AU121626 BE386516 AI969297 AW172340 AA889668 R23436 AI01 5037 
BE250558 BF590945 AW385993 BF983000 AA070235 AL556082 M78388 AW504473 AW370139 BG91 3697 BE899096 BG827945 BE741233 
AI015465 AW370169 8E297350 AA093249 
AS122828AA909991 AA759233 

AL591713 BF197609 A1985094 AW448916 AI243277 AL449630 AL449629 

AW241405 AW205071 AI671586 A1652354 AI638465 AW590359 AW662771 AW594067 BE502532 A1218894 BE465416 BF056295 A1247366 
AI990484A1917746AW665925A1216456AW182169AA969884AA723888AI01B419 

BI602176 BI603138 BI459895 BI755030 AW418788 AA883999 AA724858 AI48031 1 AW196355 AI004813 A1651117 BE814363 AW589856 
AA448124 AA447962 BI461166 AA405629 
AI208966 AA421041 AA815377 AA411954 

BF980396 R51074 BF979883 AI539370 BM128735 AA993397 A161 1039 AW593985 R41808 
A1208080 AA442862 AA429772 

AI125404 AW593312 AI247364A1208217 AA910021 AI915307 
AI190292 AI1 88225 AA41 6673 AA416596 AA952888 AA972172 AAS0S874 

M76676 NM.022571 BG772522 BF516449 AI537485 AW517245 BF762536 AA634446 AW196331 AI203035 BG7222B1 

AK056320 AL522040 B1793043 AW071691 AI433682 AA865414 AA702684 BI792794 H96879 R52351 AA211 126 AA442875 N25725 AA482563 

N33446 N25222 Z41 110 N26507 N73447 N24077 N20492 AW275550 H99619 AL518306 AL522041 AW959849 AL518307 AA725907 AI6551 13 

AI309906 F10184 BM451081 BE257595 BG721625 BI828509 BG700470 F12568 245396 B1829288 AA364618 AA354851 AA421448 T74231 

R52350 AA482415 AI203021 T88948 A1565842 

AI024286 AA769898 AA778661 AA868972 AA609524 

A1932330 A1190707 A1376782 AA976847 

AA609179 AW592321 AA758282 AI214437 AW072537 AA781937 

BIB31486 AW190479 AI472793 AA460217 AA459937 BF082576 AA393673 AA398702 • 

NM.006001 L1 1645 AI205604 A1207994 AI167362 AA709190 BI462421 BG772170 BG722772 AA436991 BG771655 BI553260 BF126025 
BF125857 BI462670 BG724164 BI562424 BG721652 BI559662 BG722455 BI596415 BG717561 BG722138 BG773507 BG720572 C03867 AI016802 
AL042663 M770436 AA435720 T1 9365 AA626698 AA759057 AI208021 BF507844 AI20805B AA41 271 9 AA426374 AI208775 AA977217 AA75B055 
F34585M180062 

BG700885 AA868017 AW341719 AA971332 AI688794 220462 AI808145 AW665263 AA884952 AA906136 
AW663704 A1150368 AI216464 

AI125340 AI125684 A1377949 AI126470 AI21 8351 AW665355 AI243952 AW663454 AI240603 AI1B7742 AA884214 AA723933 
AAB57437 AI968733 AI968938 M992784 AA397520 AW235244 

BM479185 AL552795 AL577722 BF038888 BM127617 BF510346 AW450652 AA865478 AW449519 BM127314 A1806539 AW449522 AA993634 
AI827626AA904788 



TABLE 54C 

Pkey: Unique numbef corresponding to an Eos probes et 

Ref: Sequence source. The 7 digit numbers in this column are Genbank Identifier (G!) numbers. "Dunham, et at." refers to the publication entitled The DNA sequence of 

human chromosome 22" Dunham, et aL (1999) Nature 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLpositbn: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposifon 


401979 


2828778 


Minus 


75693-75851,76977-77112 


406409 


9256364 


Minus 


141101-141256 


401741 


2982169 


Plus 


196686-196823,200241-200381 


406378 


9256142 


Minus 


126408-126800 


405264 


7329374 


Plus 


28556-28684 


401692 


3540172 


Phis 


26365-26510 


403783 


8081824 


Plus 


128412-128635 


404271 


9828129 


Minus 


56392-57645 


401798 


6730720 


Plus 


22831-23448 


402B57 


9801539 


Plus 


13402-14133 


405528 


9581957 


Minus 


22418-22687 


403328 


84690B6 


Minus 


120428-120703 


401712 


6682593 


Minus 


76410-76527,76692-76829,78737-1 



TABLE 55A: 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 



R1: 


Ratio of non-seminomatous mixed germ cell testicular cancer compared to normal adult testicular tissues 


Pkey 


ExAccn 


UnigenelD 


Unigene Title 


R1 


416580 


AW245540 


Hs79516 


brain abundant, membrane attached signal 


48.80 


423961 


D13666 


Hs.136348 


periosfin(OSF-2os) 


43.30 


412948 


BE243313 


Hs.334851 


UM and SH3 protein 1 


42.50 


426928 


BE409838 


Hs.194657 


cadherin 1 , type 1 . E-cadherin {epilhell 


36.80 


424247 


X14008 


Hs.234734 


rysozyme (renal amyloidosis) 


29.80 


414438 


AI879277 


Hs.76136 


thtoredoxhi 


29.40 


406658 


AI920965 


Hs.77961 


major histocompatibaity complex, class 


29.25 


446899 


NM 005397 


Hs.16426 


podocaryxin-like 


28.70 


411573 


AB029000 


Hs.70823 


WAA1077 protein 


28.40 


432730 


AI066520 


Hs.131358 


ESTs 


28.00 


418870 


AF147204 


Hs.89414 


chemokine (C-X-C motiO, receptor 4 (fus 


28.00 


444381 


BE387335 


Hs.283713 


ESTs, Weakly similar to S64054 hypotheli 


27.90 


446619 


AU076643 


Hs.313 


secreted phosphoprotein 1 (osleoponfjn, 


26.80 


447526 


AL048753 


Hs.303649 


small inducible cytokine A2 (monocyte ch 


25.00 


418174 


L20688 


Hs.83656 


Rho GDP dlssodafion inhibitor (GDI) bet 


24.15 
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40685S AW515336 Hs.29797 ribosomal prolein L10 

414682 AL021154 Hs.76884 inhibitor of DMA binding 3, dominant neg 

440440 Z28925 Ks.7188 sema domain, immunoglobulin domain (Ig), 

417139 M69043 Hs.81328 nuclear factor of kappa light potypeplid 

5 417426 NM 002291 Hs.B2124 lairanin, beta 1 

407862 BE548267 Hs.337986 Homo sapiens cDNARJ10934fis, done OV 

439180 AI393742 Hs.199067 v-erb-b2 avian erythroblastic leukemia v 

413787 AI352558 . tyrosine 3-monooxygenase/tryptophan 5-mo . 

408669 AM93591 Hs.78146 platelet/endothelia! cell adhesion molec 

10 412636 NM.004415 desmoplakin (DPI, DPII) 

414092 214244 Hs.75752 cytochrome c oxidase subunitVlIb 

414587 NM_004862 Hs.76507 LPSnnduced TNF-alpha factor 

412915 AW087727 Hs.74823 NM_004541:Homo sapiens NADH dehydrogenas 

406648 AA563730 Hs.277477 major histocompafibaity complex, class 

15 412247 AF022375 Hs.73793 vascular endothelial growth factor 

446108 AL036596 Hs.42322 A kinase (PRKA) anchor protein 2 

424800 AL035588 Hs.153203 MyoD family inhibitor 

413063 AL035737 Hs.75184 chitinase 3-iike 1 (cartilage glycoprote 

415314 N88802 Hs.5422 glycoprotein M6B 

20 406656 M16714 Hs.89643 major histocompatibility complex, class 

426295 AW367283 zinc finger protein 6 (CMPX1) 

406820 AI223958 Hs. 108124 ribosomal protein S4 t X-Rnked 

444562 AA186715 Hs.336429 RIKEN cDNA 9130422N19 gene 

417088 M54915 Hs.81170 pin>1 oncogene 

25 449338 H73444 Hs.394 adrenomeduHin 

444784 D12485 Hs.11951 ectonucleotidepyrophosphatase/phosphodi 

414420 AA043424 Hs.76095 immediate early response 3 

425543 R23313 Hs.334895 ribosomal protein L10a 

452679 Z423B7 Hs.838B3 transmembrane, prostate androgen induced 

30 420754 W79431 Hs.346911 ribosomal protein L22 

410397 AF217517 Hs.63042 DKFZp564J 157 protein 

417640 D30857 Hs.82353 protein C receptor, endothenal (EPCR) 

415899 X78992 Hs.78909 butyrate response factor 2 (EGF-response 

„ 406786 AW161678 Hs.111334 ferritin, Rght polypeptide 

35 422105 A1929700 Hs.1 11680 endosulfine alpha 

422714 AB018335 Hs.119387 KIAA0792 gene product 

444051 N48373 Hs.10247 activated leucocyte cell adhesion molecu 

426996 AW968934 Hs.173108 Homo sapiens cDNA: FU21897 fis, clone H 

An 445863 R12234 Hs.13396 Homo sapiens done 25028 mRNA sequence 

40 429614 AI371172 Hs.211539 hypothetical protein MGC4248 

410185 BE294068 Hs.737 immediate early protein 

409038 T97490 Hs.50002 small indudble cytokine subfamily A (Cy 

410611 AW954134 Hs.20924 KIAA1628 protein 

4485B8 AI970276 Hs.1 56905 K1AA1676 

45 421406 AF179897 Hs.104105 Meis (mouse) homdog 2 

420962 NMJ05904 Hs.100602 MAD {mothers against decapentaplegic, Dr 

425234 AW152225 Hs.165909 ESTs, Weakly slmflar to 138022 hypolheti 

452322 BE566343 Hs.28988 glutaredoxin (^transferase) 

454413 AI653672 Hs.40092 PNAS-123 

50 415221 W07418 Hs.78225 annexinAI 

425535 AB007937 Hs.158287 KIAA046B gene product 

450000 AI952797 Hs.10888 hypothetical protein FU21 709 

418151 AA864238 Hs.83583 actin related protein 2/3 complex, subun 

414799 A1752416 Hs.77326 insulin-tike growth factor binding prate 

55 412025 AI827451 Hs.24143 Wiskott-Aldrich syndrome protein interac 

445055 BE512856 Hs.109051 SH3 domain binding glutamic add-rich pr 

412490 AW803564 Hs.288850 Homo sapiens cDNA: FU 22528 fis, done H 

408437 AW957744 . Hs.278469 lacrimal proline rich protein 

430542 A1557486 Hs.1 19122 ribosomal protein L1 3a 

60 424670 W61215 Hs.1 16651 ejflhefiaJ V-Jike antigen 1 

432409 AA806538 Hs.130732 KIAA1 575 protein 

425945 AW410669 Hs.164280 solute canterfamDy 25 (mitochondrial 

425996 W67330 hypothetical protein AL1 1 01 1 5 

449951 AW265634 Hs.133100 ESTs 

65 435522 N64214 Hs.9774 synovial sarcoma translocafion gene on c 

407179 AA206465 thymosin, beta 4, X chromosome 

412623 R28898 Hs.74170 metallothionein 1E (functional) 

429978 AA249027 ribosomal protein S6 

450377 . AB033091 K1AA1265 protein 

70 418509 AB028624 Hs.85539 ATP synthase, H transporting, mltochondr 

440869 NM.014297 Hs.7486 prolein expressed in thyroid 

417144 AA382104 Hs.81337 tecfin, galactoside-bmding, soluble. 9 

451106 BE382701 Hs.25960 N-MYC oncogene 

426552 BE297660 Hs.170328 moesin 

75 433423 BE407127 Hs.8997 heat shock 70kO protein 1 A 

442622 NM_000435 Hs.B546 Notch fDrosophila) hcmolog 3 

407951 W77762 Hs.79015 antigen Identified by monoclonal antibod 

449944 AF290512 Hs.58215 Homo sapiens, Similar to rhotekin, done 

on 423673 BE003054 Hs.1695 matnx metalloproteinase 12 (macrophage 

oO 435056 AW023337 Hs.5422 glycoprotein M6B 

406743 AA911568" Hs.279860 tumor protein, transtaOonaJly-controIle 

422627 BE336857 Hs.1 18787 transforming growth factor, beta-induced 

420676 Al 434780 Hs.4248 vav 2 oncogene 



23.66 
23.60 
23.60 
22,35 

21.60 

21.55 

21.50 

21.50 

20.90 

20.90 

20.30 

19.45 

19.30 

19.10 

17.45 

17.40 

17.20 

16.90 

16.80 

16.75 

16.25 

16.00 

15.85 

15.60 

15.51 . 

15.33 

15.30 

15.10 

15.00 

14.92 

14.86 

14.70 . 

14.60 

14.57 

14.57 

14.25 

14.05 

14.00 

14.00 

13.95 

13.85 

13.60 

13.60 

13.40 

13.10 

13.00 

13.00 

13.00 

12.90 

12.89 

12.48 

12.45 

12.40 

12.19 

12.12 

1107 

11.90 

11.80 

11.51 

11.50 

11.50 

11.44 

11.40 

11.40 

11.25 

11.21 

11.10 

11.10 

11.10 

11.10 

11.00 

11.00 

10.93 

10.91 

10.90 

10.80 

10.80 

10.75 

10.70 

10.70 

10.70 

10.65 

10.60 
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444060 


AA340277 




Homo sapiens cDNA RJ20167 fis, done CO 


10.60 


420028 


AB014680 


Hs.8786 


carbohydrate (N-acetylglucosamine-6-O) s 


10.50 


436075 


BE090176 


Hs.179902 


transporter-Tike protein 


10.30 


450139 


AK001838 




serum/glucocorticoid regulated kinase 


10.30 


427691 


AW194426 


Hs.20726 


ESTs 


10.26 


424201 


L33075 


Hs.1742 


IQ motif containing GTPase activating pr 


10.15 


448412 


A12190B3 


Hs.42532 


ESTs, Moderately similar to ALU8_HUMAN A 


10.10 


440528 


BE313555 


Hs.7252 


WAA1224 protein 


10.05 


423184 


NMJXM42B 


Hs-1624 


ephrin-A1 


10.05 


450847 


NM 003155 


Hs.25590 


stanniocalcin 1 


9.90 


417407 


AA923278 


Hs.290905 


ESTs, Weakly similar to protease [H.sapi 


9.90 


436876 


AI124756 . 


Hs.5337 


tsocitrale dehydrogenase 2 (NADP), mi toe 


9.90 


421395 


D90084 


Hs.1023 


pyruvate dehydrogenase (fipoamide) alpha 


9.89 


435918 


AF263538 


Hs.86232 


growth differentiation factor 3 


9.89 


411251 


R19774 


Hs.22835 


HHGP protein 


9.80 


406791 


AI220684 


Hs.347939 


hemoglobin, alpha 2 


9.75 


441187 


AW195237 


Hs.7734 


hypothetical protein FU22174 


9.75 


425580 


111144 


Hs.1907 


galanin 


9.60 


420225 


AW243046 


Hs.282076 


Homo sapiens mRNA for KIAA1 650 protein, 


9.60 


413813 


M96956 


Hs.75561 


leralocarcinoma-derived growth factor 1 


9.60 


434280 


BE005398 




gb:CM1-8N0116-15040(M69-h02 BN0116 Homo 


9.60 


417944 


AU0771S6 


Hs.82985 


collagen, type V, alpha 2 


9.53 


409963 


AA133590 


Hs.250857 


calcium/calmoduDn-dependent protein kin 


9.51 


428664 


AK001666 


Hs.189095 


similar to SALL1 (sal (Drosophila)-like 


9.42 


416926 


H03109 


Hs.263395 


HT018 protein 


9.41 


456236 


AF045229 


Hs.82280 


regulator of G-protein signalling 10 


9.40 


428065 


AI634046 


Hs.157313 


ESTs 


9.40 


441455 


AJ271671 


HS.7B54 


zinc/iron regulated transporter-like . 


9.39 


410325 


AB023154 


Hs.62264 


KIAA0937 protein 


9.30 


415189 


L34657 


Hs78146 


platelet/endothelial cell adhesion molec 


9.30 


454038 


X06374 


Hs.37040 . 


platelet-derived growth factor alpha po! 


9.29 


452568 


AA805634 


Hs.300870 


Homo sapiens mRNA; cONA DKFZp547M072 (fr 


9.24 


447211 


AL161961 


Hs.17767 


K1AA1554 protein 


9.22 


422068 


A1807519 


Hs.1 04520 


Homo sapiens cDNA FU 13694 fis, clone PL 


9.20 


418299 


AA279530 


Hs.83968 


integrin, beta 2 (antigen C018 (p95). ly 


8.93 


421379 


Y15221 


Hs.103982 


small inducible cytokine subfamily B (Cy 


8.90 


429490 


AI971131 


Hs.23889 


ESTs, Weakly similar to ALU7_HUMAN ALU S 


8.90 


422241 


Y00062 


Hs.170121 


protein tyrosine phosphatase, receptor! 


8.90 


449335 


AW150717 


Hs.345728 


STAT induced STAT inhibitor 3 


8.84 


413886 


AW958264 


Hs.103832 


similar to yeast Upf3, variant B 


8.80 


447471 


AF039843 


Hs.18676 


sprouty (Drosophila) homobg 2 


8.70 


426215 


AW963419 


Hs.1 55223 


stanniocalcin 2 


8.70 


446627 


A1973016 


Hs.15725 


hypothetical protein SBB148 


8.60 


431639 


AK000680 


Hs.266175 


phosphoprotetn associated with GEMs 


8.60 


433412 


AV653729 


Hs.8185 


CGW4 protein; sulfide dehydrogenase ti 


6.60 


410023 


AB017169 


Hs.57929 


slit (Drosophila} homoSog 3 


8.50 


445245 


AB032973 


Hs.1 2461 


LCHN protein 


8.50 


448776 


BE302464 


Hs.30057 


MRS2 (S. cerevistae)-like, magnesium horn 


8.40 


453856 


AA804789 


Hs.1 9447 


PDZ-UM protein mystique 


8.35 


410143 


AA188169 




K1AA1191 protein 


8.35 


414591 


A1888490 


Hs.55902 


ESTs, Weakly similar to ALU8_HUMAN ALU S 


8.30 


433208 


AW002834 


Hs.24095 


ESTs 


8.30 


423753 


Y11312 


Hs.1 32463 


phosphoinosiGde-3-kinase, class 2, beta 


8.25 


432559 


AW452948 


Hs.257631 


ESTs 


8.20 


450561 


AF081513 


Hs.25195 


TGF-beta4 


8.10 


450157 


AW961576 


Hs.60178 


ESTs 


8.10 


444795 


AI193356 


Hs.160316 


ESTs 


8.10 


400288 


X06256 


Hs.149609 


integrin, alpha 5 (fibroneciin receptor. 


8.05 


430253 


AK001514 


Hs^36844 


hypothetical protein FU 10652 


8.00 


420059 


AF161486 


Hs.94769 


RAB23, member RAS oncogene famfly 


8.00 


419970 


AW612022 




ESTs 


a oo 


411975 


AI916058 


Hs.144583 


ESTs 


7.95 


446525 


AW967069 


Hs.211556 


hypothetical protein MGC5487 


7.90 


451831 


NMJJ01674 


Hs.460 


activating transcripQon factor 3 


7.90 


437103 


AW139408 


Hs.152940 


ESTs 


7.90 


432636 


AA340B64 


Hs.278562 


claudin 7 


7.87 


424687 


J05070 


Hs.151738 


matrix metal top rot emase 9 (gelatinase B 


7.84 


419682 


H13139 


Hs.92282 


paired-like horneodomain transcription fa 


7.80 


407137 


T97307 




gb:ye53h05.s1 Soares fetal Ever spleen 


7.80 


450147 


AW373713 


Hs.146324 


CG1-145 protein 


7.75 


447188 


H65423 


Hs.17631 


hypothetical protein DKFZp434E2135 


7.70 


449571 


AW016812 


Hs.20026S 


ESTs 


7.70 


429355 


AW973253 


Hs.292689 


ESTs 


7.70 


446488 


AB037782 


Hs.15119 


KJAA1361 protein 


7.70 


414774 


X02419 


Hs.77274 


plasminogen activator, urokinase 


7.69 


422424 


AI186431 


Hs.296638 


prostate differentiation factor 


7.67 


428818 


AI131291 


Hs.102308 


potassium inwardly-rectifying channel, s 


7.65 


416078 


AL034349 


Hs.79005 


protein tyrosine phosphatase, receptor t 


7.65 


451812 


X81889 


Hs.152151 


plakophHin 4 


7.65 


410315 


AI638871 


Hs.17625 


Homo sapiens cDNA: FU22524 fis, clone H 


7.60 


452874 


AK001061 


Hs.30925 


hypothetical protein FU 10199 


7.60 


422746 


NM.004484 


Hs.1 19651 


gtypican3 


7.60 


414020 


NMJM2984 


Hs.75703 


smafl Enducibte cytokine A4 (homologous 


7.57 
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447674 


BE27064O 


Hs.19192 


cyctin-dependent kinase 2 


7.57 


426589 


BE245550 


Hs.171825 


basic hefix-loop-helix domain containing 


7.55 


444933 


NM_016245 


Hs.12150 


retinal short-chain dehydrogenase/reduct 


7.53 


418329 


AW247430 


Hs.64152 


cystalhionine-beta-synlhase 


7.50 


425246 


AI085561 


Hs.155321 


serum response factor (c-fos serum respo 


7.50 


419223 


X60111 


Hs.1244 


CD9 antigen (p24) 


7.47 


406776 


T16206 


Hs.237164 


ESTs, Highly similar to LDHH_HUMAN L-LAC 


7.44 


401466 






vesicte-associaled membrane protein 4 


7.43 


435080 


AI831760 


Hs.155111 


hypothetical protein FU14428 


7.40 


413686 


AI469213 


Hs.71404 


ESTs 


7.40 


408605 


AF025374 


Hs.46465 


T-cell, immune regulator 1 


7.40 


408558 


AW015759 


Hs.235709 


Homo sapiens mRNA; cONA DKFZp667B071 1 (f 


7.30 


444838 


AV651660 


Hs.208558 


ESTs 


7.30 


409208 


Y00093 




integrin, alpha X (antigen CD11 C (p150), 


7.28 


427820 


BE222494 


Hs.180919 


inhibitor of DNA binding 2, dominant neg 


7.20 


452924 


AW580939 


Hs£7199 


complement component Clq receptor 


7.15 


436398 


H87136 


Hs.5174 


ribosomal protein S17 


7.15 


443195 


BE1 48235 


Hs.193063 


Homo sapiens cONA FU 14201 lis, clone NT 


7.10 


437442 


T85104 


Hs.222779 


ESTs, Moderately simitar to similar to N 


7.10 


447735 


AA775268 


Hs.6127 


Homo sapiens cDNA: FU 23020 fis, done L 


7.10 


401192 






Target Exon 


7.08 


424503 


NM_002205 


Hs. 149609 


inlparin pJnha /fihmnprfin rprpnfnr 

NM_004079:Homo sapiens cathepsin S (CTSS 


7.08 


402474 






7.00 


449567 


AI990790 


Hs.1 88614 


ESTs 


7 fin 


448019 


AW947164 


Hs.195641 


ESTs, Moderately similar to 138022 hypot 


7.00 


450506 


NM 004460 


Hs.418 


fibroblast activation protein, alpha 


7.00 


430068 


AA464964 




gb."zx80f10.s1 Soares ovary tumor NbHOT H 


7.00 


431427 


AK000401 


Hs.252748 


Homo sapiens cDNA FU 20394 fis, clone KA 


6.90 


426440 


BE382756 


Hs.169902 


solute carrier (amity 2 (facilitated glu 


6.87 


442492 


AA528489 


Hs.234518 


ribosomal protein L23 


6.84 


417365 


D50683 


Hs.82028 


transforming growth factor, beta recepto 


6.80 


452436 


BEQ77546 


Hs.31447 


ESTs, Moderately similar to A46010 X-lin 


6.80 


431183 


NM 006855 


Hs.250696 


KDEL (Lys-Asp-Giu-Leu) endoplasmic retic 


6.80 


435684 


NMJXJ129Q 


Hs.4980 


LIM domain binding 2 
K1AA1191 protein 


6.80 


442685 


ABQ33017 


Hs.8594 


6.79 


413542 


BE295928 


Hs.75424 


inhibitor of DMA hinrfinn 1 dominant npn 


6.77 


411789 


AF245505 


Hs.72157 


AdBcan 


6.76 


441565 


AW953575 


Hs.303125 


p53-tnduced protein PI 0*01 


6.75 


440268 


BE270030 


Hs.336959 


Homo sapiens, clone IMAGE :36771 85, mRNA 


6.74 


444207 


AI565004 




cathepsin D (lysosomal aspartyl protease 


6.72 


408912 


AB011084 


Hs.46924 


KIAA0512 gene product ALEX2 


6.70 


429500 


X78565 


Ks.289114 


hexabrachion (tenascin C, cytotactin) 


6*70 


429469 


M54590 


Hs.27 


glycine dehydrogenase (dccarboxylaOng) 


6.70 


438915 


AA280174 


Hs.285681 


Willirtm^-RpiirRn ^vnrimmp rhrnmnsnrnp mni 


6.70 


430332 


R51790 


Hs.239483 


Human done 23933 mRNA sequence 


6.70 


413497 


BE 177661 




gb:RC1-HT0598-O203OO-011-hO2 HT0598 Homo 


6.70 


433271 


BE621697 


Hs.14317 


nucleolar nrolpin famih/ A mpmhpr f H/ 


6.66 


443351 


AW016783 


Hs.30799 


Homo sapiens cDNA FU 13471 fis, clone PL 


6.65 


406858 


AI865720 


Hs.29797 


ribosomal protein L10 


6.65 


435748 


AA699756 


Hs.1 17335 


ESTs 


6.63 


423024 


AA593731 


Hs 325823 


ESTs Moderafplv similar in A1 1 K HI IMAM A 


fi fi9 


422451 


AA310753 


Hs.42491 


ESTs Wealth/ similar In < ?R^'T7 atnha.1 P- 


fi (x) 


424415 


NMJJ01975 


Hs.1 46580 




6.61 


434584 


D57341 


Hs.1 88361 


Homo saoiens cDMA R J19Rfl7 fis r!nn« NT 

i lull i\j *>opivl VJ L> I in i Imm 1 cUv I Iks. vIUIIB I » t 


6.60 


442379 


NM.004613 


Hs.6265 


frflnsnttiiamina^A 9 tCl nnh/npntirfp nrnta 


fi <tf 


424528 


AW073971 


Hs.238954 


ESTs, Weakly similar to K1AA1 204 protein 


6.50 


450294 


H42587 


Hs.238730 


hypothetical protein MGC1 0823 


6.45 


417336 


R70429 


Hs.81988 


disabled (Drosophfla) homolog 2 (mitogen 


6.45 


418707 


U97502 


Hs.87497 


hiifvmnhnin suhfamitv "\ mpmhpr A9 


fi A.1 


402145 






Target Exon 


6.43 


414662 


AL036058 


Hs.76807 


major histocompatibility complex, class 


6.42 


436860 


H 12751 


Hs.5327 


PR01914 protein 


fun 


438962 


BE046594 




gb:hn41c11.x1 NCI CGAP..RDF2 Homo sapiens 


6.40 


435937 


AA830893 


Hs.1 19769 


ESTs 


6.40 


412645 


AW444433 


Hs.136061 


Homo sapiens, Similar to hypothetical pr 


6.40 


446173 


BE565849 


Hs.14158 


coprne III 


6.39 


425875 


AU077333 


Hs.160483 


erythrocyte membrane protein band 7.2 (s 


6.36 


412093 


BE242691 


Hs.14947 


ESTs 


6.34 


446921 


AB012113 


Hs.16530 


small inducible cytokine subfamily A (Cy 


6.30 


443523 


AK001575 


Hs.9536 


hypothetical protein FU 10713 


&30 


428311 


NM_005651 


Hs.183671 


tryptophan 2, 3-cC oxygenase 


6.30 


447519 


U46258 


Hs.339665 


ESTs 


6.30 


445817 


NMJJ03642 


Hs.13340 


his tone acetyl transferase 1 


6.30 


434423 


NM_006769 


Hs.3844 


UM domain only 4 


6.30 


434524 


AA635931 


Hs.249716 


ESTs 


6.30 


441970 


AW959918 


Hs.73737 


ESTs 


6.30 


433675 


AW977653 


Hs.75319 


ribonucleotide reductase M2 polypeptide 


6.30 


437374 


AL359571 


Hs.44054 


ninein (GSK3B interacting protein) 


6.25 


437134 


AA349944 


Hs.42915 


ARP2 (acfirwelated protein 2, yeast) ho 


6.23 


407284 


A1539227 


Hs.214039 


hypothetical protein FU23556 


6.20 


426158 


NM_O01982 


Hs.199067 


v-erb-b2 avian erythroblastic leukemia v 


6.20 


447029 


AL137281 


Hs.17110 


Homo sapiens mRNA; cDNA DKFZp434C2016 (f 


6.20 


417315 


AI080042 


Hs.180450 


ribosomal protein S24 


6.20 



637 



WO 03/042661 



PCT/US02/36810 



418840 AI821614 Hs.185831 ESTs 6.20 

410668 BE379794 Hs.159651 hypothetical protein 6.16 

425762 BE244076 Hs.159578 AT-hook transcription factor AKNA 6.13 

413840 AI301558 RNA binding motif protein, X chromosome 6.13 

5 409493 AA386192 Hs.193482 Homo sapiens cDNA FU1 1903 fis, done HE 6.12 

450944 AA554989 sudD (suppressor of brrnD6. Aspergillus n 6.10 

415825 Y18024 Hs.78877 inositol 1.4.5-uisphosphate3-kinaseB 6.10 

435538 AB011540 Hs.4930 tow density Hpoprotein receptor-related 6.10 

429109 AL008637 Hs.196352 neutrophil cytosotic factor 4 (40kD) 6.10 

10 418460 M26315 Hs.85258 CD8 antigen, alpha polypeptide (p32) 6.10 

408996 AJ979168 Hs.344096 glycoprotein {transmembrane) rtmb 6.10 

432666 AW204069 ESTs. WeaWy similar to unnamed protein 6.09 

435812 AA700439 Hs.188490 ESTs 6.06 

432805 X94630 Hs.3107 C097 antigen 6.06 

15 441283 AA927670 Hs.131704 ESTs 6.06 

417632 R20855 Hs.5422 glycoprotein M6B 6.00 

435905 AW997484 Hs.5003 WAA0456 protein 6.00 

425593 AA278921 Hs.1908 proteoglycan 1, secretory granute 5.99 

_ 429083 Y09397 Hs.227817 BCL2-related protein A1 5.95 

20 410598 AI817130 Hs.9195 Homo sapiens cDNA FU 13698 fis, clone PL 5.95 

425291 AA354572 gb:EST62857 Jurkat Halls V Homo sapien 5.95 

449971 AA807346 Hs.288581 Homo sapiens cDNA FU 14296 fis, done PL 5.93 

451052 AA281504 Hs.24444 Homo sapiens cDNA: FU221 65 fis, done H 5.90 

447217 BE465754 Hs.17778 neuropiKn2 5.90 

25 417228 AL134324 Hs.7312 ESTs 5.86 

443963 AA878183 Hs.17448 Homo sapiens cDNA FU13618 fis, clone PL 5.86 

452382 N38902 Hs.211539 hypothetical protein MGC4248 - 5.84 

427747 AW411425 Hs.180655 serine/threonine kinase 12 5.84 

„ 414483 R25513 Hs.10683 ESTs 5.82 

30 428570 AA430321 Hs.293945 ESTs 5.B1 

443194 AI954968 matrix Gla protein 5.80 

429582 AI569068 Hs.22247 ESTs 5.80 

414405 AI362533 KIAA0306 protein 5.80 

428342 AI739168 Homo sapiens cDNA FU 13458 fis, clone PL 5.80 

35 437739 AW579216 Hs.264610 ESTs, Moderately simitar to Ibd1 [t-Uapi 5.80 

417018 M16038 Hs.80887 v-yes-1 Yamaguchi sarcoma viral related 5.80 

442821 BE391929 Hs.8752 transmembrane protein 4 5.77 

434511 R28982 Hs.18106 ESTs 5.76 

406745 AW511970 Hs.279860 tumor protein, translauonatly-controlle 5.70 

40 453187 AI161383 Hs.34549 ESTs, Highly simflar to S94541 1 done 4 5.70 

453115 AW772041 Hs.18439 ESTs, Moderately similar to JC5238 galac 5.70 

406857 AA613726 Hs.29797 ribosomal protein L10 5.69 

418522 AA605038 Hs.7149 Homo sapiens cDNA: FU21950 fis, done H 5.68 

. _ 444273 A1903474 Hs.230 fibromodulin 5.65 

45 441623 AA315805 desmoglein2 5.63 

418300 A1433074 Hs.86682 Homo sapiens cDNA: FU21578 fis, done C 5.63 

440099 AL080058 Hs.6909 DKFZP554G202 protein 5.60 

434096 AW662958 Hs.75825 pteiomorphtc adenoma gene-like 1 5.60 

417621 AV654694 Hs.82316 interferon-induced. hepatitis C-assodat 5.60 

50 422610 AF153820 Hs.1547 potassium inwardly-rectifying channel s 5.60 

43827B BE409248 Hs.57988 hypothetical protein FU22357 similar to 5.58 

430451 AA836472 Hs.297939 cathepsinB 5.57 

406699 L06505 Hs.182979 ribosomal protein L1 2 5.53 

_._ 458985 AA010319 Hs.60389 ESTs 5.50 

55 430592 AJ224864 Hs.9688 leukocyte membrane antigen(IRCI) 5.50 

433655 AL036559 Hs.3463 ribosomal protein S23 5.50 

428471 X57348 Hs.1 84510 strafifin 5.42 

408822 AW500715 Hs.57079 Homo sapiens cDNA FU 13267 fis, done OV 5.40 

417849 AW2915B7 Hs.82733 nidogen2 5.40 

60 408989 AW361666- Hs.49500 KIAA0746 protein 5.40 

428467 AK002121 Hs.184465 hypothefical protein FU 11 259 5.40 

439971 W32474 Hs.301746 tW2A, member of RAS oncogene family 5.40 

449924 W30681 Hs.146233 Homo sapiens cDNA: FU22130 fis, done H 5.40 

rp 406819 AA908472 gb:og82a1 0.S1 NCI_CGAP_Ov8 Homo sapiens 5.39 

65 416655 AW968613 Hs.79428 BCL2/adenovirus E1B 19kD-lnteracting pro 5.36 

451589 AA424791 Hs.5734 meningioma expressed anBgen 5 (hyaluron 5.34 

409327 L41162 Hs.53563 collagen, type IX, alpha 3 5.34 

427968 AI857607 Hs.181301 cathepsinS 5.32 

429307 AU076592 Hs.198951 jun B proto-oncogene 5.30 

70 424950 AA602917 Hs.156974 ESTs 5.30 

410619 BE512730 Hs.65114 keratin 18 5.30 

424408 AI754813 Hs.146428 collagen, type V. alpha 1 5.27 

425430 BE1 85921 Hs.98073 ESTs, Moderately similar to Z195.HUMANZ 5.27 

__ 411165 NM 000169 Hs.69089 galactosidase, alpha 5.26 

75 406701 AA780613 Hs.62954 ferritin, heavy polypeptide 1 5.26 

435631 BE254086 Hs.29647 imcharactarized hematopoietic stem/proge 5.24 

418905 BE539674 acGnin. alpha 4 5.23 

449303 AK001495 Hs.23467 hypothetical protein FU 10633 5.22 

'440703 AL1 37663 Hs.7378 Homo sapiens mRNA; cDNA DKFZp434G227 (fr 5.20 

80 430314 AA369601 Hs.239138 pre-B^eD colony-enhancing factor 5.20 

444930 BE1 85536 Hs.301183 molecule possessing ankyrin repeats indu 5.20 

430598 AK001764 Hs.247112 hypothetical protein FU 10902 5.20 

407254 AW129401 Hs.181165 eukaryotic translation elongation factor 5.20 
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409604 
432581 
430556 
431315 
425190 
454227 
429367 
452191 
419073 
442295 
443030 
421878 
424875 
427641 
442806 
442495 
439941 
444981 
452472 
418117 
431824 
41755B 
410570 
431805 
430333 
428494 
419641 
443634 
452852 
444621 
422200 
416003 
425428 
452063 
414821 
429558 
432588 
433162 
406797 
412347 
422392 
447197 
447832 
420932 
413593 
451658 
441224 
408067 
424971 
417308 
438763 
418113 
414191 
421748 
427486 
424263 
406867 
449378 
427202 
418945 
448966 
426711 
433681 
441321 
448896 
447232 
449317 
436372 
422082 
432465 
417924 
446659 
414829 
418036 
417677 
443559 
423766 
432407 
453485 
452973 
427816 
406794 
449475 



AW444448 Hs.49124 
AU076465 Hs.278441 



AW967807 Hs.13797 

AW972227 Hs.163986 

AW028302 Hs.155079 

AW963897 Hs.44743 



AB007867 
AU076408 



Hs.278311 
Hs.28309 



AW372170 Hs.183918 
AI827248 Hs.224398 



Hs.9238 
Hs.1 11496 
Hs.199310 
Hs.146116 
Hs.149991 

Hs.18272 
Hs.12210 



R6B048 
AA299652 
AI187945 
AI270591 
AW294522 
AI184717 
AO92640 
AW855398 

AW957300 Hs.294142 
A1922013 Hs.83496 



AW972842 
AF045229 
AI133096 



Hs.82280 
Hs.64593 



NMJJ14053 Hs.270594 
S70114 Hs.239489 



Hs.184634 

Hs.118190 

Hs.134460 

Hs.30822 

Hs.11465 

Hs.347969 

Hs.78948 

Hs.157211 

Hs.32366 

Hs.77424 

Hs.207251 

Hs.3057 



AA233439 
BE170548 
H73972 
AK001972 
AA298065 
AA080895 
X98001 
AL1 10261 
R53185 
M63835 
A1391454 
X92715 
AI025842 
AM32224 

AW970026 Hs.73818 
NM_005908 Hs.1 15945 
R36075 
A1433357 

AW374605 Hs.1 1607 
AA205248 
AW195351 
AU076964 
BE244580 
AA479005 
H60720 
AI583207 
A1272141 
AW250089 



Hs.250520 
Hs.7753 
Hs.342307 
Hs.154036 
Hs.81892 
Hs.99029 
Hs.83484 
Hs.75807 
NMJJ14718 Hs.107809 
AA974433 



M77640 
AA157857 



Hs.1757 
Hs.182265 



AW664026 Hs.59892 

BE272922 Hs.173936 

BE246762 Hs.89499 

AW372914 Hs.86149 



AA383471 
A1004377 
H171B2 
AL157484 
AW499834 
AW293413 
AW972301 
AA016188 
D56165 
AU077231 
A1335361 
AA321568 
Z37976 



Hs.343800 
Hs.200360 
Hs.7771 
Hs.22483 
Hs.327 
Hs.1 32906 
Hs.310286 
Hs.1 11244 
Hs.275163 
Hs.82932 
Hs.226376 
Hs.77436 
Hs.83337 



NM 016055 Hs.82389 
AI076765 Hs.269899 



AA303799 

AA221036 

BE620712 

H68409 

AA159248 

AI890243 

A1348027 



Hs.300141 
Hs.13273 
Hs.33026 
Hs.40527 
Hs.180909 



Hs.108557 



ESTs 

KIAA0015 gene product 
ESTs 

Homo sapiens cONA: FU22765 fts, done K 
protein phosphatase 2, regulatory subuni 
WAA1435 protein 
plexirt B1 

UDP-glucose dehydrogenase 

Homo sapiens cDNA FU 12797 fis, clone NT 

Homo sapiens cDNA FU11469 fis, done HE 

hypothetical protein FU23516 

Homo sapiens cDMA FU11643 fis, done HE 

ESTs 

ESTs 

ESTs 

ESTs 

amino acid transporter system A1 
hypothetical protein FU13732 similar to 
ESTs. Weakly simitar to C55663 oligodend 
linker for activation of T cells 
gb:EST3B4937 MAGE resequences, MAGL Homo 
regulator of G-protein signalling 10 
ATP synthase, H transporting, mitochondr 
FLVCR protein 

TIA1 cytotoxic granuie-assodaled RNA-W 

hypothetical protein FU20005 

Homo sapiens cDNA: FU21081 fis, done C 

ESTs 

hypothetical protein FU11110 

glutathione-S-transferase like; gtutathi 

cytochrome c oxidase subunit IV 

Rab geranylgeranyilransferase, beta subu 

DKFZP586B0621 protein 

ESTs, Weakly similar to TWSTJWMAN TWIST 

Fc fragment of IgG, high affinity la, re 

nudeolar autoantigen (55kD) similar to 

zinc finger protein 74 (Cos52) 

ESTs 

ribosomal protein L6 

urjtqumolK^tochrome c reductase hfoge p 
mannosidase, beta A, lysosomal 
gb:yh88b01.s1 Soares placenta Nb2HP Homo 
ESTs 

ESTs, Weakly similar to T21697 hypotheti 
gb2q7Bc12/1 Stratagene hNT neuron (937 
ESTs, Moderately similar to 138022 hypot 
cahimentn 

hypothetical protein FU 10330 
tumor suppressing subtransferable candid 
KIAA0101 gene product 
CCAAT/enhancer binding protein (C/EBP), 
SRY (sex determining region Y]-box 4 
PDZand UM domain 1 (elfin) 
WAA0726 gens produd 
fibroblast growth factor 4 {heparin sea 
LI cell adhesion molecule (hydrocephalus 
keratin 19 
ESTs 

interieukin 10 receptor, beta 
arachtdonate 5-llpoxygenase 
phosphoinosttol 3-phosphate~binding prot 
conserved gene amplified in osteosarcoma 
Homo sapiens cDNA FU 13027 fis, clone NT 
B-cell associated protein 
Homo sapiens mRNA; cDNA OKFZp762M127 (fr 
interieukin 10 receptor, alpha 
19A24 protein 
ESTs 

hypothetical protein 
non-metastalic cells 2, protein (NM23B) 
cycfin 01 (PRAD1: paralhyroid adenomatos 
ESTs 
pleckstrin 

latent transforming growth factor beta b 
CGH 18 protein 

ESTs, Moderately similar to ALU8.HUMAN A 
ribosomal protein L39 
gbzrf)3f12.r1 Stratagene NT2 neuronal or 
hypothetical protein PP2447 
ESTs 

peroxiredoxin 1 
ribosomal protein L6 
hypothetical protein PP1057 



5.20 

5.16 

5.16 

5.16 

5.15 

5.15 

5.12 

5.11 
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5.10 

5.10 

5.10 

5.10 

5.10 

5.10 

5.10 

5.10 

5.09 

5.07 

5.06 

5.06 

5.06 

5.03 

5.00 

5.00 

5.00 

5.00 

5.00 

5.00 
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4.95 

4.94 

4.94 

4.93 

4.93 

4.92 

4.92 

4.92 

4.91 

4.90 

4.90 

4.90 

4.90 

4.90 

4.90 

4.90 

4.90 

4.90 

4.90 

4.90 

4.89 

4.89 

4.88 

4.87 

4.86 

4.82 

4.81 

4.81 

4.80 

4.80 

4.80 

4.80 

4.79 

4.75 

4.75 

4.73 

4.73 

471 

4.70 

4.70 

4.70 

4.70 

4.70 

4.70 

4.70 

4.70 

4.70 

4.69 

4.67 

4.67 

4.67 

4.66 

4.65 
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427157 
425410 
407874 
417535 
421818 
408491 



U51166 
AA310974 
AI766311 
AA203569 
AW992976 
AI088063 



10 



410295 
407198 
440327 
417353 
426141 
412922 
434449 
15 416987 
418883 
416581 
440983 
450988 
413663 
410342 
424321 
453330 
417750 
440774 
422693 
411125 
449267 
432606 
432706 
436823 
437469 
413703 
415526 
406623 
456642 
406653 
408307 
428297 
447296 
416801 
406870 
446291 
416297 
428773 
427640 
437223 
412265 
442232 
441612 
424868 
408380 
411960 
428782 
408360 
456629 
414416 
422499 
414219 
427779 
422340 
413276 
452651 
453467 
435961 
415691 
435968 
420099 
i 421522 
457073 
427337 
420732 
432731 
437275 
408784 
441962 
419926 
429058 
434963 
413677 
428970 
408896 
433550 
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Hs.1 73824 thymine-DNA gtycosytase 
Hs.1 56828 Homo sapiens cDNA FU 10522 fis, clone NT 
Hs.289047 Homo sapiens cONA FU 14059 fis, done HE 
Hs.191482 ESTs 

Hs.50098 NM_002489:Homo sapiens NADH dehydrogenas 
Hs.7882 ESTs 
Hs.98558 ESTs 

nsdogen (enactin) 

gb:yv04a07.s1 Soaresfetat fiver spleen 
Hs.191146 ESTs 

Hs.348140 Homo sapiens mRNA; cDNA DKFZp586F1822 (f 
Hs.293972 ESTs 

Hs.74870 H2.0 {DrosophilaHike homeo box 1 
Hs.3849 hypothetical protein FU22041 similar to 
Hs.80712 KIAA0202 protein 
Hs.1 21 1 acid phosphatase 5, tartrate resistant 
Hs.10828B ESTs 

Hs .7594 solute carrier family 2 (faciStated glu 
Hs.429 ATP synthase, H transporting, mitochondr 
Hs.75462 BTG family, member 2 
Hs.743 Fc fragment of IgE. high affinity I. rec 
Hs.1765 lymphocyte-specific protein tyrosine kin 
Hs.342389 peptktylprolyl isomerase A (cyctophilin 
Hs.260523 synovial sarcoma, translocated to X chro 
Hs.153934 ESTs 

Hs.279860 tumor protein, translationatly-controlle 
Hs.68877 cytochrome b-245. alpha polypeptide 
Hs.220624 ESTs 

Hs^066 granzymeK (serine protease, granzyme 3; 
Hs.2861 24 CD24 antigen (small cell lung carcinoma 
Hs.1 1 7077 ESTs, Weakly similar to 138022 hypolheti 
Hs.1 551 4 hypothetical protein MGC326Q 

gb:PM1-HT0383-131299-001-h08 HT0383 Homo 
Hs.265591 ESTs, Weakly similar to ALU INHUMAN ALU S 
Hs.91379 ribosomal protein 126 
Hs.109752 putative c-Myc-responslve 
Hs.77961 major histocompatibility complex, class 
Hs.204674 ESTs 

Hs.183583 serine (or cysteine) proteinase tnhibtto 
Hs.1 8063 Homo sapiens cDNA FU 10768 fis, clone NT 
Hs.79971 sal (DrosophBaHike 2 

gbzm86fD6.s1 Stratagene ovarian cancer 
Hs.14623 interferon, gamma-inducible protein 30 
Hs.79172 solute carrier family 25 (rrotochondrial 
Hs.193163 bridging integrator 1 
Hs.1 8001 5 D-dopachrome tautomerase 
Hs.330716 Homo sapiens cDNA FU14368 fis, clone HE 
Hs.86154 hypothefical protein FU12457 
Hs.337460 ESTs, Weakly simflar to A47582 B-ceU gr 
Hs.1 13660 Homo sapiens cDNA FU11631 fis, clone HE 
Hs.96886 ESTs 
Hs.44532 diubiquitin 
Hs.18103 ESTs 
Hs.193400 tnterteuktn 6 receptor 
Hs.44344 hypothetical protein FU20534 

ntstone deacetylase 3 
Hs.76084 hypothetical protein MGC2721 
Hs.19631 ESTs, Weakly similar to 138022 hypotheti 
Hs.75823 ALL1 -fused gene from chromosome 1q 
Hs.1 80780 TERA protein 
AW29621 9 Hs.1 1 5325 RAB7, member RAS oncogene family-like 1 
Z24725 Hs,75260 mitogen inducible 2 
AI218918 Hs.30209 K1AA0854 protein 
AI535997 Hs.300B9 ESTs 
BE293127 Hs.283722 GTT1 protein 
AW963979 Hs.24723 ESTs 
AW1 61481 Hs.1 1 1 577 Integral membrane protein 3 
D8001 1 Hs.95140 WAA01 89 gene product 
R48881 Hs.102991 hypothetical protein FLU 3956 
AA233210 Hs.179943 ribosomal protein L11 
Z46223 Hs.176663 Fc fragment of IgG. low affinity ltlb.r 
AA789133 Hs,63525 ESTs 
R31178 Hs.287820 fibronectinl 
AW976035 Hs^92396 ESTs. Weakly similar to A47582 B-celi gr 
AW971350 Hs.63386 ESTs 

AW972542 Hs.289008 Homo sapiens cDNA: FU21814 fis, clone H 

AW900992 Hs.93796 DKFZP586D2223 protein 

AF138863 Hs.35254 hypothefical protein FIB6421 

AW974957 Hs.288719 Homo sapiens cDNA FU12142 fis, clone MA 

AW5031 1 6 Hs.30181 9 zinc finger protein 146 

BE276891 Hs.194691 refinoic acid induced 3 

AI610447 Hs.48778 niban protein 

AA989061 Hs.177376 ESTs 



AA741357 
H91679 
R12581 
AA375752 
C05886 
M60721 
AW953484 
086957 
BE367036 
H66276 
M20681 
BE618571 
BE247585 
R31350 
W74048 
A126B081 
AI267720 
A1420611 
BE300D73 
AA1 51647 
A1638640 
NMJ102104 

NM.013230 
AW749865 
AW753112 
BE158350 
N76536 
X69392 
AW451623 
AA574074 
AI761786 
AA236291 
AW243614 
X98834 
AA075144 
BE397753 
AA157634 
BE256238 
AF058293 
C15105 
AA101325 
AI357813 
A1B02629 
A1568170 
AF123050 
R77776 
X12830 
A1806090 
AW891965 
AW409985 
A1268666 
W20010 
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406230 






Target Exon 


4.25 


435655 


AW105663 


Hs.6947 


HSPC069 protein 


4.25 


448717 


R67419 


Hs.21651 


Homo sapiens cDNA FU 12900 fis, done NT 


4.24 


437386 


W52452 




ribosomal protein L10 


4.24 


416759 


AK000978 


Hs.79741 


hypothetical protein FU 1 01 1 6 


4.23 


447341 


AF106941 


Hs.18142 


arrestin, beta 2 


4.22 


410423 


AW402432 


Hs.63489 


protein tyrosine phosphatase, non-recept 


4.22 


409453 


A1885516 


Hs.95612 ' 


ESTs 


4.22 


428453 


AB011110 


Hs.184367 


GTPase activating protein-like 


4.22 


444681 


AJ243937 


Hs.288316 


chromosome 6 open reading frame 9 


4.21 


416072 


AH 10370 


Hs.79000 


growth associated protein 43 


4.20 


450937 


R49131 


Hs.26267 


ATP-dependanl interferon response protei 


4.20 


447595 


AW379130 


Hs. 18953 


phosphodiesterase 9A 


4.20 


418452 


BE379749 


Hs.85201 


C-type (calcium dependent carbohydrate- 


4.20 


430594 


AK000790 


Hs.246885 


hypothefjcal protein FU20783 


4.20 


425259 


AL049280 


Hs.1 55397 


Homo sapiens mRNA; cONA DKFZp564K143 (fr 


4.20 


431560 


BE244135 


Hs.260238 


hypothetical protein FU10842 


4.20 


439403 


BE265745 




ESTs, Weakly similar to ALUC_HUMAN t!!J 


4.20 


409245 


AA361037 




IRNA isopentenylpyro phosphate trans feras 


4.18 


437296 


AA350994 


Hs.20281 


K1AA1700 


4.17 


406877 


AA226392 


Hs. 179943 


ribosomal protein L1 1 


4.17 


419652 


AL1 57485 


Hs.91973 


hypothetical protein 


4.15 


406661 


X66975 


Hs.172550 


pdypyrtmidinQ tract binding protein (ha 


4.15 


452432 


AW206008 


Hs.283378 


Homo sapiens cDNA: FU21778 fis, clone H 


4.14 


448782 


AL050295 




KIAA0758 protein 


4.14 


407110 


AA018042 


Hs.252085 


Prader-WiHi/Angelman syndrome-5 


4.14 


422960 


AW890487 




cadherin 13, H-cadherin (heart) 


4.13 


432841 


M93425 


Hs.62 


protein tyrosine phosphatase, non-recept 


4.12 


415857 


AA866115 


Hs.127797 


Homo sapiens cDNA FU 1 1381 fis, clone HE 


4.11 


420298 


A1199510 


Hs.267912 


ESTs, Weakly similar to ALU7_HUMAN ALU S 


4.11 


419726 


U50330 


Hs.1274 


bone morphogenetic protein 1 


4.11 


426075 


AW513691 


Hs.270149 


ESTs, Weakly similar to 2109260A B cell 


4.10 " 


430255 


AK000703 


Hs.323822 


Homo sapiens mRNA for KIAA1 551 protein, 


4.10 


418699 


BE539639 


Hs.173030 


ESTs, Weakly similar to ALU8_HUMAN ALU S 


4.10 


443035 


Z45822 


Hs.8906 


Homo sapiens clone 24889 mRKlA sequence 


4.10 


457415 


AK000010 


Hs.258798 


hypothetical protein FU20003 


4.10 


412220 


BE350058 


Hs.36787 


chromodomatn heficase DNA binding protei 


4.10 


427509 


M62505 


Hs.2161 


complement component 5 receptor 1 (C5a 1 


4.10 


444633 


AF111713 


Hs.286218 


junctional adhesion molecule 1 


4.10 


441384 


AA447649 


Hs.288660 


Homo sapiens cDNA: FU221B2 fis, done H 


4.09 


43195B 


X63629 


Hs.2877 


cadherin 3, type 1, P-cadherin (placenta 


4.09 


422310 


AA316622 


Hs.98370 


cytochrome P450, subfamily IIS, polypept 


4.08 


439815 


AA206079 


Hs.6693 


- hypothetical protein FU20420 


4.07 


417930 


H81136 


Hs.334604 


Homo sapiens mRNA for KIAA1 870 protein, 


4.06 


418458 


AA332941 


Hs.85226 


lipase A, lysosomal acid, cholesterol es 


4.06 


424464 


R68537 


Hs.17962 


ESTs 


4.06 


417035 


AA1 92455 


Hs.22968 


Homo saoiens ctonp IMAGF*451 mRNA sp 


4.06 


412627 


BE391959 


Hs74276 


chloride intracellular channel 1 


4.06 


414890 


BE281095 


Hs.77573 




4.05 


452248 


AA093668 


Hs.28578 


musclebiind (DrosophilaJ-ftKe 


405 


450887 


AA011518 


Hs.271778 


ESTs, Weakly similar to 138022 hypothec 


4.05 


444224 


AV648599 


Hs. 199438 


ESTs 


4.05 


451351 


AW058261 


Hs.321435 


ESTs, Weakly similar to ALU1_HUMAN ALU S 


4.04 


407792 


AI077715 


Hs.39384 


putative secreted tigand homologous to f 


4.04 


439864 


AJ720078 


Hs.291997 


ESTs, Weakly similar to A47582 B-cefl gr 


4.04 


408745 


AW936356 


Hs.300925 


ESTs, Weakly similar to A46010 X-tinked 


4.03 


409132 


AJ224538 


Hs.50732 


protein kinase, AMP-activated, beta 2 no 


401 


410597 


W16518 


Hs.279518 


amyloid beta (A4) precursor-tike protein 


4.01 


409485 


S80990 


Hs.252136 


ficoEn (cdlagen/fibrinogen domain-cont 


4.01 


426398 


BE256390 


Hs.169718 


ca)ponin2 


401 


417777 


AI823763 


Hs.7055 


ESTs, Weakly similar to 178885 serine/th 


4.01 


446979 


AI654443 


Hs.197683 


ESTs 


4.00 


416000 


R82342 


Hs79856 


ESTs, Weakly similar to S65657 alpha-10 


4.00 


426647 


AA243464 


Hs.294101 


pre-B-cell leukemia transcription factor 


4.00 


436394 


AA531187 


Hs.126705 


ESTs 


4.00 


409956 


AW103364 


Hs.727 


inhibin , beta A (acQvin A, activtn AB a 


4.00 


414602 


AW630088 


Hs.76550 


Homo sapiens mRNA; cONA DKFZp564B1264 (f 


4.00 


446013 


A1360167 


Hs.152774 


ESTs 


4.00 


452404 


AW450675 


Hs.212709 


ESTs 


4.00 


444736 


AA533491 


Hs.23317 


hypothetical protein FU14681 


4.00 


438590 


AA811465 


Hs.123375 


ESTs 


4.00 


451838 


AW005866 


Hs.193969 


ESTs 


4.00 


449832 


AA694264 


Hs.60049 


ESTs 


4.00 
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412636 



1438.1 



426295 



510_1 



138046.1 



429978 35194.2 



450377 



12109.1 



444060 6315J 



450139 34017.1 



434280 
410143 



1474904.1 
MH1244.8 



BC003047 S80794 NM 003405 X78138 AY007132 L08439 AW340648 AW131665 AJ0B2748 AI470204 B1711078 BF350700 BI496963 AI087141 
AA720684 AA862331 AA605146 BM313650 A1089749 A1359738 N69107 AW995424 AI0B6917 AJ083995 AW340217 N99662 AI829449 A1089839 
A1608761 AI342365 A1199076 AA908944 AI248943 AU160053 AI191245 A1218477 AJ077943 AA864930 AI310394 AA872478 A1279782 W61343 
AA565955 W46596 AA126874 AA223241 AA491574 R84813 AA491520 BG055114 AI469689 BE464590 AW664539 H67097 AL534332 C21397 
AIQ85941 AW028427 BG939820 A1697089 AI039008 AI1 25315 AI655561 AW150042 L20422 X57345 BI458375 AU1 42852 BI666601 BE888276 
AU119302 BI603754 BG705953 BI598754 BE296713 BG002538 BF951911 N29226 BE909424 AV698274 AV683U6 AV708195 AA127798 
A1124697 D54224 F08031 AA340253 BF923383 BM467808 BI546644 BG777200 BG705941 BG468577 AU127209 AW403970 BI597630 BI458091 
AV689560 BIS69267 BG506219 BI837163 6I667275 AA343750 BE7831 12 BF671405 BF954720 H67636 H69456 AA484894 BI869271 BF998207 
N31547 BF945817 BF947918 N90630 BG980194 AA156681 B1493502 AW273118 AI473820 AA608688AI 359337 AV712091 AA084101 BF592036 
H13301 AI864305 AA505883 AI423963 AW084401 AI917740 R69858 AA033631 N79982 BE885276 AI635674 AA096126 AA700018 AV707753 
AI082545 AU145681 AA629032 AI421 367 AA740589 AA150830 AI248541 AA988608 AA1 50478 W65437 BM31 0234 AA262704 T28031 AI81 11 1 6 
BM272753 H21979T15405 AA938406 F04963 A11 88296 AW1 52629 AA905196 BG223058 AI831016 AT766457 AI811102 AA776573 AI922133 
AA775958 AI261476 AA219489 A1688035 AS872093 BE537084 AW189078 D82630 A1123121 AL583492 BE35079.1 R69S01 W65436 BE155392 
BI089081 BE155394 AU20538 AW166100 AI359620 A1174338 N20527 W47413 AA155615 AI272249 H25293 BE614558 H69864 AW383484 
H76021 H11617 R56892 H23204 N21530 R82499 AW3B3522 AA774536 AI534331 W94127 W46459 AJ866231 AA513281 AA192465 H69844 
W85827 AW383642 AW383529 AA171 496 AL537424 BE814866 BF823254 R82553 AI809817 A1559406 

M77830 NM 004415 AF139065 BG681 115 BG740377 BI712964 BG000656 AA128470 B1438324 H27408 BE931630 BE167165 AW370827 
AW370813 J0521 1 BG698865 BG740734 BG68061B BG739778 BI765B07 BM353403 BM353248 AW177784 AW205789 AW951576 AW848592 
BE182164 BF149266 BE940187 B1060445 BI060444 BF350983 BE720095 BE720069 BE715154 BE082584 BE082576 BE004047 AAB57316 
BI039774 BE713B18 BE713548 AW170253 BE160433 BI039775 AW886475 BM462504 BE931734 BF149264 AA340777 BF381183 BG621737 
AU127260 AW364859 BF993352 BG223489 BE819009 BF3B1 184 BE715956 R58704 AA85221 2 AW366566 BI090358 BF087707 BE819D46 
BE819005 AA377127 BE073467 BE819069 BEB19048 BI0363Q6 BG990973 BI040954 BF919911 AU140155 AI951766 A1434518 AW804674 
BF752969 BE837009 BE925B26 BF149265 AW99561 5 BE814264 B1039782 AU140407 BE144243 BE709863 BF985542 BE001923 BF933510 
AW265328 BG436319 BE182166 AW365175 AW8476B8 BE818280 AW177933 BF873679 AW178000 BE082526 BF476866 BF086994 BF592276 

BF749421 

BE184920 BF839562 BE184933 BF842254 BE698470 BE931048 BF999889 BF368816 BE184924 BE159646 BE714632 BE184948 BG986B45 
AA131128 AA099891 W39488 C04715 BF096124 BE865341 AW799304 AL603116 BE149760 BE705967 BE705966 BE705968 AW848723 
AW376699 AW376817 AW376697 BG005097 BF751 1 15 BE696084 AW848371 AW376782 AW848789 AW849074 AW361413 BF927725 BF09421 1 
AW997139 BEB65474 BE185187 BE156621 BE715089 BE713297 BE713298 BE179915 AW799309 BF872345 BF088576 BE705939 AW752599 
BG005197 BK550086 BE715196BE715155 BF752396 BF093817 BF831190 BF752409 BE006561 BG959922 BF094B33 BF094748 BF0945B3 
AW377699 AW607238 BE082519 AW377700 BF349467 AI190590 A1554403 AI392926 AU158477 BI467252 AU159919 AI760816 BF082516 
A1439101 M451923 A1340326 AI590975 BI791553 AI700963 All 42882 AA039975 M946936 M644381 BM314884 AA702424 AI417612 
AW190555 AI220573 A1304772 AI270345 AI627383 AA552300 AI91 1702 AW166807 AI346078 W95070 AA149191 AA026864 AI830049 AW780435 
AI078449 A!819984 AIB58282 BI46B588 A1660584 AI025932 AA026047 AA703232 AA658154 AA515500 AW192085 AA918281 T77861 AI927207 
AI205263 BF082491 AW021347 AI568096 BE939862 AA088856 D12062 AA056527 AA782109 W19287 W02156 AW150038 AA022701 T87181 
H44405 AI910434 BF082513 AI494069 AI270027 AI635878 AA1 28330 BG681425 BE706078 R20904 BG680059 BG676647 BF764409 AA026654 
AV745530 BI762796 BG287391 AW798780 BE706045 BE926470 AW799118 BF087996 BE002273 AW879451 A1571075 BE067786 AV721320 
A1022862 N29754 C03378 N84767 AA131077 H30146 BE714290 AI6B6869 AI568892 AI915596 AW105614 AI887258 AI538577 BE926474 
BE067737 BG319486 AA247685 AW798883 AW103521 BF989173 AW860878 BE939707 BE185750 BE714064 BE713903 BE71386fi IBE713763 
BG950164 BE713810 AW365151 BG955489 BE005272 BF915937 AW365148 AI905927 BF992780 AW853812 BG954443 B1770853 BG679406 
BG740832 BG681087 BG698430 AA455100T87267 BE696209 BE695210 BI089483 BE006273 BEB72225 AW39191 2 BE925515 BG677012 
BG741970 AAM64B0 BE705999 BG677157 BE009090 BG681378 BE712291 BG961498 BG678984 B1040941 AA337270 AW3B4371 AW847442 
BKB8659 BE813665 W9504B W25458 AW177786 AA025851 BE931733 BF154837 BG949393 BE714441 AW996245 BE711B01 A1284090 
BE064323 BE719390 BE940148 BG991212 BF375714 BF349522 BG996267 T48793 BI013292 BE001925 AW365156 AW365154 AW606653 
BF763109 BE931637 BE157181 BE713879 BF354008 BF678726 H90899 AW365145 W38382 A1498487 

BE880923 BG390191 AW470082 AW014585 AI423255 BI714731 BG054894 AW780248 N31683 AW664132 AW467353 A19B3152 M617918 
BF447795 A1088357 AA807328 AA576970 AI741 153 AI755003 AI474016 A1422030 ^ 

A124CT71 AW512619 AI359020 BG054897 AI292234 AI215830 A1283836 C06205 AW503423 AW272680 N33205 AW873021 AA070724 A1753886 

AW192«S „ 
AW008596 AlS AA917471 AI400531 M66B62GOT2207A13O6482AW44O562AI084OT 

AW5U9^ 

BI91 1347 BI871044 AA136325 BF084010 BF084007 AA335788 A1920878 AA809614 BE932941 A1678261 C75308 AI148479 BE178174 W88513 
BM013627 

BM006551 AA367152 AW953705 AI631833 AW237429 AW027804 AA729038 BE503409 A1521935 BF739953 AA702982 AA557633 AA780065 
AI218139AW194264 O2O120AI082715AI969980BE857686BE326711AW953706AI393749AI383821W6 
AI79G38Q AW1 17545 A1749657 AI537634 N 501 22 

BE73M25 BE738323 BM 126944 AW629678 AW265195 AI916735 A1394255 A1573090 AI354442 AW61 2857 A1339558 A1919424 AI377532 
AI354441 AI308821 AA772275 AW055215 AI589705 AI336532 AA806547 AV682125 H93575 AW071 1 72 AW769904 Al 863985 AW26501 8 
SmSbeSS C75509 8E748621 H92431 AW079261 AW901780AA329482AW960115BI260621 AI767525 

BG700891 B1553517 RB0518 BG779771 BG534451 AA479402 AW961580 BF061430 A1857643 A1768486 AW512118 AA479302 AW770384 
AW072470 AI041596 AI049699 AW592865 AA976261 BE879747 BG114119 AW18381 1 AA909938 BF571621 BF350794 BF351375 BE925699 
AL050294 BC010371 BF982270 AL042656 BF095732 AW81261 8 BF095731 BG212397 BF678765 BI038602 BG388664 AW675337 BG289398 
BE939598 AW805570 AA527097 AW150540 AI693720 AA743364 AI915793 N48185 AI573107 AA043474 AI351615 AI969490 AI910763 R50866 

AM550^ BG619806 BG108086 AI741949 AI004176 BF891936 BF37B565 AW197163 BEB56860 BE245124 AW674411 

AI191529 AW27316B A!1 68451 AW07381 2 AW090611 AW003593 A1215845 AI799616 AW474940 AA954927 BM193740 ' AW662704 AW90127 

^69WAI080438AA5525OTAV^7538AA481060AI246378AA^ 

AJ^A1B64M8AV^ 

AA234592 AA890223 AA766824 BI259822 AA393631 AW968840 BE940S39 T83865 BE762742 AW897470 W05809 N41323 T87376 R68544 
ATO01B38 AU135179 AU134241 AV651702 AV650032 AV651 304 AV650 101 AV651 263 AV65 1888 AV^^ 

AV651172 AW856145 AU1 17599 AU135386 BG254665 AA166919 BG483981 AW809606 BG494194 AA622811 A1676156 AA687804 AI701729 

M741144 AA490899 AI200221 AW589574 W96201 BG154182 AV655159 AA32B145 N36348 AI081357 N76715 AA693346 AA742488 AI269719 
AA897483 A1886459 AU1 55873 H04255 AW243986 AA557749 AI286227 R6B691 R33453 AW388097 

AkS^ 

AI707495 AI423359 N52503 BE855784 N94367 AI023931 AA563662 AI744624 A1221 298 AI299523 AI299520 BI49131 2 A145271 1 AI3M730 
AA622&W ^W195955 AA470473 AW392767 AI2181 27 AA873430 AA906005 AA748160 H89523 AW020252 AW664988 AA970424 AA879079 
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413497 
438962 
413840 



450944 



432666 
425291 
443194 



414405 
428342 



441623 



406819 
418905 



13569.1 

10117.2 

1177709,-2 
9172.3 



1518002J 
195763.1 
38807J 



36100.1 



144.7 
298763 1 
19335.1. 



112689J 
6712.1 

3362.1 



0.0 
517.1 



442495 


928718.1 


431824 


1237125.1 


433162 


2167905.1 


406797 


0.0 


447197 


2176B05.1 


447832 


1036795.1 


413593 


2949482.1 


427486 


684159.1 


406794 


0.0 


410295 


2817.1 
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A1207343 BF813684 BF928775 AA828585 
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AI200299 AI400044 BE940512 BE940609 H28028 BF913868 AI301558 D79095 AI762695 AA31 1547 A1673408 A1673002 N67358 AA88591 3 
A1288094 N67347 240311 T94918AV722693 AW170339AW975566AA452774AA504759AA370643 T79706AA721603 BF858887BG982917 
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BE01797O AI803141 AI417070 AA4B9486 BE835818 AW050475 BE835B26 AI015220 AW300496 AA343881 H98062 AA554989 N32774 AA012825 
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AI446370 AA100986 AA824552 BE835780 AA770659 BF370223 H03890 R76557 
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AA836844 AA985478 AW082299 A1816747 AA450221 AA971294 BE327509 AI719662 BG576669 A1479382 BF824747 A1741800 BG982962 
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AI336371 AI989381 AI131425 AI147483 AI311537 AW33B638 AI141649 AA709414 AI187177 AA780884 A1333805 AA045312 A1623918 AI349421 
W63753 W70299 AA557276 AA299007 N98212 W74064 N24823 T54892 AA0S4724 W73059 A1889152 N93462 N718B9 AI537432 R71628 
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AI221152 228777 R16574 AW966449 AA0441 16 AW797518 B1010405 AA044288 AI093508 BE140169 T64039 BG4331 06 AW1 30367 AW1 30361 
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TABLE 55C 

Pkey: Unique number corresponding to an Eos probeset 

Ref: Sequence source. The 7 digit numbers In this column are Genbank Identifier (G!) numbers. "Dunham, el al" refers to the publication entitled "The DNA sequence of 

human chromosome 22* Dunham, et at (1999) Nature 402:489-495. 
Strand: Indicates DNA strand from which exons were predicted. 
NLposilion: Indicates nucleotide positions of predicted exons. 



Pkey 


Ref 


Strand 


NLposifton 


401466 


66B2292 


Plus 


28748-29023 


401192 


9719502 


Minus 


69559-70101 


402474 


7547175 


Minus 


53526-53628,55755-55920,57530-57757 


402145 


8018280 


Plus 


113086-114600 


406230 


4760409 


Plus 


71716-72515 



TABLE 55A: 

Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar Accession number, Genbank accession number 

UnigenelD: Unigene number 

Unigene Title: Unigene gene title 

R1: Ratio of serntnomatous testicular cancer compared to normal adult testicular tissues 

Pkey ExAccn UnigenelD Unigene Title R1 
414438 AI879277 Hs.76136 thioredoxin 47.30 
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424247 

438091 

412948 

417088 

430542 

412915 

418174 

406820 

433800 

406658 

416680 

446525 

432359 

422578 

429978 

418870 

440207 

425543 

442562 

444562 

413063 



60 
65 
70 
75 
80 



420367 
4D6856 
417139 
412636 
420676 
440869 
446627 
410315 
420754 
435538 
440440 
429490 
425769 
422714 
430253 
413787 
452874 
430255 
432606 
448588 
444784 
428782 
414092 
425945 
420759 
440528 
410143 
421181 
' 426083 
429183 
450937 
449571 
432730 
426295 
439180 
420028 
421379 



429469 
428928 
452322 
406656 
414020 
450377 
425996 
430332 
427691 
429614 
451106 
422241 
436860 



450000 
408380 
447526 
427521 
410598 
428664 
408822 
425289 
426552 



X14008 
AW373062 
BE243313 
M54915 
A1557486 
AW087727 
L20688 
AI223958 
AI034361 
AI9209S5 
AW245540 
AW967069 
AA076049 
AF239666 
AA249027 
AF147204 
AI37197B 
R23313 
BE379584 
AA186715 
AL035737 
T97490 
AA259090 
AW515336 
M69043 
NM_004415 
A1434780 
NM 014297 
A1973016 
AI638B71 
W79431 
AB011540 
Z28925 
AI971131 
U72513 
AB018335 
AK001514 
A1352558 
AK001061 
AK000703 
NM.002104 
A1970276 
D12485 
X12830 
Z14244 
AW410669 
T11832 
BE313555 
AA188169 
NM005574 
AW962712 
ABO14604 
R49131 
AW016812 
AI066520 
AW367283 
AI393742 
AB014680 
Y15221 
AF045229 
M64590 
BE409838 
BE566343 
M16714 
NM.002984 
AB033091 
W67330 
R51790 
AW194426 
A1371172 
BE382701 
Y00062 
H12751 
NM 005397 
AI952797 
AF123050 
AL048753 
AW973352 
AI817130 
AK001666 
AW50O715 
AW139342 
BE297660 



Hs.81328 

Hs.4248 
Hs.7486 
Hs.15725 
Hs.17625 



Hs.234734 lysozyme (renal amyloidosis) 

nuclear receptor subfamily 1 , group I. m 
Hs.334851 UM and SH3 protein 1 
Hs.81170 pin>1 oncogene 
Hs.1 191 22 ribosomal protein L1 3a 
Hs.74823 NM_0O4541:Homo sapiens NAOH dehydrogenas 
Hs.83656 Rho GDP dissociation inhibitor (GDI) bet 
Hs.1081 24 ribosomal protein S4, X-Bnked 
Hs.1 351 50 lung type-l cdl membrane-associated gly 
Hs.77961 major histocompatlbulty complex, class 
Hs.7951 6 brain abundant, membrane attached signal 
Hs^1 1 556 hypothetical protein MGC5487 
Hs.274415 Homo sapiens cDNA FU10229 fis, done HE 
Hs.1 545 caudal type homeo box transcripfion fxt 

ribosomal protein S6 
Hs.89414 chemokine (C-X-C motif), receptor 4 (fus 
Hs,128326 ESTs 
Hs.334895 ribosomal protein LlOa 

dolichyl-diphosphootigosaccharide-protei 
Hs.335429 R1KEN cDNA 9130422M9 gene 
Hs.751 84 chiOnase 3Jike 1 (cartilage glycoprote 
Hs.50002 small inducible cytokine subfamily A (Cy 
Hs.257028 ESTs 
Hs^9797 ribosomal protein L10 

nuclear factor of kappa light potypepW 
desmoplakin(DPI, DPIl) 
vav 2 oncogene 
protein expressed In thyroid 
hypothetical protein SBBI48 
Homo sapiens cDNA: FU22524 fis. clone H 
Hs.34691 1 ribosomal protein L22 
Hs.4930 low density lipoprotein receptor-related 
Hs.7188 sema domain, immunoglobulin domain (Ig), 
Hs.23889 ESTs, Weakly similar to ALU7_HUMAN ALU S 
Hs.159486 Human RPL13-2pseudogenemRNA, complete 
Hs.1 1 9387 WAA0792 gene product 
Hs.236844 hypothetical protein FU10652 

tyrosine 3-monooxygenaseAryptophan 5-mo 
Hs.30925 hypothetical protein FU10199 
Hs.323822 Homo sapiens mRNA for KIAA1551 protein. 
Hs.3066 granzyme K (serine protease, granzyme 3; 
Hs.156905 K1AA1676 

Hs.1 1 951 ectonucleotide pyrophosphatase/phosphodi 
Hs.1 93400 interleukin 6 receptor 
Hs.75752 cytochrome c oxidase subunit Vllb 
Hs.1 64280 solute carrier family 25 (mitochondrial 
Hs.127797 Homo sapiens cDNA FU11381 fis, done HE 
Hs.7252 WAA1224 protein 
WAA1191 protein 
Hs.1845B5 UM dornain only 2 (rhombotin-Bke 1) 
Hs.126712 ESTs, Weakly similar to AF191020 1 E2IG5 
Hs.197955 KIAA0704 protein 
Hs.26267 ATP-dependant interferon response protei 
Hs.200266 ESTs 
Hs.131358 ESTs 

zinc finger protein 6 (CMPX1) 
Hs.199067 v-erb-b2 avian erythroblastic leukemia v 
Hs.8786 carbohydrate (N-acetylglucosamine-60) s 
Hs.103982 small inducible cytokine subfamily B (Cy 
Hs.82280 regulator of G-protein signalling 10 
Hs^7 glydne dehydrogenase (decarboxylaung; 
Hs.194657 cadherin 1 , type 1 , E^adherin (epitheD 
Hs-28988 glutaredoxin (tniottransferase) 
Hs.89643 major histocompatibility complex, class 
Hs.75703 small indudble cytokine A4 (homologous 
KIAA1265 protein 
hypothetical protein AL1101 15 
Hs.239483 Human done 23933 mRNA sequence 
Hs.20726 ESTs 

Hs.21 1539 hypolhefical protein MGC4248 
Hs.25960 N-MYC oncogene 

protein tyrosine phosphatase, receptor t 
PR01914 protein 
podocafyxirvFike 
hypothetical protein FU21709 
diubiquitin 

Hs.303649 small inducible cytokine A2 (monocyte ch 
ESTs 

Hs.9195 Homo sapiens cDNA FU13698 fis, clone PL 
Hs 1 89095 similar to SALL1 (sal (DrosophilaHike 
Hs.57079 Homo sapiens cDNA FU13267 fis, clone OV 
Hs.1 55530 interferon, gamma-inducibte protein 16 
Hs.170328 moesin 



Hs.170121 

Hs.5327 

Hs.16426 

Hs.10888 

Hs.44532 



44.80 

40.10 

34.90 

31.10 

29.60 

29.10 

28.15 

28.13 

28.10 

27.85 

27.70 

27.20 

2630 

25.80 

25.40 

24.60 

24.50 

24.30 

24.10 

24.05 

24.00 

22.90 

22.90 

22.77 

22.75 

22.40 

22.10 

21.40 

21.20 

21.10 

20.98 

20.90 

20.80 

20.40 

19.50 

19.15 

19.00 

18.50 

18.50 

18.00 

17.90 

17.70 

17.50 

17.40 

17.20 

17.15 

17.10 

17.06 

17.05 

16.90 

16.70 

16.70 

16.60 

16.50 

16.20 

16.15 

15.90 

15.80 

15.80 

15.70 

15.50 

14.90 

14.90 

14.85 

14.71 

14.70 

14.60 

14.60 

14.42 

14.35 

14.21 

14.13 

13.90 

13.90 

13.75 

13.70 

13.40 

13.30 

13.25 

13.23 

13.23 

12.70 

12.69 
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415B57 AA866115 Hs.127797 Homo sapiens cDMA FU 1 1 38 1 fis, clone HE 12.55 

436398 H87136 Hs.5174 ribosomal protein S1 7 12-50 

418151 AA884238 Hs.83583 actin related prolein ^complex, subun 12.30 

453020 AL162039 Hs.31422 Homo sapiens mRNA; cDNA DKFZp434M229 (fr 12.30 

5 410275 U85658 Hs.61796 transcription factor AP-2 gamma (aclivat 12.28 

414587 NM.004862 Hs.76507 LPS-induced TNF-alpha factor 12.25 

425875 AU077333 Hs.160483 erythrocyte membrane protein band 7.2 (s 12.25 

415938 BE383507 Hs.78921 A kinase (PRKA) anchor protein 1 1Z20 

419384 AA490866 Hs.39429 ESTs 12.20 

10 410185 BE294068 Hs.737 immediate early protein 12.15 

407862 BE548267 Hs^37986 Homo sapiens cDNAFU10934fis, done OV 12.05 

433793 AW975959 Hs.107513 ESTs. Moderately simter to K1AA1058 pro 12.00 

406743 AA911568 Hs.279860 tumor protein, translafionally-controlle 11.90 

408989 AW361666 Hs.49500 K1AA0746 protein 11.80 

15 430268 AK000737 Hs.237480 hypothetical protein FU20730 11.80 

447735 AA775268 Hs.6127 Homo sapiens cONA: FU23020 lis, clone L 11.80 

410325 AB023154 Hs.62264 KIAA0937 protein 11.70 

445817 NM_003642 Hs.13340 histone acetyttransferase 1 11.70 

418299 AA279530 Hs.83968 integrin. beta 2 (antigen CD18 (p95), ry 11.61 

20 445863 R12234 Hs.13396 Homo sapiens clone 25028 mRNA sequence 11.60 

454413 AI653672 Hs.40092 PNAS-123 11.60 

418460 M26315 Hs.85258 CD8 antigen, alpha polypeptide (p32) 11.40- 

428065 AI634046 Hs.157313 ESTs 11.40 

__. 432805 X94630 Hs.3107 CD97 antigen 11.36 

25 422511 AU076442 Hs.117938 cdlagen, type Xvll, alpha 1 11.35 

444060 AA340277 Homo sapiens cDNA FU20167 fis, clone CO 11.30 

452436 BE077546 Hs.31447 ESTs, Moderately similar to A46010 X-lin 11.30 

409963 AA1 33590 Hs.250857 calaum/calmwJulin-dependent protein kin 11.11 

402474 NM_004079:Homo sapiens cathepsin S (CTSS 11.00 

30 407112 AA070801 Hs.51615 ESTs, Weakly similar to ALU7_HUMAN ALUS 11.00 

406786 AW161678 Hs.111334 ferritin, light polypeptide 10.95 

428227 AA321649 Hs.2248 small inducible cytokine subfamily 8 (Cy 10.90 

444656 AI277924 Hs.145199 ESTs 10.90 

0 _ 453856 AA804789 Hs.19447 PDZ-LIM protein mystique 10.85 

35 440774 AI420611 Hs.153934 ESTs 10.82 

408669 AJ493591 Hs.78146 platelet/endolhelial cell adhesion motec 10.80 

431639 AK000680 Hs.266175 phosphoprotein associated with GEMs 10.80 

444381 BE387335 Hs.283713 ESTs, Weakly similar to S64054 hypotheti 10.80 

418509 AB028624 Hs.85539 ATP synthase, H transporting, mitochondr 10.70 

40 437374 AL359571 Hs.44054 ronein (GSK3B interacfing protein) 10.65 

415899 X78992 Hs.78909 butyrate response factor 2 (EGF-response 10.60 

450719 AI096837 Hs.21349 ESTs, WeaWy similar to RB8B_HUMAN RAS-R 10.43 

424800 AL035588 Hs.1 53203 MyoO family inhibitor 10.40 

446682 AW205632 Hs.211198 ESTs 10.40 

45 447211 AL161961 Hs.17767 K1AA1554 protein 10.31 

425234 AW152225 Hs.165909 ESTs, WeaJdy similar to I38022 hypotheti 10.30 

422105 AI929700 Hs.111680 endosulfine alpha 10.21 

417144 AA382104 Hs.81337 lectin, galactoside-btnding, soluble, 9 10.20 

_ 422068 AI807519 Hs.104520 Homo sapiens cDNA FU13694 fis, clone PL 10.20 

50 452651 AI218918 Hs.30209 WAA0854 protein 10.15 

418707 U97502 Hs.87497 butyrophiiin, subfamily 3, member A2 10.11 

426996 AW968934 Hs.17310B Homo sapiens cDNA: FU21B97 fis, clone H 10.10 

427761 AA412205 Hs.140996 ESTs 10.10 

443523 AK001575 Hs.9536 hypothetical protein FU 1071 3 9.90 
55 402145 Target Exon 9.82 

413686 AI469213 Hs.71404 ESTs 9.80 

446488 AB037782 Hs.15119 KIAA1 361 protein 9.80 

449246 AW411209 Hs.23363 hypothetical protein FU 10983 9.80 

- 424321 W74048 Hs.1765 rymphocyte-specific protein tyrosine kin 9.80 
60 407179 AA206465 thymosin, beta 4, X chromosome 9.72 

413497 BE177661 gb:RC141T0598^030f>011-h02HT0598Homo 9.70 

430068 AA464964 gb:zx80n0.s1 Soares ovary tumor NbHOT H 9.70 

446795 AI797713 Hs.156471 ESTs 9.70 

- 435522 N64214 Hs.9774 synovial sarcoma translocation gene on c 9.65 
65 451864 N20370 Hs.69547 ESTs 9.65 

419490 NMJXJ6144 Hs.90708 granzym8 A (granzyme 1 , cytotoxic T-tyrrrp 9.60 

419904 AA974411 Hs.18672 ESTs 9.60 

427711 M31659 Hs.180408 solute earner famBy 25 (mitochondrial 9.60 

„ 40920B Y00093 integrin, alpha X (antigen CD11C(p1 50), 9.52 

70 424950 AA602917 Hs.156974 ESTs 9.50 

447534 AW953935 Hs.288655 ESTs 9.50 

419223 X60111 Hs.1244 C09 antigen (p24) 9.41 

423673 BE003054 Hs.1 695 matrix metalloprotemase 12 (macrophage 9.40 

422960 AW890487 cadherin 13, Hcadherin (heart) 9.33 

75 412025 AI827451 Hs.24143 Wiskott-Aldrich syndrome protein Inlerac 9.32 

408784 AW971350 Hs.63386 ESTs 9.30 

417407 AA923278 Hs.290905 ESTs, Weakly similar to protease IH-sapi 9.30 

432409 AA806538 Hs.130732 K1AA1 575 protein 9.30 

440273 A1805392 Hs.325335 Homo sapiens cDNA: FU23523 6s, clone L 9.30 

80 407110 AA018042 Hs.252085 Prader-Willi/Angelman syndrome-5 9.22 

408161 AW952912 Hs.300383 hypothetical protein MGC3032 9.20 

4342B0 BE005398 gb:CM1-BN0116-150400.189-h02BN0116Homo 9.20 

434524 AA635931 Hs.249716 ESTs 9.20 
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450294 
407254 
434442 
440268 
447519 
433156 
410730 
436823 
442806 
433271 
445577 
408437 
420962 
431187 
421098 
424528 
446108 
401091 
433412 
438089 
431958 
452568 
414191 
411979 
414829 
430162 
448412 
423753 
407833 
416975 
43320B 
428970 
425284 
437108 
408360 
426827 
453716 
418840 
434649 
449656 
425535 
409493 
432559 
436797 
420099 
417640 
420337 
434423 



H42587 

AW129401 

AA737415 

BE270030 

U46258 

R59206 

AW368860 

AW749865 

AW294522 

BE621697 

N40696 

AW957744 

NMJJ05904 

AW971146 

AI697901 

AW073971 

AL036596 

AV653729 

W05391 

X63629 

AAB05634 

AW250089 

X85134 

AA321568 

AW450843 

AI219083 

Y11312 

AW955632 

NM_004131 

AW002834 

BE276891 

AF155568 

AA434054 



418522 
433655 
435968 
434511 
423523 
409327 
41 1960 
434159 
447500 



422603 

426759 

405776 

422689 

444795 

406663 

442821 

412347 

407252 

414405 

427395 

429999 

441436 

447644 

420943 

447674 

413420 

422451 

437134 

408912 

419839 

431427 

437469 

432598 



AW067805 
AA037675 
AI821614 
AA738254 
AA002008 
AB007937 
AA366192 
AW452948 
AA731491 
D80011 
D308S7 
AW295840 
NMJW6769 
BE264111 
AA605038 
AL036559 
AW161481 
R28982 
AW299828 
L41162 
R77776 
AW135214 
A13B1900 
L06505 
BE242587 
A1590401 
T16206 
AW856665 
AI193356 
U24683 
BE391929 
AW970026 
AA659037 
A1362533 
AW298741 
A1761902 
AW137772 
AW861622 
AI718702 
BE270640 
AW410235 
AA310753 
AA349944 
AB011084 
U24577 
AK000401 
AW753112 
A1341227 



Hs.238730 hypothetical protein MGC10823 
Hs.1 81 1 65 eukaryotic translation etongation factor 
ESTs 

Hs.336959 Homo sapiens, clone IMAGE:3677185, mRNA 
Hs.339665 ESTs 

Hs.17519 Homo sapiens cONA: FLJ22539 fis, done H 
DnaJ (Hsp40) homolog, subfamily B. membe 
Hs.1 17077 ESTs, WeaWy similar to 138022 hypotheti 
Hs.149991 ESTs 

Hs.14317 nucleolar protein family A, member 3 (H/ 
Hs.137064 cytoplasmic poiyadenylation elemenl bind 
Hs.278469 lacrimal proline rich protein 
Hs.100602 MAD (mothers against decapentaplegic, Dr 
Hs.2931B7 ESTs 
Hs.192425 ESTs 

Hs.238954 ESTs. WeaWy similar to KIAA1204 protein 
Hs.42322 A kinase (PRKA) anchor protein 2 

decay accelerating factor for complement 
Hs.6185 CGM4 protein; sulfide dehydrogenase Q 

nuclear receptor subfamily 1. group I, m 
Hs.2877 cadherin 3. type 1, P-cadherin (placenta 
Hs.300870 Homo sapiens mRNA; cDNA DKFZp547M072 (fr 
Hs.75807 PDZ and UM domain 1 (elfin) 
Hs.72984 refinoblastoma-blnding protein 5 
Hs.77436 pleckstrin 
Hs.346348 ESTs 

Hs.42532 ESTs. Moderately similar to ALU8.HUMAN A 
Hs.1 32463 phosphoinositide-Wdnase, class 2, beta 
Hs.66666 ESTs, Weakly similar to S1 9560 profine-r 
Hs.1 051 granzyme B (granzyme 2, cytotoxic T-lymp 
Hs.24095 ESTs 
Hs.194691 retinoic acid induced 3 

NS1-associated protein 1 
Hs.80624 hypothetical protein MGC2560 
Hs.44344 hypothetical protein FU20534 
Hs.172665 methylenetetrahydrofolate dehydrogenase 
Hs.1 52675 ESTs 
Hs.185831 ESTs 

Hs.165390 ESTs. Highly similar to A40350 transcrip 
Hs.188633 ESTs 
Hs.158287 WAA0468 gene product 
Hs.193482 Homo sapiens cDNA RJ 1 1903 fis, clone HE 
Hs.257631 ESTs 

Hs.334477 hypothetical protein MGC14B79 
Hs.95140 K1AA01 89 gene product 
Hs.82353 protein C receptor, endothelial (EPCR) 
Hs.14555 Homo sapiens cDNA: FU21513 fis, clone C 
Hs.3844 UM domain only 4 
Hs.31314 retinobiastomaoinding protein 7 
Hs.7149 Homo sapiens cDNA: FU21950 fis, clone H 
Hs.3463 ribosomal protein S23 
Hs.1 1 1 577 integral membrane protein 3 
Hs.18108 ESTs 
Hs.193580 ESTs 

collagen, type IX, alpha 3 
ESTs 



Hs,53563 
Hs.18103 
HS.19182B ESTs 
Hs.159212 ESTs 
Hs.182979 ribosomal protein 112 
Hs.1 18651 hematopdefically expressed homeobox 
Hs.21213 ESTs , ^ 

Hs.237164 ESTs, Highly similar to LDHH.HUMAN UAC 

gb:RC3-CT0297-290100-Oia<i03 CT0297 Homo 
Hs.160316 ESTs 

irnmunoglobulin heavy constant mu 
transmembrane protein 4 
ubiquimjl-cytochrome c reductase hinge p 
Hs.163780 ESTs 

K1AA0306 protein 

ESTs, Moderately similar to I38022 hypot 
ESTs 
Hs.185980 ESTs 

Hs.108646 Homosapiens cDNA FU14934 tls, clone PL 
Hs .279930 major histocompatibility complex, class 
cyclin-dependent kinase 2 
proteasome (prosome, macropain) activato 
ESTs, Weakly similar to S65657 arpha-1C- 
ARP2 (actirwelated protein 1 yeast) ho 
KIAA051 2 gene product ALEX2 
ns^jowH phosphoTrpase A2, group VII (plaletet-ac 
Hs.252748 Homo sapiens cDNA FU20394 fis, done KA 
Hs.1 551 4 hypothetical protein MGC3260 
Hs.157106 ESTs 



Hs.8752 
Hs.73818 



Hs.97861 
Hs.99597 



Hs.19192 
Hs.75348 
Hs.42491 
Hs.42915 
Hs.48924 
Hs.93304 



9.20 

9.10 

9.10 

9.03 

9.00 

8.98 

8.90 

8.90 

8.90 

8.89 

6.81 

8.80 

8.80 

8.80 

8.70 

8.70 

8.70 

8.62 

8.60 

8.60 

8.60 

8.59 

8.56 

8.50 

8.50 

8.50 

8.50 

8.45 

8.43 

8.40 

8.40 

8.38 

8.33 

8.33 

8.30 

8.30 

8.30 

8.20 

8.20 

8.20 

8.17 
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8.00 
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7.56 
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447484 
441612 
408067 
434963 
437103 
442495 
445929 
446013 
436075 
450139 
423905 
406819 
407719 
425593 
413886 
422616 
424577 
427254 
427307 
438980 
451129 
441878 
443247 
412645 
417315 
429058 
429281 
445245 
414812 
445055 
410397 
418696 
449924 
418134 
424768 
443303 
411852 
451838 
425367 
453485 
401466 
457073 
412093 
442492 
449971 
431773 
416401 
426501 
435080 
436876 
449523 
432666 
424201 
425277 
425246 
428728 
430299 
433735 



60 
65 
70 
75 
80 



417535 
418117 
417558 
424541 
447341 
407949 
442460 
428818 
453932 
415221 
450256 
441384 
421684 
441224 
443749 
446094 
416801 
418259 
421633 
435937 
445612 
451653 
407136 



AA464839 
A1802629 
BE244580 
AW974957 
AW139408 
AI184717 
A1089660 
AI360167 
BE090176 
AK001838 
AW579960 
AA908472 
AW963866 
AA278921 
AW958264 
BE300330 
U09414 
AL121523 
AF1 17947 
AW502384 
BE072881 
A1801869 
BE614387 
AW444433 
A1080042 
AF138863 
AA830856 
AB032973 
X72755 
BE512856 
AF217517 
AW959433 
W30681 
AA397769 
AA353895 
U67319 
AA528140 
AW005866 
BE271188 
BE620712 

AA233210 
BE242691 
AA528489 
AA807346 
BE409442 
M80139 
AW043782 
AI831760 
AI124756 
NM_000579 
AW204069 
L33075 
NWL001241 
AI085561 
NWL016625 
W2&673 
AA608955 
AW967807 
AA203569 
AI922013 
AF045229 
AW392551 
AF106941 
W21874 
NMJ)14135 
A1131291 
AW006303 
W07418 
AA286887 
AA447849 
BE281591 
AU076964 
R38828 
H24387 
X98834 
AA215404 
AF121860 
AA830893 
N94126 
W18193 
T64896 
BE300073 



Hs.292566 hypothetical protein FU 14697 
Hs.1 1 3660 Homo sapiens cDNA FU11631 fis, done HE 
Hs.342307 hypothetical protein FU 10330 
Hs.288719 HorrosapienscDNAFU12142fis,ctoneMA 
Hs.152940 ESTs 
ESTs 

Hs.323401 dpy-30-fike protein 
Hs.152774 ESTs 
Hs.179902 transporter-like protein 

serurn/glucocorticoid regulated kinase 
Hs.1 351 50 rang type-l cell membrane-associated gty 

g b:og82a10.s1 NC1_CGAP_Ov8 Homo sapiens 
Hs.44021 Homo sapiens mRNA for FU00065 protein. 
Hs.1 908 proteoglycan 1 , secretory granule 
Hs.103832 similar to yeast Upf3, variant B 
Hs.1 18725 selenophosphate synthetase 2 

zmc finger protein 137 (done pHZ-30) 
Hs.97774 ESTs 

Hs.1 74795 PDZ domain-containing guanine nudeotide 
gb:UI-HF-BR0r>aka-i-12-O-Ul.r1 NIH_MGC_5 
gb:RC2-BT0548-200300-01 2-e09 BT0548 Homo 
Hs.1 27982 ESTs 
Hs.333893 c-Myc target JP01 
Hs.136061 Homo sapiens, Similar to hypothetical pr 
Hs.1 80450 ribosomal protein S24 
Hs.35254 hypolhetJcal protein FLB6421 
Hs.29808 Homo sapiens cDNA: FU21 122 fis, clone C 
Hs.12461 LCHN protein 
Hs.77367 monokine induced by gamma interferon 
Hs.1 09051 SH3 domain binding glutamic acid-rich pr 
Hs.63042 DKFZp564J157 protein 
Hs.326290 hypothetical protein FU 12581 
Hs.146233 Homo sapiens cDNA: FU22130 fis, clone H 
Hs.86617 ESTs 

Hs.152983 HUS1 (S. pombe) checkpoint homolog 
Hs.9216 caspase 7, apoptosis-related cysteine pr 
Hs.107515 ESTs. Weakly simitar to T00329 hypothetj 
Hs.193969 ESTs 

Hs.1 55975 protein tyrosine phosphatase, receptor t 
Hs.33026 hypothetical protein PP2447 

vesicle-associated membrane protein 4 
Hs.1 79943 ribosomal protein L1 1 
Hs.1 4947 ESTs 
Hs. 23451 8 ribosomal protein L23 
Hs.288581 Homo sapiens cDNA FU14296 fis, done PL 
Hs.268557 pJeckstrin homology-like domain, family 
Hs.268916 ESTs 
Hs.293616 ESTs 

Hs.1551 11 hypothetical protein FU14428 
Hs.5337 bodtratB dehydrogenase 2 (NADP), mitoc 
Hs.54443 chemdkine (C-C motiO receptor 5 

ESTs, Weakly similar to unnamed protein 
Hs.1 742 IQ motif containing GTPase activating pr 
Hs.155478 cydinT2 

Hs.155321 serum response factor (c-fos serum respo 
Hs.191381 hypothetical protein 
Hs.106747 serine carboxypepfidase 1 precursor prol 
Hs.109653 ESTs 
Hs.13797 ESTs 
Hs.1914B2 ESTs 

Hs.83496 Tinker for activation of T cells 
Hs.82280 regulator of G-protein signaffing 10 
Hs.180559 ESTs, Weakly similar to A56194 thrombaxa 
Hs.18142 arresfin,beta2 
Hs.247057 ESTs, Weakly similar to 2109260A B cell 
Hs.8345 PRO0641 protein 
Hs.102308 potassium iiwaraTy-reclitying channel, s 
Hs.329296 ESTs. WeaWy similar to (defline not ava 
Hs.78225 annednAI 

Hs.24724 MFH-ampHfied sequences with leudne-nc 
Hs.288660 Homo sapiens cDNA: FU22182 fis, done H 
Hs.106768 hypothetical protein FU 10511 
Hs.7753 caJumentn 
Hs.143463 ESTs 

Hs.32061 ESTs, Weakly similar to 138022 hypotheU 
Hs.79971 sal (DrosophilaH&e 2 
ESTs 

Hs.1 06260 sorting nexin 10 
Hs.1 19769 ESTs 
Hs.12969 hypothetical protein 

ESTs, Moderately similar to HERC2 fH.sap 
Hs.2B7420 Homo sapiens cDNA FU1 1 533 fis. clone HE 
Hs .279860 tumor protein. translaUonalry-oontrolle 
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434817 


AA08211B 


Hs.102737 


golialh protein 


6.38 


414476 


AA301867 


Hs.76224 


EGF-containing ffcutin-like extracettula 


6.35 


425410 


AA310974 


Hs.1 56828 


Homo sapiens cDNA FU10522 lis, clone NT 


6.34 


431840 


AA534908 


Hs.2850 


POU domain, dass 5, transcription facto 


6.33 


435812 


AA700439 


Hs.188490 


ESTs 


6.31 


401113 






solute carrier tamfly 22 (organic cation 


6.30 


408418 


AW963897 


Hs.44743 


KJAA1435 protein 


6.30 


412220 


BE35005B 


Hs.36787 


chromodomain heEcase DNA binding protei 


6.30 


426760 


BE242284 


Hs.172199 


adenylate cyclase 7 


6.30 


427202 


BE272922 


Hs.1 73936 


interleukin 10 receptor, beta 


6.30 


434699 


AA643687 


Hs.149425 


Homo sapiens cDNA FU11980 fis, clone HE 


6.30 


447887 


AA1 14050 


Hs.19949 


caspase 8, apoptosis-related cysteine pr 


6.30 


449576 


AW014631 


Hs.225068 


ESTs 


6.30 


444933 


NM.016245 


Hs.12150 


retina) short-chain dehydrogenase/reduct 


6.30 


432841 


M93425 


Hs.62 


protein tyrosine phosphatase, non-recept 


6.27 


411975 


A1916058 


Hs.144583 


ESTs 


6.26 


452852 


AK0O1972 


Hs.30822 


hypothetical protein FU11110 


6.25 


433162 


AI025842 




ESTs 


6.23 


449322 


AI63B616 


Hs.196566 


ESTs 


6.22 


430333 


S70114 


Hs.239489 


TIA1 cytotoxic granule-associated RNA-bi 


6.20 


440327 


R12581 


Hs.191146 


ESTs 


6.20 


442832 


AW205560 


Hs.253569 


ESTs 


6.20 


456362 


AW973003 


Hs.179909 


hypothetical protein FU22995 


6.20 


427968 


AI857607 


Hs.181301 


cathepsin S 


6.18 


414662 


AL03S058 


Hs.76807 


major histocompatibility complex, class 


6.16 


418113 


AI272141 


Hs.83484 


SRY (sex determining region Y)-box 4 


6.16 


406870 


AA075144 




gbzm86f06.s1 Stratagene ovarian cancer 


6.15 


416003 


X98001 


Hs.78948 


Rab geranylgeranyl transferase, beta subu 


6.15 


445493 


A!9 15771 




metaflofliionein 1E (functional) 


6.15 


424687 


J05070 


Hs.151738 


matrix melalloproteinase 9 (gelatinase B 


6.14 


427477 


AW973119 


Hs.178391 


ribosomal protein L44 


6.14 


422499 


AI268666 


Hs.19631 


ESTs, Weakly similar to I38022 hypotheli 


6.13 


443441 


AW291196 


Hs.92195 


ESTs 


6.12 


413677 


AW503116 


Hs.301819 


zinc finger protein 146 


6.11 


406797 


AI432224 




ribosomal protein L6 


6.10 


406857 


AA613726 


Hs.29797 


ribosomal protein L10 


M0 


410387 


AI277367 


Hs.47094 


ESTs 


6.10 


410503 


AW975746 


Hs.188662 


KIAA1702 protein 


6.10 


441962 


AW972542 


Hs.289008 


Homo sapiens cDNA: FU21814 fis, clone H 


6.10 


425762 


BE244076 


Hs.159578 


AT-hook transcription factor AKNA 


6.08 


406877 


AA226392 


Hs.1 79943 


ribosomal protein 111 


6.07 


407784 


AW139585 


Hs.12708 


ESTs 


6.05 


416297 


AA157634 


Hs.79172 


solute carrier family 25 (mitochondrial 


6.05 


446272 


BE268912 


Hs.14601 


hematopoietic cell-specific Lyn substrat 


6.01 


412949 


AM71639 


Hs.71913 


ESTs 


6.00 


420059 


AF161486 


Hs,94769 


RAB23, member RAS oncogene family 


6.00 


435756 


AI418466 


Hs.33665 


ESTs 


6.00 


451658 


AW195351 


Hs.250520 


ESTs, Moderately similar to 138022 hypot 


6.00 


441623 


AA315805 




desrnogteln2 


5.98 


416926 


H03109 


Hs.263395 


HT018 protein 


5.96 


425190 


AW028302 


Hs.155079 


protein phosphatase 2, regulatory subuni 


5.95 


441244 


BE612935 


Hs.184052 


PP1201 protein 


5.95 


421305 


BE397354 


Hs.324830 


dipVieria toxin resistance protein requi 


5.95 


430504 


H52761 




Homo sapiens, clone M6C:12617. mRNA, com 


5.94 


422310 


AA316622 


Hs.98370 


cytochrome P450, subfamily IIS, polypept 


5.92 


408605 


AF025374 


Hs.46465 


T-cell, immune regulator 1 


5.91 


433891 


AA613792 




gb™97h03.s1 NCLCGAP_Pr2 Homo sapiens 


5.90 


406542 






C19000728*:gil1258S552|splQ9Y2Q1|Z257„HU 


5.90 


406858 


A1865720 


Hs.29797 


ribosomal protein L10 


5.90 


408331 


NIVL007240 


Hs.44229 


dual specificity phosphatase 1 2 


5.90 


432729 


AK000292 


Hs.130732 


hypothetical protein FU20285 


5.90 


439451 


AF086270 


Hs.278554 


heterochromatin-Bke protein 1 


5.90 


455263 


AW961702 




Homo sapiens cDNA FU14028 fis, clone HE 


5.90 


441321 


H17182 


Hs.7771 


B-cell associated protein 


5.88 


429083 


Y09397 


Hs.227817 


BCL2-re!ated protein A1 


5.87 


406806 


AW088535 




ribosomal protein, large, P0 


5.87 


416987 


D86957 


Hs.80712 


WAA0202 protein 


5.86 


450988 


BE618571 


Hs.429 


ATP synthase, H transporting, mitochondr 


5.83 


428773 


BE256238 


Hs.193163 


bridging integrator 1 


5.83 


406794 


AIB90243 




ribosomal protein U> 


5.82 


457752 


AIB21270 


Hs.285643 


Homo sapiens cDNA FU143S4 fis. clone HE 


5.82 


435511 


AA683336 


Hs.189046 


ESTs 


5.81 


451589 


AA424791 


Hs.5734 


meningioma expressed antigen 5 (hyaluTon 


5.80 


439979 


AW600291 


Hs.6823 


hypothetical protein FU1043Q 


5.80 


412528 


All 23478 


Hs.32112 


ESTs 


5.80 


424875 


AI187945 


Hs.199310 


ESTs 


5.80 


426981 


AL044675 


Hs.173081 


K1AA0530 protein 


5.80 


447711 


AI459554 


Hs.161286 


ESTs 


5.80 


449961 


AW265634 


Hs.133100 


ESTs 


5.80 


416759 


AK000978 


Hs.79741 


hypothetical protein FU10116 


5.80 


415082 


AA160000 


Hs.137396 


ESTs, Weakry similar to JC5238 galactosy 


5.79 


422773 


AB028962 


Hs.301552 


WAA1039 protein 


5.78 


441455 


AJ271671 


Hs.7854 


zinc/iron regulated transporter-like 


5.78 
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414774 X02419 Hs.77274 plasminogen activator, urokinase 5.77 

449317 AW293413 Hs.132906 19A24 protein S.75 

425787 AA353867 Hs.155029 ESTs 573 

414890 BE281095 Hs.77573 uridine phosphorytase 5.72 

5 426354 NM 004010 Hs.169470 dystrophin (muscular dystrophy. Duchenne 5.71 

435961 BE293127 Hs.283722 GTT1 protein 5.71 

419378 R24922 Hs.90078 nudeotide-sugar transporter similar to 5.70 

431155 AW971213 gb:EST383301 MAGE resequences, MAGL Homo 5.70 

. 437457 AA757900 Hs.270823 ESTs, Weakly similar to S65657 alpha-10 5.70 

10 446659 AI335361 Hs.226376 ESTs 5.70 

457250 AA811987 Hs.125779 ESTs 5.70 

414150 AA136026 gb:zn88dQ7.r1 Stratagene lung carcinoma 5.68 

439924 A1985897 Hs.125293 ESTs 5.67 

452472 AW957300 Hs.294142 ESTs, Weakly similar to C55663 oligodend 5.66 

15 451812 X81889 Hs.152151 ptakophifin4 5.65 

4325B8 X92715 Hs.3057 zinc finger protein 74 (Cos52) 5.63 

440119 AA865455 Hs.125331 ESTs, Moderately similar to unknown \Hs 5.63 

424326 NM.014479 Hs.145296 ADAM-fike disintegrin protease, decysin 5.60 

431770 BE221880 Hs.268555 5'-3' exoribonuclease 2 5.60 

20 436511 AA721252 Hs.291502 ESTs 5.60 

446630 AW384793 Hs.15740 Homo sapiens mRNA; cDNA DKFZp434E033 (fr 5.60 

406623 X69392 Hs.91379 ribosomal protein 126 5.60 

452382 N38902 HsJ11539 hypothetical protein MGC4 248 5.57 

416047 BE439894 Hs.78991 DNA segment, numerous copies, expressed 5.56 

25 437296 AA350994 Hs.20281 KIAA1700 5.56 

453985 N44545 Hs.251865 ESTs 5.56 

443351 AW0167B3 Hs.30799 Homo sapiens cDNA FU13471 fis, clone PL 5.55 

448877 A1583696 Hs.253313 ESTs 5.53 

43574B AA699756 Hs.1 17335 ESTs 5.52 

30 420732 AA789133 Hs.63525 ESTs 5.51 

421818 AW992976 Hs.50098 NM _002489:Homo sapiens NADH dehydrogenas 5.50 

430915 AA488953 gb:aa55e05.r1 NCLCGAP_GCB1 Homo sapiens 5.50 

436716 AI433540 gb:ti69g05jc1 NCLCGAP_Kid11 Homosapien 5.50 

437442 T85104 Hs.222779 ESTs, Moderately similar to similar to N 5.50 

35 449625 NWL014253 odz (odd Oz/tefwn, Drosophila) homolog 1 5.50 

456497 AW967956 Hs.123648 ESTs. Weakly similar to AF1 08460 1 ubinu 5.50 

451287 AK002158 Hs.26194 Ukely homolog of mouse trnmuniry-associa 5.50 

433701 AW445023 Hs.15155 ESTs 5.49 

Ar . 427640 AF058293 Hs.1 80015 CWopachrome tautomerase 5.47 

40 420552 AK000492 Hs.98B0B hypotheucal protein 5.45 

449338 H73444 Hs.394 adrenomedullin 5.42 

427176 AW381569 Hs.40334 ESTs 5.42 

409945 AW015935 Hs.122642 ESTs 5.40 

421568 WB5858 Hs.99804 ESTs 5.40 

45 423961 D13666 Hs.136348 perioslin(OSF.2os) 5.40 

440719 AA150869 Hs.26267 ATP-dependant Interferon response protei 5.40 

443035 Z45B22 Hs.8906 Homo sapiens done 24889 mRNA sequence 5.40 

458659 AW749895 Hs.332520 Homo sapiens mRNA; cDNA DKFZp434A1014 (f 5.40 

424415 NM.001975 Hs.1 46580 endase 2. {gamma, neuronal) 5.40 

50 420137 AA306478 Hs.95327 CD3D antigen, delta polypeptide (TiT3co 5.39 

422163 AF027208 Hs.112360 promlnin (mouseHike 1 5.38 

439815 AA206079 Hs.6693 hypdhetical protein FU20420 5.37 

452432 AW206008 Hs.283378 Homo sapiens cONA: FU21 778 fis, done H 5.37 

457465 AW301344 Hs.122908 DNA replication factor 5.37 

55 412935 BE267045 Hs.75064 torjuKtvspedficchaperonec 5.36 

409485 S80990 Hs.252136 ficoTm (cdlagenffibrinogen domain-cent 5.35 

430283 BE391688 RAB7, member RAS oncogene family 5.33 

406814 AA642947 Hs.119122 ribosomal protein L1 3a 5.33 

409019 AW385412 myosin regulatory fight chain 2, smooth 5.30 

60 410561 BE540255 Hs.6994 Homo sapiens cDNA: FU22044 fis, done H 5.30 

412623 R28898 Hs.74170 metatlothionein 1E (functional) 5.30 

417450 AA314435 Hs.17519 Homo sapiens cDNA: FU22539 fis, done H 5.30 

418702 BE268388 Hs.86945 ESTs, Weakly similar to A46010 X-Tmked 5.30 

419926 AW900992 Hs.93796 DKFZP5B6D2223 protein 5.30 

65 422900 AA641201 Hs.222051 ESTs 5.30 

423494 AW504365 Hs.24143 Wiskott-Aldrich syndrome protein interac 5.30 

427667 AK001279 Hs.180171 Homo sapiens cONA FU10417 fis, done NT 5.30 

427774 AA278583 Hs.1 80737 Homo sapiens done 23664 and 23905 mRNA 5.30 

430177 AW969233 Hs.302746 MSTP028 protein 5.30 

70 430835 AI240006 Hs.192326 ESTs 5.30 

433009 AA761668 gb:nz24c08.s1 NCLCGAP_GC91 Homo sapiens 5.30 

439776 AL360140 Hs.176005 Homo sapiens mRNA full length insert cDN 5.30 

447082 T85314 Hs.54629 thioredoxin-Ske 5.30 

__ 415995 NM_004573 phosphoiipase C, beta 2 5.29 

75 424578 AK001973 Hs.150890 hypothetical protein 5.27 

441303 AW293081 Hs.241801 ESTs 5.27 

427816 AA159248 Hs.180909 peroxiredoxin 1 5.27 

443963 AA878183 Hs.17448 Homo sapiens cDNA FU13618 fis, done PL 5^6 

0 _ 450273 AW296454 Hs.24743 hypothetical protein FU20171 5.24 

80 444708 AW971049 Hs.1 1774 protein (peplidyl-proly! ds/trans isome 5.23 

415121 060971 Hs.34955 Homo sapiens cDNAFU 13485 fis, done PL 5.21 

458079 A1796870 Hs.54277 DNA segment on chromosome X (unique) 992 5.21 

405086 NM.00666r:Homo sapiens Srrf2-reia1ed CBP 5.20 
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413401 A1361861 Hs.1 18659 ESTs 
418459 R85438 Hs.268814 ESTs 
422134 AW179019 Hs.112110 mitochondrial ribosoma) protein L42 
426496 D31765 Hs.170114 K1AA0061 protein 
5 431749 AL049263 Hs.306292 Homo sapiens mRNA; cDNA DKFZp564F 133 (fr 
434372 AA631373 gb:np86c0U1 NCL.CGAP.Jhy1 Homo sapiens 

436812 AW298067 gb:UI-H-BW0-ajP^-09^)-Ul.s1 NCI_CGAP_Su 

441390 AJ692560 Hs.131175 ESTs 
449419 R34910 Hs.1 19172 ESTs 
10 453127 AI696671 Hs.294110 ESTs 

456373 BE247705 Hs.89751 membrane-spanning 4-dwrains,suWarnayA 
417750 AI267720 Hs.260523 synovial sarcoma, translocated to X chro 
451B14 AA847992 Hs.137003 ESTs 

410423 AW402432 Hs.63489 protein tyrosine phosphatase, norwecept 
15 406799 AA908548 ' gb:og83g1Zs1 NC!_CGAP_Ov8 Homo sapiens 

413963 R84282 Hs.75643 nuclear factor (eiythroid-deTTved 2), 45 

422293 X94453 Hs.114366 pyrroRrje-o^carboxytate synthetase (glut 

432465 D56165 Hs.275163 non-metastatic ceils 2, protein (NM23B) 

414768 AW376989 Hs.259855 elongation faclor-2 Idnase 
20 447232 AW499834 Hs.327 interteukin 10 receptor, alpha 

430478 NMJH4349 Hs.241535 apofipoprotein L, 3 

420151 AA255931 Hs.186704 ESTs 

434274 AA52B539 Hs.116252 ESTs, Moderately similar to ALU 1 .HUMAN A 

419317 AA236282 Hs.172318 ESTs 
25 424699 AW206227 Hs.287727 hypothetical protein FU231 32. 

428403 AI39304B Hs.326159 leucine rich repeat (in FUI) interactin 

430968 AW972830 gb:EST384925 MAGE resequences, MAGL Homo 

431709 AF220185 Hs.267923 uncharacterized hypothalamus protein HT0 

436137 A1056769 Hs.133512 ESTs 
30 440948 AW188311 Hs.12B619 ESTs 

448497 BE613269 Hs.21893 hypothetical protein DKFZp761N0624 

416655 AW968613 Hs.79428 BCL2/adenovirus E1B 19kWnteracting pro 

417228 AL134324 Hs.7312 ESTs 

42486B AI568170 Hs.96886 ESTs 
35 418905 BE539674 acfinin, alpha 4 

427726 A1359144 Hs.143688 Homo sapiens cDNA: FU23031 lis, clone L 

442618 R56222 Hs.26514 ESTs 

445715 AB012958 Hs.1 3137 UV radiation resistance associated gene 

40681 3 AW2761 31 ribosomal protein 11 3a 

40 454128 AL031259 Hs.41639 programmed cefl death 2 

440709 AW797724 Hs.1 30350 ESTs 

436372 AW972301 Hs.310286 ESTs 

446173 BE565849 Hs.14158 copinelll 

453330 A1268081 Hs.342389 pepfidylprolyllsomeraseA(cyclophjnn 
45 418876 AA740616 gb:ny97f1Ul NCLCGAP_GC81 Homo sapiens 

408405 AK001332 Hs.44672 hypothetical pTOteinFU 10470 

410570 AI133096 Hs.64593 ATP synthase, H transporting, mitochondr 

410BOO BE280421 Hs.94499 ESTs 

431451 AA761378 Hs.192013 ESTs 
50 432879 AW815932 Hs.173734 ESTs. Weakly similar to ALU 1JWMAN ALU S 

435655 AW105663 Hs.6947 HSPC069 protein 

435919 A1052189 Hs.114104 ESTs 

436394 AA531187 Hs.126705 ESTs Min . . 

438469 T49300 Hs^5304 Homo sapiens cDNA FU 13655 fis, clone PL 
55 442232 AI357813 Hs.337460 ESTs, Weakly similar to A47582BH*llgr 
442685 AB033017 Hs.8594 KIAA1 191 protein 
444454 BE018316 Hs.11183 sorting nexin 2 
444670 H58373 Hs.332938 hypothetical protein MGC5370 
447197 R36075 gb:yh88b01.s1 Soares placenta Nb2HP Homo 

60 450113 AI6B3098 Hs.200866 ESTs, Moderately similar to ALU7_HUMAN A 
450511 R07423 Hs.85092 Ihyroid hormone receptor Interactor 11 
450887 AA011518 Hs.271778 ESTs, Weakly slmaar to 138022 hypotheti 
452056 AW955065 Hs.101150 Homo sapiens, clone IMAGE:40541 56, mRNA, 
457068 X69391 ribosomal protein L6 

65 406793 AW264291 Hs.5662 guanine nucleotide binding protein (G pr 
439864 AI720078 Hs.291997 ESTs, Weakly similar to A47582 B-cefl gr 
420298 AI199510 Hs.267912 ESTs, Weakly simflar to ALU7.HUMAN ALUS 
440638 AI376551 gbte64e10jc1 Soares_NFLT_GBC_S1 Homo s 

400281 Eos Control 

70 414420 AA043424 Hs.76095 Immediate earty response 3 
415799 AA65371B Hs.225841 DKFZP43401 93 protein 
434666 AF151103 Hs.112259 Tcell receptor gamma locus 
449057 AB0377B4 Hs.22941 KIAA1 363 protein 
448625 AW970788 Hs.178470 hypothetical protein FU 22662 
75 451598 N29102 Hs.118078 ESTs MwmmH 
409686 AK000002 Hs.55879 Homo sapiens mRNA; cONA DKFZp434Ll)827 (f 
410597 W16518 Hs.279518 amyloid beta (A4) precursor-like protein 
446291 BE397753 Hs.14623 interferon, garrtrna-induclble protein 30 
447150 AI439011 Hs.86386 myeloid cell leukemia sequence 1 (BCL2-r 
80 418458 AA332941 Hs.85226 Kpase A, lysosomal acid, cholesterol es 
422627 BE336857 Hs.1 18787 transforming growth factor, beta-induced 
437186 AA338305 Hs.5472 hypothetical protein FU 20 173 
415825 Y18024 Hs.78877 inositol 1,4,5-trtsphosphate3-kinaseB 



WO 03/042661 



PCT/US02/36810 



406781 AA639388 gb:nq88b06.s1 NCLCGAP_Co9 Homo sapiens • 4.83 

449810 AB008581 Hs.23994 aclivin A receptor,- type IIB 4.82 

410323 AI241708 Hs.296322 Homo sapiens cDNA: FU22844 fis, done K 4.81 

444652 BE513613 Hs.11538 actin relaled protein 2/3 complex, subun 4.81 

5 422340 AW296219 Hs.115325 RAB7, member RAS oncogene family-like 1 4.81 

400424 AJ276316 Hs.287374 zinc finger protein 304 4.80 

411573 AB0290O0 Hs.70823 KIAA1 077 protein 4.80 

421045 BE144608 Hs.55533 ESTs 4.80 

425235 AA353113 Hs.1 12497 Homo sapiens cDNA: FU 22743 fis, clone H 4.80 

10 430387 AW372884 Hs.240770 nuclear cap binding protein subunit 2, 2 4.80 

438590 AA811465 Hs.123375 ESTs 4.80 

442071 BE048433 Hs.276043 ESTs 4.80 

449567 AI990790 Hs.188614 ESTs 4.80 

453213 AA082650 Hs.6217 Homo sapiens cDNA FU 12521 fis, clone NT 4.80 

15 440129 AA865818 ESTs,WeaWysirrtfartoS71886Ste2(Hix 4.78 

437802 AI475995 Hs.122910 ESTs 4.77 

409461 AA382169 Hs.54483 N-myc (and STAT) interactor 4.77 

421932 W51778 Hs.323949 kangai 1 (suppression of tumongenicity 4.74 

428453 AB011110 Hs.184367 GTPase acfivating protein-like 4.74 

20 413441 AI929374 Hs.75367 Src-tike-adapter 4.74 

446560 AK001567 Hs.311O02 Homo sapiens cDNA FU10705 fis, clone NT 4.73 

435541 AA687361 Hs.221318 ESTs 4.71 

410557 AA085B03 Hs.192997 ESTs, Moderately similar to 178885 serin 4.70 

412766 BE544475 Hs.54347 ESTs 4.70 

25 415526 N76536 Hs.265591 ESTs, Weakly similar to ALU 1.HUMAN ALU S 4.70 

418973 AA233056 Hs.191518 ESTs 4.70 

421433 AI829192 HS.223B0 ESTs 4.70 

432925 AA878324 Hs.264750 ESTs 4.70 

0 . 438869 AF075009 gb:Homo sapiens full length insert cDNA 4.70 

30 442233 AW967149 Hs.28439 ESTs, Weakly similar to I38022 hypotheti 4.70 

447198 D61523 Hs.283435 ESTs 4.70 

448552 AW973653 Hs.20104 hypothetical protein FU 00052 4.70 

444681 AJ243937 Hs.288316 chromosome 6 open reading frame 9 4.66 

414598 AI094221 Hs.135150 lung type-1 cell membrane-associated gly 4.66 

35 447817 BE620775 Hs.4866 Homo sapiens cDNA FU 14387 fis, clone HE 4.65 

416062 AA724811 Hs.334791 Homo sapiens cDNA FU 14609 fis, clone NT 4.65 

406661 X66975 Hs.172550 porypyrimidine tract binding protein (he 4.64 

424582 AF026849 Hs.1 50922 BCS1 (yeast homotogHike 4.64 

. _ 411165 NMJJ00169 Hs.69089 galactosidase, alpha 4.63 

40 435905 AW9974B4 Hs.5003 WAA0456 protein 4.63 

445776 NM 001310 Hs.13313 cAMP responsive element binding protein- 4.62 

424730 NM.003358 Hs.23703 ESTs, Moderately similar to CEGT_HUMAN C 4.62 

414747 U30872 Hs.77204 centromere protein F (350/4GOkD, milosin 4.62 

410668 BE379794 Hs.159651 hypothetical protein 4.61 

45 406774 AW518383 Hs.177592 ribosomal protein, large. P1 4.60 

406648 AA563730 Hs.277477 major histocompatibinty complex, class 4.60 

407951 W77762 Hs.79015 antigen idenfified by monoclonal antibod 4.60 

415682 AI347128 Hs.191870 ESTs 4.60 

417621 AV654694 Hs.82316 interferorHnduced, hepatitis C-associat 4.60 

50 419970 AW612022 ESTs 4.60 

420012 AW957965 Hs.99014 Homo sapiens, done IMAGE:36321 68. mRNA 4.60 

431574 AW572659 Hs.261373 hypothetical protein (JJ434014.3 4.60 

432586 AA568548 ESTs 4.60 

_._ 437438 AL359620 Hs.14217 hypothetical protein DKFZp762P21 11 4.60 

55 441355 AI822034 Hs.137097 ESTs 4.60 

444539 AI955765 Hs.146907 ESTs, Weakly similar to 2004399A chromos 4.60 

458965 AA010319 Hs.60389 ESTs 4.60 

406655 M21533 Hs.277477 major histocompatibility complex, class 4.60 

414915 NMJJ02462 Hs.76391 myxovinis (influenza) resistance 1, homo 4.60 

60 414821 M63835 Hs.77424 Fc fragment of IgG, high affinity la, re 4.59 

423766 AA303799 Hs.300141 ribosomal protein L39 4.59 

451351 AW058261 Hs.321435 ESTs, Weakly similar to ALU1.HU MAN ALU S 4.56 

450043 AA885699 Hs.24332 CGI-26 protein 4.56 

447742 AF113925 Hs.19405 caspase recruitment domain 4 4.54 

65 433339 AF019226 Hs.8035 glioblastoma overexpressed 4.54 

426395 BE151985 hypothetical protein FU2331 6 4.53 

418300 AI433074 Hs.86682 Homo sapiens cDNA: FU21578 fis, done C 4.53 

423799 AW026300 Hs.132906 19A24 protein 4.53 

„ 445093 AI207197 ESTs 4.52 

70 428044 AA093322 Hs.301404 RNA binding motif protein 3 4.62 

453968 AA847843 Hs.62711 High mobility group (nonhistone chromoso 4.51 

414194 BE175494 Hs.75811 N-acyfephmgosine amidohydrdase (acid c 4.50 

427747 AW411425 Hs.180655 serine/threonine kinase 12 4.50 

406745 AW511970 Hs.27986Q turnorpr(>tein,trar^ationa%-controlle 4.50 

75 407013 U35637 Hs.83870 gbrHurnan nebuKn mRNA, partial cds 4.50 

407198 H91679 gb:yvO4a07.s1 Soares fetal Gver spleen 4.50 

414646 AA353776 Hs.901 CD48 antigen (B-cell membrane protein) 4.50 

429687 AI675749 Hs.211608 nucleoporin 153kO 4.50 

ork 438566 BE545586 Hs.276712 Homo sapiens cDNAFU 11074 fis, done PL 4.50 

80 437634 AW293046 Hs.255158 ESTs 4.50 

439971 W32474 Hs.301746 RAP2A. member of RAS oncogene family 4.50 

442485 BE092285 Hs.29724 hypothetical protein FU 131 87 4.50 

445873 AA250970 Hs.251946 pdy(A)-btndtng protein, cytoplasmic 1-1 4.50 
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450497 H54159 Hs.15328 ESTs 4.50 

417497 AW402482 Hs.82212 CD53 antigen 4.50 

447667 AL117611 Hs.19150 Homo sapiens mRNA; cONA DKFZp564A21 54 (f 4.49 

_ 413856 D13839 Hs.75586 cycfinD2 4.49 

5 419556 U29615 Hs.91093 chtee 1 (chitotriosidase) 4.49 

429617 X89984 Hs.211563 B-cell aUymphoma 7A 4.48 

427157 U51166 Hs.173824 thymine-DNA glycxtsylase 4.48 

446021 BE389213 Hs.286 ribosomal protein L4 4.47 

4rt 413822 R08950 Hs.272044 ESTs, Weakly similar to ALU 1.HUMAN ALUS 4.46 

10 412819 T25829 Hs.24048" FK506 binding protein precursor 4.46 

448717 R67419 Hs.21851 Homo sapiens cDNA RJ 12900 fis, done NT 4.45 

401 846 NM 0009B8*:Homo sapiens ribosomal protei 4.44 

422303 AW410382 Hs.27556 hypolhetical protein FU22405 4.43 

442358 BE5679B5 Hs.18585 ESTs, Moderately similar to AUM.HUMAN A 4.43 

15 436623 AI417073 Hs.107265 ESTs 4.42 

412146 M92444 Hs.73722 APEX nuclease {multifunctional DNA repai 4.42 

437042 AK000702 Hs.5420 hypothetical protein FU20695 4.42 

416754 H07145 Hs.6799 ESTs, WeaJdy similar to T1 2483 hypotheti 4.41 

436671 AW137159 Hs.1 83291 ESTs 4.40 

20 410079 U94362 Hs.58589 gtycogenin 2 4.40 

420150 AA648712 Hs.29798 KIAA1 71 2 protein 4.40 

424723 BE409813 Hs.152337 protein arginine N-methyltransferase 3(h 4.40 

428931 AA994979 Hs.98967 ATPase. H0-transporting, lysosomal, non 4.40 

^ _ 429109 AL008637 Hs.196352 neutrophfl cytosolic factor 4 (40kD) 4.40 

25 430280 AA36125B Hs.237868 interteukin 7 receptor 4.40 

438330 AW450572 Hs.257316 ESTs 4.40 

438962 BE046594 gb:hn41c1U1 NCI_CGAP_RDF2 Homo sapiens 4.40 

444794 AI419991 Hs.145225 ESTs 4.40 

445100 AW188205 Hs.12311 Homo sapiens clone 23570 mRNA sequence 4.40 

30 449659 R60031 Hs.198B99 eukaryotic translation iniliation factor 4.40 

449832 AA694264 Hs.60049 ESTs 4.40 

452404 AW450675 Hs.212709 ESTs 4.40 

447296 AW243614 Hs.18063 Homo sapiens cDNA FU 10768 fis, clone NT 4.39 

425097 NM_014247 PDZ domain containing guanine nucleotide 4.37 

35 441607 NM C05010 Hs.7912 neuronal cell adhesion molecule 4.37 

406742 AI468091 Hs.279860 tumor protein, franslationally-controlle 4.35 

425095 AW014160 Hs.182585 KIAA1 276 protein 4.34 

410342 R31350 Hs.743 Fc fragment of IgE, high affinity I, rec 4.34 

Ar . 442333 A1650877 Hs.129302 ESTs 4.33 

40 424971 AA479005 Hs.1 54036 tumor suppressing subtransferable candid 4.32 

415912 H08859 Hs.206469 ESTs. WeaJdy similar to ALU6_HUMAN ALU S 4.32 

437386 W52452 ribosomal protein L10 4.31 

408558 AW015759 Hs.235709 Homo sapiens mRNA; cDNA DKF2p667B071 1 (f 4.30 

408875 NMJM5434 Hs.48604 DKFZP434B168 protein 4.30 

45 409604 AW444448 Hs.49124 ESTs 4.30 

418866 T65754 gb:yc11c07.5l Stratagene lung (937210) H 4.30 

419423 D26488 Hs.90315 K1AA0007 protein 4.30 

422017 NM.003877 Hs.1 10776 STAT induced STAT inhibitor-2 4.30 

422797 AB033064 Hs.236463 KIAA1 238 protein 4.30 

50 428467 AK002121 Hs.184465 hypothetical protein FU 11 259 4.30 

432290 AK001099 Hs^74273 Homo sapiens cOMA FU 10237 fis, done HE 4.30 

434551 BE387162 Hs.280858 ESTs, HlgHy similar to A35661 DNA excts 4.30 

436138 H53323 Hs.25717 Homo sapiens cDNA FU23454 fis, done H 4.30 

438915 AA280174 Hs.285681 Williams-Beuren syndrome chromosome regl 4.30 

55 449217 AA278536 Hs.23262 ribonudease, RNase A family, k6 4.30 

452994 AW962597 Hs.31305 KIAA1547 protein 4.30 

416883 BE387036 Hs.1211 add phosphatase 5. tartrate resistant 4.30 

437250 BE257342 Hs.94576 rryrjottefical protein MGC3062 4.29 

440910 H97875 Hs.117974 ESTs 4.29 

60 406853 AA614553 Hs.252259 hypothetical protein FU23059 4.28 

432295 BE091049 Hs.343665 ribosomal protein S15a 4.28 
400244 Eos Control 4.28 

413518 BE149455 Hs.75415 beta-2-microglobulm 4.28 

409132 AJ224538 Hs.50732 protein kinase, AMP-activated, beta 2 no 4.27 

65 406746 AA580395 Hs.279860 tumor protein, IranslaConafly-controGe 4.26 

400395 AF111167 v-fos FBJ murine osteosarcoma viral onco 4.26 

443229 AI057129 Hs.133396 ESTs 4.26 

450201 T97838 Hs.25722 ESTs 4.25 

409636 AA305729 Hs.1 8272 amino acid transporter system A1 4.25 

70 422082 AA016188 Hs.111244 hypothetical protein 4.24 

444099 D87432 Hs.10315 solute carrier family 7 (caliomc amino 4.24 

453902 BE502341 Hs.3402 ESTs 4.24 

415189 L34657 Hs.78146 platetei/endothelial cefl adhesion molec 4.22 
404854 Target Exon 4.21 

/5 406653 AA574074 Hs.77961 major histocompatibiGty complex, class 4.20 

400440 X83957 Hs.B3870 nebuGn 4.20 

415049 N67334 Hs.50158 ESTs 4.20 

418304 AA215702 gb2r97g10/1 NO_CGAP^GCB1 Homo sapiens 4.20 

0 _ 423180 AF068302 Hs.1 25031 choline/elhanolaminephosphotransferase 4.20 

oO 424684 AW752714 Hs.5174 ribosomal protein S 17 4.20 

429412 NM_006235 Hs^407 POU domain, class 2, associating factor 4.20 

438141 AW946871 gb:RC2-ET0022-08050(W)12-d02 ET0022 Homo 4.20 

438607 AW080237 Hs.252884 ESTs 4.20 
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451952 

455397 

417116 

453247 

430451 

414283 

452248 

450746 

444797 

445718 

4257B3 

414837 

406710 

424436 

422343 

416207 

405724 

449475 

413828 

416819 

436674 

405266 



AL120173 
AW936332 
Z43916 
T80198 
AA836472 
AW960011 
AA093668 
082673 
AB018333 
H79791 
AI026740 
U24266 
A1708347 
AW818428 
A1628633 



AI348027 
L19067 
U77735 
AA725002 



55 



60 



410704 
420851 
423096 
428328 
429355 
43330B 
443559 
450850 
453785 
406854 . 
410768 
419612 
434203 
439237 
441374 
443415 
424338 
422305 
400233 
421959 
442622 
424795 
446231 
452933 
427681 
409061 
413891 
414004 
417035 
410584 
417353 
423645 
430048 
431113 
434170 
434584 
435391 
446768 
448019 
451831 



gb:GV4-DT0021-281293470-g01 DT0021 Homo 
Hs .7634 hypothetical protein FU122B7 simitar to 
Hs.1 11806 ESTs 
Hs.297939 cathepsin B 
Hs.154993 ESTs 

Hs 28578 musctebtind (DrosophilaHfte 
Hs.278589 genera! transcription factor II. i 
Hs.12002 K1M0790 protein 
Hs.15227 ESTs 
Hs 194B ribosomal protein S21 
Hs.77448 aldehyde dehydrogenase 4 family, member 
Hs.184014 ribosomal protein L31 
Hs 4953 golgi autoanligen, gotgin subfamily a, 3 
Hs 346823 gb:ty77d05.x1 NCLCGAP_Kid11 Homo sapien 
NmTi4745 Hs .79077 Homo sapiens, clone MGC:2908, mRNA, comp 
C14071 Hs.234518 ribosomal protein 123 

Hs.108557 hypothetical protein PP1057 

v-rel avian reOculoendotheliosis viral 
Hs.80205 pim-2 oncogene 
Hs.272018 tow molecular mass ubiquinone-btnding pr 

Target Exon 
Hs 344096 glycoprotein (transmembrane) nmb 

gb:CM1-BT0601-180200-121-b10 BT0601 Homo 
Hs.29493 hypothetical protein FU20142 
Hs.278428 progestin induced protein 
Hs.292B12 ESTs, Weakly similar to 138022 hypotneti 
Hs.292689 ESTs 
Hs 291650 ESTs 

Hs.269899 ESTs, Moderately similar to ALU8_HUMAN A 

Hs.283732 ESTs, Moderately similar to ALU 1.HUMAN A 
Hs 252259 ribosomal protein S3 
Hs.65187 Homo sapiens done 23700 mRNA sequence 
Hs.110613 WAA0421 protein 
Hs 283558 hypothetical protein PR01 855 
Hs.318893 ESTs, Weakly similar to A47582 B^ellgr 
Hs.7822 Homo sapiens mRNA; cDNA DKF2p554C1216 (f 
Hs.1 33472 ESTs . 
Hs 49943 ESTs, Weakly similar to S65657 atpha-1 O 
Hs!293438 ESTs, Highly similar to AF1984B8 1 trans 
Eos Control 

Hs.9B370 cytochrome P450, subfamily HS, polypept 
Hs.8546 Notch (Drosophila) homolog 3 
Hs.1 53177 ribosomal protein S28 
NM 002163 Hs.14453 interferon consensus sequence binding pr 
AW391423 HsJ288555 Homo sapiens cDNA: FU22425 fis, clone H 
AB018263 Hs.180338 tumor necrosis factor receptor ^uperfami 
A1204994 Hs.7874 Homo sapiens cDNAiFU21435 fis, done C 
BE271020 tumor suppressor deleted In ^ 

AA737033 Hs.7155 ^^^^^l^J^^ 
AA192455 Hs 22968 Homo sapiens clone IMAGE:451 939, mRNA se 
AB011112 KIAA0540 protein 

AA375752 Hs^48140 Homo sapiens mRNA; cDNA DKFZp586F1822 (f 
A1215632 Hs.147487 ESTs 
T65054 Hs.73605 ESTs 
AK000673 Hs.274337 hypothetcal protein FU20666 
AA626509 Hs.122329 ESTs 

D57341 Hs.188361 Homo sapiens cDNA FU12807 fis, done NT 
AA704588 Hs-58934 ESTs 

AV660305 Hs.1 10286 ESTs , 
AW947164 Hs.195641 ESTs, Moderately similar to 138022 hypot 



AI979168 
BE076754 
AA281062 
AA7326B4 
AA426080 
AW973253 
AA5B2718 
A1076765 
AA648886 
AI368236 
AA613705 
AF038185 
A1498267 
BE262677 
AW408158 
AA043696 
A1056523 
W78816 
AI928242 

AW751497 
NWLOO0435 
AW102850 



NM.001674 Hs.460 acGvating transcription factor 3 
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438091 22448J 



AV546179 AW880409 AA345^BF1 55189 BEM89^ AV6B7497 BF1551B 3 

AW938841 BF438147 W05391 H75313BF3261K W6^ A ™\ 5 ^™^ 5 AA709126 BE673807 AI923886 AA947932 A1276125 AI185720 
AV64ra70AW797876A1906M:^ 



BM310532AW513771AI951391AI33767^ 

aKwTbS^ 
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442562 39593J 
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425996 138046.1 

427521 513212.1 
444060 6315J 



BF999056 R83430 Z29922 TB5791 W03942 H63289 A1091537 BF0865B3 AA345570 H48870 H80720 T83523 BI039626 BI037700 R00353 
S BTO^BW?26i44 AWeSsn AW265195 A1916735 A1394255 AI573090 AI354442 AW612857 A1339558 A1919424 AI377532 

ESS 

AW196655 D79662 BE042393 N75017 AW014741 C75509 BE748621 H92431 AW079261 AW901780 AA329482 AW960115 BB60621 AI767525 

^^^^^X^mSLoSSO AV660556 AV660502 BG564397 BE379584 BF446961 AI653056 AW973709 AJ653173 
rST? W2KM3 Tb^48^6M750 AI492K0WW21 142 AI472184 AW1 70056 AI082443 AI167921 059940 BI492088 H74180 AW130886 

SKll ^BotSg740734 BG680618 BG739778 BI765807 BM353403 BM353248 AW177784 AW205789 AW951576 AW848592 
BEtftHM BF149266BE940187 1 M060445BI060444BF350983 BE720095 BE720069 BE715154 BE0825B4 BE052576 BE0O4O47 AA857316 
^B^^/SwSwMBB AW686475 BM462504 BE931734 BF149264 AA340777 BF381183 BG621737 
SuSw*KbF^B^^bSbF3811B4 BE715956 R58704 AA852212 AW366566 BI09O358 BF087707 BE819046 
ffi«^A)S^BE0^CT^1«« Brai9048 B036306 BG990973 BI040954 BF91991 1 AU140165Al95t766 AI4345W AW804674 
SiSm BEUm BE925826 BF149265 MMMtf BE814264 BI039782 AU140407 BE144243 BE709863 BF9B5642 BE001923 BF933510 

B<S TBE1M1K AW3^7^7^ BE818280 AW177933 BF873679 AW178000 BE082526 BF476866 BF086994 BF592276 

bSbe^S 

BF1849M BFB39562 BE1B4933 BF642254 BE698470 BE931048 BF999889 BF368816 BE184924 BE159646 BE714632 BE184948 BG986B45 
!1 ^S^K^ AW799304AL603116 BE149760 BE705967 BE705966 BE705968 AW848723 

AW997139 BK6M74 BE185187 BE156621 BE71 5089 BE713297 BE713298 BE179915 AW799309 BF872345 BF088676 BE705939 AW752599 
Sl97lra50^BE715196^ 

SSSSS A1190590 AI554403 AI392926 AU158477 BI467252 AU159919 AI760816 BF082516 
W^u!Swm MS9OT5 BI791553 A1700963 AI142882 AA039975 AA946936 AA644381 BM314884 AA702424 «417612 
Zl9ffiS5Al»0CT3 ^«i^2 W270345 AI627383 AA552300 AI911702 AW166B07 A1346078 W95O70 AA149191 AA026864 AI830O49 AW760435 

aiSbfSia^wa^b^ 

V^I^Som^jiS^IBnm AI635878 M128330 BG681425 BE706078 R20904 BG680059 BG676647BF764409 M026654 
AV745530 81762796 BG287391 AW798780 BE705045 BE926470 AW7991 18 BF087996 BE002273 AW879451 AI571075 BE06776J AW21320 
AW22TO2 ! N29754 CT337 NM767 AA131077 H30146 BE714290 AI686869 AI568892 AI915596 AW105614 AI88725B A1538577 BE926474 
RFflRm? Bra^TO AM4re85 AW988B3 AW103521 BF989173 AW860878 BE939707 BE185750 BE714064 BE713903 BE713868 BE713763 
IS* EE7 3810 AW65151 BG955489 BE005272 BF915937 AW365148 AI905927 BF9927B0 AW853812 BG954443 BI770853 BG679406 
S BGK11087 BG698430 AA45510C T87267 BE696209 BE696210 BI089483 BE006273 BE872225 AW391912 BE925515 BG677012 

S bIS BG677 57 BE0O9090 BG6B1378 BE712291 B6961498 BG678984 BI040941 AA337270 AW3B4371 AW847442 
Sf 9 B^Ss TwI^SmS^W AM25B51 BE931733BF1S4837 BG949393 BE714441 AW996245 BE711801 A1284090 

HF763109 BE931637 BE167181 BE713879 BF354008 BF678726 H90899 AW36S145W38382 AI498487 ^ 
iKlm794NM 0034(B)a81^^ 

AA72K84 AA862331 ^146BM313650 AI089749 AI359738 N69107 AW995424 A1086917 AI083995 AW340217 N99662 AIB2944S «TO9839 

A^^^AVTO2^2^(^MM^WM^039^ W125315 AI655561 AW150042 L20422 X57345 ^1*58375 AU14M52K666601 BE8W276 
AIM 1930! imttSKt BG705953 BI596754 BE29671 3 BG002S38 BF95191 1 N29226 BE909424 AV698274 AV6831 16 AV708195 AA127798 

AVMMBftfflffi93ffl ^GSM219BI837163 BI667275 AA343750 BE783112 BF671405 BF954720 H67636 H69456 AA4B4894 BI869271 BF998207 

H 13M1 AI423963 AW084401 A1917740 R69858 AA033631 N79982 BEB85276 AI63K74 MD9612 ^AA70^AW07753 

Ss IH21S79 T^AA93M06 F04963 AI188296 AW152629 AA905196 BG223058AI831016AJ766457AI811102M776573Ami33 
SS™6A^94raW68Ww^ 

^SiBE1553MAlSaW166100AI359620AI174338 N20527 W4741^ 

ShII™^ R82499 AW383522 AA774536 AL534331 W94127 W46459 AI866231 AA5132B1 AA192465 H69844 

AW3B36«AV«e^29 AA171496 AIS37424 BE814866 BF823254 R82553 AI809817 AI559406 
aS^A^IM S AA668790 BF939495BF1^86 AI990982 BF591561 A1809189AW410232BF739769AI144392BF438721 
aISamSSbEbS^Si M5M662 AI744624 AI22129B AI299523 AI299520BI491312 AI452711 AJ360730 
aaS ^^3S76^2Win AA873430 AA906005 AA748160 H89523 AW020252 AW664988 AA970424 AA879079 

RFMMM S«1 AW470082 AW0145B5 AJ423255 BI714731 BG054894 AW780248 N31683 AW664132 AW4673S3 A1983152 AA617918 

AQ46771 ^AW512619Affi9020 BG054897 AI292234 A1216830 A1283836 C0S205 AW503423 AW272680 N33205 AW873021 /W7OT24W53886 
AAM92487«ra7151^^ 

S^aS AA917471 W40M31 AA9M626 N72207 AI306482 AW440562AJ084687 AA3472MAA063536BF477389AI2416KA^^ 

AaEaSS 
A^rei4M715424AA508454BF334080AJ2746« 

81911347 BI871044 MiSbF084010 BF084007 AA335788 AI920878 AA809614 BE932941 AI678261 C75308 AI148479 BE178174 W88513 
ABftBMI AL520743 BE811B13 N53332 N99716 AL561910 AA280655 BE710392 AV705100 ATO93978AW444556AA28M59W679751 AI873M^ 
Soto A 1^5^^49699 ^WS9286S AA976261 BE879747 BG114119 AW183811 AA909938BF571621 BF350794BF351375BH25699 
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aS^aSbim™^^ 



655 



WO 03/042661 



PCT/US02/36810 



10 

15 

20 

25 

30 

35 

40 

45 

50 

55 

60 

65 

70 

75 

80 



413497 
430068 
409208 

422960 

434280 
434442 
410730 
438089 



414405 



442495 
450139 



406819 
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AA829400 



AA830462 



TABLE 56C 

Pkey: 

Ret 

Strand: 



human chromosome 22" Dunham, el al. (1999) Nature 402:489495. 
Indicates DNA strand from which exons were predicted. 



NLposifon: Indicates nucleotide positions of predicted exons. 



Pkey 


Ret 


Strand 


402474 


7547175 


Minus 


402145 


8018280 


Plus 


401091 


9958240 


Plus 


401466 


6682292 


Plus 


401113 


9966541 


Minus 


406542 


7711499 


Phis 


405086 


8072509 


Plus 


401846 


7712190 


Minus 


404854 


' 7143420 


Plus 


405266 


4156171 


Minus 



NLposifon 

53526-53628,55755-55920,57530-57757 

113086-114800 

94760-94898 

28748-29023 

19419-19959 

117335-118473 

73664-73B41.74081-74217.74610-74779.7492 

82775-82823,82912-83022 

14260-14537 

63337-63552 



TABLE 57A: 703 genes upregulated In testicular cancer relative to normal body tissues 
Ta^Afetea^^^^ 

pepBdes. or anfibodk* These ^J^^!lSS12wal mRNA wpresstaThe protein products of these genes otoconia*, one or more 
^sS^o^S 

7tm. phosphatase, or ionjransporter). Certain predicted protein domains are noted. 
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Pkey: Unique Eos probeset identifier number 

ExAccn: Exemplar accession number, GenBank accession number 

UniGenelD: UniGene number 

Pred.ProLOomains: Certain predicted protein domains. Abbreviations used: TM. transmembrane domain; SS, signal sequence; =Y, very likely to contain; =M, 

Qkety to contain; other protein domain abbreviations are from PFAM (Nucleic Acids Research, 2002, 30:276-280). 
UniGene Title: UniGene gene title 

R1 95lh percentile of testicular cancer Als divided by the 50lh percentile of normal tissues AJs. where the 10th percentile of all norma) tissue Als was subtracted 

from both the numerator and denominator 

Pkey; ExAccn; UnigenelD; Unigene Title; Pred.ProtDomabs; R1 

424687; J05070; Hs.151738; matrix metalloproteinase 9 (gelatinase B, 92kD geiaOnase, 92kO type IV collagenase); matrix metalloproteinase 9 (gelatinase B; 31.23 
4401 19; AA865455; Hs.125331; ESTs, Moderately similar to unknown [H^apiensj; ESTs, Moderately similar to unknown fUs; 27.37 
421241; X91817; Hs.102866; transkelolase-like 1; transketolase-fike 1; 26.89 

431840; AA534908; Hs.2860; POU domain, class 5, transcription factor 1; POU domain, class 5, transcription facto; 25.03 
435918; AF263538; Hs.86232; growth differentiation factor 3; growth differentiation factor 3; 19.B8 

432666; AW204069; Hs.351118; ESTs, Weakly similar to unnamed protein product [H.sapiensl; ESTs, Weakly similar to unnamed protein ; 17.74 
419556; U29615; Hs.91093;chitinase 1 (chitolriosidase); chitinase 1 (chttotriosidase); 17.64 

452838; U65011; Hs.30743; preferentially expressed antigen in melanoma; preferentially expressed antigen in mela; 17.06 
417BB6; AA2145B4; ; ESTs; ESTs; 15.95 

412265; AA101325; Hs.86154; hypothetical protein FU12457; hypothetical protein FU12457; 15.93 

425572; AB01 1076; Hs. 158307; undifferentiated embryonic cell transcription factor 1; undifferentiated embryonic cell transcri; 15.82 
423905; AW579960; Hs.135150; lung type-l cell membrane-associated glycoprotein; lung lype-l cell membrane-associated gly; 15.1 1 
419741; NMJHJ7019; Hs.93002; ubiquitin carrier protein E2-C; ubiquitin carrier protein E2-C; 15.08 

4275B4; BE410293; Hs. 17971 8; v-myb avian myeloblastosis viral oncogene homolog-iike 2; v-myb avian myeloblastosis viral oncogen; 14.17 
418696; AW959433; Hs.326290; hypothetical protein FU12581; hypothetical protein FU12581; 13.58 
41 6819; U77735; Hs.80205; pim-2 oncogene; pim-2 oncogene; 1 3.20 

414034; U89277; Hs.305985; early development regulator 1 (homolog of polyhomeotic 1); early development regulator 1 (homolog o; 12.93 
454077; AC005952; Hs.37062; InsuTm-like 3 (Leydig cell); insuiin-like 3 (Leydig cell); 12.90 
432730; AI066520; Hs.131358; ESTs; ESTs; 12.84 

446293; AI420213; Hs. 149722; LIM domain transcription factor UM-1 (hLIM-1) mRNA; LIM domain transcription factor LIM-1 (h; 1 2.74 
423354; AB01 1 130; Hs.127436; calcium channel, voltage-dependent, alpha 2/delta subunit 2; calcium channel, voltage-dependent, alph; 12.48 
450581; AF081513; Hs.25195; TGF-beta 4; TGF-beta 4; 1Z42 

450719; AI096837; Hs.21349; ESTs, Weakly similar to RB8B_HUMAN RAS-RELATED PROTEIN RAB-8B (Usapiensl; ESTs, Weakly similar to RB8B_HUMAN RAS-R; 12.26 
431462; AW583672; Hs.25631 1; granin-tike neuroendocrine peptide precursor; granin-like neuroendocrine peptide precu; 11 .96 
431354; BE046956; Hs.251673; DNA {cylosine-S-Hnelhyltransferase 3 beta; DNA (cytosme-5-).methyltransferase 3 be; 11.91 
402199; ; ; Target Exon; Target Exon; 1 1.85 

424578; AK001973; Hs.150890; hypothetical protein; hypothetical protein; 11.81 
416350; AF188625; Hs.1 89507; phospholipase A2, group IID; phospholipase A2, group I1D; 1 1.67 
439979; AW600291; Hs.6823; hypothetical protein FU10430; hypotheticaJ protein FU10430; 11.57 
410048; W76467; Hs.343874; proline oxidase homolog; proline oxidase homolog; 1 1.42 

442573; H93366; Ks.7567; branched chain aminotransferase 1, cytosoOc; branched chain aminotransferase 1. cytos; 1 1.42 
414812; X72755; Hs.77367; monokine induced by gamma interferon; monokine induced by gamma interferon; 1 1.38 
421917; AB028943; Hs.109445; KIAA1020 protein; KIAA1020 protein; 11 .15 

440006; AK000517; Hs.6844; NALP2 protein; PYRIN-Contalning APAFI-like; NALP2 protein; PYRIN-Containing APAF1-H; 10.92 
414683; S78296; Hs.76888; hypothetical protein MGC12702; hypothetical protein MGC12702; 10.91 

423673; BE003054; Hs.1695; matrix metalloproteinase 12 (macrophage elastase); matrix metalloprotejnase 12 (macrophage ; 10.74 
433800; A1034361; Hs.135150; king type-l cell membrane-associated glycoprotein; hing type-l cell rnembrane-associated gty, 10.68 
429120; AK001673; Hs.196530; hypothetical protein FU1081 1; rrypothebcal protein FU1081 1; 10.48 
444371; BE540274; Hs.239; fbrkhead box Ml; forkhead box M1; 10.46 
441553; AA28 121 9; Hs.121296; ESTs; ESTs; 10.37 

426534; U58096; Hs.2051; testis specific protein, Y-linked; testis specific protein, Y-linked; 10.2B 
441878; A1801869; Hs.127982; ESTs; ESTs; 10.06 
432117; AL036195; Hs.2909; protamine 1; protamine 1; 10,01 

425427; AI652662; Hs.317432; branched chain aminotransferase 1. cytosotic; branched chain aminotransferase 1 , cytos; 9.97 
416201; AA4677S2; Hs.195161; ESTs; ESTs; 9.97 
410929; H47233; Hs.30643; ESTs; ESTs; 9.91 

427486; AA974433; Hs.362432; fibroblast growth factor 4 (heparin secretory transforming protein 1, Kaposi sarcoma oncogene); fibroblast growth factor 4 (heparin seen 9.81 
427239; BE270447; Hs.356512; ubiquitin carrier protein; ubiquitin carrier protein; 9.6B 
402680; ; ; Target Exon; Target Exon; 9,68 

409208; Y00093; Hs,1 72631; integrin, alpha X (antigen CD1 1C (p150). alpha polypeptide); integrin, alpha X (antigen CD11C(p150),; 9.46 
443426; AF098158; Hs.9329; chromosome 20 open reading frame 1; chromosome 20 open reading frame 1; 9.42 
440207; AI371978; Hs.128326; ESTs; ESTs; 9.41 

433001; AF217513; Hs.279905; clone HQ0310 PRO0310p1; clone HQ0310 PRO0310p1; 9.41 
447534; AW953935; Hs.288655; ESTs; ESTs; 9.33 
442333; AI650877; Hs.129302; ESTs; ESTs; 9.28 

421307; BE539976; Hs.103305; Homo sapiens mRNA; cDNA OKFZp434B0425 (from done DKFZp434B0425); Homo sapiens mRNA; cDNA DKFZp434B0425 (f; 9.24 
423458; AI204212; Hs.351113; ESTs; ESTs; 9.23 

431958; X63629; Hs.2877; cadherin 3, type 1, P-cadherin (placentaf); cadherin 3, type 1, P-cacfherin (placenta; 9.23 
422938; NM_O01809; Hs.1594; centromere protein A (17kO); centromere protein A (17kD); 9.21 

41 1027; AF072099; Hs.67846; leukocyte irnmunogtobulln-tike receptor, subfamily B (with TM and ITIM domains), member 4; leukocyte immunogtabuRrhlike receptor. ; 9.21 
425397; J04088; Hs.156346; topofeomerase (DNA) H alpha (170kD); topoisomerase (DNA) 11 alpha (170kD); 9.18 
428664; AK001666; Hs.189095; similar to SAIL1 (sal (Drosophila)-Bke; similar to SALL1 (sal (DrosophilaJ-Rke; 9.17 

428970; BE276891; Hs.194691; refinoic acid induced 3 (RAIG1); metabotropic glutamate family GPCR; relinoic acid induced 3 (RAIG1); metabo; 9.1 1 
447733; AF157482; Hs.1 9400; MAD2 (mitotic arrest deficient, yeast. homologHike 2; MAD2 (mitotJc arrest deficient, yeast, h; 9.1 1 
422310; AA316622; Hs.98370; cylochrome P450, subfamily IIS, polypeptide 1; cytcchrome P450, subfamily IIS, porypept; 9.10 
449722; BE2B0074; Hs.23960; cyclm B1; eyeftn B1; 8.86 

441560; F13386; Hs.7888; v-erb-a avian erythroblastic leukemia viral oncogene homolog-Rke 4 (HER4); v-erb-a avian erythroblastic leukemia vi; 8.86 
440963; M20681; Hs.7594; solute carrier famih; 2 (facilitated glucose transporter), member 3; solute carrier family 2 (fariQtated glu; 8.86 
409342; AU077058; Hs.54089; BRCA1 associated RING domain 1; BRCA1 associated RING domain 1; 8.83 
420367; AA259090; Hs.257028; ESTs; ESTs; 8.82 

415947; U04045; Hs.78934; mutS (E. coti) homolog 2 (colon cancer, nonpotyposis type 1); mutS (E. cofi) homolog 2 (colon cancer, ; 8.73 
418813; AA744529; Hs.86575; mitogen-activated protein kinase kinase kinase kinase 1; mitogen-activated protein kinase kinase ; 8.71 
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417407; M923278; Hs.290905; ESTs, Weakly similar to protease [Hsapiens]; ESTs, Weakly similar to protease |H.sapi; 8,64 

407239; AA076350; Hs.67846; leukocyte hnmunoglobufin-like receptor, subfamily B (withTM and ITIM domains), member 4; leukocyte immunoglobulin-like receptor, ; 8.58 

436481; AA379597; Hs.5199; HSPC150 protein similar to ubiquilin-conjugating enzyme; HSPC150 protein similar to ubiquitin-con; 8.55 

412140; AA219691; Hs.73625; RAB6 interacting, kinesin-like (rabkinesin 6); RAB6 interacting, kinesin-like (rabkines; 8.52 

438091; AW373062; Hs.351546; nuclear receptor subfamily 1, group I, member 3; nuclear receptor subfamily 1, group I, m; 8.51 

424800; AL035588; Hs.153203; MyoO family inhibitor; MyoD family inhibitor; 8.45 

447188; H55423; Hs.17631; hypothetical protein DKFZp434E2135; hypothetical protein DKfZp434E2135; 8.45 

430056; X97548; Hs.228059; KRAB-assodated protein 1; KRAB-assodated protein 1; 8.42 

417389; BE2S0964; Hs.82045; midkine (neurite growth-prorno6ng factor 2); midkine (neurite growth-promoting factor, 8.40 

430676; AF064866; Hs.372585; gteHomo sapiens envelope protein R103 (env) gene, complete cd; gb.Homo sapiens envelope protein R1C-3 (; 8.38 

420759; T11832; Hs.127797; Homo sapiens cDNA FU1 1381 fis. clone HEMBA1000501; Homo sapiens cDNA FU1 1381 fis, done HE; 8.38 

406621; X57809; Hs.181125; ImmunoglobuHn lambda locus; Immunoglobulin lambda locus; 8.37 

453914; NrA.000507; Hs.574; fructc*e-1.6.bisphosphatase 1; frudose~1, ^phosphatase 1; 8.25 

423198; M81933; Hs.1634; cell division cyde 25A; cell division cycle 25A; 6.19 

418299; AA279530; Hs.8396B; integrin, beta 2 (antigen CD18 (p95), lymphocyte fundion-assodated antigen 1; macrophage antigen 1 (mac-1) beta subunit); integrin, beta 2 (antigen 
CD18(p95),ry;8.17 

453968; AA847843; Hs.6271 1; High mobility group (nonhistone chromosomal) protein 4; High mobility group (nonhistone chromoso; 8.16 

453985; N44545; Hs.251865; ESTs; ESTs; 8.14 

451 106; BE382701; Hs.25960; N-MYC oncogene; N-MYC oncogene; 8.10 

420347; AL033539; Hs.97124; Human DMA sequence from done RP1-309H15 on chromosome 6p22.1-22.3 Contains a gene similar to HDGF (hepatoma-derived growth factor (high- 
mobility group protein 1-fike)), ESTs, STSs, GSSs and a CpG Isl; Human DMA sequence from clone RP1-309H15; 8.03 
415857; AA866115; Hs.127797; Homo sapiens cDNA FLJ1 1381 fis, done HEMBA1000501; Homo sapiens cDNA FU1 1381 fis, done HE; 8.02 
425501; AW629485; Hs.140720; GSK-3 binding protein FRAT2; GSK-3 binding protein FRAT2; 7.90 

421016; AA504583; Hs.101047; transcription factor 3 (E2A immunoglobufin enhancer binding factors E12/E47); transcription factor 3 (E2A rmmunoglobul; 7.89 

432407; AA221036; ; gbzr03ft£r1 Stratagene NT2 neuronal precursor 937230 Homo sapiens cDNA done 5' similar to SWPOLBAEVM P10272 POL POLYPROTE1N ;, mRNA 

sequence; gb:zr03f12.r1 Stratagene NT2 neuronal pr, 7.83 
422846; BE513934; Hs.1583; neutrophil cytosolic factor 1 (47kD, chronic granulomatous disease, autosomal 1); neutrophil cytosolic factor 1 (47kD, chr; 7.80 
433228; F28212; Hs.14953; KIAA1491 protein; KIAA1491 protein; 7.73 
446528; AU076640; Hs.15243; nudeolar protein 1 (120kD); nucleolar protein 1 (120kD); 7.71 

447350; AI375572; Hs.1 72634; v-erb-a avian erythroblastic leukemia viral oncogene homdog-like 4 (HER4); v-erb-a avian erythroblastic leukemia vi; 7.71 
448775; AB025237; Hs.388; nudix (nucleoside diphosphate linked moiety X)-type motif 1; nudix (nucleoside diphosphate linked moi; 7.71 
430253; AK001514; Hs.236844; hypothetical protein FU10652; hypothetical protein FU10552; 7.70 

444784; D12485; Hs.11951; ectonucleotide pyrophosphatase/phosphodiesterase 1 (Plasma-cell membrane glycoprotein PC-1); ectonudeotide pyrophosphalase/phosphodi; 7.62 

443537; D13305; Hs.203; cholecystokinin B receptor, cholecystokinin B receptor; 7.57 

446291; BE397753; Hs.14623; interferon, gamma-induciNe protein 30; Interferon, gamma-indudble protein 30; 7.55 

4 1 0006; AW732308; Hs.57783; eukaryotic translation initiation factor 3, subunit 9 (eta, 1 16kD); eukaryotic translation initiation factor; 7.53 

430255; AK000703; Hs.323822; Homo sapiens mRNA for K1AA1551 protein, partial cds; Homo sapiens mRNA for KIAA1551 protein, ; 7.52 

41 1975; AJ916Q5B; Hs.1445B3; 3'UTR of. dead ringer (Drosophila)-fike 1; 3'UTR of: dead ringer (DrosophilaJ-like ; 7.50 

439864; AI720078; Hs,291997; ESTs, Weakly sfrnflar to A47582 B-cetl growth factor precursor [RsapiensJ; ESTs, Weakly similar to A47582 B-cefl gr, 7.47 

440773; AA352702; Hs.37747; Homo sapiens, Similar to RJKEN cDNA 2700083B06 gens, done MGC:4669, mRNA, complete cds; Homo sapiens, Similar to RIKEN cDNA 2700; 7.47 

417705; AW134952; Hs.175220; hypothetical protein FU14541; hypothetical protein FU14541; 7.47 

425367; BE271188; Hs.155975; protein tyrosine phosphatase, receptor type. C-associated protein; protein tyrosine phosphatase, receptor 1 7.47 
407710; AW022727; Hs.23616; ESTs; ESTs; 7,45 
445093; AI207197; Hs,374149; ESTs; ESTs; 7.41 

41 81 1 3; A1272141; Hs.83484; SKY (sex determining region Y)-box 4; SRY (sex determining region Y)-box 4; 7.39 

417900; BE250127; Hs.82906; COC20 (cell division cyde 20, S. cerevisiae. homolog); CDC20 (cefl division cyde 20, S. cerevi; 7.37 

429469; M64590; Hs.111801; glycine dehydrogenase (decarboxylating; glydne decarboxylase, gtydne cleavage system protem P); glycine dehydrogenase (decarboxytafing; ; 7.33 

422726; U11690; Hs.1572; faciogenital dysplasia (Aarskog-Scott syndrome); fadogenital dysplasia (Aarskog-Scottsy; 7.33 

430504; H52761; Hs.44095; Homo sapiens, done MGC12617, mRNA, complete cds; Homo sapiens, clone MGC:12617, mRNA, com; 7.32 

448981; AI968719; Hs.195387; ESTs; ESTs; 7.28 

413762; AW411479; Hs.84B; FK506-binding protein 4 (59kD); FK506-binding protein 4 (59kD); 7.26 

435092; AL137310; Hs.4749; Homo sapiens mRNA; cDNA DKFZp761E13121 (from done DKFZp761E13121); partial cds; Homo sapiens mRNA; cDNA DKF2p761E13121 (; 7.25 
434414; AI798376; ; gb:tr34b07.x1 NCI CGAP Ov23 Homo sapiens cDNA clone 3: similar to TR01 5475 01 5475 UNNAMED HERV-H PROTEIN ;. mRNA sequence; gb*34b07.x1 

NCLCGAP_Ov23 Homo sapiens; 7.24 
428977; AK001404; Hs.194698; cydin B2; cydin B2; 7.19 

434274; AA628539; Hs.57783; ESTs, Moderately similar to ALU INHUMAN ALU SUBFAMILY J SEQUENCE CONTAMINATION WARNING ENTRY [H^apiens]; ESTs, Moderately 
similar to ALULHUMAN A; 7.19 

446700; AW206257; Hs.1 56326; Human DNA sequence from done RP11-145L22 on chromosome 6p21.32-22.Z Contains the gene for myefin/oBgodendrocyte glycoprotein MOG, 

(part of) the gene for a novel KRAB box containing C2H2 type zinc f; Human DNA sequence from done RP11-145L2; 7.16 
420524; AB010575; Hs.98547; amitoride-senshTve cation channel 3, tesfis; arnitoride-sensitive cation channel 3, te; 7.15 
439053; BE244588; Hs.6456; chaperonm containing TCP1, subunit 2 (beta); diaperonin containing TCP1 , subunit 2 (b; 7.14 
445076; AI206888; Hs.154131; ESTs; ESTs; 7.14 
448588; AI970276; Hs.156905; WAA1676; K1AA1676; 7.13 

429486; AF155827; Hs.203963; hypoihetical protein FU10339; hypothetical protein FU10339; 7.10 

441352; BE614410; Hs.23044; RAD51 (S. cerevisiae) homolog (E cofi RecA homolog); RAD51 (S. cerevisiae) homolog (E cofi Re; 7.04 

433914; AF108138; Hs.1 12160; Homo sapiens DNA helicase homolog (P1F1) mRNA, partial cds; Homo sapiens DNA heficase homdog (RF1); 7.02 

413278; BE563085; Hs.833; interferon-stimulated protein, 15 kOa; Interferan-sOmulated protein, 15 kDa; 7.02 

423765; R23858; Hs.143375; Homo sapiens, done (MAGE3840937. mRNA, partial cds; Homo sapiens, done IMAG&3840937, mRNA.; 6.96 
416658; U03Z72; Hs.79432; fibrflBn 2 (congenita] contractural arachoodactyly); fibrillin 2 (congenital conlractural ara; 6.92 
438450; A1050866; Hs.65853; nodal, mouse, homolog; nodal, mouse, homolog; 6J90 

415323; BE269352; Hs.949; neutrophil cytosolic factor 2 (65kD, chronic granulomatous disease, autosomal 2); neutrophil cytosolic factor 2 (65kD, chr, 6.90 

444381; BE387335; Hs.283713; hypothetical protein BC014245; hypothetical protein BC014245; 6.89 

4475B2; BE293520; Hs.1 8910; prostate cancer overexpressed gene 1; prostate cancer overexpressed gene 1; 6.89 

424779; AL046B51; Hs.153053; CD37 antigen; CD37 antigen; 6.89 

443907; AU076484; Hs.9963; TYRO protein tyrosine kinase binding protein; TYRO protein tyrosine kinase binding pro; 6.84 
427298; AA400495; ; ESTs; ESTs; &82 

414732; AW410976; Hs.77152; rnuiichromosome maintenance deficient (S. cerevisiae) 7; minichromosome maintenance defident (S.; 6,81 

424959; NMJXJ5781; Hs.153937; activated p21cdc42Hs kinase; activated p21cdc42Hs kinase; 6.81 

426866; U02330; Hs.172816; neuregulin 1; neuregufin 1; 6.80 

418203; X54942; Hs.83758; CDC28 protein kinase 2; CDC28 protein kinase 2; 6.80 

427521; AW973352; ; ESTs; ESTs; &75 

430397; AI924533; Hs.105607; bicarbonate transporter related protein 1; bicarbonate transporter related protein ; 6.75 
427719; AI393122; Hs.134726; ESTs; ESTs; 6.74 
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